\ 




Start 


577 




End 


824 




Name 


OJ991217 14.0118.C14.ol 


.gp 


Method 


AAT/GAP 




Start 


577 




End 


824 




GI U 


3761181 




Score 


443 




Exons 


577. .824 










GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 1.0e-99 Oryza sativa DNA, 




similar sequence to Pib 


.gene 








Seq. No. 


20728 




Seq. ID 


OJ991217_14 .0118 


.C14 


Gene No . 


43237 




Strand 


+ 




Start 


854 




End 


1085 




Name 


a inm 01 i i a Alio /-> i a _i 

OJ991217 14 . Olio . C14 . ol 


.gs 


Method 






Start 


854 




End 


1085 




GI 


none 




Score 


.98 




Exons 


854.. 961, 1063.. 1085 










Seq. No. 


20728 




Seq. ID 


OJ991217__14.0118 


.C14 


Gene No . 


43238 




Strand 


- 




Start 


1791 




End 


1963 




Name 


OJ991217 14 . 0118 . C14 ,^o2 


. gs 


Method 


GENSCAN 




Start 


1791 




End 


1963 




GI 


none 




Score 


.93 




Exons 


1791. .1963 










Seq. No. 


20729 




Seq. ID 


OJ991217_14.0118 


.C15 


Gene No. 


43239 




Strand 


+ 




Start 


1298 




End 


3659 




Name 


OJ991217 14 . Olio . Clo . ol 


.gs 


Method 


GENSCAN 




Start 


1298 




End 


3659 




GI 


none 




Score 


.53 




Exons 


1298. .1351, 1477. .1658, 


1880. 


.2004, 2692. .3659 




Seq. No. 


20730 




Seq. ID 


OJ991217JL4.0118 


.C18 


Gene No. 


43240 




Strand 






Start 


2222 




End 


4343 




Name 


OJ991217_14.0118.C18.o2 


.gs 


Method 


GENSCAN 




Start 


o o o o 
2.2.2.2. 




End 


4343 




GI 


none 




Score 


.84 




Exons 


2222.. 2668, 3124.. 3193, 


4282. 


.4343 






Seq. No. 


20730 




Seq. ID 


OJ991217_14.0118 


.C18 


Gene No. 


43240 




Strand 






o tart 


2222 




End 


4343 




Name ■ 


OJ991217 14.0118.C18.ol 


.rip 


Method 


AAT/NAP 




Start 


2261 




End 


3090 




GI 


3643605 




Score 


226 




Exons 


2261. .2624, 3011. .3090 










GI Descrip. 


(AC005395) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


20730 




Seq. ID 


OJ991217_14.0118 


.C18 


Gene No. 


43241 




Strand 






Start 


5900 




End 


8959 




Name 


OJ991217 14.0118.C18.ol 


. tm . 


Method 


TBLASTX : Maize 




Start 


2340 




End 


2602 




GI 


none 




Score 


115* 




Exons 


2340. .2585, 2417. .2602 











21001 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



20730 
43241 
5900 

OJ991217_14.0118.C18.ol.tc 
2400 
none 

2400. .2591, 2402. .2602.. 

20730 
43241 
5900 

OJ991217_14 .0118 .C18.o3.gs 
5900 
none 

5900.. 6028, 8386.. 8465, 8701.. 8817, 8872.. 8959 



Seq. ID OJ991217_14.0118.C18 
Strand 

End .8959 

Method TBLASTX : Cress 

End 2602 

Score 98 



Seq. ID OJ991217_14.0118.C18 
Strand 

End 8959 

Method GEN SCAN 

End 8959 

Score .81 



20731 
43242 
1 

OJ991217_14 .0118.C20.ol.np 
1 

4510417 
1..31, 388. .448, 593. .616 

(AC006929) putative homeodomain transcription factor 
[Arabidopsis thaliana] 



Seq. ID .OJ991217_14.0118.C20 

Strand + 

End 616 

Method AAT/NAP 

End 616 

Score 79 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. * 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



20732 
43243 
1 

OJ991217_14.0118.C21.ol.np 
1 

5852179 
1..121, 284. .522, 597. .751 
(AL117265) zhb0009.1 [Oryza sativa] 



Seq. ID OJ991217_14.0118.C21 
Strand 

751 

AAT/NAP 
751 
346 



End 

Method 
End 
Score 



20732 
43243 
1 

OJ991217_14 . 0118 .C21 . ol . gs 

284 

none 

284. .550, 573. .716 



Seq. ID OJ991217_14.0118.C21 

Strand 

End 751 

Method GENSCAN 

End 716 

Score .84 



20733 
43244 
1 

OJ991217_14.0118.C22.ol.np 
1 

5091513 
1. .834 

(AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ991217_14.0118.C22 
Strand + 

834 

AAT/NAP 
834 
1408 



End 

Method 

End 

Score 



20733 
43244 
1 

OJ991217_14.0118-.C22.ol.gs 
4 



Seq. ID OJ991217_14.0118.C22 

Strand + 

End 834 

Method GENSCAN 

End 776 



21002 



GI 


none 


Exons 


4. .776 


Seq. No. 


20734 


Gene No. 


43245 


Start • 


675 


Name 


OJ991217 16. 


Start 


675 


GI 


none 


Exons 


675.. 743, 98 


Seq. No. 


20734 


Gene No. 


43246 


Start 


6056 


Name 


OJ991217 16. 


Start 


6056 


GI 


none 


Exons 


6056. .6165, 


Seq. No. 


20735 


Gene No. 


43247 


Start 


4853 


Name 


OJ991217 16. 


Start 


4853 


GI 


none 


Exons 


4853. .4985, 


Seq. No. 


20735 


Gene No.- ' 


43247 


Start 


4853 


Name 


OJ991217 16. 


•Start 


6394 


GI 


4715611 


Exons 


6394. .6725 


Seq. No. 


20735 


Gene No. 


43248 


Start 


7918 


Name 


OJ991217 16. 


Start 


7918 


GI 


4715612 


Exons 


7918. .8009, 


GI Descrip. 


4521194/dbj | 



Score 



.97 



Seq. ID OJ991217_16.0114.C1 

Strand + 

End 1015 

Method GEN SCAN 

End 1015 

Score .94 



Seq. ID OJ991217_16.0114.C1 

Strand + 

End . 9019 

Method GENSCAN 

End 9019 

Score .45 



6165, 6484.. 6547, 8098.. 8294, 8677.. 9019 



centromere sequence RCB11 



Seq. No. 


20735 




Gene No. 


43249 




Start 


611 




NariuS;:-' 


OJ991217 16.0114 


.C2.ol 


Start * 


611 




GI 


none 




Exons 


611. .1431, 1544. 


.1706, 


Seq. No. 


20735 




Gene No. 


43250 




Start 


5118 




Name 


OJ991217 16.0114 


.C2.ol 



Seq. ID OJ991217_16.0114.C2 

Strand + 

End 734 9 

Method GENSCAN 

End 7349 

Score .75 



Seq. ID OJ991217_16.0114.C2 

Strand + 

End 734 9 

Method AAT/GAP 

End 6725 

Score 656 



Seq. ID OJ991217_16.0114.C2 

Strand + 

End 9216 

Method AAT/GAP 

End 9216 

Score 624 



Seq. ID OJ991217_16.0114.C2 
Strand 

End 4290 

Method GENSCAN 

End ' 4290 

Score .76 



Seq. ID OJ991217_16.0114.C2 
Strand 

End 6714 

Method AAT/NAP 



21003 




Start 


5118 


End 


6714 


GI 


64 98458 


Score 


124 


Exons 


5118. .5142, 6433. .6714 






GI Descrip. 


(AP000S16) hypothetical protein [Oryza 


sativa] 


Seq. No. 


20735 


Seq. ID 


OJ991217_16.0114.C2 


Gene No. 


43251 


Strand 




Start 


9734 


End 


10266 


Name 


OJ991217_16.0114 ,C2.o4 .gs 


Method 


GENSCAN 


Start 


9734 


End 


10266 


GI 


none 


Score 


.67' 


Exons 


9734.. 10055, 10181.. 10266 






Seq. No. 


20736 


Seq. ID 


OJ991217_16.0114.C3 


Gene No. 


43252 


Strand 


+ 


Start 


3667 


End 


4146 


Name 


OJ991217 16.0114.C3.ol.gp 


Method 




Start 


3667 


End 


4146 


GI 


11308 1.R1084 


Score 


865 


Exons 


3667. .4146 






GI Descrip. 


•6015437/dbj | AB008112 . 1 | AB008112 2.0e- 


09 Homo sapiens PEX1 




complete cds 1 






Seq. No. 


20737 


Seq. ID 


OJ991217_16.0114.C4 


Gene No. 


43253 


Strand 


+ 


Start 


920 


End 


4886 


Name 


OJ991217 16.0114.C4.ol.gp 


Method 


AAT/GAP 


Start 


920 


End 


3554 


GI 


29273 1.R1084 


Score 


1618 


Exons 


920.. 1305, 1570.. 1660, 1753. 


.1805, 1903. .1995, 2074. .2145, 



2717.. 2789, 3067.. 3112, 3355.. 3419, 3501.. 3554 
GI Descrip. ' 4455287/emb| CAB36823. 1 | 2.0e-35 (AL035527) putative protein 
[Arabidopsis thaliana] 1 



Seq. No. 


20737 


Seq. ID 


OJ991217_16. 


0114 


.C4 


Gene No. 


43253 


Strand 


+ 






Start 


920 


End 


4886 






Name 


OJ991217 16.0114.C4.ol.np 


Method 


AAT/NAP 






Start 


1147 


End 


3350 






GI 


4455287 


Score - 


267 






Exons 


1147. .1305, 1570. .1704, 1749 


..1805, 1903. .1995, 2074. .2172, 




3233. .3350 










GI Descrip. 


(AL035527) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


20737 


Seq. ID 


OJ991217_16. 


0114 


.C4 


Gene No. 


43253 


Strand 


+ 






Start 


920 


End 


4886 






Name 


OJ991217 16.0114.C4.o2.np 


Method 


AAT/NAP 






Start 


3365 


End 


4536 






GI 


4038034 


Score 


315 






Exons 


3365.. 3418, 3501.. 3554, 3630 


..3707, 4447. .4536 






GI Descrip. 


(AC005936) unknown protein [Arabidopsis 


; thaliana] 






Seq. No. 


20737 


Seq. ID 


OJ991217_16. 


0114 


-C4 


Gene No. 


43253 


Strand 


+ 






Start 


920 


End 


4886 






Name 


OJ991217 16.0114.C4.o2.gp 


Method 


AAT/GAP 







21004 




Start 3529 End 4886 

GI 40118_1.R1084" Score 1016 

Exons 3529,-3554, 3630.. 3707, 4447.. 4886 - 

GI Descrip. '4038034 1.0e-20 (AC005936) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 


20737 








Seq. ID 


OJ991217 


_16.0114.C4 


Gene No. 


43254 








Strand 


- 




Start 


905 








End 


6586 




Name 


OJ991217 16 


.0114. 


C4.ol. 


gs 


Method 


GENSCAN 




Start 


905 








End 


6586 




GI 


none 








Score 


.7 




Exons 


905.. 1312, 


1488. . 


1600, 


4409. . 


4501, 6154 


1. .6380, 


6429. . 6586 


Seq. No. . 


20737 








Seq. ID 


OJ991217 


_16.0114.C4 


Gene No. 


43254 








Strand 






Start 


905 ' ' 








End 


6586 




Name 


OJ991217 16 


.0114. 


C4.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


1209 








End 


2154 




GI 


none 








Score 


146 




Exons 


1209. .1307, 


1210. 


.1308, 


1543. 


.1659, 1566.. 1661, 


1569. .1658, 




1752. . 1808, 


1752 . 


. 1805, 


1891. 


.2001, 1903.. 1995, 


1911 . .2012, 




2067. .2141, 


2069. 


.2149, 


2069. 


.2140, 2071. .2148, 


2074. .2154 


Seq. No. . 


20737 








Seq. ID 


OJ991217 


_16.0114.C4 


Gene No. 


43254 








Strand 






Start 


905 








End 


6586 




Name 


OJ991217 16 


.0114. 


C4.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1210 








End 


2789 




GI 


none 








Score 


131 




Exons 


1210. .1308, 


1212. 


.1307, 


1543. 


.1659, 1569.. 1658, 


1752. .1808, 




1900. .2001, 


1903. 


.1995, 


2071. 


.2151, 2073. .2186, 


2074 . .2154, 




2714. .2764, 


2766. 


.2789 










Seq. No. 


20737 








Seq. ID 


OJ991217 


_16.0114.C4 


Gene No. 


43254 








Strand 






Start 


905 








End 


6586 




Name 


OJ991217 16 


.0114. 


C4.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1894 








End 


3112 




GI 


none 








Score 


150 




Exons 


1894. .1995, 


1897. 


.2001, 


1898. 


.2002, 2070.. 2132, 


2074. .2154, 




2080. .2151, 


2677. 


.2811, 


2697. 


.2813, 2700.. 2792, 


2714. .2812, 



3059. .3112 



Seq. No. 20737 
Gene No. 43254 
Start 905 

Name OJ991217_16 . 0114 . C4 . o2 . tm 

Start 2702 
GI none 

Exons 2702.. 2812, 2714.. 2794, 3059. 

3498.. 3563, 3499.. 3549, 3500. 
3624. .3710, 3629. .3709, 4429. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ99.1217 16. 0114. C4 



6586 

TBLASTX: Maize 
4541 
133 

3112, 3334. .3420, 3335. 
3568, 3501. .3557, 3622. 
4533',* 4440. .4541, 4446. 



3421, 
.3702, 
.4541 



Seq. No. 
Gene No. 
Start 



20737 
43254 
905 



Seq. ID 

Strand 

End 



OJ991217 16. 0114. C4 



6586 



21005 




Name 


OJ991217 16. 0114 .C4 .o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


3071 




End 


4539 


GI 


none 




Score 


109 


Exons 


3071.. 3112, 3335.. 3421, 


3352. 


.3420, 3500.. 3547, 3500.. 3553 




3501.. 3557, 3624.. 3707, 


3629. 


.3694, 3630.. 3707, 4429.. 4539 




4446. .4532 








Seq. No. 


20737 




Seq. ID 


OJ991217_16.0114.C4 


Gene No. 


43254 




Strand 




Start 


905 




End 


6586 


Name 


OJ991217 16.0114.C4.ol. 


tc 


Method 


TBLASTX -.Cress 


Start 


3344 




End 


4518 


GI 


none 




Score 


124 


Exons 


3344.. 3421, 3346. .3420, 


. 3498. 


.3563, 3501.. 3557, 3624. .3710 




3628.. 3693, 3630. .3707, 


4429. 


.4518, 4446. .4517 


Seq. No. 


20738 




Seq. ID 


OJ991217 lb. 0114. Co 


Gene No. 


43255 




Strand 




Start 


82 




End 


516 


Name 


OJ991217 16.0114.C5.ol. 


gs 


Method 




Start 


82 




End 


olo 


GI 


none 




Score 


. 91 


Exons 


82. .516 








Seq. No. 


20739 




Seq. ID 


Ojyyizl/ lb.U114.UD 


Gene No. 


43256 




Strand 




Start 


10 




End 


304 • 


Name 


OJ991217 16.0114.C6.ol. 


gs 


Method 


GEN SCAN 


Start 


10 




End 


304 


GI 


none 




Score 


.59 


Exons 


10. .304 








Seq. No. 


20740 




Seq. ID 


OJ991217_16.0114.C7 


Gene No. 


43257 




Strand 




Start 


269 




End 


567 


Name 


OJ991217 16.0114.C7.ol. 


gs 


Method 


GENSCAN 


Start 


269 




End ■ 


567 


GI 


none 




Score 


.41 


Exons 


269. .567 








Seq. No. 


20741 




Seq. ID 


OJ991217_16.0114.C8 


Gene No. 


43258 




Strand 


+ 


Start " . 


113 




End 


507 


Name 


OJ991217 16.0114.C8.ol. 


gp 


Method 


AAT/GAP 


Start 


113 




End 


507 


GI 


uC-osflcyp086h03al 




Score 


782 


Exons 


113. .507 








GI Descrip. 


'1420932/gb|U61383|ORU61383 7 


. Oe-21 Oryza rufipogon 




4-coumarate-CoA ligase 


gene, 


intron 1, 


partial sequence' 


Seq. No. 


20741 




Seq. ID 


OJ991217_16.0114.C8 


Gene No. 


43259 




Strand 




Start 


174 




End 


592 


Name 


OJ991217 16.0114.C8.ol. 


gs 


Method 


GENSCAN 


Start 


174 




End 


592 


GI 


none 




Score 


.51 


Exons 


174. .306, 435. .592 









21006 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20742 
43260 
1 

OJ991217JL6.0114 .C9.ol.np 
1 

6715649 
1..53, 269. .526 

(AC007323) T25K16.3 [Arabidopsis thaliana] 



Seq. ID OJ991217_16.0114.C9 
Strand + 
End 526 
Method AAT/NAP 
End 526 
Score .44 



End 

Method 
End 
Score 



20742 
43261 
23 

OJ991217_16.0114 .C9.ol.gs 
23 

none 

23. .318, 341. .512, 514 624 

20743 
43262 
5545 

OJ991217_16. 0114. CIO. o2.gs 
5545 
none 

5545. .5657, 6014. .6141, 7050. .7102 



Seq. ID OJ991217_16.0114.C9 
Strand 

624 

GENSCAN 
624 
.77 



Seq. ID OJ991217_16. 0114. C10 
Strand 

7102 
GENSCAN 
7102 
.75 



End 

Method 
End 
Score 



Seq. ID OJ991217_16. 0114. C10 
Strand 

7440 
AAT/GAP 
7440 
116 



20743 
43263 
7358 

OJ991217_16. 0114 .C10. ol.gp 
7358 

LIB3477-003-P1-K1-E9 
7358. .7440 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



End 

Method 

End 

Score 



20743 
43264 
9566 

OJ991217_16. 0114 .C10. o3.gs 

9566 

none 

9566.. 9673 



Seq. ID OJ991217_16. 0114. C10 
Strand 

End 9673 

Method GENSCAN 

End 9673 

Score .76 



Seq. No. 20744 

Gene No. 43265 

Start 18023 

Name OJ991217_16 . 0114 . Cll . 08 . gs 

Start 18023 

GI none 

Exons 18023. .18055, 18099.. 18875 

Seq. No. 20744 
Gene No. - 43266 

Start 21861 

Name OJ991217 16 . 0114 . Cll . o3 . np 



Seq. ID OJ991217_16. 0114 .Cll 

Strand + 

End 18875 

Method GENSCAN 

End 18875 

Score . 9 



Seq. ID OJ991217_16. 0114. Cll 

Strand + 

End 23127 

Method AAT/NAP 



" 21007 




Start 


21861 End 


23127 






GI 


6907086 Score 


970 






Exons 


21861. .22644; 22707 .. 22940, 22973.. 23127 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


20744 Seq. ID 


OJ991217_16. 


0114 


.Cll 


Gene No. 


4 3267 Strand-, 








Start 


1508 End ^ 


3439 






Name 


OJ991217 16.0114.Cll.ol.gs Method 


GENSCAN 






Start 


1508 End 


3439 






GI 


none Score 


.44 






Exons 


1508. .1564, 2158. .2188, 2801. .2952, 3218. .3439 






Seq. No. 


20744 Seq. ID 


OJ99121 / Id. 


0114 


.Cll 


Gene No. 


43268 . Strand 








Start 


4171 End 


4581 






Name 


OJ991217 16 . 0114 . Cll . o2 . gs Method 


GENSCAN 






Start 


4171 End 


4581 






GI 


none Score. 


.8 






Exons 


4171. .4188, 4243. .4270, 4487. .4581 








Seq. No. 


20744 Seq. ID 


OJ991217_16. 


0114 


.Cll 


Gene No. 


43269 Strand 








Start 


6251 End 


6649 






Name 


OJ991217 16.0114.Cll.o3.gs Method 


GENSCAN 






Start 


6251 End 


6649 






GI 


none Score 


.77 






Exons 


6251. .6649 








Seq. No. 


20744 Seq. ID 


OJ991217_16. 


0114 


.Cll 


Gene No. 


43270 Strand 








Start 


7327 End 


12553 






Name 


OJ991217 16.0114.Cll.ol.gp Method 


AAT/GAP 






Start 


7327 End 


8044 






GI 


15517 1.R1084 Score 


1352 






Exons 


7327. .8044 








GI Descrip. 


•4760700/dbj IBAA77387.il 2.0e-22 (AB024437) peroxidase 


1 




[Scutellaria baicalensis] 1 








Seq. No. 


20744 Seq. ID 


OJ991217_16. 


0114 


.Cll 


Gene No. 


43270 Strand 








Start 


7327 End 


12553 






Name 


OJ991217 16.0114.Cll.ol.np Method 


AAT/NAP 






Start 


7606 End 


12553 






GI 


4760700 Score 


783 






Exons 


7606. .8180, 10006. .10198, 10799. .10949 


, 12507.. 12553 




GI Descrip. 


(AB024437) peroxidase 1 [Scutellaria baicalensis] 






Seq. No. 


20744 Seq. ID 


OJ991217_16. 


0114 


.Cll 


Gene No. 


43270 Strand 








Start 


7327 End 


12553 






Name 


OJ991217 16.0114.Cll.o4.gs Method 


GENSCAN 






Start 


7606 End 


8262 






GI 


none Score 


.56 






Exons 


7606.. 8262 








Seq. No. 


20744 Seq. ID 


OJ991217JL6. 


0114 


.Cll 



21008 



Gene No. 


43270 


Strand 








Start 


7327 


End 


12553 






Name 


OJ991217 16.0114.Cll.o2.gp 


Method 


AAT/GAP 






Start 


8144 


End 


11174 






GI 


46826 1.R1084 


Score 


1136 






Exons 


8144. .8184, 10010. . 10198, 10799. .11174 








GI Descrip.. 


M760700/dbj IBAA77387.il 5. 


Oe-36 (AB024437) peroxidase 


1 




[Scutellaria baicalensis] 1 










Seq. No. 


20744 


Seq. ID 


OJ991217_ 


16.0114 


.Cll 


Gene No. 


4327.0 


Strand 








Start 


7327 


End 


12553 






Name 


OJ991217 16.0114.Cll.o5.gs 


Method 


GENSCAN 






Start 


9673 


End 


11002 






GI 


none 


Score 


.85 






Exons 


9673. .9765, 10010 .. 10198, 10799. .11002 








Seq. No. 


20744 


Seq. ID 


OJ991217_ 


16.0114 


.Cll 


Gene No. 


43271 


Strand 








Start 


13634 


End 


15132 






Name 


OJ991217_16. 0114 . Cll.o3.gp 


Method 


AAT/GAP 






Start 


13475 


End 


14638 






GI 


51218 1.R1084 


Score 


1294 






Exons 


13475. .14034, 14340 .. 14505, 


14577. .14638 






GI Descrip. 


' 1853975/dbj | BAA03373 | 5 . Oe 


-22 (D14482) 


putative 


peroxidase 




. [Oryza sativa] 1 










Seq. No. 


20744 


Seq. ID 


OJ991217_ 


16.0114 


.Cll 


Gene No. 


43271 


Strand 








Start 


13634 


End 


15132 






Name 


OJ991217 16-0114. .Cll.o6.gs 


Method 


GENSCAN 






Start 


13634 


End 


15094 






GI 


none 


Score 


.99 






Exons 


13 634.. 14034, 14340.. 14505, 


14578. .14766, 14882. 


.14983, 






15014 . . 15094 










Seq. No. 


20744 


Seq. ID 


OJ991217_ 


16.0114 


.Cll 


Gene No. 


43271 


Strand 








Start 


13634 


End 


15132 






Name 


OJ991217 16-0114. Cll.o4.gp 


Method 


AAT/GAP 






Start 


14628 


End 


15132 






GI 


60477 1.R1084 


Score 


711 






Exons 


14628. .14766, 14882. .15132 










GI Descrip. 


M760700/dbj IBAA77387.il 5. 


0e-23 (AB024437) peroxidase 


1 




[Scutellaria baicalensis] 1 










Seq. No. 


20744 


Seq. ID 


OJ991217_ 


16.0114 


.Cll 


Gene No. 


43272 


Strand 








Start 


16025 


End 


17754 






Name 


OJ991217 16.0114.Cll.o7.gs 


Method 


GENSCAN 






Start 


16025 


End 


17754 






GI 


none 


Score 


.72 






Exons 


16025. .16057, 16567 16611, 


16697. .16797, 16913. 


.17019, 






17151. .17252," 17356. .17578, 


17685. .17754 






Seq. No. 


20744 


Seq. ID 


OJ991217_ 


16.0114 


.Cll 


Gene No. 


43272 


Strand 









21009 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16025 End 17754 

OJ991217_16. 0114 .Cll. o2.np Method AAT/NAP 

16333 End 17576 

4966344 Score 274 

16333. .16461, 16567 .. 16611 , 16697 167 97 , 16913 17019, 

17151. .17252, 17359.. 17576 

(AG006341) ESTs gb|F15498, gb|H37515, gb|T41906, gb|T22448, 
gb|W43356 and gb|T20739 come from this gene. [Arabidopsis 
thaliana] 



20744 
43273 
19958 

OJ991217_16.0114.Cll.o2.tm 

7600 

none 



Seq. ID OJ991217_16.0114.C11 



Strand 
End 

Method 

End 

Score 



23083 

TBLASTX: Maize 

13882 

209 



7600. .7860, 7610. .7858, 13620 .. 13715, 13643. .13882 



20744 Seq. ID 

43273 Strand 

19958 End 

OJ991217_16.0114 .Cll.o2.ts Method 

7610 End 

5677397 Score 



OJ991217_16.0114.C11 
23083 

TBLASTX: Soybean 

13684 

82 



7610. .7738, 7618. .7863, 13646. .13684 

129805/sp_P22195_PERl_ARAHY 2.0e-39 CATIONIC PEROXIDASE 1 

PRECURSOR >gi_99872_pir A38265 peroxidase (EC 1.11.1.7) 

precursor, cationic (clone PNC1) - peanut 



20744 
43273 
19958 

OJ991217_16.0114.Cll.ol.tc 
7777 
none 

7777. .7863, 7906. .8190, 

10136. .10234, 10799. .10945, 13643 .. 13735, 
13922. .14038, 14305 .. 14502, 14414 .. 14503, 
14621. .14722, 14846. .15040 



Seq. ID 
Strand 
End 

Method 
End 
Score 
7928. .8053, 8096. 



OJ991217 16.0114.C11 



23083 

TBLASTX: Cress 
15040 
73 

8191, 10016. .10180, 
13775. .13888, 
14581. .14748, • 



Seq. No. 20744 

Gene No. 43273 

Start 19958 ■ 

Name • OJ991217_16. 0114 . Cll . ol . ts 

Start 7906 

GI none 

Exons 7906.. 8106, 7979.. 8104, 8117, 



10799. .10936, 13694 .. 13876, 13907 
14440. .14505, 14578 .. 14766, 14621 
14886. .14906 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8182, 10010 
14038, 
14767, 



OJ991217 16. 0114. Cll 



23083 

TBLASTX: Soybean . 
15019 
69 

.10234, 10053. 
14338. .14427, 
14882. .15019, 



10226, 



Seq. No. 20744 Seq. ID 

Gene No. 43273 Strand 

Start 19958 End ■ 

Name OJ991217_16 .0114 . Cll . ol . tm Method 

Start 8035 End 

GI none Score 



OJ991217_16. 0114. Cll 
23083 

TBLASTX : Maize 

18808 

163 



21010 



Exons 8035.. 8184, 8036.. 8185, 8039.. 8191, 10007 10222 , 10053 .. 10220, 

10799. .10939, 10806 .. 10979, 10974 11030, 14357 14 551 , 

14362. .14502, 14565 .. 14 684 , 14566 .. 14 685, 14 575 .. 14766, 

14621. .14767, 14690 .. 14767, 14882 .. 15022, 14 885 .. 15022, 
18713. .18808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20744 
43273 
19958 

OJ991217_16.0114.Cll.ol.tw 

8095 

none 



Seq. ID OJ991217_16.0114.C11 
Strand 

End 23083 

Method TBLASTX : Wheat 

End 14914 

Score 150 



8095.. 8190, 10007. .10222, 10053 .. 10220, 10799 .. 10831 , 
14416. .14502, 14417. .14551, 14556 .. 14 684 , 14575 .. 14766, 
14621. .14767, 14 690 .. 14767 , 14881 14 910, 14882 .. 14 914 , 
14882. .14914 



Seq. No. 20744 Seq. ID OJ991217_16 . 0114 . Cll 

Gene No. 43273 Strand 

Start 19958 End . 23083 

Name OJ991217JL6 . 0114 . Cll . o5 . gp Method AAT/GAP 

Start 19958 End 20456 

GI 38782JL.R1084 Score 788 

Exons 19958. .20456 

GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ■ 



Seq. No. '20744 

Gene No. 43273. 

Start 19958 

Name OJ991217_16 . 0114 . Cll . o9 . gs 

Start 20257 

GI none 

Exons 20257. .20330, 20701 20747 , 
22095. .22125, 22311 22542, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21681 

22817 



OJ991217 16. 0114. Cll 



23083 
GENSCAN 
23083 
.69 

21723, 21988. .22020, 
22919, 22959.. 23083 



Seq. No. 


. 20745 






Seq. ID 


OJ991217 


_16. 


.0114 


.C12 


Gene No. 


• 43274 






Strand 


+ 








Start 


920 






End 


1287 








Name 


OJ991217 16.0114 


.C12.ol 


.gs 


Method 


GENSCAN 








Start 


920 






End 


1287 








GI 


none 






Score 


.77 








Exons 


920. .1045, 1102. 


.1211, 


1250. 


.1287 










Seq. No. 


20746 






Seq. ID 


. OJ991217 


_16. 


.0114 


.C13 


Gene No. 


43275 






Strand 


+ 








Start 


3321 






End 


4328 








Name 


OJ991217 16.0114 


.C13.ol 


.gp 


Method 


AAT/GAP 








Start 


3201 




End 


3436 








GI 


2442343 






Score 


411 








Exons 


3201. .3436 

















Seq. No. 20746 . Seq. ID 

Gene No. 43275 Strand 

Start 3321 End 

Name OJ991217_16 . 0114 . C13 . o2 . gs Method 

Start 3321 End 



OJ991217_16.0114.C13 
+ 

4328 

GENSCAN 

4322 



21011 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 
3321.. 3513, 37S3..3896, 3984.. 4322 



.85 



20746 
43275 
3321 

OJ991217_16.0114.C13.o2.np 
3339 
4115918 

3339.. 3560, 3756.. 3896, 3984, 



Seq. ID OJ991217_16.0114.C13 
Strand + 

4328 
AAT/NAP 
4319 
543 



End 

Method 
End 
Score 
.4319 

(AF118222) similar to nascent polypeptide associated complex 
alpha chain [Arabidopsis thaliana] 



20746 
43275 
3321 

OJ991217_16.0114.C13.o2.gp 
3398 

LIB3433-04 3-Pl-Kl-Ete." 



Seq. ID OJ991217_16.0114.C13 

Strand + 

End 4328 

Method AAT/GAP 

End 4328 

Score 1097 



3398. .3513, 3763. .38 $6, 3984. .4328 
'4115918 1.0e-31 (AF118222) similar to nascent polypeptide 
associated complex alpha chain [Arabidopsis thaliana] 1 



Seq. No. 


20746 






Seq. ID 


OJ991217_16.0114 


.C13 


Gene No . 


43276 






Strand 






Start • ;y; 


1 






End 


792 




Name 


OJ991217 16.0114.C13. 


ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


753 




GI 


4760700 






Score 


683 




Exons 


1..484, 556. .753 












GI Descrip. 


(AB024 4 37) peroxidase 1 


[Scutellaria baicalensis] 




Seq. No. 


20746 






Seq. ID 


OJ991217_16.0114 


.C13 


Gene No. 


43276 






Strand 






Start 


1 






End 


792 




Name 


OJ991217 16.0114.C13. 


ol. 


gs 


Method 


GENSCAN 




Start 


41 






End 


792 




GI 


none 






Score 


.74 




Exons 


41. .484, 556. .792 












Seq. No. 


20746 






Seq. ID 


OJ991217JL6.0114 


.C13 


Gene No. 


43277 






Strand 






Start 


4913 






End 


14781 




Name 


OJ991217 16.0114.C13. 


ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


2 






End 


702 




GI 


none 






Score 


97 




Exons 


2. .490, 3. .212, 252.. 


485 


, 556 


. .702 






Seq. No. 


20746 






Seq. ID 


OJ991217_16.0114 


.C13 


Gene No. 


43277 






Strand 






Start 


4913 






End 


14781 




Name 


OJ991217 16.0114.C13. 


o2. 


tm 


Method 


TBLASTX: Maize 




Start 


11 






End 


735 




GI 


none 






Score 


277 




Exons 


11. .85, 86. .490, 96.. 


485 


, 556 


..735, 55^ 


. .682 




Seq. No. 


20746 






Seq. ID 


OJ991217_16.0114 


.C13 



21012 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43277 
4913 

OJ991217_16. 
11 

none 

11. .415, 36. 

20746 
43277 
4913 

OJ991217_16. 
62 

none 

62. .409, 87. 

20746 
43277 
4913 

OJ991217_16. 

3764 

none 

3764. .3895, 
3983. .4315, 

20746 
43277. 
4913 

OJ991217_16. 

3767 

none 

3767. .3895, 
4203. .4343 



Strand 

End 14781 

0114.C13.o3.tc Method TBLASTX : Cress 

End 693 

Score 63 

.173, 201. .416, 422. .490, 556. .693 

Seq. ID OJ991217_16.0114.C13 
Strand 

End 14781 

0114 .C13.ol.tw Method TBLASTX: Wheat 

End 693 

Score 190 
.431, 416. ,490, 559.. 693 

Seq. ID OJ991217_16.0114.C13 
Strand 

End 14781 

0114.C13.o5.tm Method TBLASTX : Mai ze 

End 4316 

Score 88 

3827. .3877, 3828. .3899, 3840. .3899, 3981. .4064, 
3984. .4316 

Seq. ID OJ991217_16.0114.C13 
Strand 

End 14781 

0114.C13.o4 .tc Method TBLASTX : Cress 

End 4343 

Score 71 

3828. .3899, 3840. .3896, 3983. .4315, 3984. .4316, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20746 Seq. ID OJ991217_16 . 0114 . C13 

43277 Strand 

4913 End 14781 

OJ991217_16 . 0114 . C13 . o2 . tw Method TBLASTX : Wheat 

3797 . ^ "End 6515 

none Score 64 

3797. .3895, 3827. .3877, 3828. .3899, 3983. .4138, 3984. .4139, 

4188. .4313, 4193. .4312, 4197. .4313, 6429. .6515 

20746 Seq. ID OJ991217_l 6 . 0114 . C13 

43277. Strand 

4913 End 14781 

OJ991217_16 . 0114 . C13 . o3 . ts Method TBLASTX : Soybean 

3827 End 4321 

none Score 104 

3827.. 3877, 3828.. 3899, 3983.. 4138, 3984.. 4142, 4185.. 4316, 
4193. .4321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



20746 
43277 
4913 

OJ991217_16, 

4603 

none 



0114.C13.o4.tm 



Seq. ID OJ991217_16.0114.C13 
Strand 

End 14781 

Me t hod TBLASTX : Ma i z e 

End 5158 

Score 73 



21013 



Exons 



4603. .4698, 4757. .4798, 4922. .5158, 4926. .5156 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
;Start 
GI' 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20746 
43277 
4913 

OJ991217_16.0114.C13.o3.gs 
4913 
none 

4913.. 5482, 5569.-5733, 5855 
7971. .8593, 8675. .8770, 9113 
9978.. 10138, 10266. .10388, 10486 .. 10658 , 11254 .. 11571 , 
11685. .11895, 12760. .13767, 14335 .. 14 4 4 9, 14633. .14781 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 16.0114.C13 



14781 
GENSCAN 
14781 
.51 

6763, 7403.. 7602, 77.29.. 7829, 
9292, 9397.. 9548, 9633.-9646, 



20746 
43277 
4913 

OJ991217_16.0114.C13.o3.np 

4940 

6102610 



Seq. ID OJ991217_16.0114.C13 
Strand 

End 14781 

Method AAT/NAP 

End 13156 

Score 6237 



4940. .5482, 5569.-5733, 5855. .6763, 7403. .7598, 7737. .7829, 
7971. .8593, 8675-. 8770, 8861. .9022, 9113. .9292, 9397.-9548, 
9633.. 9866, 9978.. 10138, 10266 .. 10388, 1048 6 .. 10664 , 
10886. .11102, 11177. .11571, 11685 .. 118 95, 12568 .. 12681, 
12760. .13156 

(AF187317) CAF protein [Arabidopsis thaliana] 



20746 
43277 
4913 . 

OJ991217_16.0114.C13.o2.tc 

4943 

none 

4943. .5209, 4944. .5174, 5246. 

20746 
43277 
4913 

OJ991217_16.0114.C13.o2.ts 

4947 

none 

4947. .5180, 4949. .5308, 5247. 

20746 
43277 
4913 

OJ991217_16.0114.C13.o4.ts 

5312 

none 

5312.. 5539, 5346.-5486, 5566. 
5852. .5893 



Seq. ID OJ991217_16.0114.C13 
Strand 

End 14781 

Method TBLASTX : Cress 

End 54 35 

Score 260 
.5434, 5247. .5435 



Seq. ID OJ991217_16.0114.C13 
Strand 

14781 

TBLASTX : Soybean 
5309 
265 



End 

Method 
End ■ 
Score 
.5309 



Seq. ID OJ991217_16.0114.C13 
Strand 

End 14781 

Method TBLASTX : Soybean 

End 5893 

Score 148 

.5733, 5567.-5734, 5618. .5734, 



Seq. No. 20746 Seq. ID 

Gene No. 43277 Strand 

Start 4913 End 

Name OJ9912 17_1 6.0114. CI 3 . ol . tc Method 

Start 5603 End 

GI none Score 



OJ991217_16.0114.C13 
14781 

TBLASTX: Cress 

6421 

167 



21014 



I s ! i 



Exons 


5603. .5734, 


5605. 


.5733, 


5620 


..5736, 5840.. 6010, 


5856. .6011, 




6015. .6071, 


6038. 


.6070, 


6080 


..6202, 6089.. 6193, 


6212. .6421, 




6237. .6362 














Seq. No. 


20746 








Seq. ID 


OJ991217 


_16.0114 .C13 


Gene No. 


43277 








Strand 






Start 


4913 








End 


14781 




Name 


ojyyiziv 16. 


0114 . 


CI J . Ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5875 








End 


6721 




GI 


none 








Score 


624 




Exons 


5875. .5922, 


5876. 


.6412, 


5876 


..6397, 5877.. 6398, 


6013. .6411, 




6362. .6517, 


6395. 


.6517, 


6438 


. .6521, 6438. .6518, 


6442. .6525, 




6542. .6721 














Seq. No. 


20746 








Seq. ID 


OJ991217 


_16.0114.C13 


Gene No. 


43277 








Strand 






Start 


4913 








End 


14781 




Name 


OJ991217 16. 


0114 . 


C13.o5 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


5954 








End 


6721 




GI 


none 








Score 


213 




Exons 


5954. .6175, 


5955. 


.6161, 


6170 


..6202, 6620.. 6721 




Seq. No. 


20746 








Seq. ID 


OJ991217 


_16.0114.C13 


Gene No. 


43277 








Strand 






Start 


4913 








End 


14781 




Name 


OJ9yl217 16. 


0114 . 


C13 . o3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6726 








End 


7852 




GI 


none 








Score 


63 




Exons 


6726. .6764, 


6726. 


.6764, 


7391 


..7609, 7400. .7603, 


7402. .7611, 




7404. .7610, 


7725. 


.7808, 


7730 


..7780, 7761. .7835, 


7773. .7850, 




7778. .7852, 


7787. 


.7852 










Seq. No. 


20746 








Seq. ID 


OJ991217 


_16.0114.C13 


Gene No. 


43277 








Strand 






Start 


4913 








End 


14781 




Name 


OJ991217 16. 


0114. 


C13.o6 


. tm 


Method 


TBLASTX: 


Maize 


Start 


11397 








End 


11795 




GI 


none 








Score 


108 




Exons 


11397. .11471 


, 11397. .11468, 


11398. .11478, 11399 


. . 11473, 




11455. .11550 


11462. .11605, 


11463. .11582, 11471 


. .11605, 




11662. .11793, 11684. .11794, 


11694. .11795, 11730 


. .11795 


Seq. No. 


20747 








Seq. ID 


OJ991217 


_16.0114.C14 


Gene No. 


43278 








Strand 


+ 




Start ' 


893 








End 


1029 




Name 


OJ991217 16. 


0114. 


C14.ol 


. gs 


Method 


GEN SCAN 




Start 


893 








End 


1029 




GI 


none 








Score 


.94 




Exons 


893. .1029 














Seq. No. 


20747 








Seq. ID 


OJ991217 


JL6.0114 .C14 


Gene No. 


43279 








Strand 


+ 




Start 


£'2-860 








End 


2974 




Name 


OJ991217 16. 


0114. 


C14.ol 


.gp 


Method 


AAT/GAP 




Start 


2860 








End 


2974 




GI 


2862 2.R1084 








Score 


130 




Exons 


2860. .2974 















21015 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



'5902930/dbj | BAA84 4 94.il 2.0e-29 (AB029510) small GTP-binding 
protein 0sRac3 [Oryza sativa] 1 



20747 Seq. ID 

43280 Strand 

4875 End 

OJ991217_16.0114.C14.o3.gs Method 

4875 End 

none Score 



OJ991217_16.0114.C14 
+ 

10150 
GENSCAN 
9481 
.89 



4875.. 5234, 5283.. 5406, 5528.. 5586, 6030.. 6094, 6303.. 6396, 
6641. .6752, 7414. .7501, 7905. .8026, 8101. .8438, 9044. .9335, 
9411. .9481 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20747 
43280 
4875 

OJ991217_16.0114.C14.ol.np 

4932 

6899894 



Seq. ID OJ991217_16.0114.C14 

Strand + 

End 10150 

Method AAT/NAP 

End 10150 

Score 569 



4932.. 5165, 5283.. 5406, 5528.. 5586, 6030.. 6094, 6303.. 6396, 
6470. .6550, 6641. .6752, 7414. .7571, 7881. .8436, 9063. .9229, 
9261. .9335, 9411. .9479, 10050. .10150 

(AL138642) serine/threonine-protein kinase-like protein 
[Arabidopsis thaliana] 



20747 Seq. ID 

43280 Strand 

4875 End 

OJ991217_16.0114 .C14.o2.tm Method 

7947 End 

none Score 



OJ991217_16.0114.C14 
+ 

10150 

TBLASTX: Maize 

8402 

41 



7947. .7982, 7948. .7986, 8099. .8272, 8103. .8351, 8103. .8174, 
8105. .8350, 8364. .8402 



Seq. No. 20747 Seq. ID 

Gene No. 4 3280 Strand 

Start ' 4875 End 
Name " OJ991217_16 . 0114 .C14 .ol . tm Method 

Start 9029 End 

GI none Score 
Exons 



OJ991217_16.0114.C14 
+ 

10150 

TBLASTX: Maize 

9507 

98 



9029. .9124, 9030. .9197, 9030. .9152, 9041. .9208, 9091. .9207, 
9214. .9339, 9215. .9340, 9396. .9458, 9396. .9491, 9406. .9507, 
9409.. 9507 



Seq. No. 20748 Seq. ID 

Gene No. 43281 Strand 

Start 1 End 

Name OJ991217_16 . 0114 . C15 . ol . gp Method 

Start 1 End 

GI 3761184 Score 

Exons 1..232 



OJ991217_16.0114.C15 
+ 

232 

AAT/GAP 

232 

417 



Seq. No. -20749 Seq. ID 

Gene No. 43282 Strand 

Start 1 End 

Name OJ991007_13 . 0106 . CI . ol . np Method 

Start 1 End 



OJ991007_13.0106.C1- 
+ 

3759 

AAT/NAP 

2134 



21016 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3786007 Score 1024 

1..380, 662. .1019, 1111. .1653, 1856. .2134 

(AC0054 99) hypothetical protein [Arabidopsis thaliana] 



20749 
43282 
1 

OJ991007_13.0106.Cl.ol.gs 

310 

none 



Seq. ID OJ991007_13.0106.C1 

Strand + 

End 3759 

Method GENSCAN 

End 3759 

Score .66 



310. .380, 662. .1019, 1111. .1653, 1856. .2054, 2425. .2457, 
3639. .3759 



! V3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



20749 
43282 
1 

OJ991007_13.0106.Cl.ol.ts 
666 
none 

666.. 1019, 1105.. 1230 

20749 
43282 
1 

OJ991007_13.0106.Cl.ol.tc 
669 
none 

669. .1019, 1105. .1230, 1339. .1506 



Seq. ID OJ991007_13.0106.C1 
Strand + 

3759 

TBLASTX : Soybean 
1230 
244 



Seq. ID OJ991007_13.0106.C1 
Strand + 

3759 

TBLASTX: Cress 
1506 
237 



End 

Method 
End 
Score 



20749 
43282 
1 

OJ991007_13.0106.Cl.ol.tm 
683 
none 



Seq. ID OJ991007_13.0106.C1 
Strand + 

3759 

TBLASTX: Maize 
1969 
77 



End 

Method 
End 
Score 

683. .733, 684. .731, 729. .992, 729. .920, 882. .1040, 908. .1027, 
909. .1034, 1108. .1632, 1109. .1606, 1128. .1652, 1434. .1652, 





. 1444. .1653, 


1841 


. .1897, 


1853. 


.1909, 1894. .1968, 1895. .1969 


Seq. No. 


20749 








Seq. ID 


OJ991007 13. 0106. CI 


Gene No. 


43282 








Strand 


+ 


Start 


1 








End 


3759 


Name 


OJ991007 13. 


0106 


.Cl.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1868 








End' 


2152 


GI 


none 








Score 


190 


Exons 


1868. .2152 












Seq. No. 


20749 








Seq. ID 


OJ991007 13. 0106. CI 


Gene No. 


43282 








Strand 


+ 


Start 


1 








End 


3759 


Name 


OJ991007 13. 


0106 


.Cl.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1897 








End . 


2122 


GI 


none 








Score 


193 


Exons 


1897. .2091, 


1898 


. .2122 








Seq. No. 


20749 








Seq. ID 


OJ991007_13.0106.C1 


Gene No. 


43282 








Strand 





21017 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991007_13.0106.Cl.ol.tw 

1910 

none 

1910. .2134, 1933.. 2133 

20749 
43282 
1 

OJ991007_13.0106.Cl.o2.tm 

1992 

none 



End 

Method 

End 

Score 



3759 

TBLASTX: Wheat 

2134 

180 



Seq. ID OJ991007_13.0106.C1 

Strand + 

End 3759 

Method TBLASTX : Mai ze 

End 2158 

Score 116 



1992. .2123, 1992. .2132, 1996. .2136, 2000. .2158, 2002. .2157 



20750 
43283 
1 

OJ991007_13.0106.C3.ol.np 
1 

4585884 



Seq. ID XiJ991007_13.0106.C3 

Strand + 

End 6352 

Method AAT/NAP 

End 6352 

Score 366 



1..41, 216. .246, 4361. .4688, 4779. .5004, 5075. .5402, 6223.-6352 
(AC005850) Hypothetical protein [Arabidopsis thaliana] 



20750 
43283 
1 

OJ991007_13.0106.C3.ol.gs 

1599 

none 



Seq. ID OJ991007_13.0106.C3 

Strand- + 

End 6352 

Method GENSCAN 

End 2 693 

Score .83 



1599. .1610, 1730.. 1814, 1936.. 2693 



20750 
43283 
1 

OJ991007_13.0106.C3.ol.gp 

2072 

701303 

2072.. 2534 



Seq. ID OJ991007_13.0106.C3 

Strand + 

End 6352 

Method AAT/GAP 

End 2534 

Score 803 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991007_13.0106.C3 
Strand 

7099 
AAT/GAP 
7099 
63 



20750 
43284 
6672 

OJ991007_13.0106.C3.o2.gp 
6672 

72424_1.R1084 
6672. .6703, 7045. .7099 

, 2842493/emb|CAA16890.1| 8.0e-32 (AL021749) predicted protein 
[Arabidopsis thaliana] 1 



End 

Method 

End 

Score 



20750 
43285 
10874 

OJ991007_13.0106.C3.o2.tm 

4338 

none 



Seq. ID OJ991007_13.0106.C3 
Strand 

End 13570 

Method TBLASTX: Maize 

End 4871 

Score 489 



4338. .4694, 4350. .4505, 4352. .4693, 4563. .4727, 4775. .4867,^. 
4776. .4868, 4776. .4871 



21018 



Seq. ID OJ991007_13.0106.C3 
Strand 
End 

Method 
End 
Score 

4845.-4973, 4852. .4980, 5076. . 5168/ 507.7 .. 5169, 5182. .5277 



Seq. No. 20750 

Gene No. 43285 

Start 10874 

Name OJ991007_13.0106.C3.ol.tw 

Start 4845 

GI -none 
Exons 



13570 

TBLASTX: Wheat 

5277 

97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20750 
43285 
10874 

OJ991007_13.0106.C3.ol.tm 

4872 

none 



Seq. ID OJ991007_13.0106.C3 



Strand 
End 

Method 

End 

Score 



13570 

TBLASTX -.Maize 

5376 

191 



4872. .5006, 4873. .5007, 4874. .5017, 5024. .5194, 5043. .5195, 
5046. .5195, 5050. .5199, 5165. .5371, 5191. .5376, 5196. .5372 



Seq. No. 


20750 




Seq. ID 


OJ991007_13.0106 


-C3 


Gene No. 


43285 




Strand 






Start 


10874- 




End 


13570 




Name 


OJ991007 13.0106-C3. 


o2. ts 


Method 


TBLASTX : Soybean 




Start 


5068 




End 


5355 




GI 


none 




Score 


209 




Exons 


5068.. 5277, 5076.. 5165, 5293 


. .5355 






Seq. No. 


20750 




Seq. ID 


OJ991007_13.0106 


-C3 


Gene No. 


43285 




Strand 






Start 


10874 




End 


13570 




Name 


OJ991007 13. 0106. C3 


o2 .np 


Method 


AAT/NAP 




Start 


10874 




End 


13570 




GI 


4678924 




Score 


424 




Exons 


10874. .10917, 12480 


.12609, 


12730. .12821, 12923. .13129, 






13207. .13372, 13474 


.13570 








GI Descirip. 


(AL04 9711) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


20750 




Seq. ID 


OJ991007_13.0106 


.C3 


Gene No. 


43285 




Strand 






Start 


10874 




End 


13570 




Name 


OJ991007 13. 0106. C3 


o3.gs 


Method 


GEN SCAN 




Start 


11455 




End 


13521 




GI 


none 




Score 


.88 




Exons 


11455. .11494, 11845 


.12075, 


12229. .12343, 12441. .12680, 






12766. .12860, 12950 


.13129, 


13207. .13521 




Seq. No. 


20750 




Seq. ID 


OJ991007JL3.0106 


.C3 


Gene No. 


43285 




Strand 






Start 


10874 




End 


13570 




Name 


OJ991007 13. 0106. C3. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


12021 




End 


13328 




GI 


none 




Score 


66 




Exons 


12021. .12089, 12073. 


.12108, 


12788. .12E 


156, 12789. .12875, 






12933. .12977, 12934. 


.13131, 


12941. .13135, 12988. .13137, 






13200. .13292, 13201. 


.13293, 


13296. .13328 





Seq. No. 20750 Seq. ID OJ991007JL3 . 0106 . C3 

Gene No. 43285 Strand 

21019 



Start 10874 End 13570 

Name OJ991007JL3 . 0106 . C3 .o3 .gp Method AAT/GAP 

Start 12624 End 13318 

GI uC-osroM202010c03al Score 824 

Exons 12624. .12680, 127 66 .. 12860, 12944 13129, 13207.. 13318 

GI Descrip. 1 4 678924/emb I CAB4 1315 . 1 | 2.0e-46 (AL049711) putative protein 
[Arabidopsis thaliana] ' 



Seq. No. 20750 Seq. ID 

Gene No. 43285 . Strand 

Start 10874 End 

Name OJ991007_13 . 0106 . C3 . o3 . tm Method 

Start 12798 End 

GI none Score 

Exons . 12798. .12905, 12831 .. 128 66, 12931 

12988. .13137, 13191 .. 13316, 13200 



OJ991007_13.0106.C3 
13570 

TBLASTX: Maize 
13317 
49 

.13131, 12932. .13135, 
.13316, 13207. .13317 



Seq. No. 


20750 


Seq. ID 


OJ991007 


13.0106 


.C3 


Gene No. 


43285 


Strand 








Start 


10874 


"■''End 


13570 






Name 


OJ991007 13-0106. C3.ol.tc 


Method 


TBLASTX: 1 


Cress 




Start 


12928 


End 


13331 






GI 


none 


Score 


179 






O Exons 


12928. .13131, 12950. .13135, 


13207. .13329, 13209 


. .13331 




; ipi Seq. No. 


20751 


Seq. ID , 


. OJ991007 


JL3.0106 


.C4 


Gene No. 


43286 


Strand 


+ 






Iz Start 


173 


End 


1192 






U Name 


OJ991007 13.0106.C4.ol.gs 


Method 


GENSCAN 






LlI Start 


173 


End 


1192 








none 


Score 


.84 






; ;r5 Exons 


173. .463, 950. .1192 










Seq. No. 


20751 


Seq. ID 


OJ991007 


_13.0106 


-C4 


Q Gene No. 


43287 


Strand 


+ 






S| Start 


7036 


End 


8485 






y s Name 


OJ991007 13.0106.C4.o4.gs 


Method 


GENSCAN 






Start 


7036 


End 


8485 






! :f GI 


none 


Score 


.67 






^-f Exons 


7036.. 7357, 7605.. 7638, 7832 


..8075, 8171. .8485 






Seq. No. 


20751 


Seq. ID 


OJ991007 


JL3.0106 


.C4 


Gene No... 


43288 


Strand 


+ 






Start 


10625 


End 


14272 






Name 


■ OJ991007 13.0106.C4.o5.gs 


Method 


GENSCAN 






Start 


10625 


End 


14272 






GI 


none 


Score 


.54 






Exons 


10625. .10635, 11274 .. 11329, 


12972. .13097, 13813 


. .13980, 





14067. .14272 



Seq. No. 20751 Seq. ID 

Gene No. 43289 Strand 

Start 1 End 

Name OJ991007_13 . 0106 . C4 . ol . np Method 

Start 1 End 

GI 4678924 Score . 

Exons 1. .274 



OJ991007_13.0106.C4 
274 

AAT/NAP 

274 

239 



21020 




GI Descrip. (AL049711) putative protein [Arabidopsis thaliana] 



Seq. No. 


20751 








Seq. ID 


OJ991007_13.0106 


.C4 


Gene No. 


43290 








Strand 






Start 


3505 








End 


4937 




Name 


OJ991007 13. 


0106. 


C4.o3. 


gs 


Method 


GENSCAN 




Start 


3505 








End 


4937 




GI 


none 








Score 


.77 




Exons 


3505. .3783, 


3821. 


.3924, 


4480. 


.4754, 4831. .4937 




Seq. No. 


20751 








Seq. ID 


OJ991007_13.0106 


.C4 


Gene No. 


43291 








Strand 






Start 


18539 








End 


27311 




Name 


OJ991007 13. 


0106. 


C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


74 








End 


277 




GI 


none 








Score 


153 




Exons 


74. .277, 87. 


.257 













Seq. No. 


20751 








Seq. ID 


OJ991007_13.0106 


.C4 


Gene No. 


43291 








Strand 






Start 


18539. 








End 


27311 




Name 


OJ991007 


_13. 


0106. 


C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


77 








End 


292 




GI 


none 








Score 


269 




Exons 


77. .292, 


81. 


.257, 


83. .277 








Seq. No. 


'20751 








Seq. ID 


OJ991007_13.0106 


.C4 


Gene No. 


43291 








Strand 






Start 


18539 








End 


27311 




Name 


OJ991007 


_13. 


0106. 


C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


86 








End 


274 




GI 


none 








Score 


166 




Exons 


86. .274, 


87. 


.257, 


92. .274 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20751 Seq. ID 

43291 Strand 

18539 End 

OJ991007_13 . 0106 . C4 . o7 . gs Method 

18539 ' End 

none Score 



OJ991007_13.0106.C4 

27311 
GENSCAN 
27311 
.59 



18539. .18631, 21387 .. 21596, 23808 .. 24002, 2408 6 .. 24 160, 
26366. .26530, 26837 .. 27022, 27168.. 27311 



20752 Seq. ID 

43292 Strand 

2857 End 

OJ991007_13 . 0106 . C5 . o2 . gs Method 

2857 End 

none Score 



OJ991007_13.0106.C5 
+ 

6983 
GENSCAN 
6947 
.77 



2857. .2908, 3170. .3783, 3879. .4007, 4248. .4340, 4857. .5062, 
5541. .5635, 6262. .6476, 6559. .6748, 6841. .6947 



Seq. No. 20752 

Gene No'. 4 3292 

Start 2857 

Name OJ991007_13 . 0106 . C5 . ol . np 

Start 3484 



Seq. ID OJ991007_ 

Strand + 

End 6983 

Method AAT/NAP 

End 6950 



13. 0106. C5 



21021 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6006801 Score 1215 

3484. .3783, 3879. .4007, 4090. .4146, 4248. .4340, 4857. .5062, 
5541. .5635, '6262. .6476, 6559.. 6757, 6850.. .6950. 
(AF156783) apyrase [Arabidopsis thaliana] 



20752 
43292 
2857 

OJ991007_13.0106.C5.ol.gp 
4290 . 

uC-osflcypl01a05bl 



Seq. ID OJ991007_13.0106.C5 
Strand + 
End 6983 
Method AAT/GAP 
End 6394 
Score 878 
4290. .4340, 4857. .5062, 5541. .5635, 6262. .6394 
•6002631/gb|AAF00071.1|AF093604_l 9.0e-32 (AF093604) apyrase 
[Arabidopsis thaliana] 1 



Seq. No. 20752 Seq. ID 

Gene No. 43292 Strand 

Start 2857 End 

Name OJ991007_13 . 0106 . C5 . o2 . gp Method 

Start 6451 End 

GI 702910 Score 

Exons 6451.. 6476, 6559.. 6748, 6841.. 6983 

GI Descrip. 6002631/gb | AAF00071 . 1 1 AF093604_1 
[Arabidopsis thaliana] 



OJ991007_13.0106.C5 
+ 

6983 
AAT/GAP 
6983 
667 



9.0e-32 (AF093604) apyrase 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20752 Seq. ID OJ991007 

43293 . Strand + 

12093 End 12952 

OJ991007_13.0106.C5.o3.np Method AAT/NAP 

12093 End 12952 

5922623 Score 244 

12093. .12177, 12554. .12706, 12874. .12952 

(AP000492) hypothetical protein [Oryza sativa] 



13.0106. C5 



gi|6016856|dbj | BAA85199.il 
[Oryza sativa] 

20752 
43294 
45 

OJ991007_13.0106.C5.ol.gs 
45 

none 
45. .794 



(AP000570 ) hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991007_13.0106.C5 
794 

GENSCAN 

794 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



20752 
43295 
6283 

OJ991007_13.0106.C5.o2. 

309 

none 



tm 



Seq. ID OJ991007_13.0106.C5 
Strand 
End 

Method 
End 
Score 



12619 

TBLASTX: Maize 

497 

64 



309. .350, 309. .380, 316. .366, 400. .492, 402. .497 



20752 
43295 
6283 

OJ991007_13.0106.C5.ol.tm 
3487 • ' 



Seq. ID OJ991007_13.0106.C5 
Strand 

End 12619 

Method TBLASTX : Maize 

End 6947 



21022 



GI 


none 








Score 


36 




Exons 






. O / , 


JU^ J . 


.3786, 3679.. 3786, 


joDj . . 4 U 1Z , 




3876. .4016, 


4089. 


.4148, 


4089. 


.4160, '".4090. .4149, 


4238. .4342, 




4246. .4341, 


4248. 


.4343, 


4846. 


.5058, 4853.. 5062, 


4857. .5060, 




5524. .5637, 


5535. 


.5645, 


6256. 


.6477, 6261. .6476, 


6261. .6584, 




6262. .6477, 


6540. 


.6749, 


6550. 


.6753, 6553.. 6771, 


6839. .6928, 




6840. .6929, 


6847. 


.6930, 


6849. 


.6947 






Seq. No. 


20752 








Seq. ID 


OJ991007 


_13.0106.C5 


Gene No. 


4 52.3d 








Strand 






Start 


6283 








End 


12619 




Name 


OJ991007 13 


0106. 


C5.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3670 








End 


4140 




GI 


none 








Score 


137 




Exons 


3670. .3786, 


3672. 


.3803, 


3881. 


.4048, 3885. .4016, 


4090. .4140 


Seq. No. 


20752 








Seq. ID 


OJ991007 


_13.0106.C5 


Gene No. 


43295 








Strand 






Start 


a o o o 

ozoo 








End 


12619 




Name 


OJ991007 13 


0106. 


C5.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3672 








End 


4343 




GI 


none 








Score 


136 




Exons 


3672. .3773, 


3673. 


.3774, 


3884. 


.4012, 3885.. .4016, 


4089. .4163, 




4090. .4149, 


4248. 


.4343, 


4248. 


.4343 






Seq. No. 


20752 








Seq. ID 


OJ991007 


_13.0106.C5 


Gene No. 


43295 








Strand 






Start 










End 


12619 




Name 


OJ991007 13 


0106. 


C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3673 








End 


4163 




GI 


none 








Score 


137 




Exons 


3673. .3786, 


3675. 


.3776, 


3863. 


.4012, 3876. .4016, 


4089. .4163, 




4090. .4149 














Seq. No. 


20752 








Seq. ID 


OJ991007 


_13.0106.C5 


Gene No. 


43295 








Strand 






Start 


6283 








End 


12619 




Name 


OJ991007_13 


0106. 


C5.ol> 


ts 


Method 


TBLASTX: 


Soybean 


Start 


a o a ^ 








End 


6946 




GI 


none 








Score 


51 




Exons 


4853. .4897, 


4853. 


.5062, 


4857. 


.5060, 4934.. 5065, 


5524. .5586, 




6261. . 6371, 


6287. 


.6361, 


6363. 


.6476, 6369. .6491, 


6370. .6477, 




6540. . 6752, 


6541. 


.6753, 


6550. 


.6753, 6602.. 6757, 


6675. .6776, 




6840. .6944, 


6857. 


.6946, 


6857. 


.6943 






Seq. No. 


20752 








Seq. ID 


OJ991007 


_13.0106.C5 


Gene No. 


43295 








Strand 






Start 


6283 








End 


12619 




Name 


OJ991007 13 


0106. 


C5.o2. 


np 


Method 


AAT/NAP 




Start 


6283 








End 


9608 




GI 


2388583 








Score 


163 




Exons 


6283. .6315, 


7951. 


.8175, 


9587. 


.9608 







GI Descrip.- (AC000098) Similar to Syhechocystis hypothetical protein 
(gb|D90908). [Arabidopsis thaliana] 



Seq. No. 
Gene No. 



20752 
43295 



Seq. ID 
Strand 



OJ991007 13. 0106. C5 



21023 




Start 


6283 








End 


12619 




Name 


OJ991007 13. 


0106 


,C5.o3. 


gs 


Method 


GENSCAN 




Start 


7874 








End 


12619 




GI 


none 








Score 


.66 




Exons 


7874. .8454, 


8645 


. .8745, 


8995 


..9186, 9471. .9588, 10528.. 


105* 




12126. .12296, 12533.. 12619 








Seq. No. 


Zi) l DZ 








Seq. ID 


OJ991007JL3.0106 


,C5 


Gene No. 


4 3Z9z> 








Strand 






Start 


6283 








End 


12619 




Name 


OJ991007 13. 


0106 


,C5.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7946 








End 


8720 




GI 


none 








Score 


89 




Exons 


7946. .8017, 


7949 


. .8173, 


7950 


..8084, 8640. .8720, 8649. .8699 


Seq. No. 


20753 








Seq. ID 


/*»tqqi nm i "3 nine 


. Co 


Gene No. 


43296 








Strand 


+ 




Start 


245 








End 


3651 




Name 


OJ991007 13. 


0106 


.C6.ol. 


gs 


Method 


GENSCAN 




Start 


245 








End 


3651 




GI 


none 








Score 


.56 




Exons ' 


245.-384, 2328.. 


2399, 3574.. 


3651 






Seq. No. 


Z\J ZOO 








Seq. ID 


OJ991007_13.0106 


.C6 


Gene No. 


43297 








Strand 


+ 




Start " 


5137 








End 


6486 




Name 


OJ991007JL3. 


0106 


,C6.o2. 


gs 


Method 


GENSCAN 




Start 


ol J / 








End 


6468 




GI 


none 








Score 


. 65 




Exons 


5137. .5172, 


6334 


. .6468 










Seq. No. 


20753 








Seq. ID 


OJ991007_13.0106 


.C6 


Gene No. 


43297 








Strand 


+ 




Start 


5137 








End 


6486 




Name 


OJ991007 13. 


0106 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5590 








End 


6024 




GI 


none 








Score 


256 




Exons 


5590. .5922, 


5603 


....5770, 


5605 


..5772, 5628.. 5783, 5947.. 6024 


Seq. No. 


20753 








Seq. ID 


OJ991007_13.0106 


.C6 


Gene No. 


43297 








Strand 


+ 




Start 


5137 








End 


6486 




Name 


OJ991007 13. 


0106 


.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


5749 








End 


6117 




GI 


none 








Score 


305 




Exons 


5749. .6117, 


5994 


. .6116 










Seq. No. 


20753 








Seq. ID 


OJ991007_13.0106 


.C6 


Gene No. 


43297 








Strand 


+ 




Start 


5137 








End 


6486 




Name 


OJ991007 13. 


0106 


,C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6195 








End 


6486 




GI 


none 








Score 


166 




Exons 


6195. .6308,- 


6196 


. .6393, 


6250 


..6381, 6388. .6486 




Seq. No. 


20754 








Seq. ID 


OJ991007_13.0106 


.C7 


Gene No. 


43298 








Strand 


+ 





21024 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5873 

OJ991007_13.0106.C7.o2.gs 

5873 

none 

5873. .6041, 6122. .6441, 6944. 

20754 
43299 
10157 

OJ991007_13.0106.C7.o4.gs 
10157 



none 

10157. 

12961. 

14791. 

17335. 



End 


7489 


Method 


GENSCAN 


End 


7489 


Score 


.85 


7489 




Seq. ID 


OJ991007 


Strand 


+ 


End 


19006 


Method 


GENSCAN 


End 


18389 


Score 


.77 



,10341, 10554. .10756, 11359 .. 11422, 1164 5 .. 11690, 

,13113, 13213. .13770, 13877 .. 13999, 14215 .. 14 4 4 3, 

14863, 15092. .15428, 15600 .. 15684 , 15738 .. 17251, 

,17350, 17442. .17695, 17871 18389" - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20754 Seq. ID 

43299 Strand 
10157 End 
OJ991007_13.0106.C7.o3.gp Method 
13314 End 
LIB3434-023-P1-K1-C6 Score 
13314. .13776 

, 1296955/emb|CAA64683| 7.0e-16 (X95402 
structure protein [Oryza sativa] ' 



OJ991007_13.0106.C7 
+ 

19006 
AAT/GAP 
13776 
875 

i duplicated domain 



OJ991007_13.0106;^^f* S -. 
+ , .* 

19006 
AAT/NAP 
19006 
2703 



20754 Seq. ID 

43299 Strand 
10157 End 
OJ991007_13.0106.C7.o2.np Method 
13748 End 
6069646 Score 
13748. .13770, 16939 .. 17757 , 18023.. 19006 

(AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC00624 8) 
[Oryza sativa] 



Seq. ID 
Strand 

-rfe -Method 
'"'-'End " 



20754 
43299 
10157 

OJ991007_13.0106.C7.o4.gp 
13845 

288_9.R1084 Score 
13845. .13999, 14215 14443, 14526. .14764 

' 1658 313 /emb | CAA7017 4 | 1.0e-102 (Y08987) osr40g2 [Oryza sativa] 



OJ991007_13.0106.C7 
+ 

19006 . 
AAT/GAP 
14764 
867 



20754 Seq. ID 

43300 Strand 

23610 End 

OJ991007_13.0106.C7.o5.gp Method 

23610 End 

288JL.R1084 . Score 
23610.. 25713 

1 1658313/emb | CAA70174 | 0.0e+00 (Y08987) osr40g2 [Oryza sativa] 1 



OJ991007_13.0106.C7 
+ 

25866 
AAT/GAP 
25713- 
4157 



21025 




Seq. No. 


20754 


Seq. ID 


OJ991007 


_13.0106 


.C7 


Gene No. 


43300 


Strand 


+ 






OLal I 


23610 


End 


25866 






Name 


OJ991007 13.0106.C7.o3.np 


Method 


AAT/NAP 






Start 


24256 


End 


25651 






GI 


1658313 


Score 


1778 






Exons 


24256. .24414, 24507 .. 24 629, 24737 .. 25132 , 25211 


. .25333, 






25424. .25651 










GI Descrip. 


(Y08987) osr40g2 [Oryza sativa] 








Seq. No. 


20754 


Seq. ID 


OJ991007 


_13.0106 


.C7 


Gene No . 


43300 


Strand 


+ 






Start 


23610 


End 


25866 






Name 


OJ991007 13.0106.C7.o6.gs 


Method 


GENSCAN 






Start 


24256 


End 


25866 






GI 


none 


Score 


.91 






Exons 


24256. .24414, 24507 .. 24 629, 24 659 .. 25132 , 25211 


. .25333, 






25424. .25652, 25658.. 25866 










Seq. No. 




oeq. id 


n tq Qi nm 


_13.0106 


.C7 




43301 


Strand 








Start 


28 


End 


1723 






Name 


OJ991007 13.0106.C7.oi;np 


Method 


AAT/NAP 






Start 


28 


End 


1723 






GI . 


6907086 * 


Score , 


1178 






Exons i 


2 8 ; 4 9 3 / : 7 2 2 . ; 8 8 4 , / '? 4 4 ; .1723- 






• ' .1 •. • 




•GI Descrip. 


(AP001129y hypothetical, prote 


in '[Oryza 


sativa] 






oeq . no . 


20754 


Seq. ID 


OJ991007 


1 J. U1UO 


Cl 


Gene No. 


43301 


Strand 








Start 


28 


End 


1723 






Name 


OJ991007 13.0106.C7.ol.gs 


Method 


GENSCAN 






Start 


978 


End 


1265 






GI 


none 


Score 


.78 






Exons 


978. .1265 










oeq. ino . 


20754 


Seq. ID 


OJ991007 


± D • UlUU 


Cl 


Gene No. 


43302 


Strand 








Start " 


7376 


End 


7820 






Name 


OJ991007 13.0106.C7.o2.gp 


Method 


AAT/GAP 






Start 


7376 


End 


7820 






GI 


none 


Score 


712 






Exons 


7376.. 7820 










oeq . ino . 


20754 


Seq. ID 


OJ991007 


1 J . UJ.UO 


Cl 


Gene No. 


43303 


Strand 








Start 


8248 


End 


9759 






Name 


OJ991007 13.0106.C7.o3.gs 


Method 


GENSCAN 






Start 


8248 


End 


9759 






GI 


none 


Score 


.51 






Exons 


8248. .8342, 8811. .8926, 9409. 


.9609, 9626. .9759 






Seq. No. 


20754 


Seq. ID 


OJ991007 


JL3.0106 




Gene No. 


43304 


Strand 








Start 


26371 


End 


27193 






Name 


OJ991007 13.0106.C7.ol.tc 


Method 


TBLASTX: 


Cress 





21026 



Start 


5900 


GI 


none 


Ex oris 


5900. .6052, 


Seq. No. 


20754 


Gene No. 


43304 


Start 


26371 


Name 


OJ991007 13 


Start 


5900 


GI 


none 


Exons 


5900. . 6040, 


Seq. No. 


20754 


Gene No. 


43304 


Start 


26371 


Name 


OJ991007 13 


Start 


5900 


GI 


none 


Exons 


5900. . 6046, 




6270. . 6356, 


Seq. No. . 


20754 


Gene No. 


43304 


Start 


26371 


Name 


OJ991007 13 


Start .V 1 v 


-5918 f /. V" 


GI ; * 


none 


Exons 


5918. . 6046, 




627.7. . 6360, 


Seq. No. 


20754 


Gene No. 


43304 


Start 


26371 


Name 


OJ991007 13 


Start 


6130 


GI 


none 


Exons 


6130. .6252, 



End 
Score 



6982 
209 



.0106.C7.o5.tw 



Seq. ID OJ991007_13.0106.C7 
Strand 

End 27193 
Method TBLASTX : Wheat 
End 10297 
189 



Score 

5902.. 6039, 10190.. 10297 



Seq. ID OJ991007_13.0106.C7 
Strand 

End 27193 
. 0106 . C7 . o2 . ts Method TBLASTX : Soybean 

End 6360 

Score 192 
5902. .5928, 5986. .6045, 6115. .6270, 6120. .6251, 
6271. .6360 

Seq. ID OJ991007_13.0106.C7 
Strand 

End 27193 
, 0 10 6 . C7 . o3 . tm Method TBLASTX : Mai ze 

. . \\:-.., - End-. *. -6982^ .,; . 

- " Score '164 

5920. .6081, '6115. .6282, 6120. .6299, 6276. .6356, 
6938. .6982 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991007_13.0106.C7 
27193 

TBLASTX: Wheat 

6360 

188 



6130.. 6252, 6135. .6275, 6267.. 6356, 6268.. 6360 



Seq. No. 


20754 








Seq. 


ID OJ991007 


13.0106 


Gene No. 


43304 








Strand 






Start 


26371 








End 


27193 




Name 


OJ991007 13. 0106. C7. 


ol . tm 


Method TBLASTX : Maize 


Start 


12724 








End 


25659 




GI 


none 








Score 175 




Exons 


12724. 


. 12891, 


12762. 


.12890, 


12765. 


.12890, 


12766. 


.12891, 




12969. 


.13130, 


12969. 


.13115, 


12973. 


.13116, 


12988. 


.13116, 




13211. 


.13270, 


13211. 


.13270, 


13212. 


.13304, 


13212. 


.13433, 




13212. 


.13304, 


13212. 


.13430, 


13213. 


.13434, 


13213. 


. 13434, 




13394. 


.13444, 


13394. 


.13441, 


13614. 


.13751, 


13638. 


.13733, 




13665. 


.13769, 


13666. 


.13770, 


13666. 


.13770, 


13668. 


.13769, 




13862. 


.14002, 


13862. 


.14002, 


13874. 


.14002, 


13874. 


.13999, 




14201. 


.14272, 


14213. 


.14335, 


14213. 


.14335, 


14214 . 


. 14315, 




14214 . 


. 14342," 


14214. 


.14456, 


14215. 


.14442, 


14215. 


. 14442, 




14379. 


. 14441, 


14390. 


.14449, 


14391. 


.14453, 


24267. 


.24413, 




24268. 


.24414, 


24322. 


.24414, 


24357. 


.24413, 


24482. 


.24637, 




24497. 


.24637, 


24498. 


.24638, 


24498. 


.24647, 


24700. 


.24807, 




24727. 


.24963, 


24728. 


.24964, 


24736. 


.24978, 


24737. 


.25000, 



21027 




24994. .25140, 24 995 . . 25132, 

25208. .25333, 25208 25336, 

25251. .25337, 25423 .. 25659, 

25424. .25651, 25597.. 25650 




25015. .25131, 25016. .25132, 
25211. .25336, 25211 .. 25336, 
25423. .25554, 25424 .. 25651 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20754 
43304 
26371 

OJ991007_13. 
12766 
none 

12766. .12891, 
13212. .13301, 
13329. .13433, 
13862. .14002, 
14214. .14315, 
14326. .14442, 
24273. .24296, 
24498. .24638, 
24845. .24976, 
25208. .25336, 
25423. .25530, 
25569. .25652 



0106.C7.ol.tw 



12789. 
13212. 
13394. 
13874. 
14214. 
14380. 
24282. 
24736. 
24962. 
25211. 
25424. 



.12890, 
.13292, 
.13444, 
.14002, 
.14321, 
.14451, 
.24413, 
.24843, 
.25132, 
.25336, 
.25531, 



Seq. ID OJ991007_13.0106.C7 
Strand 

End 27193 

Method TBLASTX : Wheat 

End 25652 

Score 153 
12966. .13130, 12988. .13116, 
13213. .13320, 13324. .13434, 
13639. .13770, 13663 .. 13770, 
14201. .14272, 14213. .14320, 
14215. .14322, 14325 .. 14441, 
14393. .14443, 24256 .. 24 303 , 
24286. .24414, 244 97 .. 24 637 , 
24737. .24841, 2484 4 .. 24 975, 
25045. .25131, 25207 .. 25335, 
25281. .25343, 25422 .. 25475, 
25535. .25651, 25547 .. 25651 , 



El ' 


Seq.. No. 


t tC 


Gene No. 




Start 


h? 


Name 




Start 


ii 


GI 




Exons 


: 3 





20754 
43304:--. 

26371 - * 
OJ991007_13.0106.C7.ol.ts 
12787 
none 

12787. .12891, 12789 

13212. .13289, 13213 

13657. .13770, 13865 

14214. .14342, 14215 

24494..24637, 24498 

25034. .25132, 25207 

25423. .25551, 25424 



Seq. ID OJ991007_13.0106.C7 
.v -Strand ' - , 
"End • 27193 v - " 

Method TBLASTX : Soybean 
End 25651 
Score 79 
12890, 12966. .13115, 12973. 
13434, 13332. .13433, 13648. 

13999, 13876. 



.14002, 13874 

.14442, 24315. .24413, 24322, 

.24647, 24736. .24960, 24737, 

.25335, 25208. .25336, 25211, 
.25651 



.13116, 
,13770, 
,14001, 
,24414, 
,24964, 
,25336, 



Seq. No. 20754 
Gene No. 43304 
Start 26371 

Name OJ991007JL3 . 0106 . C7 . o2 . tc 

Start 12972 
GI none 

Exons 12972. .13115, 12973 .. 13116, 

13867. .14001, 13868. .14002, 
14379. .14441, 24376 .. 24 4 14 , 
24737. .24964, 24757 .. 24 963, 
25424 . .25657, 254 44 .. 25548, 



Seq. ID OJ991007_13.0106.C7 
Strand 

End 27193 

Method TBLASTX: Cress 

End 25657 

Score 181 
13213. .13431, 13227. . 13433, 
14215. .14448, 14229 .. 14 339, 
24497. .24631, 24 4 98 .. 24 647 , 
25210. .25335, 25211 .. 25336, 
25594. .25650 



Seq. No. 20754 

Gene No. 43304 

Start 26371 

Name OJ991007JL3 . 0106 . C7 . 06 . tm 

Start 16319 

GI none 
Exons 



Seq. ID OJ991007_13.0106.C7 
Strand 
End 

Method 
End 
Score 



27193 • 

TBLASTX: Maize 

16792 

78 



16319. .16438, 16436 .. 16792, 16441. .16638 



21028 




Seq. No. 


20754 




Seq. ID 


OJ991007_13.0106 


.C7 


Gene No. 


A 1 ~i f\ A 

43304 




Strand 






Start 


26371 




End 


27193 




Name 


OJ991007 13. 0106. C7. 


65 . tm 


Method 


TBLASTX: Maize 




Start 


16796 




End 


17281 




GI 


none 




Score 


123 




Exons 


16796. .16936, 16810. 


.16920, 


16960. .17187, 16961. .17203, 






17174. .17281, 17215. 


.17274 








Seq. No. 


20754 




Seq. ID 


OJ991007_13.0106 


.C7 


Gene No. 


43304 




Strand 






Start 


26371 




End 


27193 




Name 


OJ991007 13. 0106. C7. 


06. tw 


Method 


TBLASTX: Wheat 




Start 


16859 




End 


17194 




GI 


none 




Score 


81 




Exons 


16859. .17005, 16988. 


.17194 








Seq. No. 


20754 




Seq. ID 


OJ991007_13.0106 


.C7 


Gene No . 


43304 




Strand 






Start 


26371 




End 


27193 




Name 


OJ991007 13. 0106. C7. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


17285 




End 


17963 




GI 


none 




Score 


89 




Exons 


.17285. .17746, 17289. 


.17453, 


17294. .17884, 17473. .17847, 






. 178.92. .17963, 17892'. 


.17957 

•: ' ? r 








Seq. No. 


■ 

20754 




Seq. ID 


OJ991007_13.0106 


. C7 


Gene No. 


43304 




Strand 






Start 


26371 




End 


27193 




Name 


OJ991007 13. 0106. CI. 


o3. tw 


Method 


TBLASTX: Wheat 




Start 


17621 




End 


18044 




GI 


none 




Score 


190 




Exons 


17621. .17884, 17626. 


.17835, 


17916. .181 


D44 




Seq. No. 


20754 




Seq. ID 


OJ991007_13.0106 


. c / 


Gene No. 


43304 




Strand 






Start 


26371 




End 


27193 




Name 


OJ991007 13. 0106. CI. 


o7 . tm 


Method 


TBLASTX: Maize 




Start 


17975 




End 


18245 




GI 


none 




Score 


143 




Exons 


17975. .18097, 17979. 


.18104, 


18117. .18245 




Seq. No. 


20754 




Seq. ID 


OJ991007_13.0106 


. C7 


Gene No. 


43304 




Strand 






Start 


26371 




End 


27193 




Name 


OJ991007 13. 0106. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


18431 




End 


18991 




GI 


none 




Score 


323 




Exons 


18431. .18766, 18502. 


.18747, 


18767. .18991 




Seq. No. 


20754 




Seq. ID 


OJ991007_13.0106 


.C7 


Gene No. 


43304 




Strand ■ 






Start 


26371 




End 


27193 




Name 


OJ991007 13. 0106. C7. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


18527 




End 


18880 




GI 


none 




Score 


211 





21029 




Exons 


18527. .18724, 18556 .. 18720, 


18845. .18880 






Seq. No. 


20754 


Seq. ID 


OJ991007 


13.0106. 


C7 


Gene No. 


43304 


Strand 








Start 


26371 


End 


27193 






Name 


OJ991007 13.0106.C7.o7.gs 


Method 


GENSCAN 






Start 


26371 


End 


27193 






GI 


none 


Score 


. 6 






Exons 


26371. .26457, 27176.. 27193 










Seq. No. 


20755 


Seq. ID 


OJ991007 


JL3.0106. 


C8 


Gene No. 


43305 


Strand 


+ 






Start 


- 1578 


End 


2274 






Name 


OJ991007 13.0106.C8.ol.gs 


Method 


GENSCAN 






Start 


1578 " 


End 


2274 






GI 


none 


Score 


. 99 






Exons 


1578. .1958, 2041. .2274 










Seq. No. 


20755 


Seq. ID 


OJ991007_ 


JL3.0106. 


C8 


Gene No. 


43305 


Strand 


+ 






Start 


1578 


End 


2274 






Name 


OJ991007 13.0106.C8.ol.np 


Method 


AAT/NAP 






Start 


1578 


End 


2271 






GI 


1658315 


Score 


1115 






Exons ■ 


1578.. 1958, 2041.. 2271 










GI De scrap. 


(Y0.8988) 6sr40g3 [Oryza sativa] 








Seq. No. 


20755 


Seq. ID 


OJ991007_ 


JL3.0106. 


C8 


Gene No. 


43306 


Strand 








Start 


942 


End 


2523 






Name 


OJ991007 13.0106.C8.ol.gp 


Method 


AAT/GAP 






Start 


942 


End 


2523 






GI 


288 3.R1084 


Score 


3101 






Exons 


942. .2523 










GI Descrip. 


, 5441880/dbj IBAA82378.il 5. 


0e-75 (AP000367) EST 


C28952(C62945) 




corresponds to a region of 


the predicted gene.; 


Similar 


to mai 



transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 


20755 


Seq. ID 


OJ991007_13.0106.C8 


Gene No. 


43307 


Strand 




Start 


2946 


End 


3308 


Name 


OJ991007 13.0106.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


552 


End 


777 


GI 


none 


Score 


163 


Exons 


552. .695, 555. .695, 638. .697, 


717. .773 


, 721. .777 


Seq. No. 


20755 


Seq. ID 


OJ991007_13.0106.C8 


Gene No. 


43307 


Strand 




Start 


2946 


End 


3308 


Name 


OJ991007 13.0106.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


1679 


End 


2291 


GI 


none 


Score 


485 


Exons 


1679. .I960,- 1680. .1961, 2040. 


.2141, 2040. .2291, 2041. .2280, 




2234. .2284 






Seq. No. 


20755 


Seq. ID 


OJ991007_13.0106.C8 


Gene No. 


43307 


Strand 





21030 




Start 


2946 








End 


3308 




Name 


OJ991007 13. 


0106. 


C8.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1722 








End 


2268 




GI 


none 








Score 


290 




Exons 


1722. .1961, 


1733. 


.1960, 


2040. 


.2267, 2041.. 2268 




Seq. No. 


20755 








Seq. ID 


OJ991007_13.0106 


.C8 


Gene No. 


43307 








Strand 






Start 


294 6 








End 


3308 




Name 


OJ991007 13. 


0106. 


C8.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1731 








End 


2268 




GI 


none 








Score 


311 




Exons 


1731. .1961, 


1733. 


.1960, 


2040. 


.2141, 2040. .2147, 2041. .2148, 




2151. .2264, 


2152. 


.2268 










Seq. No. 


20755 








Seq. ID 


OJ991007_13.0106 


.C8 


Gene No. 


43307 








Strand 






Start 


2946 








End 


3308 




Name 


OJ991007 13. 


0106. 


C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1796 








End 


2268 




GI 


none 








Score 


206 




Exons 


1796. .I960, 


1797. 


.1961, 


2041. 


.2268, 2055.. 2264 




Seq. No. 


20755 








Seq. ID 


OJ991007_13.0106 


.C8 


Gene No. 


43307 








Strand 






Start . .. "a 


294 6 . . 






•. -* _ 


,.4nd 


■3308 




Name 


OJ991007 13. 


0106. 


C8.o2. 


gs 


Method 


GENS CAN 




Start 


2946 








End 


3308 




Gi 


none 








Score 


.69 




Exons 


2946. .3308 














Seq. No. 


20756 








Seq. ID 


OJ991217_13.0118 


.CI 


Gene No. 


43308 








Strand 


+ 




Start 


30 








End 


348 




Name 


OJ991217 13. 


0118. 


Cl.ol. 


gs 


Method 


GEN SCAN 




Start 


30 








End 


348 




GI 


none 








Score 


.84 




Exons 


30.. 92, 130. 


.348 












Seq. No. 


20756 








Seq. ID 


OJ991217_13.0118 


.CI 


Gene No. 


43309 








Strand 






Start 


1 








End 


370 




Name 


OJ991217 13. 


0118. 


Cl.ol. 


np 


Method 


AAT/NAP 




Start 


1 








End 


370 




GI 


4510417 








Score 


229 




Exons 


1. .370 














GI Descrip. 


(AC006929) putative homeodomain transcription factor 






[Arabidopsis 


thaliana] 










Seq. No. 


20756 








Seq. ID 


OJ991217_13.0118 


-CI 


Gene No. 


43309 








Strand 






Start 


1 








End 


370 




Name 


OJ991217 13. 


0118. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2 








End 


370 




GI 


none 








Score 


179 




Exons 


2. .175, 2. .175, 7 


. .180, 


166. . 


369, 182. 


.370 





21031 



Seq. No. 20756 

Gene No. 43309 

Start 1 

Name OJ991217_13.0118.Cl.ol.ts 

Start 7 

GI none 
Exons 



Seq. ID OJ991217_13.0118.C1 
Strand 

End 370 

Method TBLASTX : Soybean 

End 369 

Score 77 



7. .90, 11. .91, 199. .369, 227. .364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20757 
43310 
1 

OJ991217_13.0118.C2.ol.np 
1 

3236259 
1..120 

(AC004 684) putative alcohol dehydrogenase [Arabidopsis thaliana] 



Seq. ID OJ991217_13.0118.C2 

Strand + 

End 120 

Method AAT/NAP 

End 120 

Score 106 



20758 
43311 
1194 

OJ991217_13.0118.C3.o2.gs 

1194 

none 

1194. .1457 



Seq. ID OJ991217_13.0118.C3 

Strand + 

End 1457 

Method GENSCAN 

End 1457 

Score .9 



Seq. No. 20758 1 . ' . 

Gene No. 43312 

Start 14 

Name OJ991217_13 . 0118 . C3 . ol . gs 

Start 14 

GI none 

Exons 14.. 506 



Seq. .ID OJ991217_13.0118 .C3 

Strand 

End 506 

Method GENSCAN 

End • 506 

Score .51 



Seq. No. 20758 

Gene No. 43313 

Start 2209 

Name OJ991217_13 . 0118 . C3 . o3 . gs 

Start 2209 

GI none 
Exons 



Seq. ID OJ991217_13.0118.C3 
Strand 

End 7952 

Method GENSCAN 

End 7111 

Score .46 



2209. .2618, 3325. .3411, 4117. .4249, 6444. .6487, 6687. .6777, 
6929. .7111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20758 
43313 
2209 

OJ991217_13.0118.C3.o2.gp 

6073 

2311383 



Seq. ID OJ991217__13.0118.C3 
Strand 

End 7952 

Method AAT/GAP 

End 6782 

Score 790 



6073. .6365, 6444.. 6487, 6687.. 6782 

5478530/gb|AAD43920.1|AF130441_l 2.0e-12 (AF130441) 
UVB-resistance protein UVR8 [Arabidopsis thaliana] 



Seq. No. 20758 
Gene No. 4 3313 

Start ' 2209 

Name OJ991217_13 . 0118 . C3 . o2 . tm 

Start 6081 



Seq. ID OJ991217_13.0118.C3 
Strand 

End 7952 

Method TBLASTX : Mai ze 

End 6491 



21032 



GI 

Exons 



none Score 4 6 

6081.. 6125, 6132.. 6152, 6133.. 6153, 6235.. 6366, 6243.-6368, 
6244. .6366, 6257. .6367, 6427. .6489, 6435, .6491, 6435. .6488 



Seq. No. 20758 Seq. ID 

Gene No. 43313 Strand 

/Start 2209 End 

Name OJ991217_13 . 0118 . C3 . ol . ts Method 

Start 6234 End 

GI . none Score 

Exons 6234.. 6368, 6241.. 6369, 6243.. 6368, 

6435.. 6491, 6688.. 6750, 6691.. 6780, 

6930.. 7112, 6941.. 7048, 6942.. 7046, 



OJ991217_13.0118.C3 
7952 

TBLASTX : Soybean 
7114 
54 

6428. .6490, 6430. .6492, 
6871.. 7020, 6929.. 7114, 
6944. .7063 



Seq. No. 


20758 


Seq. ID 


OJ991217_13.0118.C3 


Gene No. 


43313 


Strand 




Start 


2209 


End 


7952 


Name 


OJ991217 13.0118.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


6243 


End 


6495 


GI 


none 


Score 


114 


Exons 


6243. .6368, 6244. .6369, 6430. 


.6495, 6435. .6491 


Seq. No. 


20758 


Seq. ID 


OJ991217_13.0118.C3 


Gene No. 


43313 


Strand 




Start 


.2209 


End 


7952 


Name r 


.OJ991217 "13.0118.C3-ol.np 


Method 


AAT/NAP 


Start' 


6267 


'End 


7952 


GI 


5478530 


Score 


145 


Exons 


6267.. 6365, 6444.. 6487, 6687. 


.6777, 6929.. 7126, 7900.. 7952 


GI Descrip. 


(AF130441) UVB-resistance protein UVR8 


[Arabidopsis thaliana] 


Seq. No. 


20758 


Seq. ID 


OJ991217_13.0118.C3 


Gene No. 


43313 


Strand 




Start 


2209 


End 


7952 


Name 


OJ991217 13.0118.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


6688 


End 


7117 


GI 


none 


Score 


264 


Exons 


6688.. 6753, 6938.. 7114, 6939. 


.7112, 6941.. 7069, 6944. .7117, 




6945. .7115 






Seq. No. 


20759 


Seq. ID 


OJ991217_13.0118.C4 


Gene No. 


43314 


Strand 




Start . 


166 


End 


678 


Name 


OJ991217 13.0118.C4.o2.ts 


Method 


TBLASTX : Soybean 


Start 


166 


End 


678 


GI 


none 


Score 


49 


Exons 


166. .210, 167. .208, 265. .384, 


268. .342, 


496. .678, 497. .673 


Seq. No. 


20759 


Seq. ID 


OJ991217_13.0118.C4 


Gene No. 


43314 


Strand 




Start 


166 


End 


678 


Name 


OJ991217 13.0118.C4.o2.tm 


Method- 


TBLASTX: Maize 


Start 


496 


End 


678 


GI 


none 


Score 


223 


Exons 


496. .678, 497. .676 






Seq. No. 


20759 


Seq. ID 


OJ991217_13.0118.C4 



21033 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43315 Strand 
909 End 

OJ991217_13.0118.C4.ol.tm . Method 
909 End 
none Score 



2197 

TBLASTX: Maize 

1283 

92 



909. .962, 909. .956, 910. .966, 917. .964, 1002. .1121, 1004. .1123 
1033. .1122, 1037. .1138, 1198. .1281, 1212. .1283, 1214. .1282 



20759 
43315 
909 

OJ991217_13.0118.C4.ol.ts 

909 

none 



Seq. ID OJ991217_13.0118.C4 
Strand 

End 2197 

Method TBLASTX : Soybean 

End 2197 

Score 64 



909. .953, 910. .954, 1002. .1121, 1016. .1138, 1031. .1138, 
1217.. 1291, 1218V.1289, 2032.. 2055, 2035.. 2088, 2107.. 2196, 
2108. .2197 



Seq. No. 20760 

Gene No. 43316 

Start 569 

Name " OJ991217_13 . 0118 . C5 . ol . gs 

Start 569 

GI none 

Exons 569..6S5, 712.. 795 

Seq. No. 20761 

Gene No. 43317 

Start 265 

Name OJ991217_13. 0118 . C6 . ol . gs 

Start 265 

GI none 

Exons 265. . 511 



Seq. ID OJ991217_13.0118.C5 

Strand + 

End 795 

Method GEN SCAN 

End 795 

Score .45 



Seq. ID OJ991217_13.0118."C6 

Strand + 

End 511 

Method GENSCAN 

End 511 

Score . 97 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



20761 
43318 
1 

OJ991217_13.0118.C6.ol.np 
1 

5852180 
1..39, 255. .677 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ991217_13.0118.C6 
Strand 

End 677 

Method AAT/NAP 

End 677 

Score 4 38 



20762 
43319 
1518 

OJ991217_13.0118.C7.ol.np 
1518 
5852084 
1518. .1647 

(AL117264) zwh0007.1 [Oryza sativa] 



Seq. ID OJ991217_13.0118.C7 
Strand 

End 1647 

Method AAT/NAP 

End 1647 

Score 79 



20762 
4 3320 
1605 

OJ991217_13.0118.C7.ol.gp 
1605 



Seq. ID OJ991217_13.0118.C7 
Strand 

End 9628 

Method AAT/GAP 

End 4 4 50 



21034 



GI 

Exons 



none Score 1853 

1605. .1927, 3026. .3077, 3161. .3221, 3309,. 3478, 3811. .3898, 
4163. .4450 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20762 Seq. ID 

43320 Strand 

1605 End 

OJ991217_13.0118 .C7.o2.gs Method 

1830 End 

none Score 



OJ991217_13.0118.C7 

9628 
GENSCAN 
9628 
.51 



1830. .1927, 3161. .3221, 3309. .3478, 3811. .3898, 4197. .4491, 
6195. .6297, 7111.. 7171, 7967. .8194, 8280.. 8351, 9387.. 9628 



Seq. No. 20762 . Seq. ID 

Gene No. 43320 Strand 

Start 1605 End 

Name OJ991217_13 . 0118 . C7 . ol . tm Method 

Start 3022 End 

GI none Score 
Exons 



OJ991217_13.0118.C7 
9628 

TBLASTX: Maize 

4502 

53 



3022.. 3078, 3025.. 3078, 3138.. 3221, 3160.. 3186, 3190.. 3225, 
3315. .3452, 3316.. 3438, 3332. .3439, 3461.. 3511, 3822.. 3899, 
3826. .3885, 4389. .4439, 4457. .4501, 4458. .4502 



Seq. No. 20763 Seq. ID OJ991217_13 . 0118 . C8 

Gene No. 43321 . Strand 

Start . ■ 1093 End 4999 

Name OJ991217_13 . 0118 . C8 . ol . np Method AAT/NAP 

Start 1093 End 4993 

GI 6539553 Score 6324 

Exons 1093.. 4993 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 1 (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


20763 








Seq. ID 


OJ991217_13.0118 


.C8 


Gene No. 


43321 








Strand 






Start 


' 1093 








End 


4999 




Name 


OJ991217 13. 


0118 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


1229 








End 


1704 




GI 


none. 








Score 


347 




Exons 


1229. .1615, 


1267 


. .1614, 


1624. 


.1704, 1630.. 1704 




Seq. No. 


20763 








Seq. ID 


OJ991217_I2.0118 


.C8 


Gene No. 


43321 








Strand 






Start 


1093 








End 


4999 




Name 


OJ991217 13. 


0118 


.C8.o4 . 


ts 


Method 


TBLASTX : Soybean 




Start 


1357 








End 


1698 




GI 


none 








Score 


88 




Exons 


1357. .1566, 


1378 


. .1566, 


1585. 


.1698, 1592. .1618 




Seq. No. 


20763 








Seq. ID 


OJ991217_13.0118 


.C8 


Gene No. 


43321 








Strand 






Start 


1093 








End 


4999 




Name 


OJ991217 13. 


0118 


.C8.o5. 


tm 


Method 


TBLASTX :Maize 




Start 


1577 








End 


1893 




GI 


none 








Score 


151 





21035 




Exons 


1577. .1885, 


1579 


. .1893, 


1594. 


.1893 




Seq. No. 


20763 . 


- 






Seq. ID 


OJ991217_13.0118.C8 


Gene No. 


43321 








Strand 




Start 


1093 








End 


4999 


Name 


OJ991217 13 


.0118 


..C8.o2. 


ts 


Method 


TBLASTX: Soybean 


Start 


1711 








End 


2056 


GI 


none 








Score 


113 


Exons 


1711. .2055, 


1856 


. .2056 








Seq. No.. 


20763 








Seq. ID 


OJ991217_13.0118.C8 


Gene No. 


43321 








Strand 




Start 


1093 








End 


4999 


Name 


OJ991217 13 


.0118 


.C8.o3. 


tw 


Method 


TBLASTX : Wheat 


Start 


1909 








End 


2453 


GI 


none 








Score 


50 


Exons 


1909. .2049, 


1919 


. .2050, 


2109. 


.2453, 2133.. 2306 


Seq. No. 


20763 








Seq. ID 


OJ991217_13.0118.C8 


Gene No. 


43321 








Strand 




Start 


1093 








End 


4999 


Name 


OJ991217 13 


.0118 


.C8.o3. 


tm 


Method 


TBLASTX: Maize . 


Start 


1990 








End 


2454 


GI 


none 








Score 


42 


Exons 


1990. .2064, 


2079 


. .2453, 


2092. 


.2202, 2136. .2318, 2272. .2454 


Seq. No. 


20763--. 








Seq. ID 


OJ991217_13.0118.C8 


Gene No. 


43321 








Strand 




Start 


1093 








End 


4999 


Name 


OJ991217 13 


.0118 


.C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


2124 








End 


2588 


GI 


5509260 








Score 


44 


Exons 


2124. .2588, 


2155 


. .2202, 


2275. 


.2370, 2419. .2487 


GI Descrip. 














Seq. No. 


20763 








Seq. ID 


OJ991217_13.0118.C8 


Gene No. 


43321 








Strand 




Start 


1093 








End 


4999 


Name 


OJ991217 13 


.0118 


.C8 .ol . 


tc ' 


Method 


TBLASTX: Cress 


Start 


2235 








End 


2495 


GI 


none 








Score 


62 


Exons 


2235. .2495, 


2416 


. .2493 








Seq. No. 


20763 








Seq. ID 


OJ991217_13.0118.C8 


Gene No. 


43321 








Strand 




Start 


1093 








End 


4999 


Name 


OJ991217 13 


.0118 


.C8 .ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2508 








End 


3255 


GI 


none 








Score 


208 


Exons 


2508. .2756, 


2508 


. .2747, 


2525. 


.2755, 2776.-3255, 2814. .3248 


Seq. No. 


20763 








Seq. ID 


OJ991217_13.0118.C8 


Gene No . 


43321 








Strand 




Start 


1093 








End 


4999 


Name 


OJ991217 13 


.0118 


.C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


2925 








End 


3311 


GI 


none 








Score 


81 



21036 




Exons 


2925. .3086, 


3087 


. .3311, 


3102. 


.3296 








Seq. No.. 


20763 








Seq. ID 


OJ991217 


JL3.0118 


.C8 


Gene No. 


A OO 1 

4 ooZl 








Strand 








Start 


1093 








End 


4999 






Name 


. OJ991217 13. 


0118 


•C8.o4. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3099 








End 


3533 






GI 


none 








Score 


78 






Exons 


3099. .3533, 


3193 


. .3324 












Seq. No. 


20763 








Seq. ID 


OJ991217 


_13.0118 


.C8 


Gene No. 


4 








Strand 








Start 


1093 








End 


4999 






Name 


OJ991217 13. 


0118 


.C8.o5. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3257 








End 


3458 






GI 


none 








Score 


130 






Exons 


3257. .3400, 


3257 


. .3454, 


3258. 


.3458, 3258.. 3455 






Seq. No. 


20763 








Seq. ID 


OJ991217 


_13.0118 


.C8 


Gene No. 


A O O O 1 

4 o Jzl 








Strand 








Start 


1093 








End 


4999 






Name 


OJ991217 13. 


0118 


.C8 .o5. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


3321 








End 


3707 






GI 


none 








. Score 


89 






Exons 


3321.. 3569, 


3552 


. .3707 












Seq. No. 


20763 








Seq. ID 


OJ991217 


_13.0118 


.C8 


Gene No. 


43321 








Strand 








Start 










End 


4999 






Name 


OJ991217 13. 


0118 


.C8.ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3734 








End 


4055 






GI 


none 








Score 


218 






Exons 


3734. .3946, 


3735 


. .3950, 


3735. 


.3947, 3736. .3951, 


3942. .4055 




3943. .4047 
















Seq. No. 


20763 








Seq. ID 


OJ991217 


_13.0118 


.C8 


Gene No . 










Strand 








Start 


1093 








End 


4999 






Name 


OJ991217 13. 


0118 


.C8.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


4551 








End 


4864 






GI 


none 








Score 


259 






Exons 


4551. .4841, 


4552 


. .4842, 


4553. 


.4864, 4559. .4846 






Seq. No. 


20763 








Seq. ID 


OJ991217 


_13.0118 


.C8 


Gene No . 










Strand 








Start 


1093 








End 


4999 






Name 


OJ991217 13. 


0118 


.C8.o4. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4613 








End 


4999 






GI 


none 








Score 


223 






Exons 


4613. .4999, 


4614 


. .4988 












Seq. No. 


20764 








Seq. ID 


OJ991217 


_13.0118 


.C9 


Gene No. 


43322 








Strand 


+ 






Start' . 


1 








End 


2373 






Name 


OJ991217 13. 


0118 


,C9.ol. 


np 


Method 


AAT/NAP 






Start 


1 








End 


2373 






GI 


6721516 








Score 


272 







21037 




Exons 


1..49, 612. .920, 2177. .2373 












GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 








Seq. No. 


20764 


Seq. ID 


OJ991217 


_13. 


0118 


.C9 


Gene No. 


43322 


Strand 


+ 








Start 


1 


End 


T3T3 








Name 


OJ991217 13.0118.C9.o2.np 


Method 


AAT/NAP 








Start 


293 


End 


2246 








GI 


4680186 


Score 


218 








Exons 


293.-339, 1533.. 1617, 1804. 


1887, 2015 


. .2246 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


20764 


Seq. ID 


OJ991217 


_13. 


0118 


,C9 


Gene No. 


43323 


Strand 


- 








Start 


1792 


End 


2175 -/ 








Name 


OJ991217 13.0118.C9.ol.gp 


Method 


AAT/GAP 








Start 


1792 


End 


2175 








GI 


uC-osflcyp033a04bl 


Score 


669 








Exons 


1792. .2175 












GI Descrip. 


, 6016845/dbj | AP000570. 1 | AP000570 3.0e- 


59 Oryza 


sativa genomic 



DNA, chromosome 1, clone : P07 ilElO 1 



Seq. No. 


20765 




Seq. ID 


OJ991217_ 


13. 0118. C10 


Gene No. 


43324 




Strand 


+ 




Start 


482 




End 


856 




Name 


OJ991217 13.0118.G10. 


ol .np 


Method 


AAT/NAP 




Start 


482 




End 


856 




GI 


6815053 




Score 


434 




Exons 


482. .856 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


20766 




Seq. ID 


OJ991217_ 


_13.0118.C11 


Gene No. 


43325 




Strand 


+ 




Start 


498 




End 


9889 




Name 


OJ991217 13.0118.C11. 


ol . gs 


Method 


GENSCAN 




Start 


498 




End 


9889 




GI 


none 




Score 


.42 




Exons 


498.. 708, 1221.. 1353, 


1594. . 


1834, 1979 


..2025, 2379. .2554, 




3452. .3511, 4753. .4875, 7811 


..7885, 8557.. 8906, 


9348. . 9519, 




9646. .9785, 9883. .988 


9 








Seq. No. 


20766 




Seq. ID 


OJ991217_ 


_13.0118.C11 


Gene No. 


43326 




Strand 


+ 




Start 


12879 




End 


23919 




Name 


OJ991217 13.0118.C11. 


o3 .gs 


Method 


GENSCAN 




Start 


12879 




End 


22940 




GI 


none 




Score 


.71 




Exons 


12879. .12919, 12985. . 


13174, 


13897. . 13966, 13985. 


.14111, 




14309. .14642, 15849.. 


15949, 


18707. .19895, 20629. 


.20999, 




22145. .22205, 22350.. 


22631, 


22764. .229< 


10 




Seq. No. 


20766 




Seq. ID 


OJ991217_ 


13.0118.C11 


Gene No. 


43326 




Strand 


+ 




Start 


12879 




• End 


23919 




Name 


OJ991217 13.0118.C11. 


ol.np 


Method 


AAT/NAP 




Start 


19613 




End 


22709 




GI 


4510417 




Score 


438 





21038 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



19613. .19760, 19791. .19895, 20629 .. 20999, 22145 .. 22205, 
22350. .22709 

(AC006929) putative home o domain transcription factor 
[Arabidopsis thaliana] 



20766 
43326 
12879 

OJ991217_13.0118.C1 

20649 

280630 

20649. .20670, 22559 
larval glue protein 
virilis) gi 11085175 
(Drosophila virilis 
larval glue protein 
(Z29565) glue prote 
gil 1091592 Iprf | I 202 



Seq. ID OJ991217_13.0118.C11 
Strand + 
End 23919 
l.o2.np Method AAT/NAP 
End 23919 
* Score 47 
. .22709, 23757. .23919 

Lgp-1 precursor - fruit fly (Drosophila 
|pir||S50126 glue protein lgp-1 - fruit fly 
) gi|433482|emb|CAA53796| (X76203) major 

[Drosophila virilis] gi | 450903 | emb | CAA82672 | 
in [Drosophila virilis] 

1274B glue protein [Drosophila virilis] 



Seq. No. 


20766 






Seq. ID 


OJ991217 


JL3.0118 


.Cll 


Gene No. 


43327 






Strand 








Start 


10758 






End 


11642 






Name 


OJ991217 13.0118.C11 


. o2 . gs 


Method 


GENS CAN 






Start 


10758 






End 


11642 








none 






Score 


.61 






Exons 


10758. 


.10819, 10933. 


.11081, 


11434. .11642 






Seq. No. 


20766 






Seq. ID 


OJ991217 


_13.0118 


.Cll 


Gene No. 


43328 






Strand 








Start 


23946 






End 


24054 






Name 


OJ991217 13.0118.C11 


.ol . tm 


Method 


TBLASTX: 


Maize 




Start 


19836 






End 


22391 






GI 


none 






Score 


99 






Exons 


19836. 


.19907, 19836. 


.19895, 


19838. .19906, 20628 


. .20822, 






20629. 


.20838, 20824. 


.21000, 


20829. .21005, 20829 


. .21014, 






20879. 


.21013, 20899. 


.21021, 


22145. .22213, 22146 


. .22220, 






22347. 


.22391 












Seq. No. 


20766 ' 






Seq. ID 


OJ991217 


J.3.0118 


.Cll 


Gene No. 


43328 






Strand 








Start 


23946 






End 


24054 






Name 


OJ991217 13.0118.C11 


.ol. ts 


Method 


TBLASTX : 


Soybean 




Start 


20628 






End 


22469 






GI 


none 






Score 


141 






Exons 


20628. 


.20777, 20635. 


.20805, 


20913. .20999, 20914 


. .21000, 






22146. 


.22220, 22148. 


.22207, 


22347. .22469, 22349 


. .22399, 






22356. 


.22448 












Seq. No. 


20766 






Seq. ID 


OJ991217 


_13.0118 


.Cll 


Gene No. 


43328 






Strand 








Start 


23946 






End 


24054 






Name 


OJ991217 13.0118.C11 


. o2 . tm 


Method 


TBLASTX : ] 


Maize 




Start . 


22392 






End 


22723 






GI 


none 






Score 


107 






Exons 


22392. 


.22502, 22392. 


.22478, 


22393. .22503, 22473 


. .22616, 






22478. 


.22621, 22479. 


.22622, 


22626. .22655, 22629 


. .22694, 






22655. 


.22693, 22703. 


.22723 











21039 




Seq. No. 


20766 


Seq. ID 


OJ991217_13.0118 


.Cll 


Gene No. 


43328 


Strand 






Start 


23946 


End 


24054 




Name 


OJ991217 13.0118.Cll.o3.tm 


Method 


TBLASTX: Maize 




Start 


22730 


End 


22941 




GI 


none 


Score 


68 




Exons 


22730. .22765, 22731 .. 22769, 22760 .. 22939, 227 67 .. 22940, 






22826..22939, 22828.. 22941 








Seq. No. 


20766 


Seq. ID 


OJ991217_13.0118 




Gene No. 


43328 


Strand 






Start 


23946 


End 






Name 


OJ991217 13-0118. Cll.o4.gs 


Method 


GENSCAN 




Start 


2^9 : 4'6 


End 


24054 




GI 


none 


Score 


.51 




Exons 


23946. .24054 








Seq. No. 


207 67 


Seq. ID 


OJ991217_13.0118 


.C12 


Gene No . 


43329 


Strand 


+ 




Start 


4346 


End 


4700 




Name 


OJ991217 13.0118.C12.ol.np 


Method 


AAT/NAP 




Start 


4346 


End 


4700 




□ GI 


6721512 


Score 


193 




.% Exons 


4346. .4451, 4478. .4618, 4661. 


.4700 






:rf GI Descrip.- 


• (AP001072) hypothetical- protein [Oryza 


sativa] 




iU Seq. No. 


20767 


Seq. ID 


OJ991217_13.01.18 


. ClZ 


O Gene- No. 


43330 


Strand 






j_j Start 


4335 


End 


6806 




.'i Name 


OJ991217 13.0118.C12.o2.gs 


Method 


GENSCAN 




start 


4335 


End 


6806 




; y gi 


none 


Score 


.42 




« Exons 


4335. .4397, 4779. .4977, 6258. 


.6521, 6736.. 6806 




Seq. No. 


20768 


Seq. ID 


OJ991217_13.0118 


.C13 


I . Gene No . 


43331 


Strand 


+ 




Start 


1 


End 


6025 * . ' 




; =*' Name 


OJ991217 13.0118.C13.ol.np . 


Method 


AAT/NAP 




□ Start 


1 


End 


5836 




□ GI 


2244797 


Score 


234 




Exons 


1. .59,- 5137. .5196, 5292. .5454 


, 5540.. 5702, 5769.. 5836 




GI Descrip. 


(Z97336) hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


20768 


Seq. ID 


OJ991217_13.0118 


.C13 


Gene No. 


43331 


Strand 


+ 




btart 


1 


End 


6025 




Name 


OJ991217 13.0118.C13.ol.gp 


Method 


AAT/GAP 




Start • 


3766 


End 


5645 




GI 


15298 1.R1084 


Score 


1384 




Exons 


3766. .4114, 4200.;4274, 5119. 


.5196, 5292.. 5454, 5540. .5645 


GI Descrip. 


, 2244797/emb|CAB10220. 1 1. 2 . Oe 


-29 (Z97336) hypothetical ; 


protein 




[Arabidopsis thaliana] ' 








Seq. No. 


20768 


Seq. ID 


OJ991217JL3.0118 


.C13 


Gene No. 


43331 


Strand 


+ 




Start 


1 


End 


6025 





21040 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991217_13.0118.C13.ol.tw Method 
3959 End 
none Score 
3959.. 4021, 3963.. 4097, 3963.. 4097 



TBLASTX: Wheat 

4097 

188 



20768 
43331 
1 

OJ991217_13.0118.C13.o2.gs 

3999 

none 



Seq. ID OJ991217_13.0118.C13 



Strand 
End 

Method 

End 

Score 



+ 

6025 
GEN SCAN 
5839 
.97 



3999. .4114, 4200. .4274, 5292. .5454, 5540. .5839 



20768 
43331 
1 

OJ991217_13.0118.C13.ol.tm 
4023 



none 
4023. 
5116. 
5289. 



Seq. ID OJ991217_13.0118.C13 
Strand + 

6025 * 

TBLASTX: Maize 
6025 
129 



End 

Method 
End 
Score 

4275, 4199. .4237, 4241. .4270, 
5160, 5117. .5197, 5136. .5198, 5136. .5195, 5283. .5510, 
5345, 5290. .5508, 5537. .5620, 5539. .5640, 5723. .5764, 



.4097, 4026. .4112, 4198. 



5745.-5834, 5747. .5857, 5949. .6020, 5972. .6025 



20768 

43331 Strand 

1 End 
OJ991217_13.0118.C13.ol. tc Method 

5117 End 

none Score 

5117. .5197, 5290. .5454, 5537. .5620 



Seq. ID. OJ991217_13.0118.C13 
+ 

6025 

TBLASTX: Cress 
5620 
92 



20768 
43331 
1 

OJ991217_13.0118.C13.ol.ts 

5117 

none 



Seq. ID OJ991217_13.0118.C13 

Strand + 

End 6025 

Method TBLASTX : Soybean 

End 5620 

Score 92 



5117. .5197, 5262..S423, 5290. .5454, 5537. .5620 



20769 
43332 
681 

OJ991217_13.0118.C14 .ol.gs 

681 

none 

681. .789 



Seq. ID OJ991217_13.0118.C14 

Strand + 

End 78 9 

Method GENSCAN 

End 789 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20769 
43333 
552 

OJ991217_13.0118.C14.ol.gp 
552 

153 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 13.0118.C14 



3424 
AAT/GAP 
3424 
1965 

552. .849, 1076. .1155, 1321. .1391, 1462. .1528, 1665. .1733, 
1846. .1996, 2385. .2460, 2936. .3039, 3146. .3242, 3315. .3424 
'3334441/sp 1022288 | YI79_ARATH 8.0e-10 HYPOTHETICAL 47.9 KD 



21041 



PROTEIN T5I7.9 IN CHROMOSOME II >gi_2642161 (AC003000) 
hypothetical protein [Arabidopsis thaliana] * 



Seq. No. 20769 
Gene No. 43333 
Start 552 

Name OJ991217_13 . 0118 . C14 . ol . tm 

Start 1057 
GI none 
Exons 1057, 

1324. 

1665. 

2371. 

3134. 

3315. 



.1155, 10.62.. 1160, 1073. 

,1392, 1460. .1528, 1461. 

,1736, 1667. .1735, 1846. 

,2460, 2384. .2461, 2927. 

,3217, 3135.. 3248, 3154. 
,3404 



Seq. ID OJ991217_13.0118.C14 
Strand 

End 3424 

Method TBLASTX : Mai ze 

End 3404 

Score 102 

.1162, 1075. .1164, 1320. .1391, 
.1529, 1461. .1529, 1462. .1539, 
.2010, 1847. .1999, 1848. .2015, 
.3073, 2935.. 3039, 2936.. 3040, 
.3243, 3312. .3401, 3313. .3402, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20769 Seq. ID 

43333 Strand 
552 End 3424 

OJ991217_13 .0118 . C14 . o2 . gs Method GENSCAN 
1077 End 3039 

none Score .89 

1077. .1155, 1321. .1391, 1462. .1528, 1665. .1733, 

2385.. 2460, 2936.. 3039 



OJ991217 13.0118.C14 



1846. .1996, 



20769 Seq. ID OJ991217_13 . 0118 . C14 v 

43333 Strand 

552 End 3424 

0 J991217_13 . 0118 . C14 . ol . np Method AAT/NAP 

1080 End 3424 

6225820 Score 1099 

1080. .1155, 1321. .1391, 1462. .1528, 1665. .1733, 1846. .1996, 
2385.. 2460, 2936..3039, 3146.. 3242, 3315.. 3424 
DELTA 1 - PYRROL I NE - 5 -CARBOX YLATE SYNTHETASE (P5CS) [INCLUDES: 
GLUTAMATE 5-KINASE (GAMMA- GLUTAMYL KINASE) (GK) ; GAMMA-GLUTAMYL 
PHOSPHATE REDUCTASE (GPR) (GLUTAMATE- 5 -SEMI ALDEHYDE 
DEHYDROGENASE) (GLUTAMYL-GAMMA- SEMI ALDEHYDE . . . 

gi|2081612|dbj |BAA19916| (D49714) deltal-pyrroline-5-carboxylate 
synthetase [Oryza sativa] 



20769 
43333 
552 

OJ991217_13.0118.C14.o2.tc 
1083 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

1136, 1087.. 1146, 1320.. 1391, 
1518, 1460.. 1531, 1461.. 1532, 
1998, 1848. .2048, 1892. .2038 



none 
1083. . 
1459. . 
1846. . 

20769 
43333 
552 

OJ991217_13.0118 .C14 .ol.ts 

1089 

none 



OJ991217_13.0118.C14 
3424 

TBLASTX: Cress 
2048 
70 

1321. .1392, 1321. .1392, 
1665. .1736, 1667. ;1735, 



Seq. ID OJ991217_13.0118.C14 



Strand 
End 

Method 

End 

Score 



3424 

TBLASTX : Soybean 

1735 

63 



1089. .1136, 1096. .1155, 1320. .1391, 1321. .1392, 1459. .1518, 



21042 





1460. .1492, 


1474. 


.1539, 


1475. 


.1552, 1667.. 1735 




Seq. No. 


20769 








Seq. ID 


OJ991217 


__13.0118.C14 


Gene No. 


43333 








Strand 






Start 


552 








End 


3424 




Name 


OJ991217 13. 


0118. 


C14.ol 


.tw 


Method 


TBLASTX : 


Wheat 


Start 


1344 






* 


End 


3010 




GI 


none 








Score 


78 




Exons 


1344. .1391, 


1345. 


.1392, 


1345. 


.1392, 1459.. 1515, 


1460. .1495, 




1460. .1528, 


1461. 


.1529, 


1461. 


.1529, 1462. .1539, 


1667. .1735, 




1667. .1735, 


1846. 


.2010, 


1847. 


.1999, 1848.. 2015, 


2369. .2461, 




2371. .2460, 


2384. 


.2461, 


2385. 


.2462, 2927.. 3010, 


2930. .3004, 




2935. .3009 














Seq. No.. 


20769 








Seq. ID 


OJ991217 


_13.0118.C14 


Gene No. 


43333 








Strand 






Start 


552 








End 


3424 




Name 


OJ991217 13. 


0118. 


C14.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2380 








End 


3416 




GI 


none 








Score 


90 




Exons 


2380. .2460, 


2939. 


.3040, 


2940. 


.3041, 2940.. 3041, 


2941. .3045, 




3138. .3248, 


3139. 


.3243, 


3186. 


.3254, 3312. .3416, 


3313. .3393 


Seq. No. 


20769 








Seq. ID 


OJ991217 


_13.0118.C14 


Gene No. 


43333 








Strand 




- 


Start 


552, 








End 


'3424 




Name 


OJ991217 13. 


0118. 


C14 .o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


3162 








End 


3413 




GI 


none 








Score 


104 




Exons 


3162. .3248, 


3163. 


.3243, 


3312. 


.3413, 3313.. 3402 




Seq. No. 


20770 








Seq. ID 


OJ991217 


_13.0118.C15 


Gene No. 


43334 








Strand 


+ 




Start 


7627 








End 


8165 




Name 


OJ991217 13. 


0118. 


C15.o2 


. gp 


Method 


AAT/GAP 




Start 


7627 








End 


8165 




GI 


none 








Score 


1058 




Exons 

■ - 


. 7627.. 8165 














Seq. No. 


20770 








Seq. ID 


OJ991217 


_13.0118.C15 


Gene No. 


43335 








Strand 






Start 


10036. 








End 


10543 




Name 


OJ991217 13. 


0118. 


C15.o3 


.gp 


Method 


AAT/GAP 




Start 


10036 








End 


10543 




GI 


none 








Score 


684 :« 




Exons 


10036. .10101 


, 10242. .10543 








Seq. No. 


20770 








Seq. ID 


OJ991217 


_13.0118.C15 


Gene No. 


43336 








Strand 


+ 




Start 


16716 








End 


17259 




Name 


OJ991217 13. 


0118. 


C15.o6 


.gp 


Method 


AAT/GAP 




Start 


16716 






End 


17259 




GI 


none 








Score 


607 




Exons 


16716. .16918 


, 17022. .17067, 17161.. 17259 




Seq. No. 


20770 








Seq. ID 


OJ991217 


_13.0118.C15 


Gene No. 


43337 








Strand 







21043 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991217_13.0118.C15.ol.np 
1 

6225820 

1..182, 308. .385, 498. .662, 



End 

Method 
End 
Score 
801. .951, 



6875 
AAT/NAP 
3460 
1820 

1513.. 1790, 1975, 



,2136, 



2227.. 2433, 2536.. 2607, 3401.. 3460 

DELTA l-PYRROLINE-5-CARBOXYLATE SYNTHETASE (P5CS ) '-[ INCLUDES : 
GLUTAMATE 5-KINASE (GAMMA- GLUTAMYL KINASE) (GK) ; GAMMA-GLUTAMYL 
PHOSPHATE REDUCTASE (GPR) (GLUTAMATE- 5 -SEMI ALDEHYDE 
DEHYDROGENASE) (GLUTAMYL- GAMMA- SEMI ALDEHYDE . . . 

gi | 2081612 | dbj | BAA19916 | (D49714 ) deltal-pyrroline-5-carboxylate 
synthetase [Oryza sativa] 



20770 
43337 
1 

OJ991217_13.0118.C15.ol.gp 
93 

153_1.R1084 

93. .182, 308. .385, 498. 
2227. .2433, 2536. .2607, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
801. .951, 
. .3558 



OJ991217 13.0118.C15 



6875 
AAT/GAP 
3558 
2552 

1513. . 1790, 



662, 
3401 

1 3334441/sp | 022288 | YI79_ARATH 8.0e-10 HYPOTHETICAL 47.9 
PROTEIN T5I7.9 IN CHROMOSOME II >gi_2642161 (AC003000) 
hypothetical protein [Arabidopsis thaliana] * 



1975. .2136, 



KD 



20770 Seq. ID 

43337 Strand 

1 End 

OJ991217_13 . 0118 . C15 . ol . gs Method 

93 End 

none Score 



OJ : 991217_13 . 0118 .CI 5 

6875 
GENSCAN 
6875 
.62 



93. .182, 308. .385, 498.-662, 801. .951, 1513. .1790, 1975. .2136, 
2227.. 2463, 2536.. 2607, 3324.. 3541, 4532.. 4667, 4696.. 4820, 
6246.. 6460, 6531.. 6570, 6773.-6875 



20770 
43338 
11078 

OJ991217_13.0118.C15.o4.gp 
10709 

8312JL.R1084 

10709. .11129, 11245. .11292, 
'1848214/emb|CAA72093| 6.0e- 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_13.0118.C15 

15121 
AAT/GAP 
11439 
944 



11388. .11439 
15 (Y11210) uracil 



phosphoribosyltransferase [Nicotiana tabacum] ' 



20770 
43338 
11078 

OJ991217_13.0118.C15.o2.gs 

11078 

none 

11078. .11129, 
13721. .13802, 
14849. .15121 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_13.0118.C15 

15121 
GENSCAN 
15121 
.88 



11245. .11292, 
13890. .13967, 



11388. .11443, 11655. .11722, 
14344. .14402, 14630 . .14708 , 



Seq. No. 
Gene No. 



20770 
43338 



Seq. ID 
Strand 



OJ991217 13.0118.C15 



21044 



Start 
Name 
Start 
GI 

Exons 



GI Descrip. 



11078 End 
OJ991217_13 . 0118 . C15 . o2 . np Method 
11081 End 
6647900 Score 

11081. .11129, 11245. .11292, 11388 

12615. .12676, 13069 .. 13117, 13721 

14344. .14402, 14 630 .. 14708, 14849 



11443, 
13802, 
14890 



15121 
AAT/NAP 
14890 
620 

11655. 
13890. 



11722, 
13967, 



URACIL PHOSPHORIBOSYLTRANSFERASE (UMP PYROPHOSPHORYLASE) 
(UPRTASE) gi | 1848214 | emb | CAA72093 | (Y11210) uracil 
phosphoribosyltransferase [Nicotiana tabacum] 



Seq. No. 


20770 






Seq. ID 


OJ991217 


_13.0118.C15 


Gene No. 


43338 






Strand 






Start 


11078 






End 


15121 




Name 


OJ991217 13. 


0118.C15.o5 


.gp 


Method 


AAT/GAP 




Start 


14659 






End 


15005 




GI 


5003425 






Score 


390 




Exons 


14659. .14708 


, 14849.. 15005 








Seq. No. 


20770 






Seq. ID 


OJ991217 


_13.0118.C15 


Gene No. 


43339 






Strand 






Start 


15880 






End 


16780 




Name 


OJ991217 13. 


0118.C15.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


82 






End 


3461 




GI ' 


none 






Score 


114 




"Exons 


82, .183, 90. 


.185, 97. .183, 293. .388, : 


305. .388, 


306. .413, 




495. .629, 495. .674, 500 


. .664, 


801. .953, 802. .954, 1513. .1791, 




1513. .1791, 


1515. .1793, 


1973. 


.2137, 1975. .2139, 


1975. .2094, 




2207. .2437, 


2224. .2436, 


2516. 


.2608, 2521.. 2610, 


3390. .3461 


Seq. No. 


20770 






Seq. ID 


OJ991217 


_13.0118.C15 


Gene No. 


43339 






Strand 






Start 


15880 






End 


16780 




Name 


OJ991217 13. 


0118.C15.ol 


.tc 


Method 


TBLASTX : 


Cress 


Start 


90 






End 


2610 




GI 


none 






Score 


107 




Exons 


90. .185, 94. 


.183, 294.. 


386, 305.. 388, 


495. .674, 


499. .660, 




793..834, 801. .953, 811 


. .954, 


1434. .1460, 1513. 


.1791, 




1515. .1793, 


1607. .1804, 


.1975. 


.2094, 1982.. 2137, 


2053. .2139, 




2212. .2445, 


2227. .2412/ 


2228. 


.2437, 2521.. 2610, 


2528. .2608 


Seq. No. 


20770 






Seq. ID 


OJ991217 


_13.0118.C15 


Gene No. 


. 43339 






Strand 






Start 


15880 






End 


16780 




Name 


OJ991217 13. 


0118.C15.o3 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


90 






End 


906 




GI 


none 






Score 


87 




Exons 


90. .185, 94. 


.183, 297.. 


386, 305.. 388, 


495. .674, 


499. .654, 




798. .905, 811. .906 










Seq. No. 


20770 






Seq. ID 


OJ991217 


_13.0118.C15 


Gene No. 


43339 






Strand 






Start 


15880 






End 


16780 




Name 


OJ991217 13. 


0118.C15.o4 


. ts 


Method 


TBLASTX : 


Soybean 


Start 


1513 






End 


1743 




GI 


none 






Score 


206 




Exons 


1513. .1701, 


1515. .1706, 


1517. 


.1738, 1518. .1724, 


1552. .1743, 



21045 



1598. .1738 



OJ991217 13.0118.C15 



Seq. No. 20770 Seq. ID 

Gene No. 43339 Strand 

Start 15880 End 

Name OJ991217_13 . 0118 . C15 . ol . ts Method 

Start 2048 End 

GI. * - none Score 

Exons 2048.. 2137, 2057.. 2140, 2224.. 2436, 2231.. 2437, 2516.. 2608, 
2521. .2610 



16780 

TBLASTX : Soybean 

2610 

59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20770 Seq. ID 

43339 Strand 

15880 End 

OJ991217_13 . 0118 . C15 . ol . tw Method 

2242 End 

none Score 



OJ991217_13.0118.C15 
16780 

TBLASTX: Wheat. 

4481 

272 



2242.. 2436, 2243.-2437, 2525.. 2608, 2528.. 2608, 2529.. 2609, 
3390. .3461, 3398. .3463, 4236. .4325, 4431. .4481 



Seq. No. 20770 
Gene No. 43339 
Start 15880 

Name OJ 99121 7_1 3. 0118. C15.o2.tm 

Start 7090 
GI none 

Exons 7090.. 7302, 7135.. 7227, 

8806. .8940, 8847. .8936, 
9474. .9569, 9649.-9738, 
9812.. 9907, 9820.. 9918, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

8732..8779, 8740. .8784, 
9460. .9558, 9470. .9559, 
9650. .9739, 9654 . . 9743, 
9821. .9898, 9822. .9914, 



OJ991217 13.0118.C15 



16780 

TBLASTX: Maize 
10105 
2 90' 

8741. 
9471. 
9654. 
9995. 



.8782, 
.9560, 
,9740, 
,10102, 



10014. .10103, 10014. .10103, 10016.. 10105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons " 



20770 
43339 
15880 

OJ991217_13.0118.C15.o2.ts 

7141 

none 



Seq. ID OJ991217_13.0118.C15 
Strand 

End 16780 

Method TBLASTX : Soybean 

End 10100 

Score' 249 



7141. .7302, 7141. .7224, 8741. .8779, 8860. .8940, 9461. .9559, 
9471. .9560, 9649.-9735, 9650. .9739, 9820. .9918, 9837.-9896, 
9995.. 10096, 10009 .. 10095, 10014 .. 10100, 10014.. 10100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20770 
43339 
15880 

OJ991217_13.0118.C15.o2.tc 

7249 

none 



Seq. ID OJ991217_13.0118.C15 



Strand 
End 

Method 

End 

Score 



16780 

TBLASTX: Cress 

10112 

63 



7249. .7302, 8806. .8940, 9461. .9559, 9471. .9560, 9650. .9736, 
9835. .9900, 9995. .10093, 10014 .. 10112, 10014. .10112 



Seq. No. 20770 Seq. ID 

Gene No. 43339 Strand 

Start 15880 End 

Name OJ991217_13 . 0118 . C15 . o3 . gs Method 

Start 15880 End 

GI none Score 



OJ991217_13.0118.C15 

16780 
GENSCAN 
16780 
.88 



21046 




Exons 


15880. .15999, 16511.. 16780 






Seq. No. 


20771 






Seq. ID 


OJ991217_13.0118.C16 


Gene No . 


*i J J 4 \J 






oiianci 


i 


Start 








End 


2269 


Name 




m i ft n ni 

. UllO . LID .Ul . 




Method 


AAT/GAP 


Start 


1 OU-C 






End 


2269 


GI 


none 






Score 


880 


Exons 


1 PH9 99£Q 










Seq. No. 


-20771 






Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


43341 






Strand 


j_ 


Start 


3460 






End 


8754 


Name 


OJ991217 13 


.0118.C16.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


628 






End 


1420 


GI 


none 






Score 


279 


Exons 


628.. 810, 634.. 798, 1315 


I..1419, 1319. 


.1420, 1319. .1420 


Seq. No. 


o m *7 1 
z u / / 1 






Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


A O O yl 1 
4 Jj4 1 






Strand 


+ 


Start 


3460 






End 


8754 


Name 


OJ991217_13 


.0118.C16.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


1 JJO 






End 


8685 


GI 


none 






Score 


60 


Exons 


1 OCQ '\ A*\ A 


1 A 1 Q 1 RQ"7 

i4io. . id y / , 


1 A 9H 


.1587, 1760. .1828, 1761. .1817, 






OOUO . .0 DO D 








Seq. No. 


zu / / 1 






Seq. ID 


OJ991217_13.0118.C16 


Gene No. 








Strand 


+ 


pJ._v.l- 

btart 


3460 * 






End 


8754 


Name 


OJ991217 13 


.0118.C16.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1423 






End 


8705 


GI 


none 






Score 


293 


Exons 


1423. .1596, 


1424. .1597, 


1424. 


.1597, 1425. .1598, 1739. .1837, 




1754. .1831, 


8607. .8705, 


8608. 


.8703 




Seq. No. 


20771 






Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


43341 






Strand 


+ 


btari: 


3460 






End 


8754 


Name 


OJ991217 13 


.0118.C16.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1441 






End 


8754 


GI 


none 






Score 


240 


Exons 


1441. .1587, 


1442. .1591, 


1451. 


.1591, 1755. .1937, 1756. .1920, 




1757. .1936, 


1837. .1938, 


8623. 


.8754, 8i 


623.. 8751", 8625.. 8753 


Seq. No. 


20771 






Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


43341 






Strand 


+ 


Start 


3460 






End 


8754 


Name 


OJ991217 13 


.0118.C16.ol. 


np 


Method 


AAT/NAP 


Start 


3460 






End 


6075 


GI 


3860271 






Score 


2213 


Exons 


3460. .6075 










GI Descrip. 


• (AC005824) putative selenium-binding protein [Arabidopsis 




thaliana] 










Seq. No. 


20771 






Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


43341 






Strand 


+ 



21047 




Start 


34 bU 








End 


8754 


Name 


OJ991217 13. 


0118. 


C16.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


3673 








End 


5292 


GI 


none 








Score 


85 


Exons 


3673. .3840, 


3892. 


.4269, 


4192. 


.4323, 4363. .4539, 4555. .4704, 


- 


4789. .4989, 


4792. 


.4962, 


5013. 


.5189, 5014.. 5193, 5095.. 5292 


Seq. No. 


20771 








Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


43341 








Strand 


+ 


Start 


3460 








End 


8754 


Name 


OJ991217_13. 


0118. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


o o e: n 








End 


5766 


GI 


none 








Score 


118 


Exons 


3850. .4074, 


3881. 


.4099, 


3934. 


.4377, 3946.-4329, 4026. .4280, 




4042. .4329, 


4095. 


.4289, 


4134. 


.4280, 4363..4S33, 4552. .4683, 




4675. .4941, 


4717. 


.4974, 


4999. 


.5766, 5014. .5289, 5014. .5247, 




5076. .5270, 


5088. 


.5495, 


5158. 


.5346 




Seq. No. 


20771 








Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


43341 








Strand 


+ 


Start 


3460 








End 


8754 


Name 


OJ991217 13. 


Olio . 


Clo . OZ 


. tw 


Method 


TBLASTX: Wheat 


Start 


3855 








End 


5379 


GI 


none 








Score 


162 


Exons 


3855. .4118, 


3856. 


.4119, 


4009. 


.4395, 4047. .4124, 4072. .4365, 




4309. .'4533, 


4552. 


.4692, 


4717. 


.5064, 4906. .4989, 4947. .4988, 




5004. .5378, 


5005. 


.5379 








Seq. No. 


20771 








Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


43341 








Strand 


+ 


Start 


3460 








End 


8754 


Name 


OJ991217 13. 


0118. 


C16.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


3922 








End 


5496 


GI 


none 








Score 


118 


Exons 


3922. .4128, 


4216. 


.4395, 


4552. 


.4692, 4554. .4661, 4813. .5136, 




5113. .5496, 


5146. 


.5340, 


5148. 


.5489 




Seiq. No. 


20771 








Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


A O *> A 1 

43341 








Strand 


+ 


Start 


3460 








End 


8754 


Name 


OJ991217 13. 


0118. 


C16.ol 


.ts 


Method ' 


TBLASTX : Soybean 


Start 


5317 








End 


5853 


GI 


none 








Score 


454 


Exons 


5317.. 5853, 


5329. 


.5715 








Seq. No. 


20771 








Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


A *3 O A 1 

43341 








Strand 


+ 


Start 


3460 








End 


8754 


Name 


OJ991217 13. 


0118. 


C16.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


5545 








End 


6084 


GI 


none 








Score 


501 


Exons 


5545. .6084, 


5554. 


.5763, 


5673. 


.6077., 5941.. 6078 


Seq. No. 


20771 








Seq. ID 


OJ991217_13.0118.C16 


Gene No. 


43341 








Strand 


+ 


Start 


3460 








End 


8754 


Name 


OJ991217 13. 


0118. 


C16.o2 


. tm 


Method 


TBLASTX: Maize 



21048 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5767 End 6096 

none Score 391 

5767.. 6096, 5768.. 5953, 5772.. 6080, 5788.. 6084 



20771 Seq. ID 

43341 Strand 

34 60 End 
OJ991217_13.0118.C16.o2.ts Method 

5856 End 

none Score 

5856.. 6083, 5857.. 6084 



OJ991217_13.0118.C16 
+ 

8754 

TBLASTX : Soybean 

6084 

287 



Seq. ID 

Strand 

End 

Method 

End 

Score 



20772 
43342 
3115 

OJ991217_13.0118.C17.o3.gp 
3115 

LIB3479-012-Q6-K1-D2 
3115. .3433, 4229. .4278 

1 3236258 8.0e-29 (AC004684) putative alcohol dehydrogenase 
[Arabidopsis thaliana] >gi_4895208_gb_AAD32795 . 1_AC007 661_32 
(AC007661) putative alcohol dehydrogenase [Arabidopsis 
thaliana] ' 



OJ991217_ 
+ 

4278 
AAT/GAP 
4278 
674 



13.0118.C17 



Seq.. No. 


20772 


Seq. ID 


OJ991217_ 


_13. 


0118 


.C17 


Gene No. 


43343 


Strand 


+ 








Start 


6265 


End 


6564 








Name 


OJ991217 13.0118.C17.o4.gp 


Method 


AAT/GAP 








Start 


6265 


End 


6564 








GI 


LIB34 33-053-P1-K1-H2 


Score 


523 








Exons 


6265. . 6564 












GI Descrip. 


, 4895205/gb|AAD32792.1|AC007661 29 8.0e-37 (AC007661) putat 




alcohol dehydrogenase [Arabidopsis thaliana] 1 








Seq. No. 


20772 


Seq. ID 


OJ991217 


_13. 


0118 


.C17 


Gene No. 


43344 


Strand 


+ 








Start 


9574 


End 


10150 








Name 


OJ9&I217 13.0118.C17.o4.gs 


Method 


GENSCAN 








Start 


9574 


End 


10150 








GI 


none 


Score 


.56 








Exons 


9574.. 9658, 10032.. 10150 












Seq. No. 


20772 


Seq. ID 


OJ991217 


_13. 


0118 


.C17 


Gene No. 


43345 


Strand 


+ 








Start 


11517 


End 


12733 








Name 


OJ991217 13.0118.C17.o2.np 


Method 


AAT/NAP 








Start 


11517 


End 


12733 








GI 


6721543 


Score 


106 








Exons 


11517. .11645, 12299. .12374, 


12693. .12733 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 








Seq. No. 


20772 


Seq. ID 


OJ991217 


_13. 


0118 


.C17 


Gene No. 


43345 ' - 


Strand 


+ 








Start 


11517 


End 


12733 * 








Name 


OJ991217 13.0118.C17.o6.gp 


Method 


AAT/GAP 








Start 


11531 


End 


11937 








GI 


7406 1.R1084 


Score 


665 









21049 



Exons 11531. . 11937 

GI Descrip. 1 1122315/emb | CAA63901 | 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] ' 



Seq. No. 


20772 


Seq. ID 


OJ991217_13.0118.C17 


Gene No. 


43346 


Strand 


- 


Start 


1 


End 


256 


Name 


OJ991217 13.0118.C17.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


256 


GI 


3760407 


Score 


487 


Exons 


1. .256 






Seq. No. 


20772 


Seq. ID 


OJ991217_13.0118.C17 


Gene No. 


43347 


Strand 


- 


Start 


525 


End 


1633 


Name 


OJ991217 13.0118.C17.ol.gs 


Method 


GENSCAN 


Start 


525 


End 


835 


GI 


none 


Score 


.8 


Exons 


525. .835 






Seq. No. 


20772 


Seq. ID 


OJ991217_13.0118.C17 


Gene No. 


43347 


Strand 




Start 


525 


End 


1633 


Name • 


OJ991217 13.0118.C17.o2.gp 


Method 


AAT/GAP 


Start 


539 


End 


1633 


GI 


4878794 


Score 


732 , . 


Exons 


539. .892, 1604. .1633 






GI Descrip. 


3334441/sp|022288 | YI79 ARATH 


8.0e-10 HYPOTHETICAL 47.9 KD 




PROTEIN T5I7.9 IN CHROMOSOME 


II >gi 2642161 (AC003000) 




hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


20772 


Seq. ID 


OJ991217_13.0118.C17 


Gene No. 


43348 


Strand 




Start 


5923 


End 


8905 


Name 


OJ991217 13.0118.C17.o3.gs 


Method 


GENSCAN 


Start 


5923 


End 


8857 


GI 


none 


Score 


.74 


Exons 


5923.. 6006, 6074.. 6382, 7695. 


.7967, 8193.. 8280, 8400.. 8476, 




8571. .8621, 8747. .8857 






Seq. No. 


20772 


Seq. ID 


OJ991217_13.0118.C17 


Gene No. 


43348 


Strand 




Start 


5923 


End 


8905 


Name 


OJ991217 13.0118.C17.ol.np 


Method 


AAT/NAP 


Start 


5926 


End 


8866 


GI 


4895205 


Score 


998 


Exons 


5926. .6382, 7695.". 7967, 8193. 


.8280, 8400. .8476, 8571. .8621, 




8747. .8866 






GI Descrip. 


(AC007661) putative alcohol dehydrogenase [Arabidopsis thaliana 


Seq. No. 


20772 


Seq. ID 


OJ991217_13.0118.C17 


Gene No. 


43348 


Strand 




Start 


5923 


End 


8905 


Name 


OJ991217 13.0118.C17.o5.gp 


Method 


AAT/GAP 


Start 


8203 


End 


8905 


GI 


2427658 


Score 


635 


Exons 


8203.. 8280, 8400.. 8476, 8571. 


.8621, 8747.. 8905 



21050 



GI Descrip. 4895205/gb | AAD32792 . 1 | AC007661_29 8.0e-37 (AC007661) putative 
alcohol dehydrogenase [Arabidopsis thaliana] 



Seq. No. 20772 Seq. ID 
Gene No. 43349 Strand 
Start 11065 End 
Name OJ991217_13 . 0118 .C17 .o2 . tc Method- 
Start 2643 End 
GI none Score 
Exons 



OJ991217_13.0118.C17 
14279 

TBLASTX: Cress 

7835* 

102 



2643.. 2720, 2805. .3032, 2829.. 3029, 2845.. 3048, 3215. 



3216.. 3353, 5923. .5988, 6108. 
6341.. 6379, 7695. .7835, 7701. 

Seq. No. 20772 
Gene No. 43349 
Start 11065 

Name OJ991217_13 . 0118 ,C17 .o2 . tm 

Start 2652 
GI none 

Exons 2652.. 2741, 2821.. 3018, 2822. 

5923.. 6009, 6119.. 6238, 6122. 
6338..6382 



.6263, 6111.. 6317, 6122. 
.7829, 7708. .7833 



,3355, 
,6328, 



OJ991217_13.0118.C17 
14279 

TBLASTX : Maize 
6382 
147 

6010, 
6377, 



Se.q. ID 
Strand 
End 

Method 
End 
Score 

.2959, 2829.. 3020, 5846. 
.6334, 6126.. 6335, 6309. 



Seq. No. 20772 Seq. ID 

Gene No. 4 334 9 Strand 

Start' 11065 End . 

Name OJ991217_13 . 0118 . C17 . o2 . ts Method 

Start 2655 End 

GI none " Score 
Exons 



OJ991217_13.0118.C17 
14279 

TBLASTX : Soybean 

7968 

135 



2655.. 2693, 2820.. 3029, 2827. .3030, 3055.. 3078, 3207, .3449, 

.3215. .3442, 3272. .3457, 5923. .5967, 6117. .6329, 6122. .6331, 

6338. .6379, 6345. .6380, 7687. .7953, 7695. .7946, 7935. .7967, 
7939. .7968 



Seq. No. 20772 
Gene No. 43349 
Start 11065 

Name. OJ9'91217_13 . 0118 . C17 . ol . tm 

Start " 3022 
GI none 

Exons 3022.. 3087, 3026.. 3079, 3201. 

3269..3487, 3625. .3723, 3647. 
3834.. 3914, 3835.. 3915, 7687. 
8190.. 8273, 8192.. 8296, 8254. 

Seq. No. 20772 
Gene No. 4 334 9 

Start 11065 

Name OJ991217_13 . 0118 . C17 . 61 . ts 

Start 3642 
GI none 

Exons 3642.. 3737, 3659.. 3745, 3832. 

: ' 4522. .4623, 4553.-4627, 8175. 
8399. .8476, 8568. .8618, 8735. 



Seq. No. 
Gene No. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 13.0118.C17 



14279 

TBLASTX: Maize • 
8476 
91 

3422, 3206. .3487, 3207. .3482, 
3745, 3648.-3734, 3834. '.3914, 
7959, 7695.-7967, 7719. .7967, 
8274, 8399.-8476, 8403. .8474 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 13.0118.C17 



20772 
43349 



14279 

TBLASTX : Soybean 
8857 
87 

.3915, 3834. .3914, 4195. .4254, 
.8279, 8181. .8282, 8397. .8477, 
.8857, 8784. .8846 

Seq. ID OJ991217_13.0118.C17 
Strand 



21051 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



11065 End 
OJ991217_13 . 0118 . C17 . ol . tc Method 
3690 End 
none Score 
3690. 
4529. 
8576. 



14279 

TBLASTX: Cress 

8851 

90 



.3731, 3832. .3909, 3834. .3911, 4201. .4254, 4522. .4623, 
.4627, 8238. .8279, 8394.-8477, 8399.-8476, 8574.-8627, 
.8620, 8735.. 8851, 8784.. 8837 



20772 
43349 
11065 

OJ991217_13 . 0118 . C17 . o3 . tm 

4195 

none 



Seq. ID OJ991217_13.0118.C17 



Strand 
End 

Method 

End 

Score 



14279 

TBLASTX: Maize 

8958 

86 



4195. .4254, 4525. .4635, 4529. .4636, 8568.-8627, 8572. .8622, 
8735.-8857, 8747.. 8857, 8929.-8958 



Seq. No. 20772 

Gene No. 43349 

Start 11065 

Name OJ991217_13 . 0118 . C17 . o5 . gs 

Start 11065 

GI none 

Exons 11065. .11207, 11355 
12787.-12918, 13009 

•. 13722. .14020, 14114. .14140 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 13.0118.C17 



11516, 12469. 
13046, 13112. 



14279 
GEN SCAN 
14140 
.58 

12671, 12676. .12723, 
13294, 13387. .13645, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No . 
Start 
Name 
"Start 
GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217 13.0118.C17 



20772 
43349 
11065 

OJ991217_13.0118.C17.o7.gp 
11880 

LIB3431-045-P1-N1-A10 
11880. .12333 

•5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) 1 



14279 
AAT/GAP 
12333 
876 



20772 
43349 
11065 
OJ991217 
12437 
5441880 
12437. .12671, 
13387. .13645, 



OJ991217 13.0118.C17 



13.0118.C17.o3.np 



Seq. ID _ 
Strand 

End 14279 
Method AAT/NAP 
End 14279 
Score 1568 
12787. .12918, 13009 .. 13032 , 13069 .. 13142 , 
13722. .14020, 14244.. 14279 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



20772 Seq. ID 

43349 Strand 
11065 End 
OJ991217_13 . 0118 . C17 . 08 . gp Method 
13395 End 
LIB3475-007-P1-K1-G8 Score 
13395. .13645, 13722.. 13894 

'5441880/dbj | BAA82378.il 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 



OJ991217_13.0118.C17 

14279 
AAT/GAP 
13894 
793 



21052 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] ' 



Seq. No. 


20773 


Seq. ID 


OJ991217_13.0118.C18 


Gene No. 


43350 


Strand 




Start 


16 


End 


3018 


Name 


OJ991217 13.0118.C18.ol.gs 


Method 


GENSCAN 


Start 


16 


End 


2894 


GI 


none 


Score 


.72 


Exons 


16. .141, 316. .562, 668. .818, 


1194 . . 1348, 1690. .2894 


Seq. No. 


20773 


Seq. ID 


OJ991217_13.0118.C18 




43350 


Strand 




Start 


16 


End 


3018 


Name 


OJ991217 13.0118.C18.ol.np 


Method 


AAT/NAP 


Start 


222 


End 


3018 


GI 


5441880 


Score 


2481 


Exons 


222. .562, 668. .818, 1314. .1628, 1887.. 


1918, 2363.. 3018 


GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protein 




(AC003981) [Oryza sativa] 






Seq. No. 


20773 


Seq. ID 


OJ991217_13.0118.C18 


Gene No. 


43350 


Strand 




Start 


16 


End 


3018 


Name 


OJ991217 13.0118.C18.ol.tw 


' Method 


TBLASTX: Wheat 


Start 


2133 


End 


2513 


GI 


none 


Score 


83 


Exons 


2133.. 2309, 2133.. 2309, 2194. 


.2313, 2307.. 2504, 2319. .2513 


Seq. No. 


20773 


Seq. ID 


OJ991217_13.0118.C18 


Gene No. 


43350 


Strand 




Start 


16 


End 


3018 


Name 


OJ991217 13.0118.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


2211 


End 


2807 


GI 


none 


Score 


151 


Exons 


2211.. 2282, 2346..2645, 2407. 


.2628, 2679. .2807, 2701. .2799 


Seq. No. 


20773 


Seq. ID 


OJ991217_13.0118.C18 


Gene No. 


43350 


Strand 




Start 


16 , 


End 


3018 


Name 


OJ991217 13.0118.C18.ol.gp 


Method 


AAT/GAP 


Start 


2333 


End " 


2764 


GI 


5701669 


Score 


841 


Exons 


2333. .2764 






GI Descrip. 


5441880/dbj IBAA82378.il 5.0e- 


75 (AP000367) EST C28952 (C6294 5 ) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



corresponds to a region of the predicted gene.; Similar- to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



20774 
43351 
1 

OJ991217_13.0118.C19.ol.np 
1 

•6907089 
1. .894 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ991217_13.0118.C19 
Strand 

End 894 

Method AAT/NAP 

End 894 

Score 1433 



21053 



Seq. No. 20774 

Gene No. 43351 

Start 1 

Name OJ991217_13 . 0118 .C19 . ol . gs 

Start 13 

GI - none 

Exons 13.. 858 



Seq. ID OJ991217_13.0118.C19 

Strand. 

End 894 

Method GENSCAN 

End 858 

Score .69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
* Gene No . 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



20775 
43352 
41 

OJ991217_13.0118.C20.ol.gs 
41 

none 

41. .101, 228. .334 



Seq. ID OJ991217_13.0118.C20 

Strand + 

End 334 

Method GENSCAN 

End 334 

Score .89 



Seq. ID OJ991217_13.0118.C21 
Strand + 

1039 
AAT/NAP 
1039 
797 



20776 
43353 
1 

OJ991217_13.0118.C21.ol.np 
1 

6466937 
1. .1039 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



End 

Method 

End 

Score 



20776 
43353 
1 

OJ991217_13.0118.C21.ol.tm 
21 

none 



Seq. ID OJ991217_13.0118.C21 

Strand + 

End 1039 

Method TBLASTX: Maize 

End 519 

Score 557 



21. .290, 22. .519, 58. .507, 330. .518 



20776 
43353 
1 

OJ991217_13.0118.C21.ol.ts 
21 

none 

21. .290, 22.. 291 

20776 
43353 
1 

OJ991217_13.0118.C21.ol.tw 

139 

none 

139. .519, 231. .518, 616. .732 

20776 
43353 
1 

OJ991217_13.0118.C21.o2.tm 

586 

none 



Seq. ID O t J991217_13.0118.C21 

Strand v +r 

End 1039 

Method TBLASTX : Soybean 

End 291 

Score 290 



Seq. ID OJ991217_13.0118.C21 

Strand + 

End 1039 

Method TBLASTX : Wheat 

End 732 

Score 264 



Seq. ID OJ991217_13.0118.C21 

Strand + 

End 1039 

Method TBLASTX : Mai ze 

End 1032 

Score 261 



21054 




Exons 


586.. 951, 636.. 872, 961 


. .1032 








Seq. No. 


20776 




Seq. ID 


OJ991217_13.0118 


.C21 


Gene. No. 


43353 




Strand 


+ 




Start 


* 




End 


1039 




Name 


OJ991217 13.0118.C21.o2 


.tw 


Method 


TBLASTX : Wheat 




Start 


739 




End 


996 




GI 


none 




Score 


186 




Exons 


739. .996, 783. .974 










Seq. No. 


20777 




Seq. ID 


OJ991217_13.0118 


.C22 


Gene No. 


43354 




Strand 






Start 


184 




End 


1884 




Name 


OJ991217 13.0118.C22.ol 


.gs 


Method 


GENSCAN 




Start 


184 




End 


1884 




GI 


none 




Score . 


.45 




Exons 


184.. 328, 1293.. 1309, 1589.. 1616, 1802. 


, .1884 




Seq. No. 


20777 




Seq. ID 


OJ991217_13.0118 


-C22 


Gene No. 


43355 




Strand 






Start 


2930 




End 


5556 




Name 


OJ991217 13.0118.C22.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2885 




End 


3736 




GI 


none 




Score 


66 




Exons 


2885.. 3124, 2939. .3127, 


2946. 


.3128, 3626.. 3736 




Seq. No. 


20777 




Seq. ID 


OJ991217_13.0118 


.C22 


Gene No. 


43355 




Strand 






Start 


2930 




End 


5556 




Name 


OJ991217 13.0118.C22.ol 


. np 


Method 


AAT/NAP 




Start 


2930 




End 


5556 




GI 


4432840 




Score 


258 




Exons 


2930.. 3127, 3629. .3761, 


4502. 


.4612, 54S3..5556 




GI Descrip. 


(AC006283) unknown protein [Arabidopsis thaliana] 




Seq. No. 


20777 




Seq. ID 


OJ991217_13.0118 


.C22 


Gene No. 


43355 




Strand 






Start 


2930 




End 


5556 




Name 


OJ991217 13.0118.C22.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2939 




End 


4612 




GI 


none 




Score 


116 




Exons 


2939. .3127, 3614. .3766, 


3615. 


.3767, 3624. .3794, 4498. .4611, 




•4502. .4612 










Seq. No. 


20777 




Seq. ID 


OJ991217_13.0118 


.C22 


Gene No. 


43355 




Strand 






Start 


2930 




End 


5556 




Name 


OJ991217 13.0118.C22.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


2939 




End 


4612 




GI 


none 




Score 


114 




Exons 


2939. .3127, 3614. .3766, 


3624. 


.3770, 3626..3766, 4498.. 4611, 




4502. .4612 










Seq. No. 


20778 




Seq. ID 


OJ991217_13.0118 


.C24 


Gene No. 


43356 




Strand 


+ 




Start 


419 




End 


478 




Name 


OJ991217 13.0118.C24.ol 


.gs 


Method 


GENSCAN 





21055 



Start 


419 


End 


478 


GI 


none 


Score 


.42 


Exons 


419. .478 






Seq. No. 


20779 


Seq. ID 


OJ991217_13.01 


Gene No. 


43357 


Strand 




JLol l 


1 


End 


C. 1 i J 


Name 


OJ991217 13.0118. C25.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2416 


GI 


6907089 


Score 


2878 


Exons 


1..438, 542. .2416 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


20779 


Seq. ID 


OJ991217_13.01 


bene ino ■ 


43357 


Strand 


i 


Start 


1 


End 


2419 


Name 


OJ991217 13.0118.C25.ol.gs 


Method 


GENSCAN 


Start 


117 


End 


2419 


GI 


none 


Score 


.45 


Exons 


117. .242, 542. .1066, 1091..2419 




Seq. No. 




Seq. ID 


OJ991217_13.01 


ana NT 

bene ino . 


43358 


Strand 




Start 


3038 


End 


8424 


Name 


OJ991217 13. 01.18. C25.o3.tw 


Method 


TBLASTX: Wheat 


Start 


923 


End 


7205 


GI 


none 


Score 


168 


Exons 


923. .1006, 6719.. 7204, 6750. 


.7010, 7068.. 7205 


Seq. No. 


20779 


Seq. ID 


OJ991217_13.01 


Gene No. 


43358 


Strand 




o car l 


3038 


End 


8424 


Name 


OJ991217 13.0118.C25.o2.gs 


Method 


GENSCAN 


Start 


3038 


End 


8282 


GI 


none 


Score 


.47 


Exons 


3038.. 3880, 3965.. 4921, 4985 


..5156, 5183. .5571, 5584. 




6380.. 6562, 6626.. 7419, 7462 


. .8282 




Seq. No. 


20779 


Seq. ID 


■OJ991217_13.01 


Gene No. 


43358 


Strand 




Start 


3038 


End 


8424 


Name 


OJ991217 13.0118.C25.o2.np 


Method 


AAT/NAP 


Start 


3041 


End ■ 


8424 


GI 


6498441 


Score 


6953 


Exons 


3041. .3322, 3416. .4813, 4985 


..5707, 58 


82. .6016, 6200. 




6626. .7089, 7420.. 8424 






GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 


Seq. No. 


20779 


Seq. ID 


OJ991217_13.01 


Gene No. . 


43358 


Strand 




Start 


3038 


End . 


8 424 


Name 


OJ991217 13.0118'.C25.o7.tw 


Method 


TBLASTX: Wheat 


Start 


3050 


End 


3652 


GI 


none 


Score 


74 


Exons 


3050.. 3175, 3054.. 3176, 3363 


..3647, 3368.. 3652 



21056 



Seq. No. 


zu i /y 








Seq. ID 


OJ991217_13.0118 


no ^ 


Gene No. 


43.358 








Strand 






Start 


3038 








End 


8424 




Name 


OJ991217 13. 


0118 


.C25.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


3653 








End 


4034 




GI 


none 








Score 


167 




Exons 


3653. .4033, 


3684 


. .3929, 


3692. 


.4030, 3957.. 4034 




Seq. No. 


Z\J / 13 








Seq. ID 


OJ991217_13.0118 


r>oc 
. Li D 


Gene No. 


43358 








Strand 






Start 


3038 








End 


8424 




Name 


OJ991217 13. 


0118 


.C25.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3809 








End 


4171 




GI 


none 








Score 


75 ' 




Exons 


3809. .3856/ 


3839 


. .4051, 


3848. 


.4171, 3861. .4142 




Seq. No. 


zU / /y 








Seq. ID 


ojyyizi / lj.uiio 


. Lz D 


Gene No. 


43358 








Strand 






Start 


3038 








End 


8424 




Name 


OJ991217 13. 


0118 


.C25.o8 


. tw 


Method 


TOT 7\ O TV ■ TVTVi ^ 4- 




Start 


4364 








End 


4b / b 




GI 


none 








Score 


Dj 




Exons 


4364. .4624, 


4500 


. .4676 










Seq. No.:-. 


20779 








Seq. ID 


ojyyizi/ lo.-uiio 


.C25 


Gene No . 


H JJJO 








Strand 






Start 


3038 








End 


8424 




Name 


OJ991217 13. 


0118 


.C25.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


4424 








End 


a n o n 

4 yyu 




GI 


5666795 








Score 


c o 
DO 




Exons 


4424. .4624, 


4679 


. .4816, 


4892. 


.4990 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays ] 




beq. No. 


/ / y 








Seq. ID 


ATQQ1 01 7 1*5 miQ 


. L/Z 3 


Gene No. 


43358 








Strand 






Start 


3038 








End 


8424 




Name 


OJ991217 13. 


0118 


.C25.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


4679 








End 


5113 




GI 


none 








Score 


88 




Exons 


4679. .4828/ 


4680 


. .4817, 


4872. 


.5048, 48 


89. .5113 




Seq. No .... . 


zu i / y 








Seq. ID 


OJ991217_13.0118 




Gene No. 


43358 








Strand 






Start 


3038 








End 


8424 




Name 


OJ991217 13. 


0118 


.C25.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


5570 








End 


5995 




GI 


none 








Score 


312 




Exons 


5570. .5995, 


5603 


. .5830, 


5605. 


.5994 






Seq. No. 


20779 








Seq. ID 


OJ991217_13.0118 


.C25 


Gene No. 


43358 








Strand 






Start 


3038 








End 


8424 




Name 


OJ991217 13. 


0118 


,C25.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


5611 








End 


5916 




GI 


none 








Score 


90 




Exons 


5611. .5916, 


5756 


. .5899 











21057 




Seq. No. 








Con T n 

oeq. ±u 


ujyyizi / ij. uiio 


• D 


Gene No. 


43358 






Strand 






Start 


3038 






End 


8424 




Name 


OJ991217 13. 


0118.C25.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


5668 






End 


6052 




GI 


none 






Score 


230 




Exons 


5668. .6051, 


5687. .6052 










Seq. No. 


fly 






seq. iu 




. O 


Gene No. 


43358 






Strand 






Start 


3038 






End 


8424 




Name 


OJ991217 13. 


0118.C25.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6079 






End 


6358 




GI 


none 






Score 


73 




Exons 


6079. .6195, 


6079. .6348, 


6089.- 


.6358 






Seq. No. 








Seq. ID 


OJ991217_13.0118 




Gene No. 


43358 






Strand 






Start 


3038 






End 


8424 




Name 


OJ991217 13. 


0118.C25.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6103 






End 


6554 




GI 


none 






Score 


189 




Exons 


6103. .6351, 


6110. .6349, 


6356. 


.6553, 6357.. 6554 




, Seq. No . 


o r\ "i i n 






Seq. ID 


OJ991217_13.0118 


.C25 


Gene No. 


43358 






Strand 






Start 


3038 


0118;C25.o6. 




End 


8424 




Name 


OJ991217 13. 


tw 


Method 


TBLASTX: Wheat 




Start 


7943 






End 


8332 




GI 


none 






Score 


99 




Exons 


7943. .8200, 


7977. .8216, 


8183. 


.8281, 8184. .8264, 8288. .8332 


Seq. No. 








Seq. ID 


OJ991217JL3.0118 


.C25 


Gene No. 


43358 






Strand 






Start 


3038 






End 


8424 




Name 


OJ991217 13. 


0118.C25.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


8045 






End 


8293 




GI 


none ■ 






Score 


107 




Exons 


8045. .8293, 


8046. .8291 










Seq. No. 


20780 






Seq. ID 


OJ991217__13.0118 


.C26 


Gene No. 


43359 






Strand 






Start 


1 






End 


798 




Name 


OJ991217 13. 


0118.C26.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


798 




GI 


5042454 






Score 


619 




Exons 


1..495, 549. 


.798 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


20780 






Seq. ID 


OJ991217_13.0118 


.C26 


Gene No. 


43359 






Strand 






Start 


1 






End 


7 98 




Name 


OJ991217 13. 


0118.C26.ol. 


gs 


Method 


GENSCAN 




Start 


15 






End 


653 




GI 


none 






Score 


.56 




Exons . 


15. .495, 549 


i. .653 











21058 



Seq. No. 20781 Seq. ID 

Gene No. 43360 Strand 

Start 265 End 

Name OJ991027__18 . 0118 . CI . ol . gs Method 

Start 265 End 

GI none Score 

Exons 265.. 405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 

End 

Score 



OJ991027_18.0118.C1 
+ 

405 

GENSCAN 

405 

.65 



20782 
43361 
1 

OJ991027_18.0118.C2.ol.np 
1 

6907086 
1..254 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ991027_18.0118.C2 
Strand + 

254 

AAT/NAP 
254 
159 



20783 
43362 
268 

OJ991027_18.0118.C3.ol.gs 

268 

none 



Seq. ID OJ991027_18.0118.C3 

Strand + 

End 10138 

Method GENSCAN 

End 10138 

Score .84 



268.. 443, 1093.. 1236, 1993.. 2145, 2766.. 3275, 3371.. 4906, 
4988. .5056, 6000. .6123, 8633. .8774, 8856. .9030, 9069. .9243, 
10020. .10138 



Seq. No. 


■ 20783 




Seq. ID 


OJ991027 


J. 8 


.0118 


.C3 


Gene No. 


43362 




Strand 


+ 








Start 


268 




End 


10138 








Name 


OJ991027 18. 0118. C3 . 


.ol.gp 


Method 


AAT/GAP 








Start 


6166 




End 


6616 








GI 


4880593 




Score 


848 








Exons 


6166. .6616 














Seq. No. 


20783 




Seq. ID 


OJ991027 


_18 


.0118 


.C3 


Gene No. 


43363 




Strand 


+ 








Start 


19658 




End 


22640 








Name 


OJ991027 18. 0118. C3. 


. o2 . np 


Method 


AAT/NAP 








Start 


19658 




. End 


22640 








GI 


6554203 




Score 


92 








Exons . 


19658. .19871, 22606, 


. .22640 












GI Descrip. 


(AC011661) T23J18.3 


[Arabidopsis thaliana] 








Seq. No. 


20783 




Seq. ID 


OJ991027 


_18 


.0118 


.C3 


Gene No. 


43364 




Strand 


+ 








Start 


24367 




End 


26300 








Name 


OJ991027 18. 0118. C3. 


, o3 . np 


Method 


AAT/NAP 








Start 


24241 


End 


26300 








GI 


6634721 




Score 


341 








Exons 


24241. .24286, 25180. 


. .25410, 


25866. .26300- 








GI Descrip. 


(AC012463) T2E6.4 [Arabidopsis thaliana] 








Seq. No. 


20783 




Seq. ID 


OJ991027 


_18 


.0118 


.C3 


Gene No. 


43364 




Strand 


+ 








Start 


24367 




End 


26300 









21059 




Name 


OJ991027 18.0118.C3.o4.gs 


Method 


GENSCAN 


Start 


24367 


End 


25505 


GI 


none 


Score 


.77 


Exons 


24367. .24417, 24861.. 25505 






Seq. No. 


20783 


Seq. ID 


OJ991027_18.0118.C3 


Gene No. 


43365 


Strand 




C4- — J- 

start 


10855 


End 


13275 


Name 


OJ991027 18.0118.C3.ol.np 


Method 


AAT/NAP 


Start 


10855 


. End 


12388 . 


GI 


6437520 


Score 


1966 


Exons 


10855. .12099, 12191 12277, 


12305. .12388 


GI Descrip. 


(AC012193) putative AUXl-like permease 


[Arabidopsis thaliana] 


Seq. No. 


20783 


Seq. ID 


OJ991027_18.0118.C3 


Gene No. 


43365 


Strand 




Start 


10855 


End 


13275 


Name 


OJ991027 18.0118.C3.o2.gs 


Method 


GENSCAN 


Start 


10855 


End 


13275 


GI 


none 


Score 


.89 


Exons 


10855. .12099, 12191 .. 12511, 


13270. .13275 


Seq. No. 


20783 


Seq. ID 


OJ991027_18.0118.C3 


Gene No. 


43365 


Strand 




Start 


10855 


End 


13275 


Name 


OJ991027 18.0118.C3.o2.gp 


Method 


AAT/GAP 


Start 


11991 


End 


12422 




2442735 


Score 


593 


Exons 


11991. .12099, 12191.. 12422 






GI Descrip. 


4803938/gb|AAD29811.1|AC006264 19 1 . Oe 


-18 (AC006264) putative 




aromatic amino acid permease 


[Arabidopsis thaliana] 




>gi 5139337 emb CAB45643.1 


(AJ243221) 


putative AUXl-like 




permease [Arabidopsis thaliana] 




Seq. No. 


20783 


Seq. ID 


OJ991027_18.0118.C3 


Gene No. 


43366 


Strand 




Start 


19637 


End 


23401 


Name 


OJ991027 18.0118.C3.o3.gs 


Method 


GENSCAN 


Start 


19637 


End 


23401 . 


GI 


none 


Score 


.79 


Exons 


19637. .19927, 19972 .. 20248, 


22908. .22939, 23267.. 23401 


Seq. No. 


20783 


Seq. ID 


OJ991027_18.0118.C3 


Gene No. 


43367 


Strand 




Start 


25868 


End 


26230 


Name 


OJ991027 18.0118.C3.o4.ts 


Method 


TBLASTX : Soybean 


Start 


1089 


End 


2864 


GI 


none 


Score 


192 


Exons 


1089.. 1253,' 1090.. 1239, 2008 


..2151, 2022.. 2093, 2029.. 2151, 




2760. .2864 






Seq. No. 


20783 


Seq. ID 


OJ991027_18.0118.C3 


Gene No. 


43367 


Strand 




Start 


25868 


End 


26230 


Name 


OJ991027 18.0118.C3.ol.tc 


Method 


TBLASTX: Cress 


Start 


2787 


End 


3766 


GI 


none 


Score 


111 



21060 




Exons 


2787. .2906, 


2949.-3284, 3068 


..3274, 3153. .3287, 


3369. .3485, 




3369. .3524, 


3370.. 3525, 3371 


..3523, 3506.. 3559, 


3614. .3766 


Seq. No. 


20783 




Seq.' ID 


OJ991027 


_18.0118.C3 


Gene No. 


A O O C 1 

43ib 7 




Strand 






Start 


25868 




End 


26230 




Name 


OJ991027 18. 


0118.C3.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


3825 




End 


4285 




GI 


none 




Score 


404 




Exons 


3825. .4280, 


3825.-4283, 3827 


..4285, 3856. .4284 




Seq. No. 


20783 




Seq. ID 


OJ991027 


_18.0118.C3 


Gene No. 


43367 




Strand 






Start 


258 68 




End 


26230 




Name 


OJ991027 18. 


0118.C3.o4.tm 


Method 


TBLASTX: 


Maize 


Start 


4334 




End 


4756 




GI 


none 




Score 


250 




Exons 


4334. .4519, 


4338.-4562, 4340 


..4546, 4622. .4681, 


4623. .4679, 




4634. .4696, 


4673.-4756, 4676 


. .4756 






Seq. No. 


20783 




Seq. ID 


OJ991027 


_18.0118.C3 


Gene No. 


43367 




Strand 






Start 






End 


26230 




Name 


OJ991027 18. 


0118.C3.o4.tc 


Method 


TBLASTX: 


Cress 


Start 


4 622 




End 


6132 




GI 


-'•'none 




Score 


121 




Exons 


4622. .4735, 


4826.. 4906, 4985 


..5059, 4993. .5058, 


5997. .6098, 




5999. .6118, 


6016. .6132 








Seq. No. 


20783 




Seq. ID 


OJ991027 


_18.0118.C3 


Gene No. 


43367 




Strand 






Start 


25868 




End 


26230 




Name 


OJ991027 18. 


0118.C3.o7.tm 


Method 


TBLASTX: 


Maize 


Start 


4757 




End 


6121,.-. 




GI 


none 




Score 


150 




Exons 


4757. .4906, 


4759. .4869, 4985 


..5098, 4985.. 5062, 


5997. .6098, 




5999. .6121 










Seq. No. 


20783 




Seq. ID 


OJ991027 


_18.0118.C3 


Gene No. 


43367 




Strand 






Start 


25868 




End 


26230 




Name 


OJ991027 18. 


0118.C3.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


10864 




End 


11371 ■ 




GI 


none 




Score 


67 




Exons 


10864. .10932, 10865 .. 10933, 


10870. .10989, 10871 


. .10939, 




10987. .11184 


, 11024. .11371, 


11239. .11370 




Seq. No. 


20783 




Seq. ID 


OJ991027 


_18.0118.C3 


Gene No. 


43367 




Strand 






Start 


25868 




End 


26230 




Name 


OJ991027 18. 


0118.C3.o3.tm 


Method 


TBLASTX : 


Maize 


Start 


10867 




End 


11310 




GI 


none 




Score 


118 




Exons 


10867. .10989, 10867 .. 10932, 


10868. .11308, 10868 


. . 10939, 




10987. .11184 


, 11239. .11310, 


11248. .11310 




Seq. No. 


20783 




Seq. ID 


OJ991027 


_18.0118.C3 



21061 



Gene No. 


43367 




Strand 








ZOO DO 




End 


26230 




Name 


OJ991027 18. 0118. C3. 


o2.tc 


Method 


TBLASTX: Cress 




Start 


11305 




End 


11757 




GI 


none 




Score 


150 




Exons 


11305. .11382, 11398. 


.11577, 


11417. .11575, 11608. .11757, 






11609. .11755 










Seq. No. 


20783 




Seq. ID 


OJ991027 18.0118 


.C3 


Gene No. 


43367 




Strand 






otarr 


ZOO DO 




End 


26230 




Name 


OJ991027 18. 0118. C3. 


ol. tm 


Method 


TBLASTX: Maize 




Start 


11362 




End 


11922 




GI 


none 




Score 


237 




Exons 


11362. .11577, 11366. 


.11575, 


11602. .11769, 11602. .11922, 






11804. .11920 










Seq. No. 


20783 




Seq. ID 


OJ991027_18.0118 


.C3 


bene no. 


ft OOD I 




Strand 






Start 


25868 




End 


26230 




Name 


OJ991027 18. 0118. C3. 


o5. ts 


Method 


TBLASTX: Soybean 




Start 


11372 




End 


11539 




GI 


none 




Score 


155 




Exons 


11372. .11539, 11374. 


.11538 








Seq. No. 


20783 




Seq. ID 


OJ991027_18.0118 


.C3 


Gene No. 


43367 




Strand ■ 






otan 


ocq fro 
ZOO Do . 




End 


26230 




Name 


OJ991027 18.. 0118. C3 . 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


11539 




End 


12245 




GI 


none 




Score 


41 




Exons 


11539. .11583, 11540. 


.11575, 


11611. .12108, 11612. .12115, 






12173. .12241, 12189. 


.12245 








Seq. No. 


20783 




Seq. ID 


OJ991027_18.0118 


.C3 


bene wo . 


A ^ £1 
H JJU / 




Strand 






Start 


25868 




End 


26230 




Name 


OJ991027 18. 0118. C3. 


06. tc 


Method 


TBLASTX: Cress 




Start 


11758 




End 


11869 




GI 


none 




Score 


81 




Exons 


11758. .11868, 11804. 


.11869 








Seq. No. . 


20783 




Seq. ID 


OJ991027_18.0118 


.C3 


Gene No. 


43367 




Strand 






o cart 


ZOO Do 




End ' 


26230 




Name 


OJ991027 18. 0118. C3. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


11881 




End 


12400 




GI 


none 




Score 


125 




Exons 


11881. .12108, 11908. 


.12102, 


11909. .12115, 12173. .12265, 






12189. .12242, 12344. 


.12400 








Seq. No. 


20783 




Seq. ID 


OJ991027_18.0118 


.C3 


Gene No. 


43367 




Strand 






Start 


25868 




End 


26230 




Name 


OJ991027 18. 0118. C3. 


06. tm 


Method 


TBLASTX: Maize 




Start 


11923 




End 


12100 




GI 


none 




Score 


179 





21062 



• 



11923. .12099, 11923. .12099, 11924. 



12100 

OJ991027 18. 0118. C3 



Exons 

Seq. No. 20783 Seq. ID 

Gene No. 43367 Strand 

Start 25868 End 

Name OJ991027_18 . 0118 . C3 . o5 . tm Method 

Start 19930 End 

GI none Score 

Exons 19930. .20133, 19931 .. 2014 9, 20134 .. 20181, 20134 
20135. .20194 



26230 

TBLASTX: Maize 
20194 
204 

20181, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20783 
43367 
25868 

OJ991027_18.0118.C3.o5.gs 

25868 

none 

25868. .26202 

20783 
43367 
25868 

OJ991027_18.0118.C3.o3.ts 

25873 

none . 



Seq. ID 

Strand 

End 

Method - 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_18.0118.C3 

26230 
GENSCAN 
26202 * 
.66 



OJ991027_18.0118.C3 
26230 

TBLASTX : Soybean 

26230 

198 



25873.126049, 25874 26041, 26044 26148, 26066 .. 26164 , 
26191. .26229, 26195.. 26230 



20783 Seq. ID 

43367 Strand 

25868 End 

OJ991027_18.0118.C3.o5.tc Method 

25909 End 

none Score 



OJ991027_18.0118.C3 
26230 

TBLASTX: Cress 

26230 

141 



25909. .26040, 25910 .. 26050, 26066 .. 26164 , 26083 .. 26166, 
26195. .26230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20784 Seq. ID 

43368 Strand 

1 End 282 

OJ991027_18 . 0118 . C4 . ol .np Method AAT/NAP 

1 End 282 

5777616 Score 193 
1..282 

(AJ245900) CAA30374.1 protein [Oryza sativa] 



OJ991027_18.0118.C4 
+ 



OJ991027_18.0118.C5 
+ 



20785 Seq. ID 

43369 Strand 

4052 End 4149 

OJ991027_18.0118.C5.ol.gp Method AAT/GAP 

4052 End 4149 

uC-osflcyp022c06b2 Score 142 
4052. .4149 

'5042437/gb|AC007789.1|AC007789 8.0e-25 Oryza sativa BAG T49B20 

genomic sequence, complete sequence 1 



Seq. No. 



20785 



Seq. ID OJ991027_18.0118.C5 



21063 




bene wo * 


a ^ 'inn 








OLIailCI 


x 






Start 


5645 








End 


6027 






Name 


OJ991027 18 


.0118 


.C5.o2 . 


gp 


Method 


AAT/GAP 






Start 


5645 








End 


6027 






GI 


none 








Score 


754 






Exons 


5645. .6027 

A - 
















Seq. No. 


20785 . 








Seq. ID 


OJ991027 


_18.0118 


.C5 


Gene No. 


A "5*37 1 








Strand 








Start 


. 6017 








End 


6826 






Name 


OJ991027 18 


.0118 


.C5.ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6017 








End 


6368 






GI 


none 








Score 


90 






Exons 


6017. .6067, 


6179 


. .6367, 


6179. 


.6367, 6294.. 6368 






Seq. No. 


20785 








Seq. ID 


OJ991027 


_18.0118 


.C5 


bene ino . 


T J J / 1 








Strand 








Start 


6017 








End 


6826 






Name 


OJ991027 18 


.0118 


.C5.o2. 


gs 


Method 


GEN SCAN 






Start 


6017 








End 


6826 






GI 


none 








Score 


.72 






Exons 


6017. .6826 
















Seq. No. 


20785 








Seq. ID. 


OJ991027 


_18.0118 


.C5 


Gene No. 


A T37 1 








Strand 








Start 


6017 








End 


6826 






Name 


OJ991027 18 


.0118 


.C5. o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


6101 








End 


6381 






GI 


none 








Score 


212 






Exons 


6101. .6373, 


6169 


. .6381, 


6169. 


.6372, 6179.. 6379 






Seq. No. 


20785 








Seq. ID 


OJ991027 


_18.0118 


.C5 


bene wo . 


A 7 1 
ft J J / 1 








Strand 








Start 


6017 








End 


6826 






Name 


OJ991027 18 


.0118 


,C5.ol. 


tm 


Method 


TBLASTX : 


Maize 




Start 


6386 








End 


6783 






GI 


none 








Score 


63 






Exons 


6386. .6484, 


6395 


. .6715, 


6396. 


.6683, 6706.. 6783 






Seq. No. 


20785 








Seq. ID 


OJ991027 


_18.0118 


.C5 


Gene No . 


4 jj / l 








Strand 








Start 


6017 








End 


6826 






Name 


OJ991027 18 


.0118 


.C5.ol. 


tc 


Met hp d 


TBLASTX: 


Cress 




Start 


6533 








End 


6712 x 






GI 


none 








Score 


82 






Exons 


6533. .6712, 


6552 


. .6677 












Seq. No. 


20786 








Seq. ID 


OJ991027 


_18.0118 


.C6 


Gene No . 


A 1 "3 7 O 








Strand 


+ 






Start 


7 








End 


174 






Name 


OJ991027 18 


.0118 


.C6.ol. 


gs 


Method 


GENSCAN 






Start 


7 








End 


174 






GI 


none 








Score 


.97 






Exons 


7. .174 
















Seq. No. 


20786 








Seq. ID 


OJ991027 


_18.0118 


.C6 


Gene No. 


43373 








-Strand 









21064 



Start 
Name 
Start 
GI 

Exons 



400 End 3043 

OJ991027_18 . 0118 . C6 . o2 . gs Method GENSCAN 

400 . End 2133 

none Score . 97 

400. .2133 



Seq. No. 

Gene No. 
"Start 
. Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20786 Seq. ID 

43373 Strand 
400 End 
OJ991027_18.0118.C6.ol.np Method 
421 End 
4678285 Score 

421. .2004, 2960. .3043 

(AL04 9660) putative protein [Arabidopsis thaliana] 



OJ991027_18.0118.C6 

3043 
AAT/NAP 
3043 
1183 



20786 
43373 
400 

OJ991027_18.0118.C6.ol.tm 

424 

none 

424. .486, 431. .487, 553. .609, 
1037. .1171, 1174. .1308, 1253. 

20786 
43373 
400 

OJ991027_18.0118.C6.ol.ts 

424 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991027 18. 0118. C6 



3043 

TBLASTX: Maize 
1449 
61 

724. .1176, 725. .988, 934. .1083, 
1429, 1264.. 1449 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_18.0118.C6 
3043 

TBLASTX : Soybean 

2002 

237 



424. .609, 655. .729, 715. .1176, 719. .1174, 1180. .1233, 

1252. .1467, 1355. .1429, 1492. .1632, 1505. .1588, 1619. .1801, 

1633.. 1800, 1862.. 2002, 1867.. 1986 



Seq. No. 20786 Seq. ID 

Gene No. 43373 Strand 

Start 400 End 

Name OJ991027_18 . 0118 .C6. ol . tc Method 

Start 838 ' End 

GI none Score 
Exons 



OJ991027_18.0118.C6 
3043 

TBLASTX: Cress 

1987 

133 



838. .1179, 842. .1171, 1183. .1230, 1217. .1309, 1252. .1485, 
1489. .1623, 1505. .1588, 1628. .1801, 1633. .1803, 1867. .1986, 
1868. .1987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20787 Seq. ID 

43374 Strand 

680 End 

OJ991027_18 . 0118 .C7 . ol .gs Method 

680 End 

none Score 



OJ991027_18.0118.C7 
+ 

5220 
GENSCAN 
5106 . 
.85 



680.. 1126, 1838.. 2110, 2244 . .2375, 2466.-2625, 2753.. 2960, 
3139. .3256, 3737. .3868, 3950. .4084, 4158. .4364, 4942. .5106 



Seq. No. 20787 

Gene No. 43374 

Start 680 

Name OJ991027 18 . 0118 . C7 . ol . np 



Seq. ID OJ991027_18.0118.C7 

Strand + ■ 

End 5220 

Method AAT/NAP 



21065 



Start 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



680 End 5103 

6382514 Score 2367 

680. .1126, 1567. ,1647, 1838. .2110, 2244. .2375, 2466. .2639, 

2731.. 2960, 3139.. 3256, 3737.. 3868, 3950.. 4084, 4158.. 4364, 

4942. .5103 

(AC010704) putative acyl-CoA synthetase [Arabidopsis thaliana] 



20787 Seq. ID 

43374 Strand 
680 End 
OJ991027_18 . 0118 . C7 . ol . gp Method 
1913 End 
LIB34 75-00 6-P1-K1-A1 Score 
1913. .2110, 2244. .2375, 2466. .2639, 2731. .2808 

, 4587615/gb|AAD25843.1|AC006951_22 4.0e-59 (AC006951) putative 
acyl-CoA synthetase [Arabidopsis thaliana] 
>gi_4 6894 69_gb_AAD27905.1_AC007213_3 (AC007213) putative 
acyl-CoA synthetase [Arabidopsis thaliana] ' 



OJ991027__18.0118.C7 
+ 

5220 
AAT/GAP 
2808 
1092 



20787 . Seq. ID 

43374 Strand 
680 End 
OJ991027_18.0118.C7.o2.gp Method 
4299 End 
LIB34 33-056-P1-K1-C6 Score 
4,299.. 4364, 4942.. 5220 • 

•4587615/gb|AAD25843.1|AC006951_22 4 . Oe-20 (AC006951) putative 
acyl-CoA synthetase [Arabidopsis thaliana] 
>gi_4689469_gb_AAD27905.1_AC007213_3 (AC007213) putative 
acyl-CoA synthetase [Arabidopsis thaliana] 1 



OJ991027_18.0118.C7 
+ 

5220 
AAT/GAP 
5220 
579 



20787 Seq. ID 

43375 Strand 

5630 End 

OJ991027_18 . 0118 .C7 .o3.gp Method 

5630 End 

344 1.R1084 Score 



OJ991027_18.0118.C7 

13293 
AAT/GAP 
7857 
1829 



5630.. 6081, 7024.. 7309, 7623.-7857 

'2493147/ sp | Q4 0 63 5| VATL_ORYSA 5.0e-70 VACUOLAR ATP SYNTHASE 16 
KD PROTEOLIPID SUBUNIT >gi_857574 (U27098) H+-ATPase [Oryza 
sativa] 1 



Seq. No. 20787 

Gene No. 43375 

Start 5630 

Name OJ991027_18 . 0118 . C7 . o2 . gs 

Start 5949 

GI none 
Exons 



OJ991027 18. 0118. C7 



Seq. ID _ 
Strand 

End 13293 
Method GENS CAN 
End 13293 
Score . 61 

5949. .6081, 7024. .7954, 8761. .8898, 9740. .9923, 10194 .. 10300, 
10436. .10619, 10665. .10776, 10872 .. 10940, 1104 4 .. 11136, 
11244. .11347, 11493. .11573, 11649 .. 11856, 11 972 .. 12043, 
12305. .12383, 12951.. 13293 



Seq. No. 20787 

Gene No. 43375 

Start 5630 

Name OJ991027_18 . 0118 . C7 . o2 . np 



Seq. ID OJ991027_18.0118.C7 
.Strand 

End " 13293 

Method AAT/NAP 



21066 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5952 End 7701 

2493147 Score 752 

5952... 6081, 7024.. 7309, 7623.. 7701 

VACUOLAR ATP SYNTHASE 16 KD PROTEOLIPID SUBUNIT gi 1857574 
(U27098) H+-ATPase [Oryza sativa] 



20787 
43375 
5630 

OJ991027_18.0118.C7.o4.np 

9626 

2648588 



Seq. ID OJ991027_18.0118.C7 
Strand 

End 13293 

Method AAT/NAP 

End 13275 

Score 150 



9626.. 9651, 10426 .. 10658 , 10872 .. 10912 , 11071 .. 11317 , 
11440. .11541, 12022. .12243, 12951 .. 13063, 13169.. 13275 
(AE000968) Glu-tRNA amidotransf erase, subunit A (gatA-1) 
[ Archaeoglobus f ulgidus ] 



20787 
43375 
5630 

OJ991027_18.0118.C7.o3.np 
10399 
98837 

10399. .10593, 
12168. .12247 

enantiomer-selective amidase - Rhodococcus sp gi 1152052 
enantiomerase-selective amidase [Rhodococcus sp.] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027 18. 0118. C7 



13293 
AAT/NAP 
12247 
79 



10723. .11040, 11645. .11881, 11968 12043, 



(M74531 



Seq. No. 20787 

Gene No. 4 337 6 

Start 13926 

Name OJ991027_18 . 0118 . C7 . o3 . tm 

Start 674 

GI none 
Exons 



Seq. ID OJ991027_18.0118.C7 
Strand 

End 17338 

Method TBLASTX: Maize 

End 2282 

Score 68 



674. .739, 677. .745, 725. .1135, 727. .1134, 1557. .1643, 
1564. .1647, 1566. .1646, 1835. .1984, 1837. .1923, 1837. .2106, 
1856. .2110, 1968. .2111, 1972. .2124, 2237. .2281, 2238.-2282 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No,. 
Start 



20787 
43376 
13926 

OJ991027_18.0118.C7.o4 .ta 

695 

none 



Seq. ID OJ991027_18.0118.'C7 
Strand 

End 17338 

Method TBLASTX : Cress 

End 1641 

Score 350 



695. .1108, 826. .1107, 935. .1108, 954. .1115, 1579. .1641 



20787 
43376 
13926 

OJ991027_18.0118.C7.o5.ts 

749 

none 

749. .952, 749. .943 

20787. 
43376 
13926 



Seq. ID OJ991027_18.0118.C7 
Strand 

End 17338 

Method TBLASTX : Soybean 

End 952 

Score 215 



Seq. ID. OJ991027_18.0118.C7 
Strand - - 
End 17338 



21067 



Name 

Start 

GI 

Exons 



OJ991027JL8 . 0118 .C7 .ol . ts Method TBLASTX : Soybean 

953 End 5127 

none Score 8 6 

953. .1018, 953.. 1012, 1024. .1119, 1025.. 1135, 1564. .1647, 
1572. .1646, 1856. .1942, 1940. .2110, 1954. .2106, 2234. .2377, 
2238. .2378, 2468. .2644, 2469.-2642, 2730. .2948, 2731. .2961, 
2778.. 2960, 3130.. -3258, 3131.. 3259, 3737.. 3871, 3744.. 3887, 
3745. .3870, 3943..4086, 3947. .4087, 3948. .4094, 4155. .4367, 
4157. .4348, 4933. .5127, 4944. .5099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20787 
43376 
13926 

OJ991027_18.0118.C7.ol.tc 

2225 

none 



Seq. ID OJ991027_18.0118.C7 



Strand 
End 

Method 

End 

Score 



17338 

TBLASTX: Cress 

2925 

133 



2225.-2374, 2226.-2375, 2241.. 2390, 2465.. 2644, 2469.. 2642, 
2714. .2884, 2729.-2884, 2730. .2921, 2731. .2925, 2781. .2924 



Seq. No. 20787 Seq. ID 

Gene No. 43376 Strand 

Start 13926 End 

Name OJ991027_18 . 0118 . C7 . ol . tm Method 

Start 2283 End 

GI none Score 
Exons 



OJ991027_18.0118.C7 
17338 

TBLASTX: Maize 

3259 

128 



2283.':r 5 2375, 2283.. 2375, 2451.. 2642, 2469.. 2642, 2480.. 2644, 
2705. .2959, 2731. .2961, 2775. .2960, 3120. .3206, 3131. .3259, 
3138. .3254, 3139. .3255 



Seq. No. 20787 
Gene No. 43376 
Start 13926 

Name OJ991027_18 . 0118 . C7 . o2 . tm 

Start 3736 
GI none 
Exons 3736. 

4155. 

4941. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_18.0118.C7 
17338 

TBLASTX: Maize 

5106 

220 



.3870, 3737. .3868, 3747. .3899, 3947. .4087, 3949. .4086, 
.4364, 4157. .4366, 4157. .4363, 4939. .5106, 4939. .5064, 
.5099 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20787 
43376 
13926 

OJ991027JL8 . 0118 . C7 . o2 . tc 

3772 

none 



Seq. ID OJ991027_18.0118.C7 



Strand 
End 

Method 

End 

Score 



17338 

TBLASTX: Cress 

5126 

133 



3772. .3870, 3773. .3871, 3947. .4087, 3949. .4107, 4155. .4364, 
4155. .4244, 4157. .4345, 4939. .5106, 4941. .5126 



Seq. No. 20787 

Gene No. 43376 

Start 13926 

Name OJ991027_18 . 0118 . C7 . o4 . tm 

Start 5665 

GI none 

Exons 5665.-5733, 5692.. 5736, 5767. 

5935.. 6084, 5948.. 6100, 5949. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5874, 5800 
.6083, 5950 



OJ991027 18. 0118. C7 



17338 

TBLASTX: Maize 
7704 
47 

5865, 5808. 
6084, '6993. 



,5867, 
,7205, 



7023. .7307, 7096. .7377, 7619. .7702, 7621. .7704 



21068 




Seq. No. 


20787 






Seq. ID 


OJ991j327_18.0118.C7 


Gene No. 








Strand 




Start 


13926 






End 


17338 


Name 


OJ991027 18. 


0118 


.C7.o2. tw 


Method 


TBLASTX: Wheat 


Start 


5740 






End 


6084 


GI 


- none 






Score 


'37 


Exons 


5740. .5796, 


5741 


..5764, 5758 


..5796, 5764. .5841, 5800. .5841 




5850. .6083, 


5888 


..6022, 5899 


..6084, 5899.. 6084 


Seq. No. 


20787 






Seq. ID 


OJ991027_18.0118.C7 


bene no. 


H JO / D 






Strand 




Start 


13926 






End 


17338 


Name 


OJ991027 18. 


0118 


.C7.o2.ts 


Method 


TBLASTX : Soybean 


Start 


5949 






End 


7695 


GI 


none 






Score 


120 


Exons 


5949. .6080, 


5949 


..6083, 5950 


..6084, 7023.. 7307, 7026.. 7205 




7096. .7347, 


7619 


..7687, 7621 


. .7695 




Seq. No. 


20787 






Seq. ID 


OJ991027_18.0118.C7 


Gene No . 


A "5 *3~7 a 
H / D 






Strand 




Start 


13926 






End 


17338 


Name 


OJ991027 18. 


0118 


-C7.o3.tc 


Method 


TBLASTX: Cress 


Start 


5949 






End 


7696 


GI 


none 






Score 


171 


Exons 


5949. .6083, 


5953 


..6117, 5ST62 


..6084, 7023. .7205, 7023. .7307, 




7096. .7308, 


7619 


..7696, 7621 


. .7695 




beq. no. 


OH "7 Q *7 






Seq. ID 


OJ991027_18.0118.C7 


Gene No. 


43376 






Strand 




Start 


13926 






End 


17338 


Name 


OJ991027 18. 


0118 


.C7.ol.tw 


Method 


TBLASTX: Wheat 


Start 


7044 






End 


7707 


GI 


none 






Score 


141 


Exons 


7044. .7202, 


7044 


..7307, 7096 


..7377, 7619. .7702, 7621. .7707 


Seq. No. 


20787 






Seq. ID 


OJ991027_18.0118.C7 


Gene No . 








Strand 




Start 


13926 






End 


17338 


Name 


OJ991027 18. 


0118.C7.o5.tm 


Method 


TBLASTX: Maize 


Start 


10231 






End 


10754 


GI 


none 






Score 


237 


Exons 


10231. .10302 


, 10416. .10607, 


10434. .10595, 10436 .. 10612, 




10436. .10612 


, 10713. .10754 






Seq. No. 


ZU to 1 






Seq. ID 


OJ991027_18.0118.C7 


Gene No. 


43376 






Strand 




Start 


13926 






End 


17338 


Name 


OJ991027 18. 


0118 


.C7.o3.ts 


Method 


TBLASTX: Soybean 


Start 


10410 






End 


10942 


GI 


none 






Score 


171 


Exons 


10410. .10595 


, 10436. .10612, 


10713. .10775, 10871. .10942 


Seq. No. • 


20787 






Seq. ID 


OJ991027_18.0118.C7 


Gene No. 


43376 






Strand 




Start 


13926 






End 


17338 


Name 


OJ991027 18. 


0118, 


.C7.o7.tm 


Method 


TBLASTX: Maize 



21069 



Start 


10871 








End 


12984 








none 








Score 


82 






Exons 


10871. 


.10942, 


10872. 


.10937, 


11041. .11133, 11043 


. .11132, 






11262. 


.11354, 


11267. 


.11350, 


11475. .11576, 11479 


. .11574, 






11649. 


.11723, 


11650. 


.11724, 


11814. .11864, 11815 


. .11880, 






11965. 


.12057, 


11966. 


.12028, 


11971. .12051, 12144 


. .12263, 






12152. 


.12244, 


12949. 


.12984 










Seq. No. 


20787 








Seq. ID 


OJ991027 


_18.0118 


.C7 


Gene No. 


43376 








Strand 








Start 


13926 








End 


17338 






Name 


OJ991027 18. 0118. CI. 


o4 . t s 


Method 


TBLASTX: 


ooyDean 




Start 


11974 








End 


14244 






GI 


none 








Score 


80 






Exons 


11974. 


.12042, 


11975. 


.12043, 


12152. .12244, 12183 


. .12245, 






12949. 


.13056, 


13162. 


.13320, 


13163. .13321, 13168 


. .13326, 






14157. 


.14231, 


14157. 


.14231, 


14158. .14244 






Seq. No. 


20787 








Seq. ID 


OJ991027 


_18.0118 


.CI 


Liene ino . 


43376 








Strand 








Start 


13926 








End 


17338 






Name 


OJ991027 18. 0118. C7. 


o5. tc 


Method 


TBLASTX: 1 


Cress 




Start 


12949 








End 


14195 






GI 


none 








Score 


103 






Exons 


12949. 


.13068, 


13168. 


.13317, 


13181. .13318, 14157 


. .14195 




Seq. No. 


20787 








Seq. ID 


OJ991027 


_18.0118 


.CI 


Gene No. 


43376 








Strand 








Start 


13926 








End 


17338 






Name 


OJ991027 18. 0118. C7 . 


OO . LIU 


Method 


TBLASTX:! 


Mai ze 




Start 


13033 








End 


15254 






GI 


none 








Score 


176 






Exons 


13033. 


.13062, 


13168. 


.13320, 


13169. .13321, 13171 


. .13326, 






14157. 


.14237, 


14158. 


.14238, 


.14158. .14247, 15129 


. .15254, 






15130. 


.15249, 


15132. 


.15254 










Seq. No. 


20787 








Seq. ID 


OJ991027 


_18.0118 


.CI 


Gene No. 


43376 








Strand 










13926 








End 


17338 






Name 


OJ991027 18. 0118. C7. 


o3 .gs 


Method 


GENSCAN 






Start 


13926 








End 


17331 






GI 


none 








Score 


.87 






Exons 


13926. 


.14020, 


14048. 


.14236, 


15131. .15260, 15459 


. .15649, 






15807. 


.15867, 


16010. 


.16119, 


16253. .16512, 17051 


. .17331 




Seq. No. 


20787 








Seq. ID 


OJ991027 


_18.0118 


.CI 


Gene No. 


43376 








Strand 








Start 


13926 








End 


17338 






■Name 


OJ991027 .18. 0118. C7. 


06 . tm 


Method 


TBLASTX : 1 


Wdize 




Start 


16895 








End 


17338 






GI 


none 








Score 


56 






Exons 


16895. 


.16915, 


16985; 


.17047, 


16989. .17045, 17085 


. .17141, 






17086. 


.17145, 


17090. 


.17146, 


17171. .17332, 17176 


. .17334, 






17177. 


.17338, 


17178. 


.17336 










Seq. No. 


20788 








"Seq. ID 


OJ991027 


_18.0118 


.C8 


Gene No. 


43377 








Strand 









21070 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ991027_18 . 0118 . C8 . ol .np 
1 

6382503 



End 

Method 

End 

Score 



2584 
AAT/NAP 
2548 
686 



1..423, 485. .820, 995. .1360, 1391. .1600, 1640. .1923, 2260. .2548 
(AC010704) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


20788 




Seq. ID 


OJ991027_18.0118.C8 


Gene No. 


43377 




Strand 




Start 


1 




End 


2584 


Name 


ujyyiuz/ io.uiio.Lo.oi. 


tm 


Method 


TBLASTX: Maize 


Start 


1 




End 


1314 


GI 


none 




Score 


67 


Exons 


1..72, 1..120, 2. .121, 


3. .122, 


123. .428, 128. .1312, 143. .433, 




166. .468, 204. .428, 490 


. .1314, 


757. .1314 


Seq. No. 


20788 




oeq. iu 


ujyyiuz / lo . uiio .Lo 


Gene No. 


43377 




Strand 




Start 


i 
l 




End 


2584 


Name 


OJ991027 18.0118.C8.ol. 


gs 


Method 


GENSCAN 


Start 


71 




End 


2584 


GI 


none 




Score 


. 62 


Exons 


71.. 1923, 2260.. 2584 








Seq. No. 


20788 




Seq. ID 


OJ991027_18.0118.C8 


Gene No. 


43377 




Strand 




Start 


1 




End 


2584 


Name 


ujyyiu^/ ±0 . uiio . to . oi . 


gp 


Method 


AAT/GAP 


Start 


868 




End 


1172 


GI 


3090460 




Score 


509 


Exons 


868. .1172 








Seq. No. 


20788 




Seq. ID 


OJ991027_18.0118.C8 


Gene No. 


43377 




Strand 




Start 


1 




End 


2584 


Name 


r\ tqq*\ f\on i o niiQ cq aO 

ujyyiuz/ lo . uiio . to . oz . 


4-m 

tm 


Method 


TBLASTX: Maize 


Start 


1334 




End 


2402 


GI 


none 




Score 


292 


Exons 


1334. .1645,, 1334. .1936, 


1623. . 


1670, 1693.. 1890, 1718.. 1924, 




1722. .1937,' 2257. .2364, 


2259. . 


2402 




Seq. No. 


20788 




Seq. ID 


OJ991027_18.0118.C8 


Gene No. 


43377 




Strand 




Start 


1 




End 


2584 


Name 


OJ991027 18.0118.C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1649 




End 


2416 


GI 


none 




Score 


155 


Exons 


1649.. 1924, 1650.. 1937, 


2258. . 


2416, 2259. .2414 


Seq. No. 


20788 




Seq. ID 


OJ991027_18.0118.C8 


Gene No. 


43377 




Strand 




Start 


1 




End 


2584 


Name 


OJ991027 18.0118. C8.o2. 


gp 


Method 


AAT/GAP 


Start 


1659 




End 


2346 


GI . 


3107608 




Score 


505 • 


Exons 


^ 1659.. 1923, 2260.. 2346 








GI Descrip. 


" 3036816/emb|CAA18506| 4 


.Oe-15 


(AL022373) myosin-like protein 



21071 




[Arabidopsis thaliana] 



Seq. No. 


20789 


Seq. ID 


OJ991027_18.0118 


.C9 


Gene No. 


43378 


Strand 


+ 




Start 


1389 


End 


2569 




Name 


OJ991027. 18.0118.C9.ol.gs 


Method 


GENSCAN 




Start ' 


1389. 


End 


2569 




GI 


none 


Score 


.84 




Exons 


1389.. 1766, 1937.. 2063, 2517. 


.2569 






Seq. No. 


20789 


Seq. ID 


OJ991027_18.0118 


.C9 


Gene No. 


43379 


Strand 


— 




Start 


881 


End 


2339 




Name 


OJ991027 18.0118.C9.ol.gp 


Method 


AAT/GAP 




Start 


881 


End 


2339 




GI 


2280701 


Score 


500 




Exons 


881. .958, 2089. .2339 








Seq. No. 


20790 


Seq. ID 


OJ991027_18.0118 


.C10 


Gene No. 


43380 


Strand 


+ 




Start 


225 


End 


1389 




Name 


OJ991027 18.0118.C10.ol.np 


Method 


AAT/NAP 




Start 


225 


End 


1389 




GI 


5902445 


Score 


528 




Exons 


225. .845, 1358. .1389 








GI Descrip. 


(AB030283) GAG- POL precursor 


[Oryza sativa] 




Seq. No. 


20790 


Seq. ID 


OJ991027_18.0118 


.C10 


Gene No. 


43380 


Strand 


+ 




Start 


225 


End 


1389 




Name 


OJ991027 18.0118.C10.ol.tw 


Method 


TBLASTX: Wheat 




Start 


281 


End 


629 




GI 


none 


Score 


218 




Exons 


281.. 490, 289.. 489, 290.. 490, 


470. .628, 


510. .629 




Seq. No. 


20790 


Seq. ID 


OJ991027_18.0118 


.C10 


Gene No. 


43380 


Strand 


+ 




Start 


225 


End 


1389 




Name 


OJ991027 18.0118.C10.ol.gs 


Method 


GENSCAN 




Start 


287 


End 


788 




GI 


none 


Score 


.76 




Exons 


287. .418, 585. .788 








Seq. No. 


20790 


Seq. ID 


OJ991027_18.0118 


.C10 


Gene No. 


43380 


Strand 


+ 




Start 


225 


End 


1389 




Name 


OJ991027 18.0118.C10.ol.tm 


Method 


TBLASTX: Maize 




Start 


302 


End 


659 




GI' * 


none 


Score 


204 . 




Exons 


302. .502, 344. .496, 470. .631, 


510. .659 






Seq. No. 


20790 


Seq. ID 


OJ991027_18.0118 


.C10. 


Gene No. 


43380 


Strand 


+ 




Start 


225 


End 


1389 




Name 


OJ991027 18.0118.C10.o2.tw 


Method 


TBLASTX: Wheat 




Start 


630 


End 


832 




GI 


none 


Score 


206 





21072 



Exons 630. .824, 657.. 827, 728.. 832 



Seq. No. 20791 Seq. ID 

Gene No. 4 3381 Strand 

Start 1 End 

Name OJ991027_18 . 0118 . Cll . ol . np Method 

Start 1 End 

GI 4512682 Score 

Exons 1..68, 155*. 382, 478.. 685 

GI Descrip. (AC006931) unknown protein [Arabidopsis thaliana] 



OJ991027_18.0118.cn 
685 

AAT/NAP 
685 
347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20791 
43381 
1 

OJ991027 
92 

none 
92. .382, 



18. 0118. Cll. ol.gs 



478. .624 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_18. 0118. Cll 
685 

GENSCAN 

624 

.69 



Seq. No. 20791 

Gene No. 43381 

Start 1 

Name OJ991027_18 . 0118 . Cll . ol . tc 

Start 194 

GI none 

Exons 194.. 247, 228..383, 229. 

469. .663, 479. .646 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_18. 0118. Cll 
685 

TBLASTX: Cress 

663 

118 



384, 230. .382, 268. .384, 466. .603, 



Seq. No. 20792 Seq. ID 

Gene No. 43382 Strand 

Start 506 End 

Name OJ991027_18 . 0118 . C12 . ol . gs Method 

Start 506 End 

GI none Score 

Exons 506.. 592 



OJ991027_18.0118.C12 
+ 

592 

GENSCAN 

592 

.97 



Seq. No. 20793 Seq. ID 

Gene No. 43383 Strand 

Start 3268 End 

Name. OJ991027_18 . 0118 . C13 . ol . gp Method 

Start 3268 End 

GI none Score 
Exons. . . 3268.. 3763 



OJ991027_18.0118.C13 

3763 
AAT/GAP 
3763 
933 



Seq. No. 


20794 






Seq. ID 


OJ991027 


_18 


.0118 


.C14 


Gene No. 


43384 






Strand 










Start 


278 






End 


2201 








Name 


OJ991027 


18.0118.C14. 


ol.gs 


Method 


GENSCAN 








Start 


278 




End 


2201 








GI 


none 






Score 


.67 








Exons 


. 278. .415, 


1821. .2050, 


2055. 


.2201 










Seq. No. ■ 


20794 






Seq. : ID 


OJ991027 


_18 


.0118 


.C14 


Gene No. 


43384 






Strand, 










Start 


278 






End 


2201 








Name 


OJ991027 


18.0118.C14. 


ol.gp 


Method 


AAT/GAP 








Start 


1244 






End 


1714 









21073 



GI • 
Exons 



3106574 Score 
1244. .1325, 1394. .1463, 1548. .1714 



543 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20794 
43384 
278 

OJ991027_18 . 0118 . C14 .o2 . gp 
1972 

uC-osflM202081b05bl 
1972. .2092 

'4581150/gb|AAD24634.1|AC006919_12 1.0e-12 (AC006919) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. ID OJ991027_18.0118.C14 
Strand 

End 2201 

Method AAT/GAP 

End 2092 

Score 195 



20795 
43385 
1 

OJ991027_18. 0118. CIS. ol.np 
1 

4581150 



Seq. ID OJ991027_18.0118.C15 

Strand + 

End 4356 

Method AAT/NAP 

End 4356 

Score 986 



1.-186, 793. .925, 1701. .1852, 2171. .2249, 2480. .2593, 

2694. .2760, 2861. .2966, 3058. .3129, 3214. .3335, 3421. .3520, 

3601.. 3662, 4112.. 4217, 4333.. 4356 

(AC006919) hypothetical protein [Arabidopsis thaliana] 



20795 
43385 
1 

OJ991027_18.0118 .C15.o2.tc 
24 

none 

24. .188, 28. .186 



Seq. ID OJ991027_18.0118.C15 

Strand + 

End 4 356 

Method TBLASTX : Cress 

End 188 

Score 218 



Seq. No. 20795 

Gene No. 43385 

Start 1 

Name OJ991027_18 . 0118 . C15 . o3 . tm 

Start 24 

GI none 
Exons 



Seq. ID OJ991027_18.0118.C15 

Strand + 

End 4356 

Method TBLASTX: Maize 

End 1873 

Score 207 



24. .191, 28. .192, 790. .927, 801. .929, 804. .926, 805. .927, 
848. .931, 1693. .1872, 1694. .1873 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20795 
43385 
1 

OJ991027_18 .0118. CIS. o2.ts 
27 

none 



Seq. ID OJ991027_18.0118.C15 

Strand + 

End 4356 

Method TBLASTX : Soybean 

End 1846 

Score 227 



27. .188, 28. .186, 790. .927, 792. .929, 1694. .1846, 1694. .1783, 
1699. .1845 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20795 
43385 
1 

OJ991027_18. 0118. CIS. ol.gs 

112 

none 



Seq. ID OJ991027_18.0118.C15 

Strand + 

End 4 356 

Method GENSCAN 

End 4213 

Score .94 



112. .186, 793. .925, 1701. .1871, 2171. .2249, 2480. .2593, 



21074 



2830.. 2966, 3601.. 3683, 4124.. 4213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20795 Seq. ID 

43385 Strand 

1 End 

OJ991027_18 . 0118 . C15 . ol . tc Method 

7 90 End 

none Score 
790.. 927, 2478.. 2594, 2689.. 2769, 2839 
3057.. 3113, 3238.. 3261 



OJ991027_18.0118.C15 
+ 

4356 

TBLASTX: Cress 

3261 

84 

..2961, 2846.. 2962, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



20795 Seq. ID 

43385 Strand 

1 End 

OJ991027_18.0118.C15.ol.ts Method 

2176 End 

none Score 



OJ991027_18.0118.C15 
+ 

4356 

TBLASTX : Soybean 

3513 

88 



2176. .2250, 2478.-2594, 2480. .2593, 2686. .2775, 2692. .2775, 
2849.-2962, 2851- -2961, 3053.. 3118, 3057.. 3119, 3202.. 3285, 
3204.. 3308, 3460. .3513 



20795 
43385 
1 

OJ991027_18.0118.C15.o2.tm 
2179 



End 

Method 
End 

none Score 
2179.-2250, 2185. .2247, 2186. .2254, 2477. .2593, 2480 
-2481. .2594, 2503.. 2616, 2689.. 2769, 2700.. 2762, 2819 
2839. .2940, 2858. .2941 



Seq. ID OJ991027_18.0118.C15 
Strand + 

4356 

TBLASTX: Maize 
2941 
90 



,2593, 
,2941, 



20795 
43385 
1 

OJ991027_18.0118.C15.ol.tm 

2942 
none 
2942. 
3057. 
3204. 
3392. 
4124. 



,2965, 2943.. 2969, 2944. 

,3119, 3060.. 3134, 3202. 

.3275, 3276.. 3308, 3283. 

.3520, 3599.. 3679, 3606. 

.4213, 4124. .4213, 4171. 



Seq. ID OJ991027_18.0118.C15 

Strand + 

End 4356 

Method TBLASTX : Mai ze 

End 4218 

Score 40 

.2967, 3055. .3117, 3056.. 3118, 
.3267, 3203.. 3268, 3203.. 3268, 
.3312, 3379.. 3522, 3379. .3519, 
.3683, 3608.. 3652, 3639.. 3683, 
.4218 



20795 Seq. ID 

43385 Strand 
1 End 
OJ991027JL8. 0118. CIS. ol.gp Method 
3080 End 
2428646 Score 
3080. .3116, 3204. .3313, 3393. .3520, 3601. .3721 
4581150/gb|AAD24634.1|AC006919_12 1.0e-12 (AC006919) 
hypothetical protein [Arabidopsis thaliana] 



OJ991027_18.0118.C15 
+ 

4356 
AAT/GAP 
3721 
614 



20796 

43386 ' - 

2095 

OJ991027 18.0118-C16.ol.gp 



Seq. ID OJ991027_18.0118.C16 
Strand 

End 2492 

Method AAT/GAP ' 



21075 



Start 2095 End 2492 

GI . uC-osflcypl72a09al Score 595 

Exons "'2095.. 24 92 

GI Descrip. 1 5803242/dbj I AP000399 . 1 1 AP000399 1.0e-35 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


20796 


Seq. ID 


OJ991027_18.0118 


• C16 


Gene No. 


43387 


Strand 






Start 


6728 


End 


7241 




Name 


OJ991027 18.0118.C16.o2.gp 


Method 


AAT/GAP 




Start 


6728 


End 


7241 




GI 


38782 1.R1084 


Score 


769 




Exons 


6728. .7241 








GI Descrip. 


'6069643/dbj I AP000616. 1 1 AP000616 0.0e+00 Oryza sativa genom: 




DNA, chromosome 6, clone : P0514G12 1 






Seq. No. 


20796 


Seq. ID 


OJ991027_18.0118 


.C16 


Gene No. 


43388 


Strand 






Start 


10669 


End 


15260 




Name 


OJ991027 18.0118.C16.ol.np 


Method 


AAT/NAP 




Start 


10669 


End 


15260 




C T 


4680179 


Score 


'4530 




Exons 


10669. .14086, 14189.. 15260 








GI Descrip. 


(AF111709) polyprotein [Oryza sativa subsp. indica] 




Seq. No. 


•20796 


Seq. ID 


OJ991027_18.0118 


.C16 


Gene No. 


43389 


Strand 






Start 


15745 


End 


16526 




Name 


OJ991027 18.0118.C16.o2.np 


Method 


AAT/NAP 




Start 


15745 


End 


16526 




GI 


6002794 


Score 


1258 




Exons 


15745. .16526 








GI. Descrip. 


(AF149813) unknown [Oryza sativa] 






Seq. No. ' 


20796 


Seq. ID 


OJ991027_18.0118 


.C16 


Gene No. 


43390 


Strand 






Start 


16823 


End 


17316 




Name 


OJ991027 18.0118.C16.o5.tw 


. .Method 


TBLASTX: Wheat 




Start 


10713 


End 


11046 




GI 


none 


Score 


101 




Exons 


10713. .11045, 10734. .10883, 


10777. .11046 




Seq. No. 


20796 


Seq. ID 


OJ991027_18.0118 


.C16 


Gene No. 


43390 


Strand 






Start 


16823 


End 


17316 




Name 


OJ991027 18.0118.C16.o9.tm 


Method 


TBLASTX: Maize 




Start 


10728 


End 


10886 




GI 


none 


Score 


188 




Exons 


10728. .10886 








Seq. No. 


20796 


Seq. ID 


OJ991027_18.0118 


-C16 


Gene No. 


43390 


Strand 






Start 


16823 


End 


17316 




Name 


OJ991027 18.0118.C16.ol.tm 


Method 


TBLASTX: Maize 




Start 


10896 


End 


11493 




GI 


none 


Score 


69 




Exons 


10896. .10991, 10896. .11333, 


10906. .11115, 11064. .11333, 





21076 




11331. .11489, 11338. .11484, 11341. .11493 



Seq. No. 


20796 




Seq. ID 


OJ991027_18.0118 


.C16 


Gene No. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11046 




End 


11672 • 




GI 


none ! 




Score 


152 




Exons 


11046. .11672, 11097. 


.11567, 


11170. .11616 




Seq. No. 


20796 




Seq. ID 


OJ991027_18.0118 


.C16 


Gene No. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


11541 




End 


11831 




GI 


none 




Score 


120 




Exons 


11541. .11831, 11544. 


.11759, 


11545. .11820 




Seq. No. 


20796 




Seq. ID 


OJ991027JL8.0118 


.C16 


Gene No. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16 


.o2 .ts 


Method 


TBLASTX : Soybean 




Start 


11632 




End 


11886 




GI 


none 




Score 


165 




Exons 


11632. .11886, 11634. 


.11879 








Seq. No. 


20796 




Seq. ID 


OJ991027_18.0118 


.C16 


Gene No. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


11655 




End 


11972 




GI 


none 




Score 


95 




Exons 


11655. .11798, 11671. 


.11796, 


11799. .11951, 11799. .11972 




Seq. No. 


20796 




Seq. ID 


OJ991027_18.0118 


.C16 


Gene No. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16 


.o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11679 




End 


12203 




GI 


none 




Score 


258 




Exons 


11679. .12203, 11683. 


.12051 








Seq. . No. . 


20796 




Seq. ID 


OJ991027_18.0118 


.C16 


Gene No. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16.o2.tm 


Method 


TBLASTX: Maize 




Start 


12246 




End 


12599 




GI 


none 




Score 


222 




Exons 


12246. .12599, 12283. 


.12597 








Seq. No. 


20796 




Seq. ID 


OJ991027JL8.0118 


.C16 


Gene No. 


43390 




Strand 






Start- 


16823 




End 


17316 




Name . 


OJ991027 18.0118.C16 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12246 




End 


12671 




GI 


none 




Score 


116 




Exons 


12246. .12671, 12248. 


.12610, 


12261. . 12614, 12298. .12663 





21077 




beq. No. 


zv / y o 




beq. iu 


HTQQ1097 1ft HI 1 ft 

U(jyyxuz/ io • uno 




Gene No. 


43390 




Strand 






Start 


' 16823 




End 


17316 




Name 


OJ991027 18.0118.C16. 


o3. ts 


Method 


TBLASTX : Soybean 




Start 


12420 




End 


12665 




GI 


none 




Score 


202 




Exons 


12420. .12665 










Seq. No. 


zu / y o 




beq. ID 


OTQQ1 H97 1ft HI 1 ft 


PI £ 
.LID 


Gene No. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16. 


o5. tm 


Method 


TBLASTX: Maize 




Start 


12606 




End 


12953 




GI 


none 




Score 


65 




Exons 


12606. .12953, 12751.*. 


12921 








Seq. No. 


z\j / y b 




beq. iu 


ujyyiuz/ lo.uiio 


pi £ 

.LID 


Gene No. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


12678 




End 


12974 




GI 


none 




Score 


166 




Exons 


12678. .12974, 12715. . 


12930 








O /\ XT 

beq. no. 


Z\J / y D 




Seq. ID 


OJ991027_18.0118 


pi £ 

.LID 


Gene No. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16. 


ol. ts 


Method 


TBLASTX : Soybean 




Start 


12687 




End 


13082 




GI 


none 




Score 


139 




Exons 


12687. .13046, 12715.. 


12930, 


13050. .13082, 13050.. 13082 




beq. no. 


zu i y d 




Seq. ID 


OJ991027JL8.0118 


PI 
• LID 


Gene No. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12969 




End 


13436 




GI 


none 




Score 


86 




Exons 


12969. .13436, 13188. . 


13364, 


13192. .13365 




Seq. No. 


zu / yo 




Seq. ID 


OJ991027_18.0118 


PI £ 
.LID 


Gene No.. 


43390 




Strand 






Start 


16823 




End 


17316 




Name 


OJ991027 18.0118.C16. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


13023 




End 


13506 




GI 


none 




Score 


269 




Exons 


13023. .13505, 13054.. 


13506 








Seq. No. 


20796 




Seq. ID 


OJ991027_18.0118 


.C16 


Gene No. 


43390 




Strand 






Start 


16823 




End . 


17316 




.Name 


OJ991027 18.0118.C16. 


08. tm 


Method 


TBLASTX: Maize 




'Start 


13437 




' End 


13634 




GI 


none 




Score 


153 




Exons 


13437. . 13634, 13438. . 


13584 









21078 



Seq. No. 20796 

Gene No. 4 3390 

Start 16823 

Name OJ991027_18 . 0118 .C16 . o7 . tw 

Start 13647 

GI none 
Exons 



Seq. ID OJ991027_18.0118.C16 
Strand 

End 17316 

Method TBLASTX : Wheat 

End 14051 

Score 84 



13647. .13817, 13702 .. 13821, 13830 .. 14051 , 13897 .. 14007 , 
13998.. 14051 



Seq. No. 20796 

Gene No. 43390 

Start 16823 

Name OJ991027_18 . 0118 . C16 . o7 . tm 

Start 13734 

GI none 

Exons ' 13734. .14057, 13945.. 14058 

Seq. No. 20796 

Gene No. 43390 

Start 16823 

Name OJ991027_18 . 0118 .CI6.06. tm 

Start 14367 

GI none 

Exons 14367. .14768 



Seq. ID OJ991027_18.0118.C16 
Strand 

End 17316 

Method TBLASTX: Maize 

End 14058 

Score 61 



Seq. ID OJ991027_18.0118.C16 
Strand 

End 17316 

Method TBLASTX : Mai ze 

End 14768 

Score 240 



Seq. No. 20796 

Gene No. 43390 

Start 16823 

Name OJ991027_18 . 0118 . C16 .08 . tw 

Start 14649 

GI none 

Exons 14649. .15026 



Seq. ID OJ991027_18.0118.C16 
Strand 

End 17316 

Method TBLASTX : Wheat 

End 15026 

Score 266 



Seq. No. 20796 

Gene No. 43390 

Start 16823 

Name OJ991027_18 . 0118 .C16.o3.gp 

Start 16823 

GI 38782_1.R1084 

Exons 16823. .17316 

GI Descrip. 1 6069643/dbj | AP000616. 1 | AP000616 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



Seq. ID OJ991027_18.0118.C16 
Strand 

End 17316 

Method AAT/GAP 

End 17316 

Score 803 



Seq. No. 


20797 












Seq. ID 


OJ991027 


Gene No. 


43391 












Strand 


+ 


Start 


96 












End 


402 


Name 


OJ991027 


16. 


0118 


.C2 


ol 


.gs 


Method- 


GENSCAN 


Start 


96 












End 


402 


GI 


none 












Score 


.82 


Exons 


96. .402 
















Seq. No. 


20798 












Seq. ID 


OJ991027 


Gene No. 


43392 












Strand 




Start 


270 












End 


8995 


Name 


OJ991027 


16. 


0118 


.C4 


ol 


.gs 


Method 


GENSCAN 


Start 


270 












End 


971 


GI 


none 












Score 


.61 



21079 



Exons 



270. .391, 818. .971 



Seq. No. 20798 

Gene No. 43392 

Start 270 

Name OJ991027_16 . 0118 . C4 . ol . np 

Start 273 

GI 6815052 

Exons 273.-392, 663.. 736, 818.. 980, 4450.. 4466 
GI Descrip. (AP001080) hypothetical protein [Oryza sativa] 



Seq. ID OJ991027_16.0118.C4 
Strand 

End 8995 

Method AAT/NAP 

End 4466 

Score 471 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20798 
43392 
270 

OJ991027_16.0118.C4.o2.np 
972 

1175115 



Seq. ID OJ991027_16.0118.C4 
Strand 

End 8995 

Method AAT/NAP 

End 8995 

Score 90 



972. .1145, 1635. .1763, 3458. .3635, 7406. .7504, 8890. .8995 
HYPOTHETICAL 24.1 KD PROTEIN IN LEF4-P33 INTERGENIC REGION 
gi|559160|gb|AAA66721| (L22858) AcOrf-91 peptide [Autographa 
californica nucleopolyhedrovirus] 



Seq. No. 


20798 






Seq. ID 


OJ991027 


_16.0118.C4 


Gene No. 


43392 






Strand 






Start 


270 






End 


8995 




Name 


OJ991027JL6.0118. 


,C4.o2. 


gs 


Method 


GENSCAN 




start 


1 J / 1 






End 


1862 




GI 


none 






Score 


1 




Exons 


1371. .1862 












Seq. No. 


20798 






Seq. ID 


OJ991027 


_16.0118.C4 


Gene No. 


43392 






Strand 






Start 


270 






End 


8995 




Name 


OJ991027 16.0118, 


.C4.o3. 


gs 


Method 


GENSCAN 




Start 


2653 






End 


5037 . 




GI 


none 






Score 


.73 




Exons 


2653. .3440, 4134, 


. .4230, 


4490. 


.4690, 4804.. 5037 




Seq. No. 


20798 






Seq. ID 


OJ991027 


_16.0118.C4 


Gene No. 


43393 






Strand 






Start 


10381 






End 


10989 




Name 


OJ991027 16.0118. 


,C4 .ol. 


ts 


Method 


TBLASTX : 


Soybean 


Start 


3055 






End 


10989 




GI 


none 






Score 


189 




Exons 


3055.. 3276, 3282. 


. .3344, 


7967. 


.8125, 8159.. 8200, 


8234. .8281, 




10726. .10989 












Seq. No. 


20798 






Seq. ID 


OJ991027 


_16.0118.C4 


Gene No. 


43393 






Strand 






Start 


10381 






End 


10989 




Name 


OJ991027 16.0118, 


,C4.o5. 


gs 


Method 


GENSCAN 




Start 


10381 






End 


10941 




GI 


none 






Score 


.97 




Exons 


10381. .10941 












Seq.' No. 


20798 






Seq. ID 


OJ991027 


_16.0118.C4 


Gene No. 


43393 






Strand 







21080 



otart 




End 


10989 




Name 


OJ991027 16.0118.C4.o3.np 


Method 


AAT/NAP 




Start 


10672 


End 


10989 




GI 


4741204 


Score 


155 




Exons 


10672. .10989 








GI Descrip. 


(AL049746) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


20799 


Seq. ID 


OJ991027 16. 


0118-.C5 


Gene No. 


43394 


Strand 


+ 




Start 


346 


End 


O A C O 




Name 


OJ991027 16.0118.C5.ol.gs 


Method 






Start 


346 


End 


O O c: a 




GI 


none 


Score 


.67 




Exons 


346. .494, 646. .791, 2568. .2854 






Seq. No. 


20799 


Seq. ID 


OJ991027 16. 


0118.C5 


Gene No. 


43394 


Strand 


+ 




Start 


346 


End 


3053 




Name 


OJ991027 16.0118..C5.ol.np 


Method 


AAT/NAP 




Start 


692 


End 


3053 




GI 


5922634 


Score 


127 




Exons 


692.. 807, 3033.. 3053 








GI Descrip. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 






gil 6016867 |dbj |BAA85210.1| 


(AP000570) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


20799 


Seq. ID 


OJ991027 16. 


0118. C5 


Gene No. 


43395 


Strand 






Start 


3537 


End 


5108 




Name 


OJ991027 16.0118.C5.o2.gs 


Method 


GEN SCAN 




Start 


3537 


End 


5108 




GI 


none 


Score 


. 47 




Exons 


3537.. 3625, 4919.. 5108 








Seq. No. 


20800 


Seq. ID 


OJ991027_16 . 


0118. C6 


Gene No. 


43396 


Strand 


+ 




Start 


641 


End 


820 




Name 


OJ991027 16.0118.C6.ol.gs 


Method 


. GEN SCAN 




Start 


641 


End 


820 




GI 


none 


Score 


.51 




Exons 


641. .820 








Seq. No. 


20801 


Seq. ID 


OJ991027_16. 


0118. C7 


Gene No. 


43397 


Strand 






Start 


1 


End 


2955 




Name 


OJ991027 16.0118.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2955 




GI 


3892045 


Score 


697 





Exons 1..177, 219. .385, 1684. .2083, 2177. .2227, 2824. .2955 

GI Descrip. (AC002330) putative zinc finger protein [Arabidopsis thaliana] 



Seq. No. 20801 Seq. ID 

Gene No. 43397 Strand 

Start 1 End 

Name OJ991027_16 . 0118 . C7 . ol . gs ■ Method 

Start 95 End 

GI none Score 



OJ991027_16.0118.C7 

2955 
GENSCAN 
2450 
.47 



21081 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



95.-385, 1684. .2083, 2177. .2378, 2448. .2450 



20801 
43397 
1 

OJ991027_16.0118.C7.ol.tc 

331 

none 



Seq. ID OJ991027_16.0118.C7 
Strand 

End 2955 

Method TBLASTX : Cress 

End 2084 

Score 90 



331. .396, 1692. .1769, 1693. .1767, 1803. .1928, 1807. .1920, 
1908.. 2006, 1909.. 1965, 1975. .2007, 2001.. 2084, 2002.. 2043 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20801 
43397 
1 

OJ991027_16.0118.C7.ol.tm 

343 

none 



Seq. ID OJ991027_16.0118.C7 
Strand 

End 2955 

Method TBLASTX: Maize 

End 2084 

Score 66 



343. .387, 344. .388, 1692. .1925, 1696. .1926, 1905. .2084, 
1930. .2043 



Seq. No. 20801 

Gene No. 43397 

Start 1 

Name OJ991027_16 . 0118 . C7 . ol . ts 

Start 1803 

GI none 
Exons 



Seq. No. 20802 

Gene No. 43398 

Start 979 

Name OJ991027JL6 . 0118 . C8 . ol . gs 

Start 979 

GI none 

Exons 979.. 1044, 1783.. 1793 

Seq. No. 20803 

Gene No. 43399 

Start 1646 

Name OJ991027_16 . 0118 . C9 . ol . gs 

Start 1646 

GI none 

Exons . 1646.. 1811, 2136.. 2248 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



20803 
43400 
3241 

OJ991027_16.0118.C9.o2.gs 
3241 
none 



Seq. ID OJ991027_16.0118.C7 
Strand 

End 2955 

Method TBLASTX : Soybean 

End 2207 

Score 267 



1803. .2084, 1807. .2043, 2178. .2207 



Seq. ID OJ991027_16.0118.C8 

Strand + 

End 1793 

Method GEN SCAN 

End 1793 

Score .44 



Seq. ID OJ991027_16.0118.C9 

Strand + 

End 2248 

Method GEN SCAN 

End 2248 

Score . 6 



Seq. ID OJ991027_16.0118.C9 
Strand 

12969 
GENSCAN 
12969 
.78 



End 

Method 
End 
Score 

3241. .3334, 3952. .4104, 5641. .5779, 6452. .6476, 6802. .6903, 
8905. .8995, 9067. .9185, 9348. .9845, 9958. .10098, .1047 6 .. 10526, 
11151. .11279, 11398. .11460, 11827.. 12969 



20803 
43401 
13461 



Seq. ID OJ991027_16.0118.C9 
Strand 

End 14210 



21082 



Name 


OJ991027 16.0118.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


9246 


End 


9489 






GI 


none 


Score 


125 






Exons 


9246.. 9362, 9247.. 9363, 9363 


..9488, 9367. .9489 






Seq. No. 


20803 


Seq. ID 


OJ991027_ 


ID. UllO 


.C9 


Gene No . 


A "X a m 


Strand 








Start 


13461 


End 


14210 






Name 


OJ991027 16.0118.C9.o3.gs 


Method 


GENSCAN 






Start 


13461 : 


End 


14210 






GI 


none 


Score 


.98 






Exons 


13461. .13579, 13681 .. 13774 , 


13825. .14210 






Seq. No. 


20804 


Seq. ID 


OJ991027_ 


16.0118 


.C10 


Gene No. 


43402 


Strand 


+ 






b tart 




End 


6125 






Name 


OJ991027 16.0118.C10.o2.gs 


Method 


GENSCAN 






Start 


2152 


End 


6125 






GI 


none 


Score 


.57 






Exons 


2152. .2440, 3117. ..3328, 3543 


..3736, 3741. .4437, 


5252. .5391, 




5497.. 5552, 5653.. 6125 










Seq. No. 


20804 


Seq. ID 


OJ991027_ 


16.0118 


.C10 


Gene No. 


43403 


Strand 


+ 






Start 




End 


19210 






Name 


OJ991027 16.0118.C10.o4.gs 


Method 


GENSCAN 






Start 


15304 


End 


19164 






GI 


none 


Score 


.5 






Exons 


15304. .15764, 16236 .. 16313, 


16519. .16638, 17107. 


.18891, 






19095. .19164 










Seq. No. 


20804 


Seq. ID 


OJ991027_ 


16.0118 


.C10 


Gene No. 


43403 


Strand 


+ 






Start 


15304 


End 


19210 






Name 


OJ991027 16.0118.C10.ol.np 


Method 


AAT/NAP 






Start 


15472 


End 


19210 






GI 


6466937 


Score 


855 






Exons 


15472. .15504, 17175. .19210 










GI Descrip. 


(AC011621) putative retroelement po-1 polyprotein 


[Arabidopsis 




thaliana] 










Seq. No. 


20804 


Seq. ID 


OJ991027_ 


16.0118 


.C10 


Gene No . . 


43404 


Strand 








Start 


3121 


End 


3590 






Name 


OJ991027 16.0118.C10.ol.gp 


Method 


AAT/GAP 






Start 


3121 


End 


3590 






GI 


none 


Score • 


820 






Exons 


3121. .3590 










Seq. No. 


20804 


Seq. ID 


OJ991027_ 


16.0118 


.C10 


Gene No. 


43405 


Strand 








Start 


8798 


End 


14300 






Name 


OJ991027 16.0118.C10.o2.gp 


Method 


AAT/GAP 






Start 


8683 


End 


■ 9765 






GI 


none 


Score 


1418 






Exons 


8683.. 8899, 8972.. 9136, 9378 


. .9765 









21083 



Seq. No. 20804 

Gene No. 43405 

Start 8798' 

Name OJ991027JL6 . 0118 . CIO . o3 . gs 

Start 8798 

GI none 
Exons 



Seq. ID OJ991027_16. 0118. CIO 
Strand 

End 14300 

Method GENSCAN 

End 14300 

Score .46 



8798.-8899, 8972.. 9136, 1084 1 11182 , 11393 .. 11522 , 
11650. .11871, 12534. .12617, 13615 .. 13668 , 14218. .14300 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20804. 

43405 

8798 

OJ991027_16. 0118. C10. o3.gp 
12974 

LIB3475-008-P1-K1-F9 



Seq. ID OJ991027_16. 0118. C10 
Strand 

End 14300 

Method AAT/GAP 

End 14266 

Score 706 



12974. .13099, 13257 .. 1334 4 , 13609 .. 13668 , 14152. .14266 
'5803242/dbj | AP000399.il AP000399 7.0e-30 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


20804 




Seq. ID 


OJ991027_16.0118 


.C10 


Gene No. 


43406 




Strand 






Start 


15337 




End 


15663 




Name 


OJ991027 16. 0118. C10 


.o2 . tm 


Method 


TBLASTX: Maize 




Start 


15337 




End 


15663 




GI 


none 




Score 


74 




Exons 


15337. .15522, 15606. 


.15662, 


15607.. 15663 




Seq. No. 


20804 




Seq. ID 


OJ991027_16.0118 


.C10 


Gene No. 


43407 




Strand 






Start 


18590 




End 


19125 




Name 


OJ991027 16. 0118. C10 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


18590 




End 


19024 




GI 


none 




Score 


379 




Exons 


18590. .19024, 18742. 


.18897, 


18755. . 19015 




Seq. No. 


20804 




Seq. ID 


OJ991027_16.0118 


.C10 


Gene No. 


43407 




Strand 






Start 


18590 




End 


19125 




Name 


OJ991027 16. 0118. C10 


. ol.ts" 


Method 


TBLASTX: Soybean * 




Start 


18626 




End 


18940 




GI 


none 




Score 


237 




Exons 


18626. .18940 










Seq. No. 


20804 




Seq. ID 


OJ991027_16.0118 


.C10 


Gene No. 


43407 




Strand 






Start 


18590 




End 


19125 




Name 


OJ991027 16. 0118. C10 


. o 1 . tm 


Method 


TBLASTX: Maize 




Start 


18641 




End 


19125 




GI 


none 




Score 


368 




Exons 


18641. .19015, 18731. 


.18913, 


18931. .19014, 19011. .19082, 






19012. .19125 










Seq. No. 


20805 




Seq. ID 


OJ991027_16.0118 


.Cll 


Gene No. 


43408 




Strand 


+ 




Start 


1 




End 


929 




Name 


OJ991027 16.0118.C11 


. ol .np 


Method 


AAT/NAP 




Start 


1 




.End 


929 





21084 




GI 3810596 Score 625 

Exons 1 . . 929 

GI Descrip. (AC005398) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


20805 




Seq. ID 


OJ991027_16.0118 


.Cll 


Gene No. 


43409 




Strand 


+ .. 




Start 


5413 




End 


6209 




Name 


OJ991027 16.0118.Cll.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


6 






ZOO 




GI 


none 




Score 


246 




Exons 


6. .209, 17. .208, 224. .286 








Seq. No. 


O A q n c 




Seq. ID 


OJ991027_16.0118 


.Cll 


Gene No. 


A "2 A f> Q 




Strand 


+ 




Start 


R A 1 *3 




End 


6209 




Name 


atqqi non i£ m 1 q nil 
ujyyiuz/ Id . Ullo . Lll . o/. 


. tw 


Method 


TBLASTX: Wheat 




Start 


9 




Lna 


TOO 




GI 


none 




Score 


163 




Exons 


y..ZUb, Zj4 . . j/iz 










Seq. No. 


ZUoUO 




Seq. ID 


OJ991027_16.0118 


.Cll 


Gene No. 


4 j4 u y 




Strand 


+ 




Start 






End 


6209 




•Name 


r\TQQinOT 1 C ftl 1 Q pi 1 —.1 




Method 


TBLASTX: Maize 




Start 


Zo 1 




hna 


Q 1 Q 

y iy 




GI 


none 




Score 


42 




Exons 


287. .331, 389. .754, 451 


• .537, 


586. .645 


, 764. .919 




Seq. No. 


zUoUj 




Seq. ID 


OJ991027_16.0118 


.Cll 


Gene No. 


a o yi r» Q 




Strand 


+ 




Start 


Oft 1j 




End 


6209 




Name 


HTQQ1 H97 Ifi 01 1 ft PI 1 oil 


-tw 


Method 


TBLASTX: Wheat 




Start ' 






End 


799 






none 




Score 


279 




Exons 


395. .799, 448. .528, 586 


. .666 








Seq. No. 






Seq. ID 


OJ991027_16.0118 


.Cll 


Gene No. 


43409 




Strand 


+ 




Start 


5413 




End 


6209 




Name 


OJ991027 16.0118.Cll.o2 


.np 


Method 


AAT/NAP 




Start 


5413 




End 


6209 




G I 


4510398 




Score 


139 




Exons 


5413.. 5572, 6017.. 6209 










GI Descrip. 


(AC006587) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


20806 




Seq. ID 


OJ991027_16.0118 


.C12 


Gene No. 


43410 




Strand 


+ 




Start 


21 




End 


398 




Name 


OJ991027 16.0118.C12.ol 


,gs 


Method 


GENSCAN 




Start 


21 




End 


398 




GI 


none 




Score 


1 




Exons 


21. .398 










Seq. No. 


20806 




Seq. ID 


OJ991027_16.0118 


-C12 


Gene No. 


43411 




Strand 


+ 




Start 


7490 




End 


22451 





21085 



Name 

Start 

GI 

Exons 



OJ991027_16 . 0118 . C12 . o4 . gs Method GEN SCAN 
7490 End 22451 

none Score .49 

7490. .7628, 7694. .7729, 8296.-8466, 8901.. 8949, 8951.. 9014, 
11137. .11244, 11249. .11476, 12330 .. 12721 , 13028 .. 13197, 
17702. .17875, 18510 .. 18647 , 21703 .. 21864 , 22105.. 22451 



Seq. No. 


20806 


Seq. ID 


OJ991027_16.0118 


.C12 


Gene No. 


43411 


Strand 


+ 




Start 


7490 


End 


22451 




Name 


OJ991027 16.0118.C12.o2.gp 


Method 


AAT/GAP 




o Co. XT L. 


17671 


End 


21793 




GI 


LIB3433-024-P1-K1-D7 


Score 


741 




Exons 


17671. .17875, 18510 .. 18647 , 


21703. .21793 




GI Descrip. 


, 4240041/dbj IBAA74807.il 9.0e-15 (AB018591) ZmGR2c [Zea 


mays 


Seq. No. 


20806 


Seq. ID 


OJ991027_16.0118 


.C12 


Gene No. 


43411 


Strand 


+ 




Start 


7490 


End 


22451 




Name 


OJ991027 16.0118.C12.o5.np 


Method 


AAT/NAP 




Start 


17725 


End 


22448 






4240041 


Score 


531 




Exons 


17725. .17875, 18510 .. 18647 , 


21703. .21864, 22096. .22448 




GI Descrip. 


(AB018591) ZmGR2c [Zea mays] 








Seq. No. 


20806 


Seq. ID 


OJ991027_16.0118 


.C12 


Gene No. 


43412 


Strand 






Start 


1 


End 


825 




Name 


OJ991027 16.0118.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


825 




GI 


6041790 


Score 


107 




Exons 


1..56, 656. .825 








GI Descrip. 


(AC009755) putative NADPH-f errihemoprotein reductase 






[Arabidopsis thaliana] 








Seq. No. 


20806 


Seq. ID 


OJ991027_16.0118 


.C12 


Gene No. 


43413 


Strand 






Start 


1567 


End 


5838 




Name 


OJ991027 16.0118.C12.o2.np 


Method 


AAT/NAP 






1567 


End 


5736 




GI 


* 3413699 


Score 


504 




Exons 


1567.. 1588, 3350.. 3405, 3626 


..4024, 5431. .5736 




GI Descrip. 


(AC004747) putative heat shock transcription factor [Arabido] 




thaliana] 








Seq. No. 


20806 


Seq. ID 


OJ991027_16.0118 


.C12 


Gene No. 


43413 


Strand 






Start 


1567 


End 


5838 




Name 


OJ991027 16.0118.C12.o3.gs 


Method 


GENSCAN 




Start 


3278 


End 


5838 




GI 


none 


Score 


.42 




Exons 


3278. .4024, 5431. .5838 








Seq. No. 


20806 


Seq. ID 


OJ991027JL6.0118 


.C12 


Gene No. 


43414 


Strand 






Start 


7542 


End 


12689 




Name 


OJ991027 16.0118.C12.ol.tc 


Method 


TBLASTX: Cress 





21086 



Start 
GI 

Exons 



3581 End 5622 

none Score 108 

3581.. 3853, 3929.. 4024, 3933.. 4025, 5423.. 5530, 5431.. 5532, 
5548. .5622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20806 
43414 
7542 

OJ991027_16.0118.C12.ol.ts 

3638 

none 



Seq. ID OJ991027_16.0118.C12 
Strand 

End 12689 

Method TBLASTX : Soybean 

End 5622 

Score 63 



3638..3889, 3665.. 3889, 3929.. 4024, 3939.. 4025, 5423.. 5530, 
5431. .5547, 5431. .5532, 5554. .5622 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20806 
43414 
7542 

OJ991027_16.0118.C12.ol.tm 

3893 

none 



Seq. ID OJ991027_16 r .0118.C12 
Strand 

End 12689 

Method TBLASTX : Maize 

End 5619 

Score 81 



3893. .4024, 3936. .4025, 5431. .5529, 5431 .. 5538, 5432 5539, 
5542. .5619 



Seq. ID OJ991027_16.0118.C12 
Strand 

End 12689 

Method TBLASTX : Wheat 

End 5622 

Score 74 

3941. .4024, 3951. .4025, 5417. .5548, 5431. .5547, 5539. .5622 



Seq. No. 20806 

Gene No. 43414 

Start 7542 

Name OJ991027_16 . 0118 . C12 . ol . tw 

Start 3941 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



20806 
43414 
7542 

OJ991027_16.0118.C12.o3.np 

7542 

5852172 



Seq. ID OJ991027_16.0118.C12 
Strand 

End 12689 

Method AAT/NAP 

End 12689 

Score 127 



7542. .7619, 7741. .7844, 12652. .12689 
(AL117265) zhb0002.1 [Oryza sativa] 



Seq. ID OJ991027_16.0118.C12 
Strand 

End 12689 

Method AAT/NAP 

End 9427 

Score 117 



20806 
43414 
7542 

OJ991027_16.0118.C12.o4.np 
9043 
132909 
9043.. 9112, 9366.. 9427 

SOS RIBOSOMAL PROTEIN L34 gi | 71360 | pir | | R6PS34 ribosomal protein 
L34 - Pseudomonas putida gi | 45706 I emb | CAA4 4 4 14 | (X62540) 
homologous to E.coli rpmH [Pseudomonas putida] 



20806 
43414 
7542 

OJ991027_16.0118 .C12.ol.gp 

9279 

none 



.Seq. ID OJ991027_16.0118.C12 
Strand 

End 12689 

Method AAT/GAP 

End 11423 

Score 860 



21087 




Exons 9279.-9465, 11154.. 11423 



Seq. No. 


2.0806 




Seq. ID 


OJ991027 


_16.0118. 


C12 


Gene No. 


43415 




Strand 








Start 


21695 




End 


22856 






Name 


nTQQTfi97 ifi m i fl n o 
ujyyiuz / iD.uiio.tiz 




Method 


TBLASTX : i 


L v Jd J_ £. t5 




Start 


21695 - ~ 




End 


22856 






GI 


none 




Score 


92 






Exons 


21695. .21748, 21702. 


.21770, 


21703. .21771, 21764 


. .21802, 






21768. .21803, 21771. 


.21827, 


21798. .21866, 22161 


. .22253, 






22165. .22251, 22329. 


.22436, 


22372. .22428, 22377 


. .22478, 






22526. .22543, 22529. 


.22543, 


22541. .22564, 22542 


. .22562, 






22593..22694, 22657. 


.22695, 


22800. .22856 






Seq. No. 


20807 




Seq. ID 


OJ991027 


_16.0118. 


C13 




A ^ A 1 
ft 3 fi J. O 




- Strand 








Start 


274 




End 


1013 






Name 


OJ991027 16.0118.C13 


.ol.np 


Method 


AAT/NAP 






Start 


274 




End 


1013 






GI 


4972110 




Score 


161 






Exons 


274. .369, 471. .579, 


695. .1013 








GI Descrip. 


(AL078579) putative 


calcium binding protein [Arabidopsis 




thaliana] 












Seq. No. 


20807 




Seq. ID 


OJ991027 


_16.0118. 


C13 


Gene No. 


43416 




Strand 








Start 


274 




End 


1013 






Name 


OJ991027 16.0118.C13 


.ol.gs 


Method 


GENSCAN 






Start 


598 




End 


968 






GI 


none 




Score 


.88 






Exons 


598. .650, 692. .968 












Seq. No. 


20807 




Seq. ID 


OJ991027 


_16.0118. 


C13 


Gene No. 


43416 




Strand 








Start 


274 




End 


1013 






Name 


OJ991027 16.0118.C13 


. ol . tm 


Method 


TBLASTX : \ 


Maize 




Start 


810 




End 


983 






GI 


none 




Score 


99 






"Exons 


810.. 983, 811.. 897 












oeq. wo. 


20808 




Seq. ID 


OJ991027 


_16.0118. 


C15 


Gene No. 


43417 




Strand 


+ 






Start 


1921 




End 


3250 






Name ■ 


OJ991027 16.0118.C15 


.ol.tm 


Method 


TBLASTX : 1 


Maize 




Start 


1919 




End 


3250 






GI 


none 




Score 


266 






Exons 


1919.. 2149, 1922.. 2086, 1935 


..2087, 2155.. 2280, 


2181. .2282, 




2186. .2281, 3128. .3226, 3129 


..3221, 3215. .3250 






Seq. No. 


20808 




Seq. ID 


OJ991027 


_16.0118. 


C15 


Gene No. 


43417 




Strand 


+ 






Start 


1921 




End 


3250 






Name 


OJ991027 16.0118.C15 


.ol.gs 


Method 


GENSCAN 






Start ' ' 


1921 




End 


3250 






GI 


- none 




Score 


.86 






Exons 


1921. .2085, 2185. .22: 


81, 3095 


. .3250 









21088 



Seq. No. 20809 Seq. ID 

Gene No. 43418 Strand 

Start- 164 End 

Name OJ991027_16. 0118 .C16.ol .gs Method 

Start 164 End 

GI none Score 

Exons 164. .285 



OJ991027_16.0118.C16 
+ 

285 

GENSCAN 

285 

.85 



Seq. No. 20809 Seq. ID 

Gene No. 43419 Strand 

Start 1424 End 

Name OJ991027_16. 0118 .C16.o2 .gs Method 

Start 1424 End 

GI none Score 

Exons 1424.. 1698, 4566.. 4712, 5289.. 5412 



OJ991027_16.0118.C16 

5412 
GENSCAN 
5412 
.46 



Seq. No. 20809 Seq. ID 

Gene No. 43420 Strand 

Start 7072 ■ End 

Name OJ991027_16 . 01 18 . CI 6 . ol . tw Method 

Start 7072 End 

GI none Score 

Exons 7072. .7473 



OJ991027_16.0118.C16 
7473 

TBLASTX: Wheat 

7473 

216 



Seq. No. 20810 

Gene No. 43421 

Start 3428 

Name OJ991027_16 . 0118 . C17 . ol . tc 

Start 3275 

GI none 

Exons 3275.. 3331, 3277.. 3336, 3429, 
3733. .3789 



Seq. ID OJ991027_16.0118.C17 

Strand + 

End 4049 

Method TBLASTX : Cress 

End 37 90 

Score 63 

.3647, 3429. .3587, 3728.. 3790, 



Seq. No. 20810 

Gene No. 43421 

Start ' 3428 

Name OJ991027_16. 0118 .C17 .ol . ts 

Start 3277 

GI none 

Exons 3277.. 3372, 3415.. 3588, 3428, 
3728. .3790 



Seq. ID OJ991027_16.0118.C17 

Strand + 

End 4 04 9 

Method TBLASTX : Soybean 

End 37 90 

Score * 69 

.3481, 3429. .3620, 3432. .3587, 



Seq. No. 20810 

Gene No. 43421 

Start 3428 

Name OJ991027_16 . 0118 . C17 . ol . tw 

Start 3277 

GI none 

Exons 3277.. 3342, 3285.-3332, 3404. 

3448.. 3636, 3535.. 3636, 3603. 



Seq. ID OJ991027_16.0118.C17 

Strand + 

End 4049 

Method TBLASTX : Wheat 

End' 37 90 

Score 83 

.3484, 3432.. 3623, 3432.. 3608, 
.3638, 3721.. 3789, 3722.. 3790 



Seq. No. 20810 Seq. ID OJ991027_ 

Gene No; 43421 Strand + 

Start 3428 . End 4049 

Name . OJ991027_16 . 0118 .C17 . o2 . np Method AAT/NAP 

Start 3428 End 4049 

GI-.' 3927831 Score 228 



16.0118.C17 



21089 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3428. .3635, 3734. .3851, 4027. .4049 

(AC005727) putative RING zinc finger ankyrin protein 
[Arabidopsis thaliana] 



OJ991027_16.0118.C17 
+ 

4049 
AAT/GAP 
3608 
323 



20810 Seq. ID 

43421 Strand 

3428 End 
OJ991027_16.0118.C17.ol.gp Method 

3429 End 
26024_1.R1084 Score 
3429. .3608 

1 3927831 2.0e-98 (AC005727) similar to mouse ankyrin 3 
[Arabidopsis thaliana] ' 

20811 Seq. ID OJ991027_16 . 0118 . C19 

43422 Strand 

712 End 790 

OJ991027_16.0118.C19.ol.gp Method AAT/GAP 

712 End 790 

LIB3477-003-P1-K1-E9 . Score 95 
712. .790 

, 24 98586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) ->gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 20812 Seq. ID 

Gene No. 43423 Strand 

Start 142 End 

Name OJ99'1027_16 . 0118 . C20 . ol . gs Method 

Start 142 End 

GI none Score 

Exons 142.. 289 



OJ991027_16.0118.C20 
+ 

289 

GENSCAN 

289 

.54 



Seq. No. 20813 Seq. ID 

Gene No. 43424 Strand 

Start 28 End 

Name OJ991027_16 . 0118 . C21 . ol . gs Method 

Start 28 End 

GI none Score 

Exons 28. .132 



OJ991027_16.0118.C21 
132 

GENSCAN 

132 

.89 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20814 Seq. ID OJ991007_16 . 0110 . CI 

43425 Strand + 

1 * End 842 

OJ991007_16.0110.Cl.o2.np Method AAT/NAP 

1 End 842 

6069659 Score 112 

1..22, 688. .842 

(AP000616) hypothetical protein [Oryza sativa] 



20814 Seq. ID 

43425 Strand 

1 End 

OJ991007_1 6.0110. CI vol . np Method 

71 End 

6907088 Score 

71. .205, 358. .842 



OJ991007_16.0110.C1 
+ 

842 

AAT/NAP 

842 

470 



21090 




GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


20815 - 


Seq. ID 


OJ991007_16.0110. 


C2 


Gene No. 


A O A O C 

4342 b 


Strand 


T 




Start 


136 


hna 


579 




Name 


OJ9910U/ lb . Ul 1U . LZ . ol . gs 


Metnoa 


GENSCAN 




Start 


136 


hna 


579 




GI 


none 


Score 


.93 




Exons 


136. .233, 3z3. .o/y 








Seq. No. 


20816 


Seq. ID 


OJ991007_16.0110. 


C3 


Gene No. 


4 342/ 


b trana 






Start 


105 


End 


332 




Name 


/"\TAA1 AAT T /" A1 1 A a1 ^_ 

OJ991Q07 16 . U11U . C3 . Ol . gs 


Method 


GENSCAN 




Start 


t a c 

105 


hna 


332 




GI 


none 


Score 


.95 




Exons 


105.. 173, 260.. 332 








Seq. No. 


O A O 1 T 

2081 / 


beq. lu 


OJ991007_16.0110. 


C5 


Gene No. 


43428 


Strand 


- 




Start 


1 


End . 


3697 




Name 


OJ991007 16.0110.C5.ol.np 


Method 


AAT/NAP 




btart 


1 


End 


3677 




GI 


6539581 


Score 


671 




Exons 


1. .113,. 183. .456, 560. .841, 


923. .1374, 


1489. .2122, 2272. 


.2428, 




3638..3677 








GI Descrip. 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 


Seq. No. 


20817 


Seq. ID 


OJ991007_16.0110. 


C5 


Gene No. 


43428 


Strand 






Start 


1 


End 


3697 




Name 


OJ991007 16.0110.C5.ol.gs 


Method 


GENSCAN 




Start 


60 


End 


3697 




GI 


none 


Score 


.86 




Exons 


60. .456, 918. .1083, 1485. .2182, 2276.. 


2492, 2586. .2660, 






3294. .3368, 3447.. 3542, 3645 


. .3697 






Seq. No. 


20817 


Seq. ID 


OJ991007_16.0110. 


C5 


Gene No. 


43428 


Strand 






Start 


1 


End 


3697 




Name 


OJ991007 16.0110.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start . 


346 


End 


1794 




GI 


none 


Score 


53 




Exons 


346.-465, 571. .690, 581. .682 


, 729. .833, 1628. .1654, 1735. .1794 


Seq. No. 


20817 


Seq. ID 


OJ991007_16.0110. 


C5 


Gene No. 


43428 


Strand 






Start 


1 


End 


3697 




Name 


OJ991007 16.0110.C5.o2.tm 


Method 


TBLASTX: Maize 




Start ' 


924 


End 


1262 




GI 


none 


Score 


183 




Exons 


924. .1262 








Seq. No. 


20817 


Seq. ID 


OJ991007_16.0110. 


C5 


Gene No. 


43428 


Strand 






Start 


1 


End 


3697 





21091 



Name 

Start 

GI 

Exons 



OJ991007_16.0110.C5.ol.tw Method 

1017 End 

none Score 
1017.. 1349, 1490. .1561 



TBLASTX: Wheat 

1561 

66 



Seq. No. 20817 

Gene No. 43428 

Start - 1 

Name OJ991007_16 . 0110 .C5 . ol .ts 

Start 1056 

GI none 
Exons 



Seq. ID OJ991007_16.0110.C5 
Strand 
End 

Method 
End 
Score 



3697 

TBLASTX : Soybean 

1736 

140 



1056. .1355, 1490. .1735, 1491. .1697, 1517. .1699, 1584. .1736 



Seq. No. 20817 

Gene No. 43428 

Start 1 

Name OJ991007_16.0110.C5.ol.tm 

Start 1263 

GI none 

Exons 1263.. 1349, 1490.. 1795, 1491. 



Seq. ID OJ991007_16.0110.C5 
Strand 
End 

Method 
End 
Score 
,1694 



3697 

TBLASTX: Maize 

1795 

122 



Seq. No. 20817 

Gene No. 43428 

Start 1 

Name OJ991007_16 . 0110 . C5 . ol . tc 
Start -.^'1488 

GI none 

Exons 1488.. 1598, 1490.. 1849, 1491. 



Seq. ID OJ991007_16. 0110.C5 
Strand 
End 

Method 
End 
Score 
.1742 



3697 

TBLASTX: Cress 

1849 

122 



Seq. No. 


20818 




Seq. ID 


OJ991007 


Gene No. 


43429 




Strand 


+ 


Start 


984 




End 


3405 


Name 


OJ991007 16 


.0110.C7.ol. 


np Method 


AAT/NAP 


Start 


984 




End 


3405 


GI 


6721512 




Score 


57 


Exons 


984. .1117, 


2578. .2690, 


3381. .3405 




GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


20818 




Seq. ID 


OJ991007 


Gene No. 


43430 




Strand 




Start 


2237 




End 


2873 


Name 


OJ991007 16 


.0110.C7.ol. 


gs Method 


GENSCAN 


Start . 


2237 




End 


2873 


GI 


none 




Score 


.52 


Exons 


2237. .2627, 


2743. .2873 







Seq. No. 


20819 




Seq. ID 


OJ991007_16.0110 


.C8 


Gene No. 


43431 




Strand 






Start 


24 . 




End 


3424 




Name 


OJ991007 16. 0110. C8 


.ol.gs 


Method 


GENSCAN 




Start 


24 




End 


3424 




GI 


none 




Score 


.48 




Exons 


24. .82, 1169. .1267, 


2077. 


2180, 2567.. 


2739, 3362.. 3424 




Seq. No. 


20820 




Seq. ID 


OJ991007JL6.0110 


.CIO 


Gene No. 


43432 




Strand 


+ 




Start 


5425 




End 


8933 





21092 




Name 


OJ991007 16. 


0110. 


C10.o2.gs 


Method 


GENSCAN 




Start 


5425 






End 


8933 




GI 


none 






Score 


.41 




Exons 


5425. .5569, 


6663. 


.6839, 7476 


..7646, 8785.. 8933 




Seq. No. 


20820 






oeq. id 


nTQQinm i£ m 1 n 


.C10 


Gene No. 


A *5 A "3 "> 






o urana 


x 

T 




Start 


9831 






T7« >-3 

Lna 


1UU J / 




Name 


OJ991007 16. 


0110. 


C10.o3.gs 


Metnoa 






Start 


9831 






End 


10037 




GI 


none 






Score 


1 




Exons 


9831. .10037 












Seq. No. 


20820 






Seq. ID 


OJ991007_16.0110 


.C10 


Gene No. 


43434 






Strand 






Start 


1 






End 


3413 




Name 


OJ991007 16. 


0110. 


C10.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


3413 




GI 


4539351 






Score 


853 




Exons 


1..165, 257. 


.547, 


630. .704, 


2729.. 2883, 2986.. 3184, 3235.. 3413 


GI Descrip. 


(AL035539) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


20820 






Seq. ID 


OJ991007_16.0110 


.C10 


Gene No. 


43434 






Strand 






Start 


1 






End 


3413 - 




Name 


OJ991007 16. 


0110. 


C10.ol.gs 


Method 


GENSCAN 




Start 


26 






End 


3413 




GI 


none 






Score 


.76 




Exons 


26.. 165, 257 


. .547 


, 630. .704, 


2729. ,28£ 


53, 2986.. 3102, 3194.. 3413 


Seq. No. 


20820 






Seq. ID 


OJ991007JL6.0110 


.C10 


Gene No. 


43435 






Strand 






Start 


9154 






End 


11765 




Name 


OJ991007 16. 


0110. 


ClO.ol. ts 


Method 


TBLASTX: Soybean 




Start 


5 






End 


487 




GI 


none 






Score 


142 




Exons 


5. .178, 7. .165, 256. ,435, 257. .451, 257. .487, 258. .485 




Seq. No. 


20820 






Seq. ID 


OJ991007_16.0110 


.C10 


Gene No . 


43435 






Strand 






Start 


9154 






End 


11765 




Name 


OJ991007 16. 


0110. 


C10. ol. tin 


Method 


TBLASTX: Maize 




Start 


13 






End 


442 




GI 


none 






Score 


118 




Exons 


13. .165, 20. 


.163, 


257. .442, 


261. .440 






Seq. No. 


20820 






Seq. ID 


OJ991007_16.0110 


.C10 


Gene No. 


43435 






Strand 






Start 


9154 






End 


11765 




Name 


OJ991007 16. 


0110. 


C10.ol.tc 


Method 


TBLASTX: Cress 




Start 


34 






End 


548 




GI 


none 






Score 


76 




Exons . 


34. .165, 35. 


.109, 


257. .547, 


261. .440, 


477. .548 




Seq. No. . 


20820 






Seq. ID 


OJ991007_16.0110 


.C10 


Gene No. 


43435 






Strand 






Start 


9154 






End 


11765 





21093 



Name 

Start 

GI 

Exons 



OJ991007_16. 0110. CIO. o4.tm Method TBLASTX : Maize 

476 End 710 

none Score 112 

476. .547, 477. .548, 484. .558, 499. .558, 622. .705, 630. .710, 
630. .707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20820 
4 3435 
9154 

OJ991007_16. 0110. C10. o4.ts 

645 

none 



Seq. ID OJ991007_16. 0110. C10 
Strand 

End 11765 

Method TBLASTX : Soybean 

End 3082 

Score 7 0 



645.. 716, 2756.. 2893, 2757.. 2891, 2990.. 3082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20820 
43435 
9154 

OJ991007_16. 0110. C10. o2.tm 

2726 

none 



Seq. ID OJ991007_16. 0110. C10 
Strand 

End 11765 

Method TBLASTX : Mai ze 

End 3104 

Score 97 



2726.. 2788, 2730.. 2810, 2789. .2902, 2790.. 2891, 2965.. 3054, 
•2985.. 3104, 2987.. 3082 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . . 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20820 
43435 
9154 

OJ991007_16. 0110. C10. o3.np 
9154 
2827518 
9154. .9248, 11608. .11765 

(AL021633) putative protein [Arabidopsis thaliana] 



Seq. ID OJ991007_16. 0110. C10 
Strand 

End 11765 

Method AAT/NAP 

End 11765 

Score 96 



20820 
43435 
9154 

OJ991007_16. 0110. C10. o3.ts 

9830 

none 



Seq. ID OJ991007_16. 0110. CIO 
Strand 

End 11765 

Method TBLASTX : Soybean 

End 10040 

Score 7 9 



9830.A9961, 9830.. 10015, 9831.. 10040 



20820 
43435 
9154 

OJ991007_16. 0110. C10. o4.gs 

10852 

none 



Seq. ID OJ991007_16. 0110. C10 
Strand 

End 11765 

Method GENSCAN 

End 11740 

Score .99 



10852. .10927, 11107 .. 11225, 11318 .. 11427 , 11557. .11740 



20820 
43435 
9154 

OJ991007_16. 0110. C10. o2.np 

10855 

6714413 



Seq. ID OJ991007_16. 0110. C10 
Strand 

End 11765 

Method AAT/NAP 

End 11731 

Score 393 



10855. .10927, 11107 .. 11225, 11318 .. 11427 , 11557. .11731 
(AC012328) unknown protein [Arabidopsis thaliana] 



21094 



Seq. No. 20820 
Gene No. 43435 
Start 9154 

Name OJ991007_16 . 0110 . CIO . o2 . ts 

Start 10859 
GI none 

Exons 10859. .10930, 10861 10944 , 

11100. .11228, 11107. .11217, 
11658. .11723 



Seq. ID OJ991007_16. 0110. C10 
Strand 

End 1X765 

Method TBLASTX : Soybean 

End 11723 

Score 70 
10864. .10929, 11100 .. 11207, 
11315. .11437, 11558. .11722, 



Seq. No. 20820 

Gene No. 43435 

Start 9154 

Name OJ991007_16 . 0110 . C10 . o3 . tm 

Start 11100 

GI none 

Exons 11100. .11207, 11100 .. 11228, 
11558. .11722, 11658.. 11723 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991007_16. 0110. C10 
11765 

TBLASTX: Maize 
11723 ' ' 
74 



11107. .11217, 11315. .11437, 



Seq. No. 20820 

Gene No. 43435 

Start 9154 

Name OJ991007_16 . 0110 . C10 . ol . tw 

Start 11106 

GI none 

Exons 11106. .11228, 11107 .. 11226, 
11558. .11623, 11559. .11618, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

11315 

11624 



OJ991007 16. 0110. C10 



11765 

TBLASTX: Wheat 
11737 
125 

11437, 11336. .11386, 
11734, 11642.. 11737 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20820 Seq. ID OJ991007_16 . 0110 . C10 

43435 Strand 

9154 End 11765 

OJ991007_16 . 0110 . C10 . o2 . tc Method TBLASTX : Cress 

11106 End 11723 

none Score 87 

11106. .11270, 11125. .11220, 11315 .. 11437 , 11558 .. 11722 , 

11559.. 11723 



Seq. No. 20821 Seq. ID 

Gene No. 43436 . Strand 

Start 17 End 

Name ' OJ991007_16 . 0110 . C12 . ol . gs Method 

Start 17 End 

GI none Score 

Exons 17.. 184 



OJ991007_16.0110.C12 
184 

GENSCAN 

184 

.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



20822 Seq. ID OJ991007_16 . 0110 . C13 

43437 Strand + 

222 End 3059 

OJ991007_16 . 0110 . C13 . ol . np Method AAT/NAP 

222 End 3059 

4680179 Score 3199 

222. .1275, 1303. .3059 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



20822 
43437 
222 



Seq. ID OJ991007_16.0110.C13 
Strand + 
End 3059 



21095 



Name 


OJ991007 16.0110.C13.ol 


.gs 


Method 


GENSCAN 




Start 


265 




End 


2950 




GI 


none 




Score 


.48 




Exons 


265. .611, 636. .813, 910 


. .1360 


, 1530.. 2950 




Seq. No. 


20822 






nTQQinn7 ifi mm 


.C13 


Gene No . 








i 




Start 


222 






JU J 3 




Name 


OJ991007 16.0110.C13.o6 


. tw 








Start 


426 




End 


624 




GI 


none 




Score 


208 




Exons 


426. .623, 427. .624, 451 


. .624 








Seq. No. 


20822 




Oc(j • ±u 


nTQQinm ifi ni i n 


.C13 


Gene No. 


A "3 A "3 ^ 




OLI aild 


_|_ 




Start 


222 










Name 


OJ991007 16.0110.C13.o4 


.tw 


rie cnoa 


TRT Zi CTY • Whoaf 
X DXjr\0 1 A . IfKIlcaL 




Start 


673 




End 


1026 




GI 


none 




Score 


296 




Exons 


673.. 870, 676.. 1026 




- 






Seq. No. 


20822 




Can t n 


niQQinm ifi ruin 


.C13 


Gene No. 


A "3 A *3 1 




C 4- nH 

otranQ 


1 
1 




Start 


222 




£jna 






Name 


OJ991007. 16.0110.C13.o3 


. tm 


L v ie unpa 


TRT Zi CTY • Ma t to 
- 1 D J_lHO 1 A . L v ia JL Z © 




Start 


67 6 




End'""" 


1014 




GI 


none 




Score 


247 




Exons 


676. .1014, 676. .972 










Seq. No. 


20822 




Cnrr T Pi 


nTQQinm ifi nun 


.C13 


bene no. 


A *3 A *3 1 




OL..L aild 


+ 




Start 


222 






JU J" 




Name 


OJ991007 16.0110.C13.o5 


.tw 




TRT Z\<3TY'Wheaf 




Start 


1360 




End 


1714 




GI 


none 




Score 


143 




Exons 


1360.. 1509, 1526.. 1714 










Seq. No. 


20822 




oeq. iu 


htqqi nn7 ifi ni i n 


.C13 


bene no . . 


H J 4 o / 




otrana 


4_ 

i 




Start 


222 






jUj J 




Name 


OJ991007 16.0110.C13.o5 


.tm 




TRT ZlQTV*Ma-i -70 




Start 


1748 




End 


1909 




GI 


none 




Score 


185 




Exons 


1748. .1909, 1756. .1863 










Seq. No. 


20822 




oeq. ±u 


r»7Qcnnm i £ mm 
ujyyiuu / id. uiiu 


.C13 


Gene No . 


/ "3 A "3 ^ 
4 OH O f 




c+- rand 


+ 




Start 


222 




End 


3059 




Name 


OJ991007 16.0110.C13.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1846 




End 


2329 




GI 


none 




Score 


536 




Exons 


1846.. 2286, 1847'. .2329, 


1958.. 


.2326 






Seq. No. 


20822 




Seq. ID 


OJ991007_16.0110 


.C13 


Gene No. 


. 43437 




Strand 


+ 




Start 


222 




End 


3059 




Name 


OJ991007 16.0110.C13.o3 


.ts . 


Method 


TBLASTX : Soybean 





21096 




Start 


1883 








End 


2197 


GI 


none 








Score 


199 


Exons 


1883. .2197 












Seq. No. 


20822 








Seq. ID 


OJ991007_16.0110.C13 


Gene No . 


A "i A *3T 








b rrana 


T 


Start 


222 








End 


3059 


Name 


OJ991007 16 


.0110. 


C13.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


1912 








End 


2383 


GI 


none 








Score 


399 


Exons 


1912. .2349, 


1916. 


.2383 








Seq. No. 


20822 








Seq. ID 


OJ991007_16.0110.C13 


Gene No . 










Strand 


+ 


Start 


222 








c End 


3059 


Name 


OJ991007 16 


10110. 


C13.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


2270 








End 


2665 


GI 


none 








Score 


57 


Exons 


2270. .2302, 


2270. 


.2302, 


2306. 


.2665, 2308.. 2349, 2422.. 2655 


Seq. No. 


20822 








Seq. ID 


OJ991007_16.0110.C13 


bene no . 










Strand 


+ 


Start 


222 








End 


3059 


Name 


OJ991007 16 


.0110. 


C13.o3 


. tw 


. Method 


TBLASTX: Wheat 


Start 


2378 








End 


2647 


GI 


none 








Score 


376 


Exons 


2378. .2647, 


2419. 


.2646 








Seq. No. 


20822 








Seq. ID 


OJ991007 16.0110.C13 


Gene No. 










Strand 


+ ' - 


Start 


222 








End 


3059 


Name 


OJ991007 16 


.0110. 


C13.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


2384 








End 


2545 


GI 


none 








Score 


201 


Exons 


2384. .2545, 


2419. 


.2544 








Seq. No. 


20822 








Seq. ID 


OJ991007_16.0110.C13 


Gene No . 


A *3 A *5 ^ 








Strand 




Start— 


222 








End 


3059 V " 


Name 


OJ991007 16 


.0110. 


C13.ol 


.tm • 


Method 


TBLASTX: Maize 


Start 


2561 








End 


3001 


GI 


none 








Score 


436 


Exons 


2561. .2968, 


2605. 


.2976, 


2614. 


.2937, 2960.. 3001 


Seq. No. 


20822 








Seq. ID 


OJ991007_16.0110.C13 


Gene No . 


A "3 A "5 *7 








Strand 


+ 


Start 


222 








End 


3059 


Name 


OJ991007 16 


.0110. 


C13.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2650 








End 


3058 


GI 


none 








Score 


562 


Exons 


2650. .3048, 


2651. 


.3058, 


2729. 


.3058 




Seq. No. 


20822 








Seq. ID 


OJ991007_16.0110.C13 


Gene No. 


43437 








Strand 


+ 


Start 


222 








End 


3059 


Name 


OJ991007 16 


.0110. 


C13.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


2687 








End 


2935 



21097 



GI 

Exons 



none 

2687. .2935 



Score 



207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20823 
43438 
1 

OJ991007_16.0110.C14.ol.np 
1 

4680179 
1..1228 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991007_16.0110.C14 

Strand + 

End 1231 

Method AAT/NAP 

End 1228 

Score 1916 



20823 
43438 
1 

OJ991007_16.0110.C14 .ol.gs 
29 

none 
29. .1231 



Seq. ID OJ991007_16.0110.C14 

Strand + 

End 1231 

Method GENSCAN 

End 1231 

Score .94 



Seq. No. 20823 

Gene No. 43439 

Start 1628 

Name OJ991007_16 . 0110 . C14 . o2 . tw 

Start 2 

GI none 

Exons 2.. 217, 10.. 213, 1761.. 1811 

Seq. No. 20823 

Gene No. 43439 

Start 1628 

Name OJ991007_16 . 0110 . C14 . ol . ts 

Start 5 

GI none 

Exons 5.. 265, 16.. 264 



Seq. ID OJ991007_16.0110.C14 
Strand 

End 1865 

Method TBLASTX : Wheat 

End 1811 

Score 338 



Seq. ID OJ991007_16.0110.C14 
Strand 

End 1865 

Method TBLASTX : Soybean 

End 265 

Score 301 



Seq. No. 20823 

Gene No. 43439 

Start 1628 

Name OJ991007_16 . 0110 . C14 . o2 . tm 

Start 63 

GI none 

Exons 63.. 167, 64.. 351, 65.. 355, 197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 



Seq. ID OJ991007_16.0110.C14 
Strand 

End 1865 

Method TBLASTX : Maize 

End 355 

Score 90 
352 



20823 
43439 
1628 

OJ991007_16.0110.C14.ol.tw 

224 

none 



Seq. ID OJ991007_16.0110.C14" 
Strand 

End 1865 

Method TBLASTX : Wheat 

End 850 

Score 727 



224. .850, 226. .735, 395. .808, 781. .849 



20823 
43439 . 
1628 

OJ991007_16.0110.C14 .ol.tm 
403 



Seq. ID OJ991007_16.0110.C14 
Strand 

End 1865 

Method TBLASTX : Mai ze 

End 988 



21098 




GI 


none 




Score 


229 




Exons 


403. .558, 404. .565, 562 


..723, 563. .988, 


781. .987 




Seq. No. 


20823 




oeq. iU 


OJ991007_16.0110 


.C14 


Gene No. 


43439 




otrana 






Start 


1628 




bna 


1865 




Name 


OJ991007 16.0110.C14 .o3 


.tw 


MeLfloa 


TBLASTX: Wheat 




Start 


850 




ii»na 


1183 




GI 


none 




Score 


309 




Exons 


850. .1131, 851. .1183, 1001.. 


1132 






Seq. No. 






oeq. ±u 


OJ991007_16.0110 


.C14 


Gene No. 


A *3 A O O 




otrana 






Start 


1628 




tna 


1865 




Name 


OJ991007 16. 0110 . C14 . o2 


.gs 


Method 


GENSCAN 




Start 


1628 






1865 




GI 


none 




Score 


.85 




Exons 


1628. .1775, 1858. .1865 










Seq. No. 


zUoz4 




oeq. id 


OJ991007_16.0110 


.C16 


Gene No. 


4 3440 




Strand 


+ 




Start 


*i c r a 

1568 




hna 


2089 




Name 


OJ991U0/ lb . U11U . Clo . Ol 


.gs 


Metnoa 


GENSCAN 




Start 


lOOtJ 






2088 




GI 


none 




Score 


.95 




Exons 


1 C C O OAOO 

lobo . . zUoo 










Seq. No. 


20824 




Seq. ID 


OJ991007_16.0110 


.C16 


Gene No. 


43440 




Strand 


+ . . 




Start 


1568 




End 


2089 ."• 




Name 


OJ991007 16.0110.C16.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


1679 




End 


2089 




GI 


none 




Score 


120 




Exons 


1679. .1813, 1711. .1809, 


1846 


. .2088, 1847. .2089 




Seq. No. 


20824 




Seq. ID 


OJ991007_16.0110 


.C16 


Gene No. 


43440 




Strand 


+ 




Of -1 yf 

otart 


1568 




End 


2089 




Name 


OJ991007 16.0110.C16.ol 


.np 


Method * 


AAT/NAP 




Start 


1740 




End 


2089 




GI 


6759430 




Score 


185 




Exons 


1740. .2089 










GI Descrip. 


(AL137189) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


20824 




Seq. ID 


OJ991007_16.0110 


-C16 


Gene No. 


43440 




Strand 


+ 




Start 


1568 




End 


2089 




Name 


OJ991007 16.0110.C16.ol 


tc 


Method 


TBLASTX: Cress 




Start 


1937 




End 


2089 




GI 


none 




Score 


194 




Exons 


1937.. 2089, 1939.;2088 










Seq. No. 


20825 




Seq. ID 


OJ991007_16.0110 


.C17 


Gene No. 


43441 




Strand 


+. 




Start 


1296 




End 


1467 




Name 


OJ991007 16.0110.C17.ol 


tm 


Method 


TBLASTX: Maize 




Start 


1293 




End 


1467 





21099 



GI 


none 


Score 


161 


Exons 


1293.. 1388, 1294.. 1434, 1405. 


.1467, 1407.. 1466 


Seq. No. 


20825 


Seq. ID 


OJ991007 




43441 


Strand 


+ 


Start 


1296 


End 


1467 


Name 


OJ991007 16.0110.C17.ol.gs 


Method 


GENSCAN 


Start 


1296 


End 


1421 


GI 


none 


Score 


. 4 


Exons 


1296. .1421 






Seq. No. 


20826 


Seq. ID 


OJ991007 




43442 


Strand 




Start 


822 - 


End 


914 


Name 


OJ991007 16.0110.C18.ol.gs 


Method 


GENSCAN 


Start 


822 


End 


914 


GI 


none 


Score 


.43 


Exons 


822. .914 






Seq. No. 


20827 


Seq. ID 


OJ991007 


Gene No. 


43443 


Strand 




Start 


1 


End 


784 


Name 


OJ991007 16.0110.C19.ol.np 


Method 


AAT /NAP 


Start 


1 


End 


784 


GI 


6907086 


Score 


834 


Expns 


1. .784 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


20827 


Seq. ID 


OJ991007 


(Zpnp Mrs 


43443 


Strand 




Start 


1 


End 


784 


Name 


OJ991007 16.0110.C19.ol.gs 


Method 


GENSCAN 


Start 


73 


End 


576 


GI 


none 


Score 


. 98 


Exons 


73. .576 






Seq. No. 


20828 


Seq. ID 


OJ991007 


Gene No. 


43444 


Strand 


+ 


Start 


124 


End 


615 


Name 


OJ991007 16.0110.C20.ol.gp 


Method 


AAT /GAP 


Start 


124 


End 


615 


GI 


38782 1.R1084 


Score 


799 


Exons 


124. .615 






GI Descrip. 


'6069643/dbj IAP000616.il AP000616 0.0e+00 Oryza 



DNA> chromosome 6, clone : P0514G12 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20828 
43445 
2190 

OJ991007_16.0110.C20.ol.np 

2190 

4680179 



Seq. ID OJ991007_16.0110.C20 

Strand + 

End 534 9 

Method AAT /NAP 

End 5349 

Score 2405 



2190.. 3243, 3346.. 5048, 5320.. 5349 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 
Gene No. 



20828 
43445 



Seq. ID OJ991007_16.0110.C20 
Strand + 



21100 




Start 


2190 








End 


5349. 




Name 


OJ991007 16. 


0110 


.C20.O5 


. tw 


Method 


TBLASTX: Wheat 




Start 


2406 








End 


2783 




GI 


none 








Score 


256 




Exons 


2406. .2783 














Seq. No. 


20828 








Seq. ID 


OJ991007_16.0110 


.C20 


Gene No. 


A 1 A A C 
4 OH HD 








otrana 


T 




Start 


2190 








End 


5349 




Name 


OJ991007 16. 


0110 


.C20.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


2664 








End 


3065 




GI 


none 








Score 


233 




Exons 


2664. .3065 














Seq. No. 


20828 








Seq. ID 


OJ991007_16.0110 


.G20 


Gene No . 


A "O A A C 








otrana 


+ 




Start 


2190 








End 


5349 




Name 


OJ991007 16. 


0110 


,C20.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


3375 








End 


3700 




GI 


none 








Score 


200 




Exons 


3375. .3698, 


3378 


. .3515, 


3617. 


.3700 






Seq. No. 


20828 








Seq. ID 


OJ991007_16.0110 


.C20 


Gene No . 


A "D A A d 
4 J4 4 0 








Strand 


+ 




Start 


2190 - 








End 


5349 




Name 


OJ991007 16. 


0110 


.C20.o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


3381 








End 


3785 




GI 


none 








Score 


163 




Exons 


3381. .3602, 


3381 


. .3434, 


3425. 


.3535, 3611.. 3757, 3615.. 3785 


Seq. No. 


20828 








Seq. ID 


OJ991007__16.0110 


.C20 


Gene No . 


A O A A C 

4 4 D 








Strand 


+ 




Start 


2190 








End 


5349 




Name 


OJ991007 16. 


0110 


.C20.O5 


. tm 


Method 


TBLASTX: Maize 




Start 


3798 








End 


3995 




GI 


none 








Score 


199 




Exons 


3798. .3995, 


3896 


. .3994'. 






. ** t 




Seq. No. 


>v . 

20828 








' Seq! ID - 


OJ9910'07_16.0110 


,C20 


bene No . 


A *3 / A Q 

4 o4 4 D 








Strand 


+ 




Start 


2190 








End 


5349 




Name 


OJ991007 16. 


0110 


.C20.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3926 








End 


4409 




GI 


none 








Score 


530 




Exons 


3926. .4381, 


3927 


. .4409 










Seq. No. 


20828 








Seq. ID 


OJ991007_16.0110 


.C20 


Gene No . 


/ "O A A C 

4 o4 4 O 








Strand 


+ 




Start 


2190 








End 


5349 




Name 


OJ991007 16. 


0110 


.C20.O2 


. tm 


Method 


TBLASTX: Maize 




Start 


3996 








End 


4463 




GI 


none 








Score 


373 




Exons 


3996. .4463, 


4068 


. . 4241 










Seq. No. 


20828 








Seq. ID 


OJ991007_16.0110 


.C20 


Gene No. 


43445 








Strand 


+ 




Start 


2190 








End 


5349 





21101 



Name 


OJ991007 16 


.0110 


.C20.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


4350 






End 


4745 






GI 


none 






Score 


56 






Exons 


4350. .4382, 


4367 


..4462, 4386. 


.4745, 4502. .4717 






Seq. No. 


20828 






Seq. ID 


OJ991007 


_16.0110 


.C20 


Gene No. 


43445 






Strand 


+ 






Start 


2190 






End 


5349 






Name 


OJ991007 16 


.0110 


.C20.o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


4458 






End 


4859 






GI 


none 






Score 


467 






Exons 


4458. .4859, 


4502 


. .4858 










Seq. No. 


20828 






Seq. ID 


OJ991007 


_16.0110 


.C20 


Gene No. 


43445 






Strand 


+ 






Start 


2190 






End 


5349 






Name 


OJ991007 16 


.0110 


.C20.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


4646 






End 


5039 






GI 


none 






Score 


392 






Exons 


4646. .5026, 


4647 


. .5039 










Seq. No. 


20828 






Seq. ID 


OJ991007 


_16.0110 


.C20 


Gene No. 


43445 






Strand 


+ 






Start 


2190 






End 


5349 






Name 


OJ991007 16 


.0110 


.C20.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


4767 






End 


5Q12 






GI 


none 






Score 


210 • 






Exons 


4767. .5012 














Seq. No. 


20828 






Seq. ID 


OJ991007 


_16.0110 


.C20 


Gene No. 


43445 






Strand 


+ 






Start 


2190 






End 


5349 






Name 


OJ991007 16 


.0110 


.C20.O4 .tw 


Method 


TBLASTX: 


Wheat 




Start 


4860 






End 


5039 






GI' 


none 






Score 


261 






Exons 


4860. .5039, 


4868 


. .5038 










Seq.-. No. > 


- 20829 . 






Seg.." ID 


OJ991007 


_16.0110 


..C21 


Gene No. 


43446 






Strand 


+ 






Start 


753 






End 


1818 






Name 


OJ991007 16 


.0110 


.C21.ol.np 


Method 


AAT/NAP 






Start 


753 






End 


1818 






GI 


6907089 






Score 


1258 






Exons 


753. .1526, ; 


1787. 


.1818 










GI Descrip. 


(AP001129) ] 


hypothetical protein [Oryza 


sativa] 







Seq. No. 20830 

Gene No. 43447 

Start 1 

Name OJ991007_16 . 0110 . C22 . ol . np 

Start 1 

GI 5042448 

Exons 1 . . 122 

GI Descrip. (AC007789) putative ORF0 protein of RIRE8B gypsy-type 
retrotransposon [Oryza sativa] 



Seq. ID OJ991007_16.0110.C22 

Strand + 

End 122 

Method AAT/NAP 

End 122 

Score 152 



Seq. No. 



20830 



Seq. ID OJ991007_16.0110.C22 



21102 




Gene No. 


43448 


Strand 


+ 


Start 


375 


End 


4938 


Name 


OJ991007_16.0110.C22.o2.np 


Method . 


AAT/NAP 


Start 


375 


End 


4938 


GI 


4680179 


Score 


7650 


Exons 


375. .4938 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


Seq. No. 


20830 


Seq. .ID 


OJ991007_16.0110.C22 


Gene No. 


43449 


Strand 


+ 


Start 


7800 


End 


8010 


Name 


OJ991007 16.0110.C22.ol.gp 


Method 


AAT/GAP 


Start 


7800 


End 


8010 


GI 


1631463 


Score 


306 


Exons . 


7800. .8010 






GI Descrip.. 


4 680178/gb|AF111709.1|AF11170S 


>' 5.0e-81 


Oryza sativa subsp. 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


20830 Seq. ID 


OJ991007_16.0110 


.C22 


Gene No . 


43450 Strand 


+ 




Start 


8642 End 


9493 




Name 


OJ991007 16.0110.C22.o4.np Method 


AAT/NAP 




Start 


8642 End 


9493 




GI 


5042448 Score 


1259 




Exons 


8642.. 9493 






GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 






Seq. No. 


20830 Seq. ID 


OJ991007 16.0110 


.C22 


Gene No. 


43451 Strand 


+ 




Start 


9745 End 


9899 




Name 


OJ991007 16.0110.C22.o5.np Method 


AAT/NAP 




Start 


9745 End 


9899 




GI 


5042447 Score 


247. , 




Exons 


9745. .9899 






GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


20830 • Seq. ID 


OJ991007_16.0110 


.C2£ 


Gene No. 


43452 Strand 






Start 


5244 End 


9686 




Name 


OJ991007 16.0110.C22.o7.tw Method 


TBLASTX: Wheat 




Start . 


641 End 


1001 




GI 


none Score 


303 




Exons 


641. .742, 642. .1001, 672. .1001 






Seq. No. 


20830 Seq. ID 


OJ991007_16.0110 


-C22 


Gene No. 


43452 Strand 






Start 


5244 End 


9686 




Name 


OJ991007 16.0110.C22.o8.tw Method 


TBLASTX: Wheat 




Start 


1521 End 


1937 




GI 


none Score 


145 




Exons 


1521.. 1730, 1574.. 1669, 1752.. 1937, 1781.. 1936 




Seq. No. 


20830 Seq. ID 


OJ991007_16.0110 


.C22 


Gene No. 


43452 Strand 






Start 


5244 End 


9686 





21103 




Name 


OJ991007 16 


.0110 


.C22.o3 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


2100 








End 


2582 






GI. 


none 








Score 


552 






Exons 


2100. .2582, 


2204 


. .2539, 


2250. 


.2549 








Seq. No. 


20830 








Seq. ID 


OJ991007 


_16.0110 


.C22 


Gene No. 


A O A C 1 

-4 J 4 52 








Strand 








Start 


5244 








End 


9686 






Name 


OJ991007 16 


.0110 


.C22.o5 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2112 








End 


2401 






GI 


none 








Score 


314 






Exons 


2112. .2399, 


2210 


. .2401 












Seq. No. 


20830 








Seq. ID 


OJ991007 


_16.0110 


.C22 


Gene No. 


43452 








Strand 








Start 


5244 ' 








End 


9686 






Name 


OJ991007 16 


.0110 


,C22.o4 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


2136 








End 


2450 






GI 


none 








Score 


183 






Exons 


2136. .2450 
















Seq. No. 


20830 








Seq. ID 


OJ991007 


_16.0110 


.C22 


Gene No. 


A O A C O 

43452 








Strand 








Start 


5244 








End ■ 


9686 






Name 


OJ991007 16 


.0110 


.C22.o3 


. tm 


Method 


TBLASTX: 


Maize 




Start 


2469 








End 


2969 






GI 


none 








Score 


161 






Exons 


2469. .2648, 


2634 


. .2969, 


2720. 


.2851, 2876.. 2926 






Seq. No. 


20830 








Seq. ID 


OJ991007 


__16.0110 


.C22 


Gene No. 


A O A C O 

43452 








Strand 








Start 


5244 








End 


9686 






Name 


OJ991007 16 


.0110 


.C22.ol 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


2523 








End 


2918 






GI 


none 








Score 


57 






Exons 


2523. .2555, 


2525 


. .2554, 


2559. 


.2918, 2559.. 2639, 


2663. .2917 


Seq. No.' 


20830. 








Seq. ID 


OJ991007 


_16.0110 


.C22 


Gene No. 


A "3 A C O 

43452 






* • ■. 


Strand 








Start 


5244 








End 


968 6 






Name 


OJ991007 16 


.0110 


.C22.o5 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


2631 








End 


2933 






GI 


none 








Score 


402 






Exons 


2631. .2933, 


2632 


. .2733, 


2663. 


.2932 








Seq. No. 


20830 








Seq. ID 


OJ991007 


_16.0110 


.C22 


Gene No. 


43452 








Strand 








Start 


5244 








End 


9686 






Name 


OJ991007 16 


.0110 


.C22.o2 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


2934 








End 


3443 






GI 


none 








Score 


636 






Exons 


2934. .3443, 


2966 


. .3355, 


3012. 


.3359 








Seq. No. 


20830 , 








Seq. ID 


OJ991007 


_16.0110 


.C22 


Gene No. 


43452 








Strand 








Start 


5244 








End 


9686 






Name 


OJ991007 16 


.0110 


.C22.o3 


.ts 


Method 


TBLASTX: 


Soybean 





21104 




Start 


2940 








End 


3185 




GI 


none 








Score 


202 




Exons 


2940. .3185 














Seq. No. 


20830 






- 


Seq. ID 


OJ991007_16.0110 


.C22 


bene ino * 


ft J fi 0£ 








Strand 






Start 


5244 








End 


9686 




Name 


OJ991007 16. 


0110 


.C22.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


3006 








End 


3371 




GI 


none. 








Score 


495 




Exons 


3006. .3359, 


3008 


. .3274, 


3058. 


.3369, 3060.. 3371 




Seq. No. 


20830 








Seq. ID 


OJ991007_16.0110 


.C22 


bene ino. 


4 O 4 JZ 








Strand 






Start 


5244 








End 


9686 




Name 


OJ991007 16. 


0110 


.C22.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


3447 








End 


3927 




GI 


none 








Score 


145 




Exons 


3447. .3671, 


3518 


. .3589, 


3634. 


.3927, 3640. .3894, 3672. .3926 


Seq. No. / 


20830 








oeq. ±u 




POO 
. £. 


bene no. 


A O A c o 
ft jfi OZ 








Of r2nr | 






Start . 


5244 








bna 


DO D 




Name 


OJ991007 16. 


0110 


.C22.ol 


.tc 


rie inoa 


TUT A CTY • ryfice 




Start 


3631 








bna 


j y o i 




GI 


none 








Score 


85 




Exons 


3631. .3807, 


3808 


. .3951, 


3810. 


.3950 






Seq. No. 


20830 








oeq. iu 


niQQi nr>7 i£ ruin 
\juyy±\j\Jf iD.uj.xu 


poo 


Gene No . 


4 Jfi 








oiiana 






Start 


5244 








CjTLO. 


DO O 




Name 


OJ991007 16. 


0110 


.C22.o2 


.ts 


Method 


i nLAb ix : boyoean 




Start 


3715 








End 


3975 




GI 


none 








Score 


294 




Exons 


3715. .3975, 


3720 


. .3974 










Seq. No. 


20830 








Seq. ID 


OJ991007_16.0110 


.C22 


bene ino . 


4 j ft jZ 








.Strand 






Start 


5244 








End 


968 6 




Name 


OJ991007 16. 


0110 


.C22.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


3774 








End 


4065 




GI 


none 








.Score 


380 _ 




Exons . 


3774. .4061, 


3775 


. .4065 










Seq. No. 


20830 








Seq. ID 


OJ991007_16.0110 


.C22 


bene wo . 


ft Jfl 0*1 








Strand 






Start 


5244 








End 


9686 




Name 


OJ991007 16. 


0110 


.C22.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


3934 








End 


4560 




GI 


none 








Score 


722 




Exons 


3934. .4560, 


3936 


. .4559 










Seq. No. 


20830 








Seq. ID 


OJ991007_16.0110 


.C22 


Gene No. 


43452 








Strand 






Start 


5244 








End 


9686 




Name 


OJ991007 16. 


0110 


.C22.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


4114 








End 


4713 





21105 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 221 

4114. .4275, 4122. .4268, 4273. .4713, 4275. .4700 



20830 
43452 
5244 

OJ991007_16.0110.C22.o6.tw 

4560 

none 

4560. .4769, 4561. .4893 

20830 
43452 
5244 

OJ991007_16.0110.C22.o6.tm 

4717 

none 

4717. .4914 



Seq. ID OJ991007_16.0110.C22 
Strand 

End 9686 

Method TBLASTX: Wheat 

End 4893 

Score '374 



Seq. ID OJ991007_16.0110.C22 
Strand 

End 9686 

Method TBLASTX: Maize 

End 4914 

Score 198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20830 - Seq. ID 

43452 Strand 
5244 End 9686 

OJ991007_16.0110.C22.o3.np Method AAT/NAP 
5244 End 9686 

5295955- Score 391 

5244. .5799, 5839.. 5918, 5997.. 6345, 
7798.-7864, 9005.. 9268, 9598.. 9686 
(AB026295) Similar to Epstein-Barr virus 
[Oryza sativa] 



OJ991007 16.0110.C22 



6392. .6456, 7148. .7260, 



(EBV) genome. (V01555) 



20831 Seq. ID OJ991007 

43453 Strand + 

1 End 3054 

OJ991007_16 . 0110 . C23 . ol . np Method AAT/NAP 

1 End " 3054 

6907089 Score 2915 
1..21, 596. .1086, 1190. .3054 

(AP001129). hypothetical protein [Oryza sativa] 



16.0110.C23 



20831 Seq. ID 

43453 Strand 
1 End 
OJ991007_16.0110.C23.ol.gp Method 
318 End 
1631463 Score 
318. .526 

4680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



OJ991007_16.0110.C23 
+ 

3054 
AAT/GAP 
526 
305 



20831 " Seq. ID 

43454 Strand 

10771 End 
OJ991007_16.0110.C23.o3.np Method 

10771 End 

4680179 . Score 
10771. .12499 



OJ991007_16.0110.C23 
+ 

12499 
AAT/NAP 
12499 
2006 



21106 



GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20831 Seq. ID 

43455 Strand 

12928 End 

OJ991007_16.0110.C23.o4 .gs Method 

12928 End 

none Score 



OJ991007_16.0110.C23 
+ 

15569 
GENSCAN 
15269 
.73 



12928. .13058, 13697 .. 13928 , 13978 14089, 15196.. 15269 



Seq. No. 20831 Seq. ID OJ991007 

Gene No. 43455 Strand + 

Start 12928 End 15569 

Name OJ991007_16. 0110 .C23 .o2 .gp Method AAT/GAP 

Start 15062 End 15569 

GI 38782_1.R1084 Score 819 

Exons 15062. .15569 

GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP000616 0 
DNA, chromosome 6, clone : P0514G12 ' 



16.0110.C23 



0e+00 Oryza sativa genomic 



Seq. No. 20831 

Gene No. 43456 

Start 16733 

Name OJ991007_16 . 0110 .C23 . o5 . gs 

Start 16733 

GI none 

Exons 16733. .16962, 16967 17225, 
19723. .20188 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991007_ 
+ 

20325 
GENSCAN 
20188 
.5 



16.0110.C23 



17299. .17455, 18386. . 18408, 



Seq. No. 


20831 




Seq. ID 


OJ991007_ 


JL6.0110, 


.C23 


Gene No. 


43456 




Strand 


+ 






Start 


16733 




End 


20325 






Name 


OJ991007 16.0110.C23.o5. 


.np 


Method 


AAT/NAP 






Start 


19723 




End 


20325 






GI 


4512231 




Score 


1013 






Exons 


19723. .20325 












GI Descrip. 


(AB014741) ORF0 protein 


[Oryza sativa] 








Seq. No. 


20831 




Seq. ID 


OJ991007 


JL6.0110, 


.C23 


Gene No. 


43457 




Strand 








Start 


3680 




End 


9133 






Name 


OJ991007 16.0110.C23.o2. 


.np 


Method 


AAT/NAP 






Start 


3680 




End 


9133 






GI 


6498441 




Score 


7066 






Exons 


3680. .3961, 4055. .5452, 


5624 


..6347, 6521.. 6655, 


6839. .7211, 




7275.. 7738, 8069.. 9133 












GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 20831 Seq. ID 

Gene No. 43458 Strand 

Start 12664 .End 

Name . OJ991007_16 . 0110 . C23 1 o9 . tm Method 

Start 3677 End 

GI none * Score 

Exons 3677.. 3820, 3681.. 3815 



OJ991007_16.0110.C23 
17426 

TBLASTX: Maize 

3820 

126 



21107 




OcCJ. IN U • 


20831 






Gene No. 


43458 






Start 


12664 






Name 


OJ991007 16.0110 


.C23.ol 


Start 


404 6 






GI 


none 






Exons 


4046. .4162, 


4217 


. .4375, 


Cart K? /~\ 

oeq. no. 


20831 






Gene No. 


43458 






Start 


12664 






Name 


OJ991007_16. 


0110 


.C23.o8 


Start 


H H 1 O 






GI - 


none 






Exons 


4418. .4780, 


4418 


. .4807, 


oeq. no. 


20831 






Gene No. 


43458 






Start 


12664 






Name 


OJ991007_16. 


0110 


.C23.o3 


Start 


4 4 67 
H 4 D / 






GI 


none 






Exons 


4467. .4601, 


4487 


. .4810, 


oeq. NO. 


20831 






Gene No. 


43458 






Start 


12664 * 






Name 


OJ991007 16. 


0110 


.C23.ol 


Start 


5003 






GI 


none 






Exons 


5003. .5263, . 


5139 


. .5315 


Seq. No. 


20831 








43458 






Start 


12664 






Name 


OJ991007 16. 


0110 


.C23.o3 


Start 


5063 . 






GI 


jodd / -?o 






Exons 


5063. .5263, 


5318 


. .5455, 


GI Descrip. 


4206306 2.0e 


-10 


(AF0491 


o e q . no. 


20831 






Gene No. 


43458 






Start 


12664 






Name 


OJ991007 16. 


0110 


.C23.o7 


Start 


5318 






GI 


none 






Exons 


5318. .5467, 


5319 


. .5456, 


Seq. No. 


20831 






Gene No. 


43458 






Start 


12664 






Name ' 


OJ991007 16. 


0110 


.C23.o8 


Start 


5669 






GI 


none 







Exons 5669.. 5809, 10772.. 10885 




Seq. ID OJ991007_16.0110.C23 
Strand 

End 17426 

. tw Method TBLASTX : Wheat 

End 12122 

Score 654 

11496. .12122, 11552.. 12121 

Seq. ID OJ991007_16.0110.C23 
Strand 

End 17426 

.tw Method TBLASTX : Wheat 

End 4807 

Score 94 
4494. .4784 

Seq. ID OJ991007_16.0110.C23 
Strand 

End 17426 

.tm Method TBLASTX : Maize 

End 4810 

Score 200 
4500. .4781 

Seq. ID OJ991007_16.0110.C23 
Strand 

End 17426 

l.tw Method TBLASTX : Wheat 

End 5315 

Score 67 



Seq. ID OJ991007_16.0110.C23 
Strand 

End 17426 

.ts .Method TBLASTX : Soybean 

End. 5629 

Score 70 . 
5531.. 5629 

10) prpol [Zea mays] 

Seq. ID OJ991007_16.0110.C23 
Strand 

End 17426 

. tw Method TBLASTX : Wheat 

End 5752 

Score 88 
5511.. 5687, 5528.. 5752 

Seq. ID OJ991007_16.0110.C23 
Strand 

End 17426 

tm Method TBLASTX : Maize 

End- 10922 

Score" 192 
, 10773.. 10922 



21108 



beq. no. 










Corf T n 

beq. id 




Gene No. 


43458 








Strand 




Start 


12664 








End 


17426 


Name 


OJ991007 16. 


0110, 


.C23.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


6185 








End 


6555 


GI 


none 








Score 


83 


Exons 


6185. . 6415, 


6412, 


. .6555, 


6413. 


.6538 




Seq. No. 


Zvo ol 








Seq. ID 


OJ991007_16.0110.C23 


Gene No. 


43458 








Strand 




Start 


12664 








End 


17426 


Name 


OJ991007 16. 


0110, 


,C23.o4 


. tw 


Method 


TBLASTX: Wheat 


Start 


6215 








End 


6634 


GI. 


none 








Score. • 


88 


Exons 


6215. . 6421, 


6240, 


. . 6395, 


6403. 


.6633, 6404.. 6634 


beq. no. 










Seq. ID 


OJ991007_16.0110.C23 


Gene No. 


43458 








Strand 




Start 


12664 








End 


17426 


Name 


OJ991007 16. 


0110, 


.C23.o5 


. tm 


Method 


TBLASTX: Maize 


Start 


6308 








End 


6691 


GI 


none 








Score 


196 


Exons 


6308. .6418, 


6406, 


. .6690, 


6407. 


.6691 




Seq. No. 


o n Q *3 1 








Seq. ID 


OJ991007_16.0110.C23 


Gene No. 


43458 








Strand 




Start 


12664 








End 


17426 


Name 


OJ991007 16. 


0110, 


.C23.o4 


.tm 


Method 


TBLASTX: Maize 


Start x 


6718 








End 


7073 


GI 


none 








Score 


128 


Exons 


6718. . 6951, 


6718, 


. .6963, 


6728. 


.6964, 6969.. 7073 


Seq. No. 


20831 








Seq. ID 


OJ991007_16.0110.C23 


Gene No . 


A "3 A P Q 

4 o 4 jo 








Strand 




Start 


12664 








End 


17426 


Name 


OJ991007 16. 


0110, 


.C23.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


6742 








End 


7204 


GI ' 


none 








Score 


214 


Exons 


' 6742. .6969, 


6746, 


. .6970, 


6749. 


.6967, 6967.. 7203, 6969.. 7202, 




6971. .7204 












O a >■» XT n 

beq . no . . . 


o n Q *5 1 








Seq. ID 


OJ991007_16.0110.C23 


Gene No. 


43458 








Strand 




Start 


12664 








End 


17426 


Name 


OJ991007 16. 


0110, 


,C23.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


6799 








End 


7163 


GI 


none 








Score 


105 


Exons 


6799. .6933, 


6969. 


. .7163 








Seq. No. 


20831 








Seq. ID 


OJ991007_16.0110.C23 


Gene No. 


43458 








Strand 




Start 


12664 








"End 


17426 


Name 


OJ991007 16. 


0110. 


,C23.o5 


.tw 


Method 


TBLASTX: Wheat 


Start 


7368 








End 


7854 


GI 


none 








Score 


175 


Exons 


7368. .7853, 


7399, 


. .7659, 


7681. 


.7854 





21109 




oeq. wo. 


20831 




Seq. ID 


OJ991007_16.0110 


.C23 


Gene No. 


43458 




Strand 






Start 


12664 




End 


17426 




Name 


OJ991007 16.0110.C23 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


8592 




End 


8981 




GI 


none 




Score 


104 




Exons 


8592.. 8849, 8626.-8865, 8832 


..8930, 8833.. 8913, 8937.. 8981 


oeq . no . 


20831 




Seq. ID 


OJ991007_16.0110 


.C23 


Gene No. 


43458 




Strand 






Start 


12664 




End 


17426 




Name 


OJ991007 16.0110.C23 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


8694 




End 


8942 




GI 


none 




Score 


104 




Exons 


8694.. 8942, 8695.. 8940 








oeq. NO. 


20831 




Seq. ID 


OJ991007_16.0110 


.C23 


Gene No. 


43458 




Strand 






Start 


1 Z 0 Ofi 




End 


17426 




Name 




. OX U . LW 


Method 


TBLASTX: Wheat 




Start 


1U / / £. 




End 


10922 




GI 


none 




Score 


215 




Exons 


1U//Z..1UO/U, lit / / J . 


1 fiQOO 


10773.. 10907 




Cart \T/-\ 

oeq . ino . 


-. - 20831 




Seq. ID 


OJ991007_16.0110 


.C23 


Gene No. 


43458 




Strand 






Start 


1 OCCyl 
lzlDOfl 




End 


17426 




Name 


ujyyiuu/ lo.uiiu.L^j 


«0 4" T.T 

. OC . IW 


Method 


TBLASTX: Wheat 




Start 


1 n q £ c 

iity d j 




End 


11489 




GI 


none 




Score 


565 




Exons 


iriQ^c; i i yiQQ i i i en 


. 114 00 








OcC| . NO . 






Seq. ID 


OJ991007_16.0110 


.C23 


Gene No. 


43458 




Strand 






Start 


12664 




End 


17426 




Name 


OJ991007 16.0110.C23 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


11196 




End 


11513 




GI * 


none • 




Score 


95 




Exons 


11196. .11369, 11217. 


.11369, 


11370. .11513, 11372.. 11497 




oeq. NO. 


20831 




Seq. ID 


OJ991007_16.0110 


. C23 


Gene No. 


43458 




Strand 






Start 


12664 




End 


17426 




Name 


OJ991007 16.0110.C23 


.ol. ts . 


Method 


TBLASTX: Soybean 




Start 


11297 




End 


11537 




GI 


none 




Score 


292 




Exons 


11297. .11536, 11298. 


.11537 








Seq. No. 


20831 




Seq. ID 


OJ991007_16.0110 


.C23 


Gene No. 


43458 




Strand 






Start 


12664 




End 


17426 




Name 


OJ991007 16.0110.C23 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11337 




End 


11627 




GI 


none 




Score 


377 ' 




Exons 


11337. .11627, 11348. 


.11623 









21110 




Seq. No. 


20831 


Seq. ID 


OJ991007_16.0110 


.C23 


Gene No. 


43458 


Strand 






jLdlL 


16DD4 


End 


17426 




Name 


OJ991007 16.0110.C23.ol.tm 


Method 


TBLASTX: Maize 




Start 


11675 


End 


12272 




GI 


none 


Score 


97 




Exons 


11675. .11827, 11676. .11828, 


11679. .11900, 11684. .11830, 






11833. .11886, 11834. .12262, 


11835. .12272 




Seq. No. 


20831 


Seq. ID 


OJ991007_16.0110 


.C23 


ucne iNo . 


4 J4 JO 


Strand 






Start 


12664 


End 


17426 




Name 


OJ991007 16.0110.C23.o6.tw 


Method 


TBLASTX: Wheat 




Start 


12122 


End 


12455 




GI 


none 


Score 


361 




Exons 


12122. .12403, 12123. .12455, 


12162. .12434 




Seq. No. 


20831 


Seq. ID 


OJ991007_16.0110 


.C23 




A *3 A C.Q 
4 O ft 3 O 


Strand 






Start 


12664 


End 


17426 




Name 


OJ991007 16.0110.C23.o7.tm 


Method 


TBLASTX: Maize 




Start 


12279 


End 


12440 




GI 


none 


Score 


192 




Exons 


12279. .12437, 12282. .12440 








Seq. No. 


20831 


Seq. ID 


OJ991007_16.0110 


.C23 


Gene No. 


43458 


Strand 






Start 


12664 


End 


17426 






OJ991007 16:0110. C23.o4.np 


Method 


AAT/NAP 




Start 


12664 


End 


17426 




GI 


6907086 


Score 


828 




Exons 


12664. .13066, 13303 .. 13530, 


13594. .14087, 16530 .. 16617, 






17224. .17426 








GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 




Seq. No. 


20832 


Seq. ID 


OJ991007_16.0110 


.C24 


Gene No. 


43459 


Strand 






OlalL 


981 


^End 


2594 




Name 


.0*991007 16.0110.C24.ol.gs 


Method 


GEN SCAN 




Start 


981 


End 


2341 




GI 


none 


Score 


.72 




Exons 


981.. 1061, 1299.. 1509, 1664 


..1759, 192C 


. .2022, 2108. .2168, 




2270. .2341 








Seq. No. 


20832 


Seq. ID 


OJ991007_16.0110 


.C24 


Gene No. 


43459 


Strand 






Start 


981 


End 


2594 






OJ991007 16.0110.C24 .ol.np 


Method 


AAT/NAP 




Start 


984 


End 


2594 




GI 


4895190 


Score 


505 




Exons 


984. .1061, 1299.. 1355, 1404 


..1459, 1542 


..1588, 1664.. 1759, 




1920. .2020, 2109. .2168, 2270. . 2341, " 2430 .. 2594 




GI Descrip. 


(AC007661) unknown protein 


[Arabidopsis 


thaliana] 




Seq. No. 


20832 


Seq. ID 


OJ991007_16.0110 


.C24 


Gene No. 


43459 


Strand 






Start 


981 


End 


2594 





21111 



Name . 
Start 
GI 

Exons 



OJ991007 16.0110.C24.o2.tm 



Method TBLASTX : Mai ze 



1263 End 1761 

none Score 68 

1263. .1397,' 1291. .1344, 1362. .14 60, - 1397. .14 62, 1417, 

1489. .1527, 1538. .1588, 1543. .1587, 1637.;1744, 1654. 

1663. .1761 



,1470, 
,1761, 



Seq. No. 20832 

Gene No. 43459 

Start 981 

Name OJ991007_16. 0110 . C24 . ol . ts 

Start 1317 

GI none 
Exons . 



Seq. ID OJ991007_16.0110.C24 
Strand 

End 2594 

Method TBLASTX : Soybean 

End 2510 

Score 4 6 



1317. .1376, 1371. .1418, 1395. .1460, 1546. .1587, 1547. .1588, 
1661.. 1702, 1663.. 1761, 1905.. 2003, 1911.. 2003, 1919.. 2020, 
2109. .2171, 2270. .2326, 2271. .2357, 2424. .2510, 2429.-2482 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20832 
43459 
981 

OJ991007 

1920 

none 



16.0110.C24.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991007_16.0110.C24 
2594 

TBLASTX: Maize 

2500 

144 



1920. .2021, 1925. .2020, 1930 .. 2022, ■ 2107 .. 2175, 2109 .. 2171, 
2270. .2326, 2271. .2333, 2432. .2500, 2433. .2489, 2437. .2499 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



20832 Seq. ID 

43459 Strand 

981 End 
OJ991007_16.0110.C24 .ol.gp Method 

1940 End 

2312423 Score 

1940.. 2022, 2108.. 2168, 2270 



OJ991007_16.0110.C24 

2594 
AAT/GAP 
2511 
483 



2341, 2430.. 2511 
4895190/gb|AAD32777.1|AC007661_14 2.0e-58 (AC007661) unknown 
protein [Arabidopsis thaliana] 



20833 Seq. ID 

4 34 60 Strand 

1 End . 

OJ991007_16.0110.C25.ol.np Method 

1 End 

4895190 Score 



OJ991007_16.0110.C25 

2485 
AAT/NAP 
2485 
233 



1..57, 433. .505, 599. .685, 2287. .2376, 2453. .2485 
(AC007661) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991007 16.0110.C25 



20833 
43460 
1 

OJ991007_16. 0110. C25. ol.gp 
433 

2312423 
433. .505, 599. .690 

4895190/gb|AAD32777.1|AC007661_14 2.0e-58 (AC007661) unknown 
protein [Arabidopsis thaliana] 



2485 
AAT/GAP 
690 
266 



20833 
43460 



Seq. ID 
Strand 



OJ991007 16.0110.C25 



21112 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons- 



OJ991007_16.0110.C25.ol.gs 

437 

none 



End 

Method 

End 

Score 



2485 
GENSCAN 
2485 
.8 



437.. 505, 599.-685, 2287.. 2376, 2453.-2485 



20833 . Seq. ID 
43461 Strand 
2515 End 
OJ991007_16.0110.C25.ol.tm Method 
418 End 
none Score 



OJ991007_16.0110.C25 
2824 

TBLASTX: Maize 

2515 

76 



418. .495, 437. .505, 438. .506, 597. .689, 599. .685, 600. .686, 
2287. .2373, 2287. .2430, 2300. .2377, 2430. .2492, 2431. .2493, 
2447. .2515 



Seq. No. 


20833 








bene ino . 


A ^A £1 
f± j fl D ± 








Start 


2515 








Name 


OJ991007 16, 


.0110 


.C25.o2 


.gp 


Start 


2515 








GI 


428973 








Exons 


2515. .2824 








Seq. No. 


20834 








Gene No. 


43462 








Start 


2181 








Name 


OJ991007 16. 


.0110 


.C26.ol 


.gs 


Start 


2181 








GI 


none 








Exons 


2181. .2309 








Seq. No. 


20834 








Gene No. 


43463 








Start 


3611 








Name 


OJ991007 16, 


.0110 


.C26.o2 


.gs 


Start 


3611 








GI 


none . 








Exons 


3611. .3760, 


4130 


. .4267 




Seq. No. 


20834 








Gene No. 


43464 








Start 


5823 








Name 


OJ991007 16. 


.0110 


.C26.o3 


.gs 


Start 


5823 








GI 


none 








Exons 


5823. .5890, 


8492 


. .8603, 


928 



End 

Method 
End 
Score 

.9462, 1055 
10955. .11246, 11339. .11689, 11783. .11986 



Seq. ID OJ991007_16. 0110.C25 
Strand 

End 2824 

Method AAT/GAP 

End 2824 

Score 572 



Seq. ID OJ991007_16.0110.C26 

Strand + 

End 2309 

Method GENSCAN 

End ' 2309 

Score .57 



Seq. ID OJ991007_16.0110.C26 

Strand + 

End 42 67 

Method GENSCAN 

End 42 67 

Score .85 



Seq. ID OJ991007_16.0110.C26 
Strand 

12480 
GENSCAN 
11986 
.9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20834 Seq. ID 

43464 Strand 

5823 End 

OJ991007_16 . 0110 . C26 . ol . np Method 

9801 End 

2088640 Score 



OJ991007_16.0110.C26 

12480 
AAT/NAP 
12480 
49 



9801. .9829, 11433. .11689,. 11791. .11896, 12324. .12480 
(AF002109) unknown protein [Arabidopsis thaliana] 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20834 
43464 
5823 

OJ991007_16 . 0110 . C26 . o2 . tm 

10806 

none 



Seq. ID OJ991007_16.0110.C26 
Strand 

End 12480 

Method TBLASTX : Mai ze 

End 11132 

Score 64 



10806. .10859, 10808. .10861, 10959 .. 11090, 10960 11091 , 
11086. .11106, 11094.. 11132 



20834 
43464 
5823 

OJ991007_16.0110.C26.ol.tm 

11432 

none 



Seq. ID OJ991007_16.0110.C26 
Strand 

End 12480 

Method TBLASTX: Maize 

End 11950 

Score 4 9 



11432. .11686, 11499. .11540, 11607 .. 11687 , 11805 .. 11822, 
11816. .11950 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . . 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991007_16.0110.C2-6 
Strand 

End 12480 

Method AAT/GAP 

End 12030 

Score 483 



20834 
43464 
5823 

OJ991007_16.0110.C26.ol.gp 
11762 

uC-osflM202080h07bl 
11762.. 12030 

■4895190/gb|AAD32777.1|AC007661_14 2.0e-58 (AC007661) unknown 
protein [Arabidopsis thaliana] ' 



Seq. ID OJ991007_16.0110.C27 

Strand + 

End 617 

Method GENSCAN 

End 617 

Score . 67 



20835 
43465 
37 

OJ991007_16.0110.C27.ol.gs 
37 

none 

37. .366, 495. .617 

20835 
43466 
2111 

OJ991007_16.0110.C27..o2.gs 
2111 
none 

2111. .2159, 3000. .3149, 3206. .3336, 3406. .3441, 4377. .5141, 
5217.. 5381, 5535. .5630 



Seq. ID OJ991007_16.0110.C27 

Strand .+ 

End ' , 5630 

Method GENSCAN 

End 5630 

Score .79 



Seq. ID OJ991027_17.0118.C1 
Strand 

End ■ 2036 
Method AAT/GAP 
End 1758 
Score 1012 
1..78, 164. .326, 946. .995, 1208. .1321, 1608. .1758 
, 5923675/gb|AAD56326.1|AC009326_13 3.0e-63 (AC009326) putative 
mRNA capping enzyme, RNA guanylyltransf erase [Arabidopsis 
thaliana] ' 



20836 
43467 
1 

OJ991027_17.0118.Cl.ol.gp 
1 

48727 1.R1084 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20836 
43467 * 
1 

OJ991027_17.0118.Cl.ol.np 
1 

5923675 



Seq. ID OJ991027_17J0118.C1 
Strand 

End 2036 

Method AAT/NAP 

End 1991 

Score 589 



1..74, 148. .326, 1188. .1315, 1584. .1814, 1890. .1991 

(AC009326) putative mRNA capping enzyme, RNA guanylyltransf erase 

[Arabidopsis thaliana] 



20836 
43467 
1 

OJ991027_17.0118.Cl.ol.tw 
1 

none 



Seq. . ID OJ991027_17.0118.C1 
Strand 

End 2036 

Method TBLASTX : Wheat 

End 338 

Score 85 



1..60, 1..78, 164. .337, 165. .329, 167. .334, 174. .338 



20836 
43467 
1 

OJ991027_17.0118.Cl.ol.ts 
4 

none 



Seq. ID OJ991027_17.0118.C1 
Strand 

End 2036 

Method TBLASTX : Soybean 

End 1802 

Score 4 4 



4 . .72, 19. .54, i64..337, 165. .329, 183. .344, 184 - . 330, . 185 . . 337, 
945. .992, 946. .993, 1214. .1336, 1222. .1293, 1632. .1802, 
1675. .1785 



Seq. No. 
Gene No. 
Start 
Name 
Start 
'GI 

Exons 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20836 
43467 
1 

OJ991027_17.0118.Cl.ol.gs 

164 

none 



Seq. ID OJ991027_17.0118.C1 
Strand 

End 2036 

Method GENSCAN . 

End 2027 

Score .8 



164. .326, 946. .995, 1208. .1321, 1608. .1814, 1890. .2027 



20836 
43467 
1- 

OJ991027_17.0118.Cl.ol.tm 

169 

none 



Seq. ID OJ991027_17.0118.C1 
Strand 

End 2036 

Method TBLASTX: Maize 

End 2036 

Score 230 



169. .327, 170. .337, 171. .329, 175. .330, 946.-996, 948. .995, 
1171. .1326, 1172. .1324, 1612. .1716, 1614. .1718, 1689. .1718, 
1711.. 1815, 1713.. 1817, 1713.. 1814, 1715.. 1831, 1869.. 2036, 
1890. .1988, 1891. .2025 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20836 
43467 
1 

OJ991027_17.0118.Cl.ol.tc 

272 

none 



Seq. ID OJ991027_17.0118.C1 
Strand 

End 2036 

Method TBLASTX : Cress 

End 1790 

Score 78 

272. .337, 273. .329, 945. .992, 946. .993, 1214. .1312, 1585..17'88, 
1611. .1790- 



Seq. No. 



20837 



Seq. ID OJ991027_17.0118.C2 
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bene ino . 


43468 Strand 




Start 


423 End 


1906 


Name 


OJ991027 17.0118.C2.ol.gs • Method 


.GENSCAN 


Start 


423 -V End 


1894 


GI 


none Score 


.87 


Exons 


423. .557, 632. .715, 999. .1150, 1266. .1401, 1778. .1894 


Seq. No. 


20837 Seq. ID 


OJ991027_17.0118.C2 


Gene No. 


43468 Strand 




Start 


423 End 


1906 


Name 


OJ991027 17.0118.C2.ol.np Method 


AAT/NAP 


Start 


443 End 


1906 


GI 


5923675 Score 


347 


Exons 


443.-557, 632. .715, 999. .1150, 1275. .1401, 1778. .1906 


GI Descrip. 


(AC009326) putative mRNA capping enzyme, RNA guanylyltransf erase 




[Arabidopsis thaliana] 




Seq. No. 


20837 Seq. ID 


OJ991027_17.0118.C2 


Gene No. 


43468 Strand 




Start 


423 * End 


1906 


Name 


OJ991027 17.0118.C2.ol.tm Method 


TBLASTX: Maize 


Start 


4 91 End 


1903 


GI 


none Score 


93 


Exons 


491. .559, 495. .563, 495. .557, 629. .718 


, 637. .714, 657. .716, 




990. .1151, 993. .1148, 995. .1150, 1000. 


.1152, 1046. .1153, 




1264. .1287, 1293. .1418, 1308. .1418, 1778. .1867, 1853. .1903 


Seq. No. 


20838 Seq. ID 


OJ991027_17.0118.C3 


uene ino ■ 


43469 Strand 


+ 


Start 


54 End 


1482 


Name 


OJ991027 17.0118.C3.ol.gs Method 


GENSCAN 


Start 


54 End 


1482 


GI 


none Score 


.76 


Exons 


54. .217, 1096. .1196, 1434. .1482 




Seq. No. 


20839 Seq. ID 


OJ991027_17.0118.C4 


Gene No. 


43470 Strand 


+ 


Cf art- 


1 End 


1395 


Name 


OJ991027 17.0118.C4.ol.np Method 


AAT/NAP 


Start 


1 End " 


1395 


GI 


2213591 Score 


173 


Exons 


1..35, 241. .657, 1316. .1395 




GI Descrip. 


(AC000348) T7N9.11 [Arabidopsis thaliana] 


Seq. No. 


20839 Seq. ID 


OJ991027 17. 0118. C4 


Gene No. 


43470 Strand 


+ 


Start 


1 End 


1395 


Name 


OJ991027 17.0118.C4.ol.tm Method 


TBLASTX: Maize 


Start . 


1 End" 


1153 


GI 


none Score 


203 


Exons 


1..216, 6. .215, 17. .217, 218. .241, 878 


..1009, 896. .1009, 




898. .1014, 898. .1014, 1003. .1128, 1004 


..1129, 1015. .1125, 




1020. .1127, 1130. .1153 




Seq. No. 


20839 Seq. ID 


OJ991027_17.0118.C4 


Gene No. 


43470 Strand 


+ 


Start 


1 End 


1395 
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Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991027_17 . 01 18 . C4 . o2 . np Method 
157 End 
2213591 Score 
157. .657, 1316.. 1395 

(AC000348) T7N9.11 [Arabidopsis thaliana] 



AAT/NAP 
1395 
173 



20839 
43470 
1 

OJ991027_17.0118.C4.ol.gs 

161 

none 



Seq. ID OJ991027_17.0118.C4 

Strand + 

End 1395 

Method GENSCAN 

End 1231 

Score .44 



161. .319, 335. .631, 651. .737, 1121. .1231 



20839 
43470 
1 

OJ991027_17.0118.C4.ol.ts 

229 

none 



Seq. ID OJ991027_17.0118.C4 

Strand + 

End 1395 

Method TBLASTX : Soybean 

End 1321 

Score 60 

229. .324, 245. .409, 247. .333, 464. .523, 1141. .1236, 1157. .1321, 
1159. .1242 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20839 
-43470 
l' 

OJ991027_17.0118.C4.ol.tc 

245 

none 



Seq. ID OJ991027_17.0118.C4 

Strand + 

End 1395 

Method TBLASTX : Cress 

End 1321 

Score 170 



245. .409, 247. .333, 473. .598, 478. .597, 1157. .1321, 1159. .1242 



20840 
43471 
807 

OJ991027_17.0118.C5.ol.gs 

807 

none 



Seq, ID OJ991027_17.0118.C5 

Strand + 

End 3415 

Method GENSCAN 

End 1836 

Score .61 



807. .899, 1204. .1404, 1420. .1836 



20840 
43471 
807 

OJ991027_17.0118.C5.ol.np 
1252 
2213591 
1252. .1683, 3366. .3415 

(AC000348) T7N9.11 [Arabidopsis thaliana] 



Seq. ID OJ991027_17.0118.C5 
Strand + 

3415 
AAT/NAP 
3415 
252 



End 

Method 

End 

Score 



20840 
43472 
2011 

OJ991027_17.0118.C5.ol.tm 
16 

none 



Seq. ID OJ991027_17.0118.C5 
Strand 

End 5445 

Method TBLASTX: Maize 

End 4837 

Score 100 



16. .123, 17. .124, 20. .124, 131. .172, 136. .210, 162. .227, 
175. .222, 1999. .2082, 2000. .2092, 2012. .2083, 2062. .2193, 
2075. .2203, 2090. .2254, 2194. .2292, 2199. .2297, 3207. .3290, 
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3211. .3294, 3212. .3304, 3298. .3402, 3298. .3405, 3299. .3415, 

3303.. 3476, 3413. .3499, 3417.. 3509, 3418.. 3498, 3989.. 4018, 

4011. .4070, 4109- .4189, 4190. .4297, 4202. .4294, 4767. .4832, 

4772. .4837, 4783.-4836, 4784. .4837 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



20840 Seq. ID 

43472 Strand 

2011 End 

OJ991027_17.0118.C5.o2.ts Method 

16 End 

none Score 



OJ991027_17.0118.C5 
5445 

TBLASTX: Soybean 

4294 

38 



16. .123, 136. .189, 162. .227, 2050. .2193, 2072. .2110, 2163. .2207, 
2199. .2297, 2212. .2292, 3253. .3405, 3418. .3498, 3422. .3487, 
4115. .4189, 4202. .4294 



20840 
43472 
2011 

OJ991027_17.0118.C5.ol.tc 

1273 

none 



Seq. ID OJ991027_17.0118.C5 
Strand 
End 

Method 
End 
Score 



5445 

TBLASTX: Cress 

1683 

218 ' 



1273. .1494, 1320.. 1430, 1558.. 1683, 1563. .1682 



20840 
43472 
2011 

OJ991027_17.0118.C5.o2.tm 

1273 

none 

1273.. 1491, 1296.. 1424 

20840 
43472 
2011 

OJ991027_17.0118.C5.ol.ts 

1282 

none 

1282.. 1494, 1549.. 1608 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



20840 
43472 
2011 

OJ991027_17.0118.C5.o2.np 

2011 

3776559 



OJ991027_17.0118.C5 
5445 

TBLASTX: Maize 

1491 

241 



OJ991027_17.0118.C5 
5445 

TBLASTX : Soybean 

1608 

213 



OJ991027 17. 0118. C5 



Seq. ID 
Strand 

End 5445 
Method AAT/NAP 
End 5445 
Score 135 
2011. .2157, 4136. .4288, 5351. .5445 

(AC005388) Strong similarity to gene F14J9.26 gi 1 3482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



20840 Seq. ID 

43472 Strand 

2011 End 

OJ991027_17.0118.C5.o3.gs Method 

4396 End 

none Score 



OJ991027_17.0118.C5 

5445 
GENSCAN 
5360 
.78 
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Exons 



4396.-4455, 5280.. 5360 



Seq. No. . 20841 Seq. ID 

Gene No. 43473 Strand 

Start 1 End 

Name OJ991027_17 . 0118 . C6 . ol . np Method 

Start 1 End 

GI 4680179 Score 

Exons 1..1502 

GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ991027_17.0118.C6 
+ 

1505 
AAT/NAP 
1502 
2246 



Seq. No. 


20841 


Seq. ID 


OJ991027 17.0118. 


Gene No. 


43473 


Strand 


+ 


Start 


1 


End 


1505 


Name 


OJ991027 17.0118.C6.ol.gs 


Method 


GENSCAN 


Start 


108 


End 


1505 


GI 


none 


Score 


.92 


Exons 


108. .527, 711. .1505 






Seq. No. 


20841 


Seq. ID 


OJ991027_17.0118. 


Gene No. 


43474 


Strand 


+ 


Start 


3222 


End 


3656 


Name 


OJ991027 17.0118.C6.ol.gp 


Method 


AAT/GAP 


Start 


3222 


End 


3656 


GI 


2428185 


Score 


702 


Exons 


3222. .3656 






GI Descrip. 


5852170/emb|AL117265.1 IOST17804 1.0e-177 Oryza sativa 




indica (GLA4) genomic DNA, 


chromosome 4 


, BAC clone :tl7804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20841 
43475 
4973 

OJ991027_17.0118.C6.o2.np 
4973 
4512231 
4973. .5769 

(AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ991027_17.0118.C6 



Strand 
End 

Method 

End 

Score 



+ 

5769 
AAT/NAP 
5769 
1263 



20841 
43476 
5993 

OJ991027_17.0118.C6.o3.np 
5993 
4680179 
5993.. 7057, 7085.. 8305 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991027_17.0118.C6' 
Strand + 

8305 
AAT/NAP 
8305 
2366 



End 

Method 

End 

Score 



Seq. No. 20841 Seq. ID 

Gene No. 43477 Strand 

Start 2191 End 

Name OJ991027_17 . 0118 . C6 . o2 . tw Method 

Start 3 . End 

GI none Score 
Exons " 3.. 491, 140.. 487 



OJ991027_17.0118.C6 
4199 

TBLASTX: Wheat 

491 

590 



Seq. No. 20841 Seq. ID OJ991027_17 . 0118 . C6 

Gene No. 43477 Strand 
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Start 


2191 






End 


4199 




Name 


OJ991027 


17. 0118. C6. 


ol.tc 


Method 


TBLASTX: Cress 




Start . 


189 






End 


515 




GI 


none 






Score 


87 




Exons 


189. .371, 


372. .515, 


374. .514 








Seq. No. 


20841 






Seq. ID 


OJ991027_17.0118 


.C6 


Gene No. 


A *3 A 1 1 






btrana 






Start 


2191 






End 


4199 




Name 


OJ991027 


17. 0118. C6. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


290 






End 


539 




GI 


none 






Score 


298 




Exons 


290. .538, 


291. .539, 


291. .539 








Seq. No. 


20841 






Seq. ID 


OJ991027_17.0118 


.C6 


Gene No. 


A O A "7 1 

4J4 / / 






btrana 






Start 


2191 






End 


419? 




Name 


OJ991027 


17. 0118. C6. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


338 






End 


629 




GI 


none 






Score 


402 




Exons 


338. .625, 


339. .629, 


471. .626 








Seq. No. 


20841 • 






Seq. ID 


OJ991027_17.0118 


.C6 


Gene No. 


4J4 / / 






btrana 






Start 


2191 






End 


4199 




Name 


OJ991027 


17. 0118. C6. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


498 






End 


1124 




GI 


none 






Score 


696 




Exons 


498. .1124 


, 554.. 1003 








Seq. No. 


20841 






Seq. ID 


OJ991027_17.0118 


.C6 


Gene No. 


A *D A ^ "7 
4 J4 / / 






Strand 






Start 


2191 






End 


4199 




Name 


OJ991027 


17. 0118. C6. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


677 






End 


1262 




GI 


none 






Score 


229 




Exons 


677. .832, 


678. .839, 


836. .997, 


837.. 1262, 1052.. 1261 




Seq. No. 


20841 






Seq. ID 


OJ991027_17.0118 


.C6 


Gene No. 


43477 






Strand 






Start 


2191 






End 


4199 




Name 


OJ991027 


17.0118-C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start . 


1124 






End 


1457 




GI 


none 






Score 


307 




Exons 


1124. .1405, 1125. .1457 









Seq. No. 


20841 




Seq. ID 


OJ991027 


Gene No. 


43477 




Strand 




Start 


2191 




End 


4199 


Name 


OJ991027 17 


.0118.C6.o2.gs " 


Method 


GEN SCAN 


Start 


2191 




End 


4199 


GI 


none 




Score 


.74 


Exons 


2191. .2764, 


3826.. 3944, 4185. 


.4199 




Seq. No. 


20841 




Seq. ID 


. OJ991027 


Gene No. 


43478 




Strand 




Start 


6208 




End 


6406 



21120 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991027_17. 

6208 

none 

6208. .6405, 

20841 
43479 
6455 

OJ991027_17, 

6455 

none 

6455. .6652, 

20841 
43479 
6455 

OJ991027_17. 

6458 

none 

6458. .6763 



0118.C6.o7.tw 



6218.. 6406, 6224. 



0118.C6.o5.tw 



6458. .6808 



0118.C6.o4.tm 



Method 
End 
Score 
.6406 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand- 
End 

Method 

End 

Score 



TBLASTX: Wheat 

6406 

200 



OJ991027_17.0118.C6 
6808 

TBLASTX: Wheat 

6808 

300 



OJ991027_17.0118.C6 
6808 

TBLASTX: Maize 

6763 

230 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 



20841 
43480 
7142 

OJ991027JL7. 

7142 

none 

7142. .7495 

20841 
43481 
7624 

OJ991027_17, 

7624 

none 

7624. .8064, 

20841 
43481 
7624 

OJ991027_17. 

7661 

none 

7661. .7975 



0118.C6.o6.tw 



0118.C6.o3. tw 



7625.. 8107, 7661. 



0118.C6.o3.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_17.0118.C6 
7495 

TBLASTX: Wheat 

7495 

244 



Seq. ID OJ991027_17.0118.C6 
Strand 

8305 

TBLASTX: Wheat 
8107 
529 



End 

Method 
End 
Score 
.8104 



Seq. ID OJ991027_17.0118.C6 
Strand 

End 8305 

Method TBLASTX : Soybean 

End * 7975 

Score 192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



20841 
43481 
7624 

OJ991027_17. 

7690 

none 

7690. .8127, 

20841 
43481 
7624 

OJ991027 17, 



0118.C6.o3.tm 



7694. ,8161 



0118.C6.o2.ts 



Seq. ID OJ991027_17.0118.C6 
Strand 

End 8305 

Method TBLASTX : Mai ze 

End 8161 

Score 385 



Seq. ID OJ991027_17.0118.C6 
Strand 

End 8305 

Method TBLASTX : Soybean ■ 



21121 



Start 
GI 

Exons 



8048 End 8305 

none Score 57 

8048.. 8080, 8048.. 8080, 8084.. 8305, 8087.. 8227, 8200.. 8304 



Seq. No. 20841 

Gene No. 43481 

Start 7624 

Name OJ991027_17 . 0118 .C6.08 . tw 

Start 8156 

GI none 

Exons 8156.. 8305, 8197.. 8295 

Seq. No. 20842 

Gene No. 43482 

Start 501 

Name OJ991027_17 . 0118 . C7 . ol . gs 

Start 501 

GI none 
Exons 



Seq. ID OJ991027_17.0118.C6 
Strand 

End 8305 

Method TBLASTX : Wheat 

End 8305 

Score 196 



Seq. ID OJ991027_17.0118.C7 



Strand 
End 

Method 

End 

Score 



+ 

12625 
GENSCAN 
7203 
.61 



501.. 1638, 2595.-2835, 2896.. 2918, 3143.. 3166, 4707.. 4921, 
5195.. 5392, 5432. .5876, 6240. .6270, 6542.. 6696, 6803.. 7203 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20842 
43482 
501 

OJ991027_17.0118.C7.o3.np 
768 

4544372 



Seq. ID OJ991027_17.0118.C7 

Strand + 

End 12625 

Method AAT/NAP 

End 7182 

Score 146 



768. .796, 1534. .1580, 6755. .7182 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 


20842 


Seq. ID 


OJ991027_ 


JL7.011E 


J.C7 


Gene No. 


43482 


Strand 


+ 






Start 


501 


End 


12625 






Name 


OJ991027 17.0118.C7.ol.np 


Method 


AAT/NAP 






Start 


2605 


End 


12625 






GI 


5852175 


Score 


227 






Exons 


2605. .2835, -.3118. .3166, 3737 


..3844, 6898. .6999, 


12587. . 


12625 


GI Descrip. 


(AL117265) zhb0005.1 [Oryza 


sativa] 








Seq. No. 


20842 


Seq. ID 


OJ991027 


_17.011E 


J.C7 


Gene No. 


43482 


Strand 


+ 






Start • 


501 


End 


12625 






Name 


OJ991027 17.0118.C7.ol.gp 


Method 


AAT/GAP 






Start 


2637 


End 


3370 






GI 


101153 1.R1084 


Score 


588 






Exons 


2637.. 2835, 3143.. 3370 










GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 1 . Oe- 


115 Oryza 


sativa 





indica (GLA4 ) genomic DNA, - chromosome 4, BAC clone : 1 17804 1 



Seq. No. 20842 Seq. ID OJ991027_ 

Gene No. 43482 Strand + 

Start 501 End 12625 

Name OJ991027_17 . 0118 . C7 . o2 . gp Method AAT/GAP 

Start 3389 End 3818 

GI 2428185 Score . 813 

Exons 3389.. 3818 



17. 0118. C7 



21122 




GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 1.0e-177 Oryza sativa 

indica (GLA4) genomic DNA, chromosome 4, BAC clone :t 17804 



C a. rr KF r\ 

oeq . iNO. 








O.TQQ1 071 17 011ft CI 


Gene No. 


43483 




Strand 




Start 


4341 




End 


4649 


Name 


OJ991027 17.0118.C7.o3. 


gp 


Method 


AAT/GAP 


Start 


4341 




End 


4649 


GI 


61605 3.R1084 




Score 


461 


Exons 


4341. .4649 








GI Descrip. 


' 1402920/emb | CAA66965 | 


2.0e- 


20 (X98321) 


peroxidase [Arabid 




f ha 1 i ana 1 1 








Seq. No. 


20842 




Seq. ID 


OJ991027_17.0118.C7 


Gene No. 


43484 




Strand 


- 


Start 


7561 




End 


12625 


Name 


OJ991027 17.0118.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


6766 




End 


7167 


GI 


none 




Score 


217 


Exons 


£7 £6 71 67 £Qfifi 71 ^ 








Seq. No. 


20842 




Seq. ID 


OJ991027_17.0118.C7 


Gene No. 


43484 




Strand 


- 


Start 


7561 




End 


12625 


Name 


OJ991027 17.0118.C7.ol. 


ts . 


Method' 


TBLASTX: Soybean 


Start 


6943 




End 


7188 


GI 


none 




Score 


235 


Exons 


6943. .7188, 6954. .7109, 


7152 


. .7184 




Seq. No. 


20842 




Seq. ID 


OJ991027_17.0118.C7 


Gene No. 


43484 




Strand 




Start 


7561 




End 


12625 


Name 


OJ991027 17.0118.C7.o2. 


gs 


Method 


GENSCAN 


Start 


7561 




End 


12535 


GI - 


none 




Score 


.77 


Exons 


7561. .8199, 8672. .9013, 


9089 


..9114, 9226..9399, 9920. .9972 




10849. .10922, 12410.. 12535 






Seq. No. 


20842 




Seq. ID 


OJ991027_17.0118.C7 


Gene No. 


43484 




Strand 




Start 


7561 




End 


12625 


Name 


OJ991027 17.0118.C7.o4. 


np 


Method 


AAT/NAP 


Start 


11248 




End 


12625 


GI 


6907086 




Score 


588 


Exons '' r 


11248. .11417, 11498. .11670, 


11804. .11847, 12070. .12304, 




12365. .12625 










(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


20843 




Seq. ID 


OJ991027_17.0118.C8 


Gene No. 


43485 




Strand 


+ 


Start 


20 




End 


2225 


Name 


OJ991027 17.0118.C8.ol. 


gs 


Method 


GENSCAN 


Start 


20 




End 


1919 


GI 


none 




Score 


1 


Exons 


20. .170, 1846. .1919 








Seq. No. 


20843 




Seq. ID 


OJ991027_17.0118.C8 



21123 



Gene No. 43485 Strand + 

Start 20 End 2225 

Name OJ991027JL7 . 0118 . C8 . ol . gp Method AAT/GAP 

Start 1711 End 2225 

GI 38782_1.R1084 Score 810 

Exons 1711.. 2225 

GI Descrip. * 6069643/dbj | AP000616. 1 1 AP000616 0..0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone: P0514G12 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20843 Seq. ID 

43486 Strand 

3361 End 

OJ991027_17 . 0118 . C8 . o2 . gs Method 

3361 End 

none Score 



OJ991027_17.0118.C8 
+ 

6181 
GENSCAN 
5369 
.52 



3361. .3474, 4113. .4155, 4490. .4748, 5069. .5369 



20843 Seq. ID 

43486 Strand 
3361 • End 
OJ991027_17.0118.C8.o3.np Method 
3864 End 
3249064 Score 
3864. .4138 

(AC004473) Strong similarity to trehalose-6-phosphate synthase 
homolog gb 12245136 from A. thaliana chromosome 4 contig 
gb|Z97344. [Arabidopsis thaliana] 



OJ991027_17.0118.C8 
+ 

6181 
AAT/NAP 
4138 
78 



17. 0118. C8 



20843 . - Seq. ID OJ991027_ 

43486 Strand + 

3361 End 6181 

OJ991027_17 . 0118 . C8 . o4 . np Method AAT/NAP 

5265 End 6181 

2144183 Score 79 

5265.. 5379, 6113.. 6181 

DNA-directed RNA polymerase (EC 2.7.7.6) chain III - Ecotype 
Columbia gi 11184686 (U35049) RNA polymerase 1(A) and III(C) 14 
kDa" subunit [Arabidopsis thaliana] gi 11184688 (U35050) 
Arabidopsis thaliana RNA polymerase 1(A) and 'III (C) 14 kDa 
subunit [Arabidopsis thaliana] gi | 3980382 | gb | AAC95185 . 1 1 
(AC004561) DNA-directed RNA polymerase 14 kDa subunit (AtRPAC14) 
[Arabidopsis tha 



Seq. No. 


20843 


Seq. ID 


OJ991027 


Gene No. 


43487 


Strand 




Start 


1 


End 


1339 


Name 


OJ991027 


17.0118.C8.ol.np Method 


AAT/NAP 


Start 


1 


End 


1339 


GI 


6907088 


Score 


904 


Exons 


1..292, 7 


89. .1026, 1202. .1339 




GI Descrip. 


(AP001129 


) hypothetical protein [Oryza 


sativa] 


Seq. No. 


20843 


Seq. ID 


OJ991027 


Gene No. 


43488 


Strand 




Start 


2798 


End 


5475 


Name 


OJ991027 


17 . 0118 . C8 . o2 . np Method 


AAT/NAP 


Start 


2798 


End 


5475 



17. 0118. C8 



21124 



GI 3776559 Score 79 

Exons 2798.. 3053, 5297.. 5475 

GI Descrip. (AC005388). Strong similarity to gene F14J9.26 gi I 3482933 cdc2 
protein kinase homolog from A. thaliana BAC gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 20843 Seq. ID 

Gene No. 43489 Strand 

Start 5965 End 

Name OJ991027_17 . 0118 . C8 . o3 . gs Method 

Start 5965 End 

GI none Score 

Exons 5965.. 6032 



OJ991027_17.0118.C8 

6032 
GENSCAN 
6032 
.61 



Seq. No. 


20844 


Seq. ID 


OJ991027_17.0118.C9 


Gene No. 


43490 


Strand 




Start 


300 


End 


3876 


Name 


OJ991027 17.0118.C9.ol.np 


Method 


AAT/NAP 


Start 


300 


End 


3766 


GI 


4234852 


Score 


2131 


Exons 


300.. 3556, 3590.. 3766 






GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 


Seq. No. 


20844 


Seq. ID 


OJ991027_17.0118.C9 


Gene No. 


43490 


Strand 




Start 


300 


End 


3876 


Name 


OJ991027 17-0118. C9.o2.tw 


Method 


TBLASTX : Wheat 


btart 


351 '-■ 


End 


747 


GI 


none 


Score 


81 


Exons 


351. .566, 574. .747, 575. .715 






Seq. No. 


20844 


Seq. ID 


OJ991027_17.0118.C9 


Gene No. 


43490 


Strand 




Start 


300 


End 


3876 


Name • 


OJ991027 17.0118.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


835 


End 


1089 


•GI 


none •■ 


• Score 


94 


Exons 


835. .1089, 836;. -955 • 






Seq. No. 


20844 


^ ' c 
Seq?' ID 


OJ991027_17.0118.C9 


Gene No. 


43490 


Strand 




Start 


300 


End 


3876 


Name 


OJ991027 17.0118.C9.ol.tw 


Method 


TBLASTX: Wheat 


Start 


895 


End 


1679 


GI 


none 


Score 


57 


Exons 


895. .1101, 899. .1093, 1034.. 


1270, 1080. 


.1262, 1080. .1298, 




1305. .1388, 1380.. 1475, 1394 


..1483, 1400. .1483, 1479. .1601 




1489. .1602, 1598. .1678, 1598 


..1678, 1599.. 1679 


Seq. No. 


20844 


Seq. ID 


OJ991027_17.0118.C9 


Gene No. 


43490 


Strand 




Start 


300 


End 


3876 


Name 


OJ991027 17.0118.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1452 


End 


1799 


GI 


none 


Score 


63 



Exons 1452.. 1577, 1477.. 1602, 1482.. 1601, 1598.. 1660, 1691.. 1798, 



21125 




1707. .1799 



•Seq. No. 


20844 






Seq. ID 


OJ991027 


_17.0118.C9 


Gene No. 


43490 






Strand 


- 




Start 


300 






End 


3876 




Name 


OJ991027 17 


.0118.C9.o3.tm 


Method 


TBLASTX:] 


Maize 


Start 


1500 






End 


1799 




GI 


none 






Score 


67 




Exons 


1500. .1601, 


1598 


..1798, 1605 


. .1799 






Seq. No. 


20844 






Seq. ID 


OJ991027 


__17.0118.C9 


Gene No. 


43490 






Strand 


- 




Start 


300 






End 


3876 




Name 


OJ991027 17 


.0118 


.C9.ol.gs 


Method 


GENSCAN 




Start 


1870 






End 


3760 




GI 


none 






Score 


.5 




Exons 


1870. .2221, 


3069 


. .3760 








Czaz-T Ha 


20844 






Seq. ID 


OJ991027 


17 0118 C9 


Gene No. 


43490 






Strand 






Start 


300 






End 


3876 




Name 


OJ991027 17 


.0118, 


.C9.ol.gp 


Method 


AAT/GAP 




Start 


2573 






End 


3133 




GI 


uC-osflcyp006a!0bl 


Score 


777 




Exons 


2573. .2811, 


2919, 


. .3133 








GI Descrip. 


'4234846 7. 


0e-13 


(AF082130) 


gag-pol polyprotein 


[Zea mays] 1 




20844 






Seq. ID 


OJ991027 


17 m i ft pq 


Gene No. 


43490 






Strand 






Start 


300 






End 


3876 




Name 


OJ991027 17 


.0118 


.C9.ol.tm 


Method 


TBLASTX : 1 


Maize 


Start 


2734 






End 


3673 




GI 


none 






Score 


66 




Exons 


2734. .2814, 


2753, 


..2815, 2920 


..3012, 3071. .3349, 


3095. .3673, 




3105. .3551 












O C7 . 1»U • 


20844 






Seq. ID 


OJ991027 


17 0118 C9 


Gene No. 


43490 <, 






Strand 






Start ... 


300 






End . 


3876 




Name 


OJ991027 17 


.0118, 


.C9.o2.gp 


Method 


AAT/GAP 




Start 


3365 






End 


3876 ' 




GI 


uC-osflM202052c07bl 


Score 


991 




Exons 


3365. .3876 












GI Descrip. 


•4234848 1. 


0e-12 


(AF082131) 


gag-pol polyprotein 


[Zea mays] ' 


Seq. No. 


20845 






Seq. ID 


OJ991027 


_17. 0118. C10 


Gene No. 


43491 






Strand 


+ 




Start 


1026 






End 


2924 




Name ' 


OJ991027 17 


.0118. 


.C10.ol.gs 


Method 


GENSCAN 




Start 


1026 






End 


2924 




GI 


none 






Score 


.63 • 




Exons 


1026. .1178, 


1661, 


..1799, 2800 


..2924 






Seq. No. 


20845 






Seq. ID 


OJ991027 


_17. 0118. C10 


Gene No. 


43492 






Strand 






Start 


3004 






End 


8322 




Name 


OJ991027 17 


.0118, 


■C10.ol.gp 


Method 


AAT/GAP 





21126 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3004 End 4610 

17054JL.R1084 Score 1520 

3004.. 358*9, 4315,. 4441, 4531.. 4610 

, 4567310/gb|AAD23721.1|AC005956_10 8.0e-12 (AC005956) unknown 
protein [Arabidopsis thaliana] ' 



"20845 
43492 
3004 

OJ991027_17. 0118. C10. o2 , 

3150 

none 

3150.. 3236, 3151.. 3237, 
3237. .3269, 3241. .3276, 
3419. .3466, 3538. .3588, 
4317. .4445, 4330. .4446, 
4532. .4645 



tm 



3156. 
3315. 
3540. 
4 4 62. 



Seq. ID OJ991027_17. 0118. C10 
Strand 

End 8322 

Method TBLASTX : Mai ze 

End 4 645 

Score 112 

.3245, 3158. .3241, 3229. .3276, 
.3377, 3317.. 3352, 3418.. 3492, 
.3587, 4298. .4450, 4309. .4455, 
.4608, 4530. .4631, 4532.. 4606, 





Seq. No. 


20845 








Seq. ID 


OJ991027JL7. 0118. C10 




Gene No. 


43492 








Strand 






Start 


3004 








End 


8322 




Name 


OJ991027 17 


.0118 


.ClO.ol 


np - 


Method 


AAT/NAP 




Start 


3419 








End 


6576 




GI. 


4567310 








Score 


94 




Exons 


3419. .3589, 


4315 


. .4428, 


4551. 


.4606, 6520. .6576 




GI Descrip. 


(AC005956) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


20845 








Seq. ID 


OJ991027_17. 0118. C10 




Gene No. 


43492 








Strand 




■I 11 


Start 


3004 








End 


8322 


: 3 
( : 3 


Name 


OJ991027 17 


.0118 


.C10.o2 


gs 


Method 


GEN SCAN 




Start 


3441 








End 


8322 


\ If 


GI 


none 








Score 


.67 




Exons 


3441. .3589, 


4315 


. .4441, 


4531. 


.4606, 5141.. 5686, 5703.. 5845, 






6248. .6369, 


6483 


. .6560, 


8247. 


.8322 




i 

"A 


Seq. No. 


20845 








Seq. ID 


OJ991027_17. 0118. C10 




Gene No. 


43493 








Strand 






Start 


• 9566 ' . 








End 


10276 . - •;;>■ - 




Name 


OJ991027 17 


.0118 


.ClO.ol 


tm 


Method 


TBLASTX: Maize 




Start 


9566 








End 


10276 


r "I 


. GI 


none 








Score 


44 




Exons . 


9566. .9610, 


9578 


. .9757, 


9579. 


.9740, 9612.. 9836, 9630.. 9797, 






9633. .9788, 


9633 


. .9785, 


9636. 


.9791, 9670. .9789, 9684. .9782, 






9738. .9830, 


9739 


. .9837, 


9812. 


.9973, 9814.. 9972, 9833.. 9985, 






9833. .9985, 


9835 


. .9963, 


9836. 


.9970, 9836.. 9970, 9836.-9883, 



9845. .10003, 9862. .9996, 9868. .9972, 988 1 .. 10003, -9912 9950, 
9929.. 10153, 9995.. 10102, 10006 .. 10107 , 10011 .. 10139, 
10020. .10160, 10026. .10103, 10029 .. 10121 , 10139 .. 1027 6, 
10143. .10271, 10166.. 10258 



Seq. No. 20846 Seq. ID OJ991027_17 . 0118 .C12 

Gene No. 43494 Strand 

Start 1473 End 1717 

Name OJ991027_17 . 0118 . CI 2 . ol . gs Method GENSCAN 

Start 1473 End 1717 

GI none Score . 6 



21127 



Exons 



1473.. 1543, 1672.. 1717 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20846 Seq. ID OJ991027_17 . 0118 . C12 

43495 Strand 

3715 End 4000 

OJ991027_17 . 0118 . C12 . ol . gp Method AAT/GAP 

3715 End 4000 

2798151 Score 189 

3715.. 3829, 3962.. 4000 

5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 20847 Seq. ID 

Gene No. 434 96 Strand 

Start 1 End 

Name OJ991027_17 .0118 . C13 . ol . np Method 

Start 1 End 

GI 2565010 Score 

Exons 1..36, 1119.. 1675 

GI Descrip. (AC002983) putative microf ibril-associated protein [Arabidopsis 
thaliana] gi 13377811 (AF076275) contains similarity to ATP 
synthase B/B ' (Pfam: ATP-synt_B . hmm, score: 11.71) [Arabidopsis 
thaliana] 



OJ991027_17.0118.C13 
+ 

1750 
AAT/NAP 
1675 
150 



Seq. No. 20847 

Gene No. 43496 

Start 1 

Name OJ991027_17 . 0118 . C13 . ol . gs 

Start 154 

GI none 
Exons 



Seq. ID OJ991027_17.0118.C13 

Strand + 

End 1750 

Method GENSCAN 

End 1042 

Score .72 



154. .307, 540. .682, 865. .917, 982. .1042 



TU Seq. No. 


20847 








Seq. ID 


OJ991027 


_17 


.0118 


-C13 


Gene No. 


43496 








Strand 


■f 








i!3 • start 


1 








End 


1750 








Ci Name 


OJ991027 17. 


0118. C13 


.o2 


.gs 


Method 


GENSCAN 








Start 


1481 








End 


1750 










none 








Score 


.91 








hi ' Exons > 


1481. .1750 


















! sa J 

; ! =l Seq. No. 


20848 








Seq. ID 


OJ991027_ 


_17 


.0118 


.C14 


Gene No. 


43497 








Strand . 


+ 








Start 


590 








End 


713 








Name 


OJ991027 17. 


0118. C14 


.ol 


.gs 


Method 


GENSCAN 








Start 


590 






End 


713 








GI 


none 








Score 


.49 








Exons 


590. .713 


















Seq. No. 


20849 








Seq. ID 


OJ991027_ 


_17 


.0118 


.C15 


Gene No. 


43498 








Strand 










Start 


22 








End 


591 








Name 


OJ991027 17. 


0118. C15 


.ol 


. gs 


Method 


GENSCAN 








Start 


22 






En<jL v 


591 








GI 


none 








Score 


.66 








Exons 


22. .191, 453 


. .591 
















Seq. No. 


20850 








Seq. ID 


OJ991027_ 


_17 


.0118 


.C17 



21128 



Gene No. 43499 Strand 

Start 1 End 396 

Name OJ991027_17 . 0118 . C17 . ol . np Method AAT/NAP 

Start 1 End 396 

GI 3249064 Score 90 

Exons . 1. .26, 177. .396 

GI Descrip. (AC004473) Strong similarity to trehalose-6-phosphate synthase 
homolog gb 1 2245136 from A. thaliana chromosome 4 contig 
gb|Z97344. [Arabidopsis thaliana] 



Seq. No. 20850 

Gene No. 43499 

Start 1 

Name OJ991027_17 . 0118 . C17 . ol . gs 

Start 96 

GI none 

Exons 96.. 323 



Seq. ID OJ991027_17.0118.C17 
Strand 

End 396 

Method GEN SCAN 

End 323 . " 

Score .89 . . 



Seq. No. 20851 
Gene No. 43500 
Start 1 

Name OJ991027_17 . 0118 .C18 .ol .np 

Start 1 
GI 3249064 
Exons 1..282, 757.. 857 

GI Descrip^ (AC004473) Strong similarity to trehalose-6-phosphate synthase 
homolog gb 12245136 from A. thaliana chromosome 4 contig 
gb|Z97344. [Arabidopsis thaliana] 



Seq. ID OJ991027_17.0118.C18 
Strand 

6226 
AAT/NAP 
857 
92 



End 

Method 

End 

Score 



Seq. No. 20851 

Gene No. 43500 

Start - 1 

Name OJ991027_17 . 0118 . C18 . ol . gs 

Start 106 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991027_17.0118.C18 
Strand 

End 6226 

Method GENSCAN 

End 3684 

Score . 65 



106. .180, 946. .1001, 1049. .1146, 1638. .1815, 2622. .2681, 
2902.. 2972, 3328.-3395, 3550.. 3684 



20851 " . . 

43500 

1 

OJ991027_17 . 0118 . C18 . o2 . np 
880 

4584539 



Seq. ID . OJ991027_17.0118.C18 
Strand 

End 6226 
Method AAT/NAP 
End 6226 
Score 117 



880. .918, 1761. .1884, 3733. .4303, 6206. .6226 

(AL049608) extensin-like protein [Arabidopsis thaliana] 



20852 
43501 
396 

OJ991027_17.0118.C19.ol.tm 
1 

none 



Seq. ID OJ991027_17.0118.C19 
Strand 

End 1812 

Method TBLASTX : Mai ze 

End 717 

Score 61 



1..54, 2. .52, 357. .539, 394. .537, 395. .541, 395. .538, 617. .709, 
625.. 717 



Seq. No. 



20852 



Seq. ID OJ991027_17.0118.C19 



21129 






a ?sni 


OLI dilvJ. 








Start 


396 


End 


1812 






Name 


OJ991027 17.0118.C19.ol.gs 


Method 


GEN SCAN 






Start 


396 


End 


1812 






GI 


none 


Score 


.8 






Exons 


396.. 537, 1519.. 1593, 1732.. 


1812 








Seq. No. 


20853 


Seq. ID 


OJ991027 


_17.0118 


.C20 






Oil Cli LKJ. 








Start 


202 


End 


652 






Name 


OJ991027 17.0118.C20.ol.gs 


Method 


GENSCAN 






Start 


202 


End 


652 






GI . 


none 


Score 


.78 






Exons 


202. .304, 480. .652 










Seq. No. 


20853 


Seq. ID 


OJ991027 


_17.0118 


.C20 


Gene No. 


43503 


Strand 


+ 






Start 


13362 


End 


16818 






Name 


OJ991027 17.0118.C20.o3.np 


Method 


AAT/NAP 






Start 


13362 


End 


16818 






GI 


1814196 


Score 


33 






Exons 


13362. .13381, 15590 .. 15778, 


16783. .16818 






GI Descrip. 


(U39847) A013 ankyrin [Caenorhabditis 


elegans] 






Seq. No., 


20853 


Seq. ID 


OJ991027 


_17.0118 


.C20 


Gene No. 


43503 


- Strand 


+ 






Start 


13362 


End 


16818 






Name 


OJ991027 17.0118.C20.o2.np 


Method 


AAT/NAP 






oiai u 


14026 


End 


16387 






GI 


5922634 


Score 


89 






Exons 


14026. .14133, 16331. .16387 










GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gil 6016867 | dbj I BAA85210 . 1 | (AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


20853 


Seq. ID 


OJ991027 


J.7.0118 


.C20 


UCilC LN(J ■ 


43503 


Strand 


+ 






Start 


13362 


End . 


16818 






Name 


OJ991027 17.0118-C-20.64.gs 


Method 


GENSCAN 






Start 


14244 


End 


16602 






GI 


none 


Score 


.82 






Exons 


14244. .14423, 144 66 .. 14 615, 


15392. .15874, 16207 


. .16602 




Seq. No. 


20853 


Seq. ID 


OJ991027 


J.7.0118 


.C20 


Gene No. 


43504 


Strand 










2157 


End 


9429 






Name 


OJ991027 17.0118.C20.o2.gs 


Method 


GENSCAN 






Start 


2157 


End 


9429 






GI 


none 


Score 


.78 






Exons 


2157.. 2225, 3230. .3370, 3976 


..4175, 4267. .4386, 


4663. .5461, 




5648.. 6015, 6095.. 6305, 6503 


..6638, 8957. .9120, 


9322. .9429 


Seq. No. 


20853 


Seq. ID 


OJ991027 


J7.0118 


.C20 


Gene No. 


43504 


Strand 








Start 


2157 


End 


9429 






Name 


OJ991027 17.0118.C20.ol.np 


Method 


AAT/NAP 






Start 


3702 


End 


6305 







21130 




GI 6815107 " Score 1967 

Exons 3702.. 3883, 3976.. 4169, 4249.-4446, 4681.. 4894, 5012.. 6015, 

6095. .6305 

GI Descrip. (AP001081) Similar to Arabidopsis thaliana DNA chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No".* 


20853 




* 




Seq. ID 


OJ991027_17 . 0118 . C20 


Gene No. 


43505 








Strand 




Start 


11619 








End 


12634 


Name 


OJ991027_17 


.0118 


.C20.O4 


.tm 


Method 


TBLASTX: Maize 


OLail. 










End 


4495 


GI 


none 








Score 


185 


Exons 


4264. .4494, 


4268 


. .4495, 


4269. 


.4493," 4276. .4494 


Seq. No. 


20853 








Seq. ID 


OJ991027_17.0118.C20 


Gene No. 


43505 








Strand 




Start 


11619 








End 


12634 


Name 


OJ991027 17 


.0118 


.C20.o2 


.tm 


Method 


TBLASTX: Maize 




4 jUj 








End 


4948 


GI 


none 








Score 


82 


Exons 


4503. .4682, 


4505 


. .4681, 


4694. 


.4804, 4749. .4799, 4814. .4948, 




4815. .4919 












Seq. No. 


20853 








Seq. ID 


OJ991027_17.0118.C20 


Gene No. 


43505 








Strandv 


- 


Start 


11619 








End 


12634 


Name 


\Ju / LI 


ni i ft 


P9 fl ni 


LW 


Method 


TBLASTX: Wheat 


Start 


4928 








TTt-iH 

Jjiiu 




GI 


none 








Score 


273 


Exons 


4928. .5359 












Seq. No. 


20853 








Seq. ID 


OJ991027_17.0118.C20 


Gene No. 


43505 








Strand 




Start 


11619 








End 


12634 


Name 


O.TQQ1 097 1 7 
\JU z?y JLKJ f LI 


ni i ft 


P90 ni 


•J- m 
LIU 


Method 


TBLASTX: Maize 


Start 


4949 








End 


5380 


GI 


none 








Score 


113 


Exons 


, 4949.. 5380, 

■ • . .... , 


4977 


. .5372, 


5066. 


.5377 




Seq. No. 


20853 ^ ' 








Seq. ID 


-OJ991027_17.0118.C20 


Gene No. 


43505 








Strand 




Start 


11619 








End 


12634 


Name 


C\ TQQ1 097 1 7 
Uu L\j £. 1 LI 


ni i ft 

. U 1 L 0 


con ni 


ts 


Method 


TBLASTX : Soybean 


Start 


4967 








End 


5533 


GI 


none 








Score 


127 


Exons 


4967. .5533, 


5330 


. .5494 








Seq. No. 


20853 








Seq. ID 


OJ991027_17.0118.C20 


Gene No. 


43505 








Strand 




Start 


11619 








End 


12634 


Name 


OJ991027 17 


.0118 


.C20.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


5279 








End 


5620 


GI 


none 








Score 


64 


Exons 


5279. .5620, 


5365 


. .5559 








Seq. No. 


20853 








Seq. ID 


OJ991027_17.0118.C20 


Gene No. 


43505 








Strand 





21131 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11619 End 

OJ991027_17 . 0118 . C20 . o5 . tm Method 

5381 End 

none Score 
5381.. 5638, 5387.. 5650 



20853 
43505 • 
11619 

OJ991027_17. 
9649 



0118.C20.o3.tm 



none 

9649.-9723, 9691.. 9723, 97 
9780.. 9878, 9792.. 9905, 97 
9936.. 10073, 9943.. 10077, 
9955.. 10104, 9964.. 10116, 
9977.. 10159, 10056. .10148, 
10109. .10201, 10131.. 10202 
10140. .10289, 10146.. 10307 
10183. .10308, 10191.. 10340 
10228. .10254, 10338. .10364 



Seq. ID 
Strand 
End 

Method 
End 
Score 



12634 

TBLASTX: Maize 

5650 

103 



OJ991027 17.0118.C20 



12634 

TBLASTX: Maize 
10364 
49 

46. .9886, 9776. .9871, 9779. .9877, 
95. .9902, 9912. .10109, 9924. .10103, 
9946. .10071, 9947.. 10075, 9954.. 10118, 
9969. .10121, 9969.. 10112, 9973. .10119, 

10056. .10148, 10057. .10149, 
, 10132. .10209, 10137. .10328, 
, 10149. .10313, 10152. .10307, 
10197. .10340, 10198. .10341, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20853 
43505 
11619 

OJ991027_17.0118.C20.o3.gs 

11619 

none 



Seq. ID OJ991027_17.0118.C20 
Strand 

End 12634 

Method GENSCAN 

End 12634 

Score . 68 



11619. .11831, 11946. .12421, 12460.. 12634 



20854 Seq. ID 

43506 Strand 
1765 End 
OJ991027_17 . 0118 . C21 . ol . np Method 
1765 End 
81286 Score 
1765.. 2061 

extensin - Volyox carteri (fragment) gi | 21992 | emb I CAA4 6283 | 
(X65165) extensin [Volvox carteri] 



OJ991027_17.0118.C21 
+ 

2061 
AAT/NAP 
2061 
83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20855 Seq. ID 

43507 Strand 

5145 End 
OJ991027_17 . 0118 . C22 . o2 . gs Method 
5145 . End 

none Score 
5145. .5274 



OJ991027_17.0118.C22 

5274 
GENSCAN 
5274 
.54 



Seq. No. 20856 Seq. ID 

Gene No. 43508 Strand 

Start 1 End 

Name OJ991027_17 . 0118 . C23 . ol . np Method 

Start 1 End 

GI 5902444 Score 

Exons 1..87, 1156.. 1622 

GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



OJ991027_17.0118.C23 
+ 

3720 
AAT/NAP 
1622 
274 



21132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20856 
43508 
1 

OJ991027_17.0118.C23.ol.gs 
66 

none 



Seq. ID OJ991027_17.0118.C23 

Strand + 

End * 3720 

Method GENSCAN 

End 3720 

Score .53 



66. .229, 535. .721, 745. .909, 1156. .1269, 1348. .1488, 2351. .2519, 
2562.. 2612, 3572.. 3720 



Seq. No. 20856 

Gene No. 43509 

Start 4249 

Name OJ991027_17 . 0118 . C23 . o2 . gs 

Start 4249 

GI none 

Exons 4249.. 4260, 4308.. 4459 



Seq. ID OJ991027_17.0118.C23 
Strand 

End 4459 

Method GENSCAN 

End 4459 

Score .53 



Seq. No. 20857 

Gene No. 43510 

Start 506 

Name OJ991027_17 . 0118 .C24 .ol .gs 

Start 506 

GI none 

Exons 506. .560 



Seq. ID 0J991O27_17.O118.C24 

Strand + , 

End 5*60 

Method GENSCAN 

End 560 

Score .43 



Seq. No. '20858 

Gene No. 43511 

Start 155 

Name OJ991027_11 . 0119 . CI . ol . gs 

Start 155 

GI none 

Exons 155. .253 



Seq. ID OJ991027_11.0119.C1 
Strand 

End 253 

Method GENSCAN 

End 253 

Score .74 



Seq. No. 
Gene No. 
Start 
Name 

.Start' 
GI 

Exons 



20859 
43512 
328 

OJ991027_11.0119.C2.ol.gs 

328 

none 



Seq. ID OJ991027_11.0119.C2 
Strand 

End 7303 

Method GENSCAN 

End 7120 

Score .55 



328. .396, 716. .810," 1630. .1713, 2126. .2329, 2699. .3169, 
3467. .4946, 5035. .5222, 5390. .5546, 5832. .5883, 6067. .6272, 
6767.. 6869, 6983.. 7120 



Seq. No. 

Gene No. 

Start 

Name 

"Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



20859 
43512 
328 

OJ991027_11.0119.C2.ol.np 
3609 
6649097 
3609.. 4505 

(AF146275) resistance gene analog PIC27 [Oryza sativa] 



Seq. ID OJ991027_11.0119.C2 
Strand 

End 7303 

Method AAT/NAP 

End 4505 

Score 971 



20859 
43512 
328 

OJ991027_11.0119.C2.o2.tm 
3678 



Seq. ID OJ991027_11.0119.C2 
Strand 

End 7303 

Method TBLASTX : Mai ze 

End 4052 



21133 



GI 

Exons 



none 

3678. .4052 



Score 24 6 





20859 








Seq. ID 


OJ991027_11.0119.C2 


Gene No. 


43512 








Strand 




Start 


328 








End 


7303 


Name 


OJ991027 11. 


0119 


.C2.o3. 


ts 


Method 


TBLASTX: Soybean- 


Start 


3747 








End 


3971 


GI 


4397495 








Score 


199 


Exons 


3747. .3971 












GI Descrip. 


4234955 2.0e 


i-22 


(AF098971) NBS-LRR-like protein cD8 [Phaseoli 




vulgaris] 












Seq. No. 


20859 








Seq. ID 


OJ991027_11.0119.C2 


Gene No. 


43512 








Strand 




Start 


328 








End 


7303 


Name 


OJ991027 11. 


0119 


.C2.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


3795 








End 


4547 


GI 


none - 








Score 


68 


Exons 


'3795. .3881, 


3924 


. .4052, 


4077. . 


.4133, 4251. .4334, 4377. .4547, 




A A £Q A Ci"} Q 
H H DO . . H D J j 












Seq. No. 


20859 








Seq. ID 


OJ991027_11.0119.C2 


Gene No. 


43512 








Strand 




Start . 


328 








End 


7303 


Name 


OJ991027 11. 


0119 


.C2.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


3972 








End 


4515 


GI 


none 








Score 


63 


Exons 




a n £ s 

ft U D 0 


. . 4 Z Uo , 


A 1 O 1 


.4469, 4449. .4514, 4459. .4515 


Seq. No. 


20859 








Seq. ID 


OJ991027_11.0119.C2 


Gene No. 


43512 








Strand 




Start ■ 


328 








End 


7303 


Name 


OJ991027 11. 


0119 


.C2.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


4161 








End 


4526 


GI 


none 








Score 


133 


Exons 


4161 4 ^40 


A ^Kl 1 


. .4526 








Seq. No. 


20859 , 








Seq. ID ; 


OJ991027_11.0119.C2 


Gene No. 


43512 








Strand 




Start 


328 








End 


7303 


Name 


OJ991027 11. 


0119 


.C2.ol. 


gp 


Method . 


AAT/GAP 


Start 


4783 








End 


5247 


GI 


701907 








Score 


466 


Exons 


4783. .4925, 


5044 


. .5247 








Seq. No. 


20859 








Seq. ID 


OJ991027_11.0119.C2 


Gene No. 


43512 








Strand 




Start 


328 








End 


7303 


Name 


OJ991027 11. 


0119 


.C2.o2. 


gp 


Method 


AAT/GAP 


Start 


5903 








End 


7055 


GI 


1999 1.R1084 








Score 


999 


Exons 


5903. .6272, 


6767 


. .6869, 


6983. . 


,7055 




GI Descrip. 


, 133019/sp|P11874 |RL7_DICDI 1. 


,0e-33 60S RIBOSOMAL PROTEIN L7 



>gi_71122_pir R5D07 ribosomal protein L7 - slime mold 

(Dictyostelium discoideum) >gi_7357_emb_CAA33035_ (X14909) 
ribosomal protein L7 (AA 1-24 6) [Dictyostelium discoideum] ? 



21134 



Seq. No. 


20859 








Seq. ID 


OJ991027 


_11.0119.C2 


Gene No. 


43512 








Strand 






Start 


328 








End 


7303 




Name 






\*C. . Ol . 


LUl 


Method 


TBLASTX: 


Mai ze 


Start 


5908 








End 


7128 




GI 


none 








Score 


49 




Exons 


5908. .5982, 


5918. 


.5995, 


5978. 


.6010, 5986.. 6006, 


6006. .6050, 




6040. .6273, 


6051. 


.6278, 


6058. 


.6273, ,6751. . 6870, 


6761. .6874, 




6765. .6881, 


6768. 


, 6869, 


6962. 


.7114, 6968. .7114, 


6982. .7128, 




6982. .7128 














beq. no. 










Seq. ID 


OJ991027 


ii m i q r9 


Gene No. 


43512 








Strand 






Start 


328 








End 


7303 




Name 


OJ991027 11. 


0119. 


C2.o2; 


tc 


Method 


TBLASTX: 


Cress 


Start 


6055 








End 


6275 




GI 


none 








Score 


131 




Exons 


6055. .6273, 


6057. 


.6275 










Seq. No. 


20859 








Seq. ID 


OJ991027 


_11.0119.C2 


Gene No . 


/ "5 c i o 








Strand 






Start 


328 








End 


7303 




Name 


OJ991027 11. 


0119. 


C2.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


6055 








End 


7129 




GI 


none 








Score 


132 




Exons 


6055. .6270, 


6057. 


.6275, 


6761. 


.6874, 6819. . 6866, 


6819. .6881, 




6962. .7129, 


6982. 


.7110 










Seq. No. 


20859 








Seq. ID 


OJ991027 


_11.0119.C2 




43512 








Strand 






Start 


328 








End 


7303 




Name 


OJ991027 11. 


0119. 


C2.o2. 


np 


Method 


AAT/NAP 




Start 


6060 








End 


7303 




GI 


445613 








Score 


380 




Exons 


6060. .6272, 


6767. 


.6869, 


.6983. 


.7120, 7259. .7303 




GI Descrip. 


ribosomal protein 


L7 [Solanum 


tuberosum] 




Seq. No. 


20859 








Seqi ID 


OJ991027 


_11.0119.C2 


Gene No. 


43512 








Strand 






Start 


328 








End 


7303 




Name 


OJ991027 11. 


0119. 


C2.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6222 








End 


7167 




GI 


none 








Score 


83 




Exons 


6222. .6278, 


6751. 


.6876, 


6761. 


.6874, 6765. .6881, 


6771. .6881, 




6962. .7120, 


6973. 


.7167, 


6982. 


.7110 






Seq. No. 


20859 








Seq. ID 


OJ991027 


ii m i q co 


Gene No. 


43512 








Strand 






Start 


328 








End 


7303 




Name. 


OJ991027 11. 


0119. 


C2.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6761 








End 


7129 




GI 


none 








Score 


112 




Exons 


6761. .6874, 


6962. 


.7129, 


6982. 


.7110 






Seq. No. 


20859 








Seq. ID 


OJ991027 


_11.0119.C2 


Gene No. 


43512 








Strand 
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1 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



328 End 7303 

OJ991027_11 . 0119 . C2 . o3 . gp Method AAT/GAP 

6877 End 7303 

8707_1.R1084 Score 204 

6877.. 6896, 6978.. 7120, 7259.. 7303 

, 5852170/emb|AL117265. HOST17804 1.0e-50 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : tl7804 1 



Seq. No. 20860 

Gene No. 43513. 

Start 44 

Name OJ991027_11 . 0119 .C3 . ol . gs 

Start 44 

GI none 
Exons 



Seq. ID OJ991027_11.0119.C3 
Strand + 

6192 
GENSCAN 
6192 
.71 



End 

Method 
End 
Score 

44. .408, 420. .589, 616. .703, 829. .946, 1448. .1583, 1708. .1753, 
1829. .1936, 2129. .2228, 2322. .2467, 2562. .2653, 2767. .2861, 
3185. .3281, 3371.. 3514, 3735.. 3952, 4661.. 4787, 5727.. 5861, 
6089. .6192 





Seq. No. 


20860 


Seq. ID 


OJ991027_11.0119.C3 




Gene No. 


43513 


Strand 


+ 




Start 


44 


End 


6192 




Name 


OJ991027 11.0119.C3.o2.gp 


Method 


AAT/GAP 






636 


End . 


1892 




GI 


none 


Score 


589 


! r= 


Exons 


636. .658, 827. .946, 1448. . 


.1583, 1714.. 


1753, 1829.. 1892 


1: s 


Seq. No. 


20860 


Seq. ID 


OJ991027_11.0119.C3 


. -.£ 


Gene No. 


43513 


Strand 


+ 


.Li 


Start 


44 


End 


6192 


™; 


Name 


OJ991027 11.0119.C3.o2.np 


Method 


AAT/NAP 




Start 


1454 


End 


4158 




GI 


3212871 


Score 


1488 




Exons 


1454. .1613, 1720. .1753, 1829. .1936, 2129. .2228, 2322. .2467, 






2562. .2653, 2767. .2861, 3185. .3281, 3371. .3514, 3735. .3952, 


;. E 




4051. .4158 








GI Descrip. 


(AC004005) putative methionine aminopeptidase [Arabidopsis 






thaliana]- 








Seq. No. 


20860 


Seq. ID 


OJ991027_11.0119.C3 




Gene No. 


43513 


Strand 


+ 




Start 


44 


End 


6192 




Name 


OJ991027 11.0119.C3.o3.np 


Method 


AAT/NAP 




Start 


5677 


End 


5881 




GI 


3122724 


Score 


210 




Exons 


5677. .5881 








GI Descrip. 


60S RIBOSOMAL PROTEIN L38 


gi| 228900 9 |gb| AAB64338. 1 | (AC0023 






60S ribosomal protein L38 


[Arabidopsis 


thaliana] 




Seq. No. 


20860 


Seq. ID 


OJ991027_11.0119.C3 ' 




Gene No. 


43514 


- Strand 






Start 


1 


End 


268 




Name 


OJ991027 11.0119.C3.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


268 




GI 


8707 1.R1084 


Score 


'481 




Exons 


1. .268 








GI Descrip. 


, 5852170/emb|ALl 172 65.1 IOST17804 l.Oe- 


50 Oryza sativa 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t!7804 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027 11. 0119. C3 



20860 
43514 
1 

OJ991027_11.0119.C3.ol.np 
1 

6503287 
1. .189 

(AC011713) Strong similarity to gi 1445613 ribosomal protein L7 
from Solanum tuberosum. [Arabidopsis thaliana] 



268 

AAT/NAP 

189 

109 



20860 
43515 
1826 

OJ991027_11.0119.C3.ol.tc 

1826 

none 



Seq. ID OJ991027_11.0119.C3 
Strand 

End 4167 

Method TBLASTX : Cress 

End 2863 

Score 155 



1826. .1936, 1827. .1937, 1829. .1945, 2130. .2231, 2136. .2231, 
2311. .2382, 2321. .2467, 2322. .2468, 2416. .2478, 2417. .2479, 
2562.. 2669, 2563.. 2670, 2569.. 2676, 2765.. 2863, 2766.. 2861 



20860 
43515 
1826 

OJ991027_11.0119.C3.ol.ts 
1826 



Seq. ID OJ991027_11.0119.C3 
Strand 

4167 

TBLASTX : Soybean 
2867 
151 



.End 
Method 
End 

none Score 
1826. .1948, 1827. .1937, 2130. .2231, 2130. .2231, 2306. .2413, 
2322.. 2390, 2390.. 2467, 2391.. 2468, 2562.. 2669, 2563.. 2670, 
2563.. 2670, 2765.. 2863, 2766.. 2861, 2769.. 2867 



Seq. No. 
Gene No. 
Start „ 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20860 
43515 
1826 

OJ991027_11. 
1829 
none 
1829. 
2136. 
2563. 
2803. 
3369. 
3734. 



.1948., 
.2231, 
.2679, 
.2868, 
.3515, 
.3952, 



0119.C3.ol.tm 



1830. 
2321. 
2765. 
3049. 
3370. 
3734. 



.1937, 1831. 

.2467, 2322. 

.2863, 2766. 

.3117, 3184. 

.3516, 3374. 

.3952, 4047. 



Seq. ID OJ991027_11.0119.C3 
Strand 

End 4167 

Method TBLASTX : Maize 

End 4167 

Score 1B7 

.1938, 2130-. .2231, 2135.. 2245, 
.2468, 2562. .2654, 2563. .2670, 
.2861, 2769. .2867, 2770. .2862, 
.3279, 3185.. 3280, 3328.. 3510, 
.3526, 3727.. 3948, 3729.. 3944, 
.4166, 4048. .4167, 4050. .4163 

Seq. ID OJ991027_11.0119.C3 
Strand 

End 4167 

Method TBLASTX: Cress . 

End 3789 

Score 50 



20860 
43515 
1826 

OJ991027_11.0119.C3.o3.tc 
3250 
none 

3250. .3279, 3251. .3280, 3369. .3515, 3370. .3516, 3727. .3789, 
3734.. 3787 



Seq. No. 
Gene No. 
Start 



20860 
43515 
1826 



Seq. ID 

Strand 

End 



OJ991027 11. 0119. C3 



4167 
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Name 


OJ991027 11 


.0119. 


C3.o2. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3408 








End 


3892 




GI 


none 








Score 


101 




Exons 


3408. .3509, 


3412. 


.3516, 


3412. 


.3504, 3414.. 3515, 


3727. .3828, 




3734. .3829, 


3823. 


.3891, 


3827. 


.3892 






Seq. No. 


20860 








Seq. ID 


OJ991027 


_11.0119.C3 


Gene No. 


4 3515 








Strand 






Start 


1826 








End 


4167 




Name 


OJ991027 11 


.0119. 


C3.o2. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3790 








End 


4161 




GI 


none 








Score 


204 




Exons 


3790. .3966, 


3794. 


.3958, 


3814. 


.3966, 4036.. 4161, 


4050. .4160 


Seq. No. 


20860 








Seq. ID 


OJ991027 


_11.0119.C3 


Gene No. 


43516 








Strand 






Start 


5679 








End 


6824 




Name 


OJ991027 11 


.0119. 


C3.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


5679 








End 


6823 




GI 


none 








Score 


67 




Exons 


5679. .5717, 


5680. 


.5730, 


5724. 


.5822, 5725.. 5820, 


5726. .5857, 




5727. .5822, 


5822. 


.5866, 


6704. 


.6823, 6750.. 6803, 


6751. . 6801 


Seq. No. 


20860 








Seq. ID 


OJ991027 


_11.0119.C3 


Gene No. 


43516 








Strand 






Start 


5679 








End 


6824 




Name 


OJ991027 11 


.0119. 


C3.o4 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


5679 








End 


6803 




GI 


none 








Score 


67 




Exons 


5679.-5726, 


5680. 


.5730, 


5724. 


.5822, 5727.. 5804, 


5824. .5880, 




5825. .5866, 


6750. 


.6803, 


6751. 


.6801 






Seq. No. 


20860 








Seq. ID 


OJ991027 


_11.0119.C3 


Gene No. 


43516 








Strand 






Start 


5679 








End 


6824 




Name 


OJ991027 11 


.0119. 


C3.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5679 








End 


6824 




GI 


none 








Score 


67 




Exons 


5679. .5726, 


5680. 


.5730, 


5722. 


.5820, 5724^5831, 


5727.^5822, 




5815. .5865, 


5822. 


.5866, 


5823. 


.5876, 6750. ;*6824, 


6751. i 6801 


Seq. No. 


20860 








Seq. ID 


OJ991027 


_11.0119.C3 


Gene No. 


43516 








Strand 






Start 


5679 








End" 


6824 




Name 


OJ991027 11 


.0119. 


C3.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5679 








End 


6803 




GI 


none 








Score 


67 




Exons 


5679. .5726, 


5680. 


.5730, 


5722. 


.5811, 5724.. 5822, 


5727. .5825, 




5822. .5866, 


5824 . 


.5865, 


6750. 


.6803, 6751.. 6801 




Seq. No. 


20861 








-Seq. ID 


OJ991027 


_11.0119.C4 


Gene No. 


43517 








Strand 


+ 




Start ' 


3926 








End ■ 


12550 




Name 


OJ991027 11 


.0119. 


C4.o3. 


gs 


Method 


GENSCAN 




Start 


3926. 








End 


12526 




GI 


none 








Score 


.5 




Exons 


3926. .4049, 


6201. 


.6290, 


6667. 


.6842, 8104. .9018, 


9236. .9508, 
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9868.-9959, 11638. .12526 



oeq. wo. 


20861 


Seq. ID 


OJ991027 


_11.0119. 




Gene No. 


43517 


Strand 


+ 






Start 


3926 


End 


12550 






Name 


OJ991027 11.0119.C4 .ol.np 


Method 


AAT/NAP 






Start 


8071 


End 


12550 






GI 


3063465 


Score 


1134 






Exons 


8071. .9018, 9236. .9508, 9868. .9959, 11638 .. 12326, 12390. 


.12550 


GI Descrip. 


(AC003981) F22013.27 [Arabidopsis thaliana] 






Seq. No. 


20861 


Seq. ID 


OJ991027 


JL1.0119. 


C4 


Gene No. 


43518 


Strand 


+ 






Start 


14 630 


End 


17351 






Name 


OJ991027 11.0119.C4 .o2.np 


Method 


AAT/NAP 






Start 


14630 


End 


17339 






GI 


6691716 


Score 


2373 






Exons 


14630. .15547, 15617 .. 15865, 


15942. .16121, 16199 


. .16386, 






16461. .16562, 16712 16826, 


16900. .17339 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 








gi 166917 17 | db j |BAA89397.1| 


(AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


20861 


Seq. ID 


OJ991027 


JL1.0119. 


C4 


Gene No. 


43518 


Strand 


+ 






Start 


14630 


End 


17351 






Name 


OJ991027 11.0119.C4.o4.gs 


Method 


GENSCAN 






Start 


14630 


End 


17351 






GI 


none 


Score 


.95 






Exoris 


14630. .15514, 15571. .15664, 


15780. .16121, 16199 


. .16386, 






16461. .16650, 16722. .16826, 


16900. .17351 






Seq. No. 


20861 


Seq. ID 


OJ991027 


_11.0119. 


C4 


Gene No. 


43519 


Strand 


+ 






Start 


22792 


End 


23571 






Name 


OJ991027 11.0119.C4 .ol.gp 


Method 


AAT/GAP 






Start 


22792 


End 


23571 






GI 


none 


Score 


1400 






Exons 


22792. '.-23571 • 










Seq. IjJo. 


20861 


■ Seq. ID 


OJ991027_ 


J.1.0119. 


C4 


Gene No. 


43520 


Strand 


+ 






Start 


30518 


End 


30781 






Name 


OJ991027 11.0119.C4.o7.gs 


Method 


GENSCAN 






Start 


30518 


End , 


30781 






GI 


none 


Score 


.62 






Exons 


30518. .30563, 30605 .. 30726, 


30731. .30781 






Seq. No. 


20861 


Seq. ID 


OJ991027_ 


JL1.0119. 


C4 


Gene No. 


43521 


Strand 


+ 






Start 


31908 


End 


36548 






Name 


OJ991027 11.0119.C4.o8.gs 


Method 


GENSCAN 






Start 


31908 


End 


36548 






GI 


none 


Score 


.57 






Exons 


31908. .32338, 32666 .. 32782 , 


32895. .33003, 33073 


. .33261, 






33347. .33569, 33642 .. 337 60, 


33841. .34017, 34068 


. .34129, 






34234. .34495, 34588 .. 34695, 


34760. .348 


43, 34959 


. .34981, 





21139 



35039. .35421, 35485 .. 35717, 36106 .. 36329, 36512.. 36548 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20861 
43521 
31908 

OJ991027_ll.0119.C4.o6.np 

31969 

5441880 

31969. .31994, 32680 .. 32819, 
34234. .34495, 34568 .. 34812 , 



OJ991027_11.0119.C4 
+ 



Seq. ID 
Strand 

End 36548 
Method AAT/NAP 
End 35435 
Score 1015 
32928. .33261, 3384 1 .. 34 129, 
35226. .35435 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

20861 Seq. ID OJ991027_11 . 0119 . C4 

43521 " Strand + 

31908- End 36548 

OJ991027_11.0119.C4.o4.gp Method . AAT/GAP 

32934 End 35166 

LIB3433-020-P1-K1-A6 Score 698 

32934. .32977, 34789.. 35166 

, 5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



20861 Seq. ID 

43522 Strand 

2 End 

OJ991027_11.0119.C4.ol.gs Method 

2 End 

none Score 
2. .532 



OJ991027_11.0119.C4 
532 

GENSCAN 

532 

.99 



Seq. No. 20861 Seq. ID 

Gene No. 43523 Strand 

Start 1168 End 

Name OJ991027_11 . 0119 . C4 . o2 . gs Method 

Start 1168 End 

GI . none . Score 

Exons -1168.. 1625, 1665.. 204 3 :r 



OJ991027_11.0119.C4 

2043 
GENSCAN 
2043 
..73 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20861 
43524 
17681 

OJ991027_11.0119.C4 .o5.gs 
17681 
none 
17681 
24166 



OJ991027 11. 0119. C4 



Seq. ID 
Strand 

End 25228 
Method GENSCAN 
End 25192 
Score .49 
19681, 19799. .20762, 20859 22258 , 2334 5 .. 234 19, 
24214, 24339. .24388, 24474 24557, 24779. .25192 



20861 
43524 
17681 

OJ991027_11.0119.C4 .o3.np 

17717 

5922631 



Seq. ID OJ991027_11.0119.C4 



Strand 
End 

Method 

End 

Score 



25228 
AAT/NAP 
22374 
5692 



17717. .20244V" 20851. .21777, 21904 .. 22055 , 22098.. 22374 
(AP000492) ESTs C26347 (C12145) ,AU078074 (C12145) correspond to a 
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region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 | dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF04 9110) [Oryza sativ 



Seq. No. 20861 

Gene No. 43524 

Start 17681 

Name OJ991027_11 . 0119 . C4 . o4 . np 

Start 23050 

GI 2289010 

Exons 23050. .23166, 23345 
24474. .24557, 24779 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_11.0119.C4 

25228 
AAT/NAP 
24913 
528 



23419, 24166. 
24913 



.24214, 24339. .24388, 



GI Descrip. (AC002335) putative FKBP type peptidyl-prolyl cis-trans 
isomerase [Arabidopsis thaliana] 



Seq. No. 20861 Seq. ID 

Gene No. 43524 Strand 

Start 17681 End 

Name OJ991027_11 . 0119 . C4 . o2 . gp Method 

Start 23806 End 

GI 4001_3.R1084 Score 

Exons 23806. .24214, 24339.. 24394 

GI Descrip. '2289010 1.0e-10 (AC002335) t FKBP type peptidyl-prolyl cis-trans 

isomerase isolog [Arabidopsis thaliana] ' 



.OJ991027_11.0119.C4 

25228 
AAT/GAP 
24194 
848 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20861 Seq. ID 

43524 Strand 

17681 End 

OJ991027_11 . 0119 .C4 . o3 . gp Method 

24480 ■ End 

25062_1.R1084 Score 
24480. .24557, 24779.-25228 

'2289010 1.0e-17 (AC002335) FKBP type peptidyl-prolyl cis-trans 
isomerase isolog [Arabidopsis thaliana] 1 



OJ991027_11.0119.C4 

25228 
AAT/GAP 
25228 
997 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027 11; 0119. C4 



20861 
43525 
27079 

OJ991027_11.0119.C4.o5.np 
27079 
3033389 
27079. .27446, 27506. .29724 

(AC004238) putative disease resistance protein [Arabidopsis 
thaliana] 



29724 
AAT/NAP 
29724 
1198 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



20861 
43526 
37723 

OJ991027_11.0119.C4.o6.tm 

8058 

none 



Seq. ID OJ991027_11.0119.C4 
Strand 

End 37902 

Method TBLASTX: Maize 

End °" ■ 8250 

Score 139 



8058. .8237, 8058 .. 824 6, -8062 .. 8250 

20861 Seq. ID OJ991027_11 . 0119 . C4 
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Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43526 . 
37723 

OJ991027_11.0119.C4 .ol.tc 

8067 

none 

8067.. 8438, 8071.. 8439 

20861 
43526 
37723 

OJ991027_11.0119.C4 .o4.ts 

8070 

none 

8070.. 8186, 8071.. 8187, 8200, 

20861 
43526 
37723 

OJ991027_11.0119.C4 .o2.tm 

8575 

none 

8575.. 8652, 8577.. 8621, 8634. 
8814. .8867, 8847. .9011, 8848. 

20861 
43526 
37723 

OJ991027_11.0119.C4.o8.tm 

9235 
none 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.8331 

Seq. ID 

Strand 

End 

Method 

End 

Score 



37902 

TBLASTX: Cress 

8439 

538 



OJ991027_11.0119.C4 
37902 

TBLASTX : Soybean 

8331 

126 



OJ991027_11.0119.C4 
37902 

TBLASTX: Maize 

9018 

85 



,8816, 8635. .8817, 
,9018, 8848. .9018 



8806. .8868, 



Seq. ID OJ991027_11.0119.C4 



Strand 
End 

Method 

End 

Score 



37902 

TBLASTX: Maize 

11703 

52 



9235.. 9288, 9236.. 9340, 9296.. 9508, 9307.. 9510, 9382. ,9510, 
9865. .9954, 9867. .9965, 11635 .. 11703, 11642. .11701 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • . , 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20861 
43526 
37723 

OJ991027_11.0119.C4.o8.tw 

14750 

none 

14750. .15040 

20861 
43526 
37723 

OJ991027_11.0119.C4 .o3.tw 

17693 

none 

17693. .17824, 17816. . 18307, 
18198. .18287 

20861 
43526 
37723 

OJ991027_11.0119.C4 .o7.tm 

17732 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_11.0119.C4 
37902 

TBLASTX: Wheat 
1.504 0 

214 ; ■ •'- 



OJ991027_11.0119.C4 

37902 

TBLASTX: Wheat 

18307 

95 



18018. .18146, 18128. .18157, 



Seq. ID OJ991027_11.0119.C4 



Strand 
End 

Method 

End 

Score 



37902 

TBLASTX: Maize 

17995 

102 



17732. .17833, 17733 .. 17834, 178 13 .. 17 995 , 17814. .17939 
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Seq. No. 


20861 






Seq. ID 


OJ991027_11.0119 


.C4 


Gene No. 


43526 






Strand 






Start 


37723 






End 


37902 




Name 


OJ991027 11. 0119. C4 


.olO.tm 


Method 


TBLASTX: Maize 




Start 


18077 






End 


18350 




GI 


none 






Score 


58 




Exons 


18077. 


.18163, 18173 


. .18256, 


18186. .18260, 18251. .18349, 






18252. 


.18350 










Seq. No. 


20861 






Seq. ID 


OJ991027_11.0119 


.C4 


Gene No. 


43526 






Strand 






Start 


37723 






End 


37902 




Name 


OJ991027 11. 0119. C4 


. o4.tw 


Method 


TBLASTX: Wheat 




Start 


18420 






End 


18811 




GI 


none 






Score 


56 




Exons 


18420. 


.18467, 18422 


. .18613, 


18422. .18808, 184 98 .. 18800, 






18650. 


.18811 










Seq. No. 


20861 






Seq. ID 


OJ991027_11.0119 




Gene No. 


43526 






Strand 






Start 


37723 






End 


37902 




Name 


OJ991027 11. 0119. C4 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


18491 






End 


18814 




GI 


none 






Score 


251 




Exons 


18491. 


.18814, 18492 


. .18794 








Seq. No. 


20861 






Seq. ID 


OJ991027_11.0119 




Gene No. 


43526 






Strand 






Start 


37723 






End 


37902 




Name 


OJ991027 11. 0119. C4 


.ol2. tw 


Method 


TBLASTX: Wheat 




Start 


18812 






End 


19111 




GI 


none 






Score 


56 




Exons 


18812. 


.18910, 18837 


. .18923, 


18977. .19111 




Seq. No. 


20861 






Seq. ID 


OJ991027._11.0119 




Gene No. 


43526 






Strand 






Start 


37723 






End 


37902 




Name 


OJ991027 11. 0119. C4 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


19127 






End 


19549 




GI 


none 






Score 


232 




Exons 


19127. 


.19549, 19203 


. .19544 








Seq. No. 


20861 






Seq. ID 


OJ991027_11.0119 


. C4 


Gene No. 


43526 






Strand 






Start 


37723 






End 


37902 




Name 


OJ991027 11. 0119. C4 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


19170 






End 


19558 




GI 


none 






Score 


121 




Exons 


19170. 


.19418, 19172 


. .19414, 


19454. .19558, 19461.. 19550 




Seq. No. 


20861 






Seq. ID 


OJ991027_11.0119 


.C4 


Gene No. 


43526 






Strand 






Start 


37723 






End 


37902 




Name 


OJ991027 11. 0119. C4 


.oll.tm 


Method 


TBLASTX: Maize 




Start 


19223 






End 


19496 




GI 


none 






Score 


53 
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Exons 


19223. .19321, 19224 


. .19289, 


19325. .19495, 19326.. 19496 




Seq. No. 


20861 




Seq. ID 


OJ991027JL1.0119. 


C4 


Gene No. 


43526 




Strand 






Start 


37723 




End 


o "7 n n o 




Name 


OJ991027 11. 0119. C4 


. o5. tw 


Method 


TBLASTX : Wheat 




Start 


19586 




End 


o n r\ i a 
ZUU14 




GI 


none 




Score 


/lie 




Exons 


19586. .20014 










Seq. No. 


20861 




Seq. ID 


OJ991027_11.0119. 


C4 


Gene No. 


43526 




Strand 






Start 


37723 




End 


37902 




Name 


OJ991027 11. 0119. C4 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


19673 




End 


20117 




GI 


none 




Score 


140 




Exons 


19673. .19699, 19697 


. .19840, 


19859. .20116, 19862. .20116, 






19863. .20117 










Seq. No. 


20861 




Seq. ID 


OJ991027J.1.0119. 


C4 


Gene No. 


43526 




Strand 






Start 


37723 




End 


37902 




Name 


OJ991027 11. 0119. C4 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


19784 




End 


20185 




GI 


none 




Score 


44 




Exons 


19784. .20185, 19818 


. .199887 


20025. .20168 




Seq. No. 


20861 




Seq. ID 


OJ991027_11.0119. 


C4 


Gene No. 


43526 




Strand 






Start 


37723 




End 


37902 




Name 


OJ991027 11. 0119. C4 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


20060 




End 


31673 




GI 


none 




Score 


221 




Exons 


20060. .20479, 20061 


. .20477, 


31554. .31673 




Seq. No. 


20861 




Seq. ID 


OJ991027_11.0119. 


C4 


Gene No. 


43526 




Strand 






Start 


37723 




End. 


37902 




Name 


OJ991027 11. 0119. C4 


. o3. tm 


'Method 


TBLASTX : Maize- 




Start 


20348 




End 


'20705 




GI 


none 




Score 


197 




Exons 


20348. .20704, 20358 


. .20705 








Seq. No. 


20861 




Seq. ID 


OJ991027_11.0119. 


C4 


Gene No. 


43526 




Strand 






Start 


37723 




End 


37902 




Name 


OJ991027 11. 0119. C4 


. o5. ts 


Method 


TBLASTX : Soybean 




Start 


20429 




End 


20794 




GI 


none 




Score 


140 




Exons 


20429. .20563, 20570 


. .20794 








Seq. No. 


20861 




Seq. ID 


OJ991027_11.0119. 


C4 


Gene No. 


43526 




Strand 






Start 


37723 




End 


37902 




Name 


OJ991027 11. 0119. C4 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


20479 




End 


20713 




GI 


none 




Score 


120 
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Exons 



20479. .20643, 20480 20680, 20480 20713, 20481.. 20681 



Seq. No. 20861 

Gene No. 43526 

Start 37723 

Name OJ991027JL1 . 0119 . C4 . ol . tw 

Start 20714 

GI none 

Exons 20714. .21007, 20718 2087 9, 
21335.. 21511 



Seq. ID OJ991027_11.0119.C4 
Strand 

End " 37902 

Method TBLASTX : Wheat 

End 21511 

Score 117 
21054. .21290, 21056 2128 6, 



Seq. No. 20861 

Gene No. 43526 

Start 37723 

Name OJ991027_11 ..0119 .C4 . ol2 . tm 

Start 21026 

GI none 

Exons 21026. .21202, 21057.. 21203 

Seq. No. 20861 

Gene No. 43526 

Start 37723 

Name OJ991027JL1 . 0119. C4 . oil . tw 

Start 22001 

GI none 

Exons 22001.. 22321 



Seq. ID OJ991027_11.0119.C4 
Strand 

End 37902 

Method TBLASTX: Maize 

End 21203 

Score 106 



Seq. ID OJ991027_11.0119.C4 
Strand 

End 37902 

Method TBLASTX : Wheat 

End 22321 

Score 184 



Seq. No. 20861 
Gene No. 4 3526 

Start 37723 

Name OJ991027_11 . 011 9 . C4 . o9 . tm 

Start 23014 
GI none 

Exons 23014. .23166, 2304 7 .. 23160, 

23346. .23420, 2334 9.-23432, 
24164. .24220 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23339 

23350 



OJ991027 11. 0119. C4 



37902 

TBLASTX: Maize 
24220 
140 

23419, 23341. .23421, 
23421, 24163. .24216, 



Seq. No. 20861 Seq. ID 

Gene No. 43526 Strand 

Start 37723 End 

Name OJ991027_11 . 0119 . C4 . olO . tw Method 

Start 23056 End 

GI none Score 

Exons 23056. .23169, 23056 23169, 23339 

23352. .23432, 23353 .. 23436, 23354 



OJ991027 11. 0119. C4 



37902 

TBLASTX: Wheat 
23437 
116 

23419, 23349. .23420, 
23437 



Seq. No. 20861 
Gene No. 43526 
Start 37723 

Name OJ991027_11 . 0119 . C4 . o3 . tc 

Start 23056 
GI none 

Exons .23056. .23079, 23083 .. 23166, 

24163. .24216, 24164 24217, 
24464. .24550, 244 69 . .24558, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

23339 

24330 



OJ991027 11. 0119. C4 



37902 

TBLASTX: Cress 
24835 
81 

23419, 23346 
24362, 24341 



24471. .24566, 24776. 



23420, 
24388, 
24835 



Seq. No. 



20861 



Seq. ID OJ991027_11.0119.C4 



21145 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



43526 
37723 

OJ991027_11. 

27094 

none 

27094. .27189 
27178. .27441 
27241. .27441 
27241. .27453 
27251. .27430 
27253. .27441 
27571. .27711 
27592. .27708 
27-595. .27708 
27748. .28101 
27763. .28101 
28048. .28167 
28119. .28154 
28177. .28290 
28540. .28746 
28549. .28728 
28756. .29049 
28777. .28929 
28843. .28929 
29365. .29505 



0119.C4.o2.tc 



27115. 
27178. 
27241. 
27247. 
27251. 
27386. 
27571. 
27592. 
27610. 
27751. 
27874. 
28102. 
28144. 
28177. 
28546. 
28549. 
28771. 
28777. 
28870. 
29383. 



.27375 
.27426 
.27441 
.27441 
.27334 
.27442 
.27711 
.27708 
.27711 
.28086 
.28110 
.28167 
.28287 
.28305 
.28746 
.28728 
.29040 
.29040 
.29043 
.29535 



Strand 
End 

Method 
End 
Score 
27116. .272 



27178. 
27241. 
27250. 
27251. 
27562. 
27571. 
27595. 
27745. 
27760. 
27883. 
28111. 
28159. 
28180, 
28549, 
28555. 
28771. 
28783. 
29284 . 



.273 
.274 
.274 
.274 
.277 
.277 
.277 
.278 
.280 
.281 
.281 
.282 
.282 
.287 
.288 
.288 
.290 
.293 



37902 
TBLASTX 
29535 
52 

27127 
27178 
27241 
27250 
27251 
27562 
27592 
27595 
27745 
27760 
27976 
28114 
28177 
28528 
28549 
28588 
28777 
28783 
29299 



26 
72 
41 
44 
27 
08 
11 
11 
79 
95 
01 
70 
99 
90 
37 
03 
84 
43 
76 



Cress 



. .27441, 
. .27432, 
. .27441, 
. .27441, 
. .27433, 
. .27696, 
. .27708, 
. .27708, 
. .27942, 
. .27975, 
. .28161, 
. .28167, 
. .28314, 
. .28737, 
. .28746, 
. .28737, 
. .28884, 
. .28929, 
. .29376, 



Seq. No. 20861 Seq. ID 

Gene No. 43526 Strand 

Start 37723 End 

Name OJ991027_11 . 0119 . C4 . o5 . tm Method 

Start 27094 End 

GI none Score 



OJ991027_11.0119.C4 
37902 

TBLASTX: Maize 

29038 

97 



Exons 


27094. 


.27363, 


27241. 


.27441, 


27250. . 


27453, 


27367. 


.27441, 




27559. 


.27708, 


27571. 


.28095, 


27613. . 


27708, 


27742. 


.27993, 




27748. 


.28065, 


28015. 


.28107, 


28111. . 


28155, 


28153. 


.28269, 




28180. 


.28299, 


28225. 


.28299, 


28306. . 


28446, 


28540. 


.28635, 




28549. 


.28728, 


28756. 


.28884, 


28771. . 


28929, 


28777. 


.28929, 




28820. 


.29038 














Seq. No. 


20861 








Seq. 


ID OJ991027 


11.0119 


Gene No. 


43526 








Strand 






Start 


37723 








End 


37902 




Name 


OJ991027 11. 0119. C4. 


ol.ts 


Method TBLASTX : Soybean 


Start 


27115 








• End 


29493 




GI 


none 








Score 95 






Exons 


27115. 


.27441, 


27175. 


.27441, 


27175. . 


27417, 


27179. 


.27412, 




27241. 


.27441, 


27241. 


.27444, 


27244 . . 


27426, 


27247. 


.27444, 




27250. 


.27441, 


27250. 


.27426, 


27559. . 


28098, 


27559. 


.27708, 




27562. 


.27699, 


27562. 


.27711, 


27601. . 


27708, 


27613. 


.27708, 




27682. 


.27708, 


27745. 


.27960, 


27745. . 


27837, 


27745. 


.27927, 




27748. 


.28095, 


27751. 


.28014, 


27760. . 


28095, 


27904. 


.28095, 




28111. 


.28158, 


28153. 


.28299, 


28177. . 


28299, 


28549. 


.28740, 




28549. 


.28665, 


28549. 


.28797, 


28555. . 


28755, 


28555. 


.28755, 




28561. 


.28746, 


28591. 


.28737, 


28771. . 


28929, 


28777. 


.28929, 




28777. 


.28929, 


28783. 


.29037, 


28783. . 


28869, 


29284. 


.29376, 




29383. 


.29493 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20861 
43526 
37723 
OJ991027 
27130 
none 
27130. 
27760. 



11.0119.C4.o9.tw 



27444, 
28014, 



27143. 
27955. 



.27439, 
.28101, 



28975. .29061 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27571 

28549 



OJ991027 11. 0119. C4 



37902- 

TBLASTX: Wheat 
29061 
122 

27708, 27613. .27708, 
28737, 28768.-28923, 



Seq. No. 20861 Seq. ID OJ991027_11 . 0119 . C4 

Gene No. 43526 Strand 

Start 37723 End 37902 

Name OJ991027_11.0119.C4 .oS.gp Method AAT/GAP 

Start 37290 End 37347 

GI LIB3431-030-P1-N1-G8 Score 80 

Exons 37290.. 37347 

GI Descrip. » 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp 

japonica BAC clone 34K24, complete sequence 1 



Seq. No. 


20861 






Seq. ID 


OJ991027 


Gene No. 


43526 






Strand 




Start 


37723 






End 


37902 


Name 


OJ991027 11.0119, 


.C4.o9. 


gs 


Method 


GEN SCAN 


Start 


37723* 






'End 


37902 


GI 


none 






Score 


.95 


Exons 


37723. .37902 










Seq. No. 


20862 






Seq. ID 


OJ991027 


Gene No. 


43527 






Strand 


+ 


Start 


2607 






End 


7067 


Name 


OJ991027 11.0119, 


■C5.ol. 


gs 


Method 


GENSCAN 


Start 


2607 






End 


7067 


GI 


none 






Score 


.56 


Exons 


2607.. 2803, 2889, 


. .3075, 


3613. 


.3725, 5363.. 5560, 




6450. .7067 










Seq. No. 


20862 






Seq. ID 


OJ991027 


Gene No. 


43528 






Strand 




Start 


1011 






End 


2195 


Name 


OJ991027 11.0119, 


. CS.ol. 


np 


Method 


AAT/NAP 


Start 


1011 






End 


2195 


GI 


5042463 






Score 


179 


Exons 


1011.. 1141, 1193, 


. .1357, 


2019. 


.2195 




GI Descrip. 


(AC007789) unknown protein [Oryza sativa] 


Seq. No. 


20862 






Seq. ID 


OJ991027 


Gene No. 


43529 






Strand 




Start 


7655 






End 


7996 


Name 


OJ991027 11.0119. 


,C5.o2. 


gs 


Method 


GENSCAN 


Start 


7655 






End 


7996 


GI 


none 






Score 


1 


Exons 


7655. .7996 










Seq. No. 


20862 






Seq. ID 


OJ991027_ 


Gene No. 


43530 






Strand 




Start 


8423 






End 


13672 



6427 
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Name 

Start 

GI 

Exons 



OJ991027_11 . 0119 .C5 . o3 . gs Method GENSCAN 

8423 End 13672 

none . Score . 66 

8423. .8511, 8808. .8933, 8959.. 9154, 9219.. 9545, 9900.. 10072, 
10096. .10201, 10290. .10358, 10917 .. 11004, 11169 .. 11421, 
11878. .12023, 12663. .12742, 12793 .. 13044, 13598.. 13672 



Seq. No. 20862 Seq. ID OJ991027_11 . 0119 . C5 

Gene No. 43530 Strand 

Start 8423 End 13672 

Name OJ991027_11 . 0119 . C5 .o2 .np Method AAT/NAP 

Start 10064 End 11970 

GI 3947613 Score 128 

Exons 10064. .10201, 10290 .. 10358 , 10745 .. 10810, 10917 .. 11014 , 

11284. .11570, 11878. .11970 
GI Descrip. (AL023828) cDNA EST EMBL:M89008 comes from. this gene; cDNA EST 

yk282d3.5 comes from this gene [Caenorhabditis elegans] 



Seq. No. 20862 Seq. ID 

Gene No. 43530 Strand 

Start 8423 End 

Name OJ991027_11 . 0119.C5 .o3.np Method 

Start 10243 End 

GI 3947613 Score 

Exons 10243. .10358, 10745 

11878. .11985, 12789 

GI Descrip. 



OJ991027_11.0119.C5 

13672 
AAT/NAP 
13379 
128 



10810, 
12932, 



10917. .11014, 11284. .11570, 
13312. .13379 

(AL023828) cDNA EST EMBL:M89008 comes from this gene; cDNA EST 
yk282d3.5 comes from this gene [Caenorhabditis elegans] 



Seq. No. 20862 
Gene No. 43530 
Start 8423 

Name OJ991027_11 . 0119 .C5 .ol . tm 

Start 10935 
GI none 
Exons 10935. 

11171. 

11501. 

11862. 



,11006, 10935. 

,11323, 11276. 

,11572, 11515. 

,11993, 11875. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_11.0119.C5 
13672 

TBLASTX: Maize 

12856 

83 



,11003, 11115. .11255, 11169. .11222, 

,11326, 11306. .11422, 11325 11423, 

,11571, 11519. .11572, 11861 11995, 

;12003, 12794.. 12856 



Seq. No. 20863 - Seq. ID 

Gene No. 43531 Strand 

Start 455 End 

Name OJ991027_11 . 0119 .C6 . ol . gs Method 

Start 455 End 

GI none Score 

Exons 455.. 649, 689.. 879, 965.. 1030, 1118 



OJ991027_11.0119.C6 
+ 

6663 
GENSCAN 
5078 
.83 

1194, 1331. .1447, 



2017. .2182, 2466. .3211, 3265. .3351, 3483, 
4434. .4802, 4939. .5078 ' 



,3626, 4171. .4323, 



Seq. No. 20863 

Gene "No. 43531 

Start 455 

Name OJ991027_11 . 0119 . C6 . ol .np 

Start 2537 

GI 6730697 
Exons 



Seq. ID OJ991027_11.0119.C6 



Strand 
End 

Method 

End 

Score 



+ 

6663 
AAT/NAP 
6445 
1227 



2537. .2844, 2875. .2945, 2979. .3144, 3265. .3388, 3483. .3626, 
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GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4171. .4323, 4434. .4549, 4635. .4802, 6054.. 6445 

(AC011809) calcium-dependent protein kinase 1 [Arabidopsis 

thaliana] 



20863 
43531 
455 

OJ991027_11.0119.C6.ol.gp 
2886 

41344_1.R1084 

2886. .3144, 3265.. 3388, 3483. 
'1314711 7.0e-51 



Seq. ID OJ991027_11.0119.C6 

Strand + 

End 6663 

Method AAT/GAP 

End 4215 

Score 1046 
.3626, 4171. .4215 



(U54615) calcium-dependent protein kinase 
[Arabidopsis thaliana] >gi_3068712 (AF04 9236) calcium dependent 
protein kinase [Arabidopsis .thaliana] ' 



20863 Seq. ID 

43531 Strand 
455 End 
OJ991027_ll.0119.C6-o3.gp Method 
5815 End 
LIB3477-003-P1-K1-E9 Score 
5815. .5904 

'24 98586/sp|Q40638|MPOl_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ991027_11.0119.C6 
+ 

6663 
AAT/GAP 
5904 
94 



20863 Seq. ID 

43531 Strand 

455 End 

OJ991027_11 . 0119 . C6 . o2 . gs Method 

6042 End 

none Score 
6042. .6407 



OJ991027_11.0119.C6 
+ 

6663 
GEN SCAN 
6407 
.55 



Seq. No. 
Gene No. 
Start 
-Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20863 Seq. ID OJ991027_11 . 0119 . C6 

43531 Strand + 

455 End 6663 

,OJ991027_11.0119.C6.o4.gp ' Method AAT/GAP 
6168 . End 6663 

70186_1.R1084 Score 924 

6168. .6663 

, 5882721/gb|AAD55274.1|AC008263_5 9.0e-19 (AC008263) Strong 
similarity to gb_D21805 calcium-dependent protein kinase (CDPK) 
from Arabidopsis thaliana and contains a PF_00069 Eukaryotic 
protein kinase and 4 PF_00036 EF hand domains' 



20863 Seq. ID 

43532 Strand 
12615 End 
OJ991027_11.0119.C6.o8.gp Method 
12615 End 
2312418 Score 
12615. .12744 

3335347 9.0e-24 (AC004512) Contains similarity to ARI, RING 
finger protein gb_X98309 from Drosophila melanogaster . ESTs 
gb_T44383, gb_W43120, gb_N65868, gb_H36013, gb_AA042241, 
gb_T76869 and gb_AA042359 come from this gene. [Arabidopsis 



OJ991027_11.0119.C6 
+ 

1274 4 

AAT/GAP - 

12744 

202 
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thaliana] 



Seq. No. 20863 . 

Gene No. 43533 

Start 5316 

Name OJ991027_11 . 0119 . C6 . o2 . gp 

Start 5316 

GI LIB3432-059-P1-K1-D8 

Exons 5316.. 5344, 5419.. 5812 

GI Descrip. ' 5734616/dbj I AP000391 . 1 1 AP000391 0 
DNA, chromosome 6, clone : P0538C01 1 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991027_11.0119.C6 

5812 
AAT/GAP 
5812 
672 



Oe+00 Oryza sativa genomic 



Seq. No. 20863 

Gene No. 43534 

Start 6062 

Name OJ991027_11 . 0119 . C6 . ol . ts 

Start 2698 

GI none 
Exons 



Seq. ID OJ991027_11.0119.C6 
Strand 

End 23073 

Method TBLASTX : Soybean 

End 6392 

Score 137 



2698. .2841, 2709. .2846, 3016. .3156, 3016. .3087, 3024. .3140, 

3259.. 3390, 3267.. 3389, 3481.. 3630, 3482.. 3622, 4166.. 4318, 

4167. .4322, 4433. .4546, 4438. .4608, 4629. .4802, 6057. .6206, 

6222.. 6392, 6251.. 6337 



Seq. No. 


20863 










Seq. ID 


OJ991027 


_11.0119.C6 


Gene No. 


43534 










Strand 






Start 


6062 










End 


23073 




Name 


OJ991027 11 


.0119 


.C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2700 










End . 


6398 




GI 


none 










Score 


183 




Exons 


2700. . 


2831, 


2701 


. .2847, 


2719. 


.2847, 2980.. 3009, 


3016. .3159, 




3016. . 


3075, 


3024 


. .3140, 


3229. 


.3384, 3230.. 3385, 


3259. .3390, 




3261. . 


3389, 


3481 


. .3627, 


3482. 


.3628, 4169. .4318, 


4173. .4322, 




4175. . 


4321, 


4432 


. .4551, 


4433. 


.4549, 4634. .4747, 


4635. .4802, 




6030. . 


6227, 


6092 


. .6151, 


6210. 


.6398, 6227.. 6337 




Seq. No. 


20863 










Seq. ID 


OJ991027 


_11.0119.C6 


Gene No. 


43534 










Strand 






Start 


6062 










End 


23073 




Name 


OJ991027 11 


.0119 


.C6.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2710 










End 


6392 




GI 


none 










Score 


122 




Exons 


2710. . 


2841, 


2733 


. .2822, 


2893. 


.2919, 3016.. 3156, 


3259. .3390, 




3267. . 


3389, 


3481 


. .3630, 


3482. 


.3622, 4166.. 4321, 


4167. .4322, 




4432. . 


4575, 


4433 


. .4546, 


6057. 


.6209, 6222.. 6392, 


6251. .6337 


Seq. No. 


20863 










Seq. ID 


OJ991027 


_11.0119.C6 


Gene No. 


43534 










Strand 






Start 


6062 










End 


23073 




Name 


OJ991027 11 


.0119 


.C6.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


3055 










End 


3583 




GI 


none 










Score 


107 




Exons 


3055. . 


3159, 


3069 


. .3140, 


3259. 


.3390, 3261.. 3389, 


3481. .3582, 




3482. . 


3583 














Seq. No. 


20863 










Seq. ID 


OJ991027 


_11.0119.C6 


Gene No. 


43534 










Strand 






Start 


6062 










End 


23073 
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Name 


OJ991027 11. 


0119.C6.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3584 






End 


4322 


GI 


none 






Score 


77 


Exons 


3584. .3622, 


4166. .4321, 


4167. 


.4322 




Seq. No. 


20863 






Seq. ID 


OJ991027_11.0119.C6 


Gene No. 


43534 






Strand 




Start 


6062 






End 


23073 


Name 


OJ991027 11. 


0119.C6.o2. 


np 


Method 


AAT/NAP 


Start 


6062 






End 


13983 


GI 


3335347 






Score 


1374 


Exons 


6062. .6256, 


7230. .7501, 


8375. 


.8522, 8613.. 8706, 8804.. 8875, 



9004. .9051, 9665. .9754, 9964. .10054, 10143 10250 , 10995 .. 11083, 
11188. .11289, 11439. .11611, 11842 .. 11947 , 12058 .. 12172, 
12621. .12745, 13837 13983 - 
GI Descrip. (AC004512) Contains similarity to ARI, RING finger protein 
gb|X98309 from Drosophila melanogaster . ESTs gb|T44383, 
gb|W43120, gb|N65868, gb|H36013, gb|AA042241, gb|T76869 and 
gb|AA042359 come from this gene. [Arabidopsis thaliana] 



Seq. No. 


20863 




Seq. ID 


OJ991027 


_11.0119.C6 


Gene No. 


43534 




Strand 






Start 


6062 




End 


23073 




Name 


OJ991027 11.0119.C6.ol.tw Method 


TBLASTX: Wheat 


Start 


6072 




End 


6392 




GI 


none 




Score 


416 




Exons 


6072. 


.6329, 6092. 


.6154, 6195.. 6239, 6227.. 6328, 


6336. .6392 


Seq. No. 


20863 




Seq. ID 


OJ991027 


_11.0119.C6 


Gene No. 


43534 




Strand 






Start 


6062 




End 


23073 




Name 


OJ991027 11.0119. 


C6.o2.tm Method 


TBLASTX: 


Maize 


Start 


6900 




End 


11916 




GI 


none 




Score 


56 




Exons 


6900. 


.6956, 7084. 


.7125, 7084. .7116, 7216. .7431, 


7217. .7366, 




7355. 


.7393, 7408. 


.7503, 7427. .7504, 7444. .7548, 


8375. .8428, 




8377. 


.8427, 8457. 


.8525, 84S8..8523, 8459.. 8530, 


8590. .8709, 




8611. 


.8709, 8612. 


.8728, 8801. .8872, 8805. .8873, 


'8806. .8877, 




8998. 


.9051, 9008. 


.9052, 9665.-9754, 9668.. 9754, 


9964. .10068, 




9965. 


.10054, 9966 


i. .10076, 10142. .10243 


, 10143.. 


10250, 




10180 


..10254, 10976. .11092, 10993 .. 11103, 10994 


. .11104, 




10995 


..11108, 11188. .11292, 11189. .11290, 11190 


. .11294, 




11190 


..11300, 11431. .11619, 11438. .11572, 11439 


. .11612, 




11815 


..11916, 11840. .11914 






Seq. No. 


20863 




Seq. ID 


OJ991027 


_11.0119.C6 


Gene No. 


43534 




Strand 






Start 


6062 




End 


23073 




Name 


OJ991027 11.0119. 


C6.o5.gp Method 


AAT/GAP 




Start 


7236 




End 


11507 




GI 


44656 


1.R1084 


Score 


2135 




Exons 


7236." 


.7501, 8375. 


.8522, 8613. .8706, 8804.. 8875, 


9004. .9051, 




9665. 


.9754, 9964. 


.10054, 10143. .10250, 


10995. .11083, 




11188 


..11289, 11439.. 11507 







GI Descrip. f 3335347 1.0e-149 (AC004512) Contains similarity to ARI, RING 
finger protein gb_X98309 from Drosophila melanogaster. ESTs 
gb_T44383, gb_W43120, gb_N65868, gb_H36013, gb_AA042241, 
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gb_T76869 and gb_AA042359 come from this gene, 
thaliana] 1 



[Arabidopsis 



Seq. No. 20863 

Gene No. 43534 

Start 6062 

Name OJ991027_11 . 0119 . C6 . o3 . gs 

Start 7240 

GI none 
Exons 



Seq. ID OJ991027_11.0119.C6 
Strand 

End 23073 

Method GENSCAN 

End 23073 

Score . 62 



7240. .7501, 8375.-8522, 8613. .8706, 8804. .8875, 9004. .9051, 
9665. .9754, 9964. .10054, 10995 11083, 11439 .. 11611, 
11842. .11932, 12070. .12172, 12621 12742, 13837 .. 1424 9, 
17900. .18110, 18371. .18545, 19786 .. 19869, 22224 .. 22310, 
22925. .23073 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991027_11.0119.C6 
Strand 
End 

Method 
End 
Score 

8461. .8523, 84 62 8530, .8595 .. 8708 , 8611. .8751, 8612. .8749 



20863 
43534 
6062 

OJ991027_11.0119.C6.o3.tc 

8461 

none 



23073 

TBLASTX: Cress 

8751 

56 



20863 
43534 
6062 

OJ991027_11.0119.C6.o2.ts 
8485 
none 

8485.. 8523, 8486.. 8530, 8612 
8801.. 8869, 9665.. 9754, 9665 
9947.. 10054, 9964.. 10068, 10142 .. 1024 3, 10143 .. 10250, 
10143. .10250, 10976. .11092, 10977 .. 11081, 10994 .. 11086, 
11188. .11241, 11189. .11278, 11197 .. 11292, 11439.. 11513 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991027 11. 0119. C6 



23073 

TBLASTX : Soybean 
11513 
41 

8650, 8647. .8748, 8648. .8749, 
9754, 9670.. 9768, 9678.. 9767, 



Seq. No. 20863 Seq. ID 

Gene No. 43534 Strand 

Start .6062 End 

Name OJ991027_11 . 0119 . C6 . o2 . tc Method 

Start 9664 End 

GI none Score 

Exons 9664.. 9756, 9665.-9757, 9665.. 9757, 



OJ991027 11. 0119. C6 



23073 

TBLASTX -Cress 
10205 
74 

9670.. 9762, 9947.. 10054, 



9967.. 10065, 9967.. 10068, 10142 .. 10204 , 10143.. 10205 



Seq. No. 20863 Seq. ID OJ991027_11 . 0119 . C6 

Gene No. 43534 Strand 

Start 6062 End 23073 

Name OJ991027_11 . 0119 . C6 . 06. gp Method AAT/GAP 

Start 11838 End 12172 

GI 2312418- Score 311 

Exons 11838. .11932, 12070.. 12172 

GI Descrip. -3335347 9.0e-24 (AC004512) Contains similarity to ARI, RING 
finger protein gb_X98309 from Drosophila melanogaster . ESTs 
gb_T44383,- gb_W43120, gb_N65868, gb_H36013, gb_AA042241, 
gb_T76869 and gb_AA042359 come from this gene. [Arabidopsis 
thaliana] 
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Seq. No. 20863 Seq. ID OJ991027_11 . 0119 . C6 

Gene No. 43534 Strand 

Start 6062 End 23073 

Name OJ991027_11 . 0119 . C6. o7 . gp Method AAT/GAP 

Start 11877 End 12173 

GI 2312418 Score 274 

Exons 11877. .11932, 12070.. 12173 

GI Descrip. 3335347 9.0e-24 (AC004512) Contains similarity to ARI , RING 
finger protein gb_X98309 from Drosophila melanogaster . ESTs 
gb_T44383, gb_W43120, gb_N65868, gb_H36013 / gb_AA042241, 
gb_T76869 and gb_AA042359 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 


20864 






Seq. ID 


OJ991027 11. 


0119 


.C7 


Gene No. 


43535 ■ 






Strand 


- 






Start 


510 






End 


538 






Name 


OJ991027 


ll.0119.C7.ol. 


gs 


Method 


GENSCAN 






Start 


510 






End 


538 






c t 


none 






Score 


n 






Exons 


510. .538 














Seq. No. 


20865 






Seq. ID 


OJ991117 17. 


0128 


.C2 


Gene No. 


43536 






Strand 


+ 






Start 


338 






End 


' 793 






Name 


OJ991117 


17.0128.C2.ol. 


gs 


Method 


GENSCAN 






Start 


338 






End 


793 








none 






Score 








Exons 


338. .467, 


510. .793 












Seq. No. 


20866 






Seq. ID 


OJ991117_17. 


0128 


.C3 


Gene No. 


43537 






Strand 


+ 






Start 


51 






End 


4556 






Name 


OJ991117 


17.0128.C3.ol. 


np 


Method 


AAT/NAP 






Start 


51 






End 


4553 






C t 

bl 


. 4680179 






Score 


5452 






Exons 


51. .1118, 


1152. .4553 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa : 


subsp. indica] 






Seq. No. 


20866 






Seq. ID 


OJ991117_17. 


0128 


.C3 


Gene No. 


43537 






Strand 


+ 






Start 


51 






End 


4556 






Name 


OJ991117 


17.0128.C3.ol. 


gs 


Method 


GENSCAN 






Start 


54 




End 


4556 






GI 


none 






Score 


.87 






Exons 


54. .4556 














Seq. No. 


20866 






Seq. ID 


OJ991117_17. 


0128 


.C3 


Gene No. 


43537 






Strand 


+ 






Start 


51 






End 


4556 






Name 


OJ991117 


17.0128.C3.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


133 






End 


475 






GI 


none 






Score 


211 






Exons 


133. .165, 


276. .473, 278 


. .475 










Seq. No. 


20866 






Seq. ID 


OJ991117_17. 


0128 


.C3 


Gene No. 


43537 






Strand 


+ 






Start 


51 






End 


4556 
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Name 

Start 

GI 

Exons 



OJ991117_17 . 0128 . C3 . o7 . tw Method 

509 End 

none Score 
509. .703, 510. .860 



Seq. No. 20866 Seq. ID 

Gene No. 43537 Strand 

Start 51 ' End 

Name OJ991117_17 . 0128 . C3 . 06 . tm Method 

Start 510 End 

GI none Score 

Exons 510.. 815, 524.. 640 

Seq. No. 20866 Seq. ID 

Gene No. 43537 Strand 

Start 51 End 

Name OJ991117_17 .0128 . C3 . o7 . tm Method 

Start 1143 End 

GI none Score 

Exons 1143.. 1496 



TBLASTX: Wheat 

860 

292 



OJ991117_17.0128.C3 
+ 

4556 

TBLASTX: Maize 

815 

231 



OJ991117_17.0128.C3 
+ 

4556 

TBLASTX: Maize 

1496 

189 



Seq. No. 20866 

Gene No. 43537 

Start 51 

Name OJ991117_17 . 0128 . C3 . 08 . tw 

Start 1179 

GI none 

Exons 1179.. 1388, 1235.. 1387, 1433. 

Seq. No. 20866 

Gene No. 43537 

Start 51 

Name OJ991117_17 . 0128 . C3 . o4 . tw 

Start 1712 

GI none 

Exons 1712.. 2155, 1716.. 1766, 1821. 



Seq. ID OJ991117_17.0128.C3 

Strand + 

End 4556 

Method TBLASTX : Wheat 

End 1601 

Score 166 

1546, 1434.. 1601 

Seq. ID OJ991117_17.0128.C3 

Strand + 

End 4556 

Method TBLASTX : Wheat 

End 2198 

Score 51 

2198 



Seq. No. . 20866 Seq. ID 
Gene No. 43537 * Strand- 
Start . 51 End 
Name OJ991117_17 . 0128 . C3 . o5 . tm Method 
Start 1727 End 
GI none Score 
Exons 1727.. 2017, 1728.. 2015 

Seq. No. 20866 Seq. ID 

Gene No. 43537 Strand 

Start 51 End' 

Name OJ991117_17 . 0128 . C3 . o2 . tc Method 

Start 1845 End 

GI none Score 

Exons 1845.. 2162 



OJ991117_17.0128.C3 

+ *V- 

4556 

TBLASTX: Maize 

2017 

277 



OJ991117_17.0128.C3 
+ 

4556 

TBLASTX: Cress 

2162 

180 



Seq. No. 20866 Seq. ID 

Gene No. 43537 Strand 

Start 51 End 

Name OJ991117 17 . 0128 . C3 . o3 . tm Method 



OJ991117_17.0128.C3 
+ 

4556 

TBLASTX: Maize 



21154 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene':' No . 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.- No. 
Gene No . 
Start 
Name 



2085 
none 

2085. .2264, 

20866 
43537 
51 

OJ991117JL7. 

2139 

none 

2139. .2171, 
2243. .2533 

20866 
43537 
51 

OJ991117_17. 

2247 

none-* 

2247. .2549, 

20866 
43537 
51 

OJ991117_17. 

2550 

none 

2550. .2972, 

20866 
43537 
51 

OJ991117_17. 

2556 

none 

2556. .2801, 

20866 
'43537 
51 

OJ991117JL7. 

2621 

none 

2621/. 2971, 

20866 
43537 
51 

OJ991117_17. 

2975 

none 

2975. .3538, 

20866 
43537 
51 

OJ991117 17. 



2093.. 2239, 2271. 



0128.C3.ol.ts 



2141. .2170, 2174. 



0128.C3.o5. tw 
2249.-2533 

0128.C3.o3.tw 
2582. .2971 

0128.C3.o3.ts 
2573. .2800 

0128.C3.o2.tm 
2622. .2975, 2622. 

0128.C3.o2.tw 
3006. .3542 

0128.C3.ol.tc 



End 2585 
Score 167 

.2585, 2336. .2464, 2492.. 2542 

Seq. ID OJ991117_17.0128.C3 

Strand + 

End 4556 

Method TBLASTX : Soybean 

End 2534 

Score 57 

.2377, 2175. .2534, 2177. .2215, 



Seq. ID OJ991117_17.0128.C3 

Strand + 

End 4556 

Method TBLASTX : Wheat 

End 2549 

Score 381 



Seq. ID OJ991117_17.0128.C3 

Strand + 

End. 4556 

Method TBLASTX : Wheat 

End 2972 

Score 598 



Seq. ID OJ991117_17.0128.C3 

Strand + 

End 4556 

Method TBLASTX : Soybean 

End 2801 

Score 207 



Seq. . ID OJ991117_17.0128.C3 

Strand + 

End 4556 

Method TBLASTX : Mai ze 

End 2984 

Score 482 
.2984 

Seq. ID OJ991117_17.0128.C3 

Strand + 

End 4556 

Method TBLASTX : Wheat 

End 3542 

Score 649 



Seq. ID OJ991117_17.0128.C3 

Strand + 

End 4556 

Method TBLASTX: Cress 



21155 




Start 


3249 








End 


3566 


GI 


none 








Score 


90 


Exons 


3249.-3422, 


3423 


. .3566, 


3425. 


3565 




Seq. No. 


20866 








Seq. ID 


OJ991117_17.0128.C3 


bene no . 










0 Liana 


r 


Start 


51 








End 


4556 


Name 


OJ991117 17 


.0128 


.C3.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3330 








End 


3591 


GI 


none 








Score 


297 


Exons 


3330. .3590, 


3335 


. .3589, 


3454. . 


3591 




Seq. No. 


20866 








Seq. ID 


OJ991117_17.0128.C3 


uene wo . 










Q 4- -r-a nH 
O LX dllCJ 




Start 


51 








End 


4556. 


Name 


OJ991117 17 


.0128 


.C3.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


3389 








End 


3680 


GI 


none 








Score 


374 


Exons 


3389. .3676, 


3390 


. .3680 








Seq. No. 


20866 








Seq. ID 


OJ991117_17.0128.C3 


Gene No . 










C 4- y^nrl 


4. 


Start 


51 








End 


4556 


Name 


OJ991117 17 


.0128 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


3549 








End 


4175 


GI 


none 






"V 


Score 


708 


Exons 


3549. .4175,, 


3605 


. .4063, 


3921.., 


4172 




Seq. No. 


20866 








Seq. ID 


OJ991117_17.0128.C3 


Gene No. 


43537 








Strand 


+ 


oiart 


3 1 








End 


4556 


Name 


OJ991117 17 


.0128 


,C3.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3729 








End 


4328 


GI 


none 








Score 


231 


Exons 


3729. .3890, 


3734 


. .3892, 


3737. 


3883, 3887. .3985, 3887.. 4312, 




3888. .4328 












Seq. No. 


20866 








Seq. ID 


OJ991117_17.0128.C3 


bene lno . 


*i JJJ / 








Strand 


+ 


Start 


51 








End 


4556 


Name 


OJ991117 17 


.0128 


.C3.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


4175 








End 


4508 


GI 


none 








Score 


2 92 


Exons 


4175. .4444, 


4176 


. .4508, 


4179. . 


4487 




Seq. No. 


20867 








Seq. ID 


OJ991117_17.0128.C4 


Gene No. 


43538 








Strand 


+ 


Start 


1 








End ' 


•277 


Name 


OJ991117 17 


.0128 


.C4.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


277 


GI 


6063554 








Score 


98 


Exons 


1. .277 













GI Descrip. (AP000615) ESTs AU075609 (C63344 )', C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 

Seq. No. 20867 - Seq. ID OJ991117_17 . 0128 . C4 



21156 



Gene No. 


43539 


Strand 


+ 


Start 


1451 


End 


lolU 


Name 


OJ991117 17.0128.C4.o2.np 


Method 


AAT/NAP 


Start 


1451 


End 


1810 


GI 


4512231 


Score 


612 


Exons 


1451. .1810 






GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 




Seq. No. 


20867 


Seq. ID 


OJ991117 


Gene No. 


43539 


Strand 


+ 


Start 


1451 


End 


1810 


Name 


OJ991117 17.0128.C4.ol.gs 


Method 


GENSCAN 


Start 


1559 


End 


1775 


GI 


none 


Score 


.85 


Exons 


1559. .1775 






Seq. No. 


20868 


Seq. ID 


OJ991117 


Gene No. 


43540 


Strand 


+ 


Start 


1 


End 


1311 


Name 


OJ991117 17.0128.C5.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1311 


GI 


4680179 


Score 


1374 


Exons 


1..229, 257. .1311 







GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 20868 

Gene No. 43540 

Start 1 

Name OJ991117_17 . 0128 . C5 . ol . gs 

Start 62 

GI none 

Exons 62.. 904, 984.. 1186 



Seq. ID OJ991117_17.0128.C5 

Strand + 

End 1311 

Method GENSCAN 

End 1186 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20868 
43540 
1 

OJ991117_17.0128.C5.o2.tw 

335 . 

none - ''■ 

335. .688, 425. .613 

20868 
43540 
1 

OJ991117_17.0128.C5.ol.tw 

820 

none 



Seq. ID OJ991117_17.0128.C5 

Strand + 

End 1311 

Method TBLASTX : Wheat 

End 688 

Score 256 



Seq. ID OJ991117_17.0128.C5 



Strand 
End 

Method 

End 

Score 



+ 

1311 

TBLASTX: Wheat 

1304 

143 



820. .981, 821. .985, 889. .1176, 966. .1304, 971. .1261 



20868 
43540 
1 

OJ991117_17 .0128 .C5.ol.trn 

830 

none 



Seq. ID OJ991117_17.0128.C5 

Strand + 

End .1311 

Method TBLASTX : Maize 

End 1123 

Score 141 



830. .985, 832. .966, 966. .1121, 969. .1094, 974. .1123 



21157 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. .No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20869 Seq. ID 

43541 Strand 

1 End. 

OJ991117_17.0128.C6.ol.np Method 

1 End 

4512231 Score 
1. .153 

(AB014741) ORF0 protein [Oryza sativa] 



OJ991117_17.0128.C6 
+ 

153 

AAT/NAP 

153 

243 



20869 Seq. ID 

43542 Strand 

399 End 

OJ991117_17.0128.C6.o2.np Method 

399 End 

4680179 Score 
399.. 1282 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



OJ991117__17.0128.C6 
+ 

1282 
AAT/NAP 
1282 
717 



20869 Seq. ID 

43542 Strand 

399 End 

OJ991117_17.0128.C6.ol.gs Method 

430 End 

none Score 
430. .1174 



OJ991117_17.0128.C6 
+ 

1282 -■ 
GENSCAN 
1174 
.67 



Seq. No. 20869 Seq. ID 

Gene No. 43542 Strand 

Start 399 End 

Name OJ991117_17 . 0128 . C6 . o2 . tw Method 

Start 597 End 

GI none Score 

Exons 597.. 794, 598.. 795, 601.. 795 



OJ991117_17.0128.C6 
+ 

1282 

TBLASTX: Wheat 

795 

214 



Seq. No. 20869 Seq. ID 

Gene No. 43542 Strand 

Start 399 End 

Name OJ991117^17 . 0128 . C6 . ol . tm Method 

Start 847 End 

GI none Score 

Exons 847.. 1152 



OJ991117_17.0128.C6 
+ 

1282 

TBLASTX: Maize 

1152 

242 



Seq. No. 20869 

Gene No. 43542 

Start .>399 

Name 0*J991117_17 : 0128 . C6 . ol . tw 

Start 847 

GI none 

Exons 847.. 1176, 937.. 1041 

Seq. No. 20870 

Gene No. 43543 

Start 1 

Name OJ991117_17 . 0128 . C7 . ol . np 

Start 1 

GI 4680179 

Exons 1..2379 



Seq. ID OJ991117_17.0128.C6 

Strand + 

End 1282 

Method TBLASTX : Wheat 

End 1176 

Score 289 



Seq. ID OJ991117_17..0128.C7 

Strand + 

End 2379 

Method AAT/NAP 

End 2379 

Score 3527 



21158 




GI Descrip. (AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. No. 


20870 






Seq. ID 


OJ991117_17.0128 


.C7 


Gene No. 


43544 






Strand 


+ 




Start 


2890 






End 


4683 




Name 


OJ991117 


17. 0128. C7. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 






End 


360 




GI 


none 






Score 


400 




Exons 


1.-360, 3 


..53, 4. .330, 102.. 


350 






Seq. No. 


20870 






Seq. ID 


OJ991117 17.0128 


-C7 


Gene No. 


43544 






Strand 


+ 




Start 


2890 






End 


4683 




Name 


OJ991117 


it moo f**i 
17 . U12o . C7 . 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


84 






End 


375 




GI 


none 






Score 


373 




Exons 


84. .374, 


112 . . 51b 










Seq. No. 


20870 






Seq. ID 


OJ991117_17.0128 


.C7 


Gene No. 


43544 






Strand 


+ 




Start 


2890 






End 


4683 




Name 


OJ991117 


17 . Ol^o . C / . 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


109 






End 


441 




GI 


none 






Score 


310 




Exons 


109. .441, 


T O O a a c\ 
1 bZ . . 4 4 U 










Seq. No. 


20870 






Seq. ID 


OJ991117_17 .0128 


.C7 


Gene No. 


43544 






Strand 


+ 




Start 


2890 






End 


4683 




Name 


OJ991117 


1 / . Olz O . C / . 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


376 






End 


801 




GI 


none 






Score 


587 




Exons 


376. .801, 




4 ol . . oUl 








Seq. No. 


20870 






Seq. ID 


OJ991117_17.0128 


.CI 


Gene No. 


■ 43544 






Strand 


+ 




Start 


2890 






End 


4683 




Name 


OJ991117 


l/-.Ulzo.C/. 


OS . tS 


Method 


TBLASTX : Soybean 




Start.' 


382 






End 


630 




GI 


none 






Score 


207 




Exons 


382. .630 












Seq. No. 


20870 






Seq. ID 


OJ991117_17.0128 


.CI 


Gene No. 


43544 






Strand 


+ 




Start 


2890 






End 


4683 




Name 


OJ991117 


17.0i28.C7. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


448 






End 


801 




GI 


none 






Score 


460 




Exons 


448. .801, 


453. .794 










Seq. No. 


20870 






Seq. ID 


OJ991117_17.0128 


.CI 


Gene No. 


43544 






Strand 


+ 




Start 


2890 






End 


4683 




Name 


OJ991117 


17 '. 012.8. C7. 


o2.tw 


Method 


TBLASTX: Wheat 




Start 


829 






End 


1369 




GI 


none 






Score 


611 




Exons 


829. .1368 


, 870. .1364 


, 1124.. 


1369 







21159 



Seq. No. 20870 Seq. ID 

Gene No. 4 3544 Strand 

Start 2890 End 

Name OJ991117_17 . 0128 . C7 . o2 . ts Method 

Start 1156 End 

GI none Score 

Exons 1156.. 1416, 1167.. 1415 



OJ991117_17.0128.C7 
+ 

4683 

TBLASTX : Soybean 

1416 

292 



Seq. No. 


20870 








Seq. ID 


OJ991117_17.0128.C7 


Gene No. 


43544 








Strand 


+ 


Start 


2890 








End 


4683 


Name 


OJ991117 17 


.0128 


C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


1215 








End 


.1506 


GI .-V 


* none 








Score 


151 


Exons 


1215. .1466, 


1215 


.1502, 


1216. 


.1506, 1216.. 1503 


Seq. No. 


20870 








Seq. ID 


OJ991117_17.0128.C7 


Gene No. 


43544 








Strand 


+ 


Start 


2890 








End 


4683 


Name 


OJ991117 17 


.0128 


C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1375 








End 


2001 


GI 


none 








Score 


708 


Exons 


1375. .2001, 


1434 


• .1880, 


1435. 


.1959 




Seq. No.' 


20870 








Seq. ID 


OJ991117_17.0128.C7 


Gene No . 


43544 








Strand 


+ 


Start 


2890 








End 


4683 


Name 


OJ991117 17 


.0128 


C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1554 








End 


2139 


GI 


none 








Score 


229 


Exons 


1554. .1709, 


1555 


.1716, 


1713. 


.1874, 1714. .2139, 1941. .2138 


Seq. No. 


20870 








Seq. ID 


OJ991117_17.0128.C7 


Gene No. 


43544 








Strand 


+ 


Start 


2890 








End 


4683 


Name 


OJ991117 17 


.0128 


C7.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


2001 








End 


2334 


GI 


none 








Score 


319 


Exons 


2001. .2282, 


2002 


.2334, 


2152. 


.2283 





Seq. No. 20870 Seq. ID OJ991117_17 . 0128 . C7 

Gene No. . 43544 Strand + 

Start 2890 End 4683 

Name OJ991117_17 . 0128 . C7 . o2 . np Method AAT/NAP 

Start 2554 End 4683 

GI 6063554 Score 172 

Exons- 2554. .2587, 3132.. 3350, 3435.. 3479, 4512.. 4683 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 

protein [Oryza sativa] 



Seq. No. 20870 Seq. ID 

Gene No. 43544 Strand 

Start 2890 End 

Name OJ991117_17 . 0128 .C7 . o2 . gs Method 

Start 2890 End 



OJ991117_17.0128.C7 
+ 

4683 
GEN SCAN 
3959 



21160 



GI 


none 


Score 


.53 




Exons 


2890.. 3174, 3195.. 3376, 3430. 


.3608, 3862.. 3959 




Seq. No. 


20870 


Seq. ID 


OJ991117_17.0128. 


C7 


Gene No. 


43544 


Strand 


+ 




Start 


2890 


End 


4683 




Name 


OJ991117 17.0128.C7.ol.gp 


Method 


AAT/GAP 




Start 


4064 


End 


4444 




GI 


2427387 


Score 


506 




Exons 


4064. .4444 








GI Descrip. 


5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 






indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone :t 17804 


Seq. No. 


20871 


Seq. ID 


OJ991117_17.0128. 


C8 


Gene No. 


43545 


Strand 


+ 




Start 


47 


End 


1399 




Name 


OJ991117 17 . 0128 . Co . ol . gs 


Method 


GENSCAN 




Start 


47 


End 


1399 




GI 


none 


Score 


.85 




Exons 


47. .327, 713. .1399 








Seq. No. 


20872 


Seq. ID 


OJ991117_17.0128. 


C9 


Gene No. 


43546 


Strand 


+ 




:!3 Start 


2564 


End 


7095 




; -= Name 


OJ991117_17 . 0128 . C9 . o4 . np 


Method 


AAT/NAP 




™ Start 


2564 


End 


'6669 




gi 


5902445 


Score 


286 




1 Exons 


2564. .2657, 6247. .6669 








Q GI Descrip. 

hi 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


20872 


Seq. ID 


OJ991117_17.0128. 


C9 


:=r 5 Gene No. 


43546 


Strand 


+ 




1 ^ Start 


2564 


End 


7095 




11 Name 


ojyyiii / 1 / . u l^o . cy . oz . gs 


Method 


GENSCAN 




□ Start 


6294 


End 


7095 




%j GI 


none 


Score 


.4 




i ii!s Exons 


6294.. 6413, 6729.. 6914, 7030. 


.7095 






Seq. No. 


20872 


Seq. ID 


OJ991117_17.0128. 


C9 


Gene No. 


43547 


Strand 


+ 




□ Start 


10174 


End 


12904 




Name 


OJ991117 17.0128.C9.o4.gs 


Method 


GENSCAN 




Start 


10174 


End 


12904 




GI 


none 


Score 


.67 




Exons 


' 10174. .10347, 12449. .12904 








Seq. No. 


20872 


Seq. ID 


OJ991117_17.0128. 


C9 


Gene No. 


43547 


Strand 


+ 




Start 


10174 


End 


12904 




Name 


OJ991117 17.0128.C9.ol.gp 


Method 


AAT/GAP 




Start 


11180 


End 


11561 




GI 


uC-osflcyp033a04bl 


Score 


647 




Exons 


11180. .11561 








GI Descrip. 


'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


20872 


Seq. ID 


OJ991117_17.0128. 


C9 



21161 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43548 Strand 

1 End 

OJ991 117_17 . 0128 . C9 . o2 . np Method 

1 End 

4206306 Score 
1..265, 809. .2164, 3176. .3383 
(AF04 9110) prpol [Zea mays] 



3383 
AAT/NAP 
3383 
923 



OJ991117 17. 0128. C9 



20872 Seq. ID 

43548 Strand 
1 End 3383 

OJ991 1 17JL7 . 0128 . C9 . o3 . np Method AAT/NAP 

1 End 2535 

4378066 Score 911 

1.-272, 816.. 2190, 2476.. -2535 
(AF098806) polyprotein [Sorghum bicolor] 

gi | 4 680208 |gb| AAD27571.1 |AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. No. 


20872 






Seq. ID 


OJ991117_17.0128 


.C9 


Gene No. 


43549 






Strand 


- 




Start 


7229 






End 


12945 




Name 


OJ991117 17 


.0128 


.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


814 






End 


1142 




GI 


none 






Score 


111 




Exons 


814 . . 1014, 


816. . 


1136, 843. 


.1142 






Seq. No. 


20872 






Seq. ID 


OJ991117_17.0128 


-C9 


Gene No. 


43549 






Strand 






Start 


7229 






End 


12945 




Name 


OJ991117 17 


.0128 


.C9.o2. tm 


Method 


TBLASTX: Maize 




Start 


816 






End 


1058 




GI 


none 






Score 


142 




Exons 


816. .1058, 


817. . 


1035, 843. 


.1055 






Seq. No. 


20872 






Seq. ID 


OJ991117_17.0128 


.C9 


Gene No. 


43549 






Strand 






Start 


7229 






End 


12945 




Name 


OJ991117 17 


.0128 


.C9.ol. tm 


Method 


TBLASTX: Maize 




Start 


1086 






End 


1442 




GI 


none 






Score 


229 




Exons 


1086. .1130, 


1142 


..1441, 1143. .1442 






Seq. No. 


20872 






Seq. ID 


OJ991117_17.0128 


.C9 


Gene No. 


43549 






Strand 






Start 


7229 






End 


12945 ' 




Name 


OJ991117 17 


.0128 


.C9.ol. tw 


Method 


TBLASTX: Wheat 




Start 


1142 






End 


1569 




GI 


none 






Score 


110 




Exons 


1142. .1426, 


1142 


..1459, 1143. .1457, 1471. .1569 




Seq. No. 


20872 






Seq. ID 


OJ991117JL7.0128 


.C9 


Gerie No. 


43549 * 






Strand 






Start 


7229 






End 


12945 




Name 


OJ991117 17 


.0128 


.C9.o3.gs 


Method 


GENSCAN 




Start 


7229 






End 


9107 




GI 


none 






Score 


. 62 





21162 



Exons 



7229.-7467, 7510.. 7722, 7848.. 8024, 8190.. 8514, 8551.. 8890, 
8967.. 9025, 9096.. 9107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20872 
43549 
7229 

OJ991117_17.0128.C9.o5.np 

8128 

6721561 



Seq. ID OJ991117_17.0128.C9 
Strand 

End 12945 

Method AAT/NAP 

End 10153 

Score 789 



8128.. 8890, 8967.. 9025, 9096.. 9179, 9977.. 10153 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region .of the predicted gene.; hypothetical 
protein [Oryza sativa] 



20872 
43549 
7229 

OJ991117_17.0128.C9.o6.np 

9866 

5852180 



Seq. ID OJ991117_17.0128.C9 
Strand 

End 12945 

Method AAT/NAP 

End 12945 

Score 436 



9866. .10259, 10311 .. 10429, 114 10 .. 11472 , 12809. .12945 
(AL117265) zhbOOOlO.l [Oryza sativa] 



2087.3 
43550 
1 

OJ991117_17. 0128. C10. ol.np 
1 

4680179 
1.-1064, 1098.. 2398 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991117_17. 0128. C10 

Strand + 

End 2398 

Method AAT/NAP 

End 2398 

Score 2263 



20873 
43550 
1 

OJ991117_17 . 0128 .C10 . ol . gs • 

144 

none 



Seq. ID OJ991117_17. 0128. C10 

Strand + 

End 2398 

Method GENSCAN 

End 2333 

Score .73 



144. .353, 414. .838, 903. .1101, 1107.-. 1176, 1390. .1733, 
1797. .2333 



Seq. No. 20873 

Gene No. 43550 

Start 1 

Name OJ991117_17 . 0128 . C10 . o2 . tw 

Start 221 

GI none 

Exons 221.. 580, 222.. 581, 1349.. 1450 

Seq. No. 20873 

Gene No. 43550 

Start 1 

Name OJ991117_17 . 0128 . C10 . o2 . tm 

Start 4 62 

GI none 



Seq. ID OJ991117_17. 0128. C10 

Strand + 

End 2398 

Method TBLASTX: Wheat 

End 1450 

Score 27 9 



Seq. ID OJ991117_17. 0128. C10 

Strand + 

End 2398 

Method TBLASTX : Mai ze 

End 767 

Score 235 



21163 



Exons 



462. .767, 476. .592 



Seq. No. 20873 Seq. ID 

Gene No. 4 3550 Strand 

Start 1 End 

Name OJ991117_17 . 0128 . CIO . o4 . tm Method 

Start 1118 End 

GI none Score 

Exons 1118.. 1258, 1119.. 1442, 1352.. 1444 



OJ991117_17. 0128. CIO 
+ 

2398 

TBLASTX: Maize 

1444 - 

178 



Seq. No. 20873 Seq. ID 

Gene No. 4.3550 Strand 

Start 1 End 

Name OJ991117__17 . 0128 . C10 .o3 . tm Method 

Start 1536 End 

GI none Score 

Exons 1536.. 1712, 1580.. 1729 



OJ991117_17. 0128. C10 
+ 

2398 

TBLASTX: Maize 

1729 

178 



Seq. No. 20873 Seq. ID 

Gene No. 43550 - Strand 

Start 1 End 

Name OJ991117_17 . 0128 . C10 . ol . tw Method 

Start 1658 End 

GI none ■ Score 

Exons 1658.. 2086, 1662.. 1712, 1767. .2144 



OJ991117_17. 0128. C10 
+ 

2398- 

TBLASTX: Wheat 

2144 

52 



Seq. No. 20873 Seq. ID 

Gene No. 43550 Strand 

Start 1 End 

Name OJ991117_17 . 0128 . C10 . ol . tm Method 

Start 1767 End 

GI none Score 

Exons 1767.. 2198, 1806.. 1985, 1997.. 2161 



OJ991117_17. 0128. C10 
+ 

2398 

TBLASTX: Maize 

2198 

353 



Seq. No. 20873 

Gene No. 43550 

Start 1 

Name OJ991117_17 . 0128 . C10 .ol . ts 

Starts 2085 

GI none 

Exons 2085.. 2123, 2121.. 2330, 2121. 
2320. .2397 



Seq. ID OJ991117_17. 0128. C10 

Strand + 

End 2398 

Method TBLASTX : Soybean 

End 2398 

Score 54 

.2312, 2204. .2323, 2315. .2398, 



Seq. No. 20873 

Gene No. 4 3550 - 

Start 1 

Name OJ991117_17 . 0128 . C10 . o3 . tw 

Start 2193 

GI none 

Exons 2193.. 2330, 2196.. 2312, 2204. 



Seg. ID OJ991117_17. 0128. C10 

Strand + 

End 2398 

Method TBLASTX : Wheat 

End 2398 

Score 157 

.2323, 2312. .2398, 2315. .2398 



Seq. No. 20873 Seq. ID 

Gene No. 43550 Strand 

Start 1 ' End 

Name OJ991117_17 . 0128 . C10 . o5 . tm Method 

Start 2199 End 

GI none Score 



OJ991117_17. 0128. C10 
+ 

2398 

TBLASTX: Maize 

2359 

163 
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Exons 


2199.. 2330, 2199.. 2309, 


2204. 


.2326, 2312. .2359 




Seq. No. 


20874 




Seq. ID 


OJ991117_17.0128 


.Cll 


Gene No. 


43551 




Strand 


+ 




UlQl L 


1 




End 


708 




Name 


OJ991117 17.0128.Cll.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End • 


708 




GI 


4680179 




Score 


870 




Exons 


1. .708 










.GI De scrip. 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


20874 






O.TQQ1 117 17 019ft 


.Cll 


bene V*\J • 


4 

4 J JJl 




OCX. clilU 


Jf. 




Start 


1 




r nr ] 


70ft 
/uo 




Name 


OJ991117 17.0128.Cll.ol 


.tm ■ 


LMC U i IvJU 


1 D IxriO 1A • Via. J. Z> 




Start 


2 " 






9 41 

^ *i J. 




GI 


none 




Score 


9ft Q 




Exons 


2. .232, 2. .241 










Seq. No. 


20874 




Qorr T Pi 

oeq ■ ± u 


O.TQQ1 117 17 01 9ft 


.Cll 


o cut; LNU . 


4 ^SSI 




o tranu 


i 




Start 


1 




CiilU. 


7 0ft 




Name 


OJ991117 17.0128.Cll.o2 


.tw 


\A y-\ 4" 


i di^ho i a . wnea l 




Start 


2 




EjIIU. 


^ Z U 




GI 


none 




Score 


jU " 




Exons 


2. .220, 4. .189 










Seq. No. 


20874 




DctJ . -L U 


O.TQQ1 117 17 019ft 


.Cll 


ucllc 1NO . 


4 ^ R1 

4 J JJl 




o Lx7a.nci 


i 




Start 


1 




HillCJ. 


7 0ft 
/uo 




Name 


OJ991117 17.0128.Cll.ol 


. gs 


fie tnou 


o H» IN o ^f\LN 




Start 


140 




EjIHJ 


49S 




GI 


none 




Score 


4 




Exons 


140. .425 










Seq. No. 


20874 






O.TQQ1 117 17 D19ft 

VJU-37J.1JL f X / i UlLO 


.Cll- 


Cono M r\ 
UCilC LNU> • 


4 ^SSI 

4 J JJl 




c+- ran H 


_|_ 
i 




Start 


1 




HjilU 


70ft 
/UO 




Name 


OJ991117 17.0128.Cll.ol 


.tw 


Ma -f- /^>> 


1 DLir\Z> I A • Wiled U 




Start 


221 




tiiia 






GI 


none 




Score 






Exons 


221. .511, 307. .486, 332 


. .499, 


507. .695 


, 513. .680, 515.. 


694 


Seq. No. 


20874 




Seq ? ID 


OJ991117_17.0128 


.Cll 


UCllC ViKJ ■ 


A ^ 1 

4 J JJl 




Strand 


+ 




Start 


1 




End 


708 




Name 


OJ991117 17.0128.Cll.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


507 




End 


695 




GI 


none 




Score 


181 




Exons 


507.. 695, 525.. 614, 560 


. .676 








Seq. No. 


20875 




Seq. ID 


OJ991117_17.0128 


.C12 


Gene No. 


43552 




Strand 


+ 




Start 


1 




End 


2181 




Name 


OJ991117 17.0128.C12.o2 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1642 




GI 


4680186 




Score 


359 





21165 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1..23, 572. .629, 1442. .1642 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991117_17.0128.C12 

Strand + 

End 2181 

Method AAT/NAP 

End 2181 

Score 48 



20.875 
43552 
1 

OJ991117_17 . 0128 . C12 . ol . np 
341 

6721561 
341. .516, 2156. .2181 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 68 15086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



20875 
43552 
1 

OJ991117_17.0128.C12.ol.gs 

455 

none 

455. .585, 1292. .1345, 1444. 



Seq. ID OJ991117_17.0128.C12 

Strand + 

End 2181 

Method GENSCAN 

End 2140 

Score . 64 
.1595, 1992.. 2140 



Seq. ID OJ991117_17.0128.C12 
Strand 

End 1575 

Method AAT/GAP 

End 1575 

Score 612 



20875 
43553 
1193 

OJ991117_17.0128.C12.ol.gp 
1193 

uC-osflcyp033a04bl 
1193.. 1575 

'6016845/dbj | AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 
Gene No. 
Start 
Name 



20876 
43554 
473 

OJ991117_17.0128.C14 .ol.np 
473 

4680186 
473. .691 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ991117_17.0128.C14 

Strand + 

End 691 

Method AAT/NAP 

End 691 

Score 317 



Seq. ID OJ991117_17.0128.C14 

Strand 

End 624 

Method AAT/GAP 

End 624 

Score 659 



20876 
43555 
243 

OJ991117_17.0128.C14.ol.gp 
243 

uC-osflcyp033a04bl 
243. .624 

, 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



20877 
43556 
428 

OJ991117_17.0128.C15.ol.gs 



Seq. ID OJ991117_17.0128.C15 

Strand + 

End 2232 

Method GENSCAN 



21166 




Start 


428 


End 


2232 






GI 


none 


Score 


.54 






Exons 


428. .449, 1164. .1811, 1865. .1972, 2075 


..2232 






Seq. No. 


ZUo /o 


Seq. ID 


OJ991117_17, 


.0128 


.C16 


Gene No. 


A *3 ~7 

4 ODD 1 


Strand 


+ 






Of- a v-*- 
OLdll 


1 


End 


. 566 






Name 


ojyyiii/ 1 / . ui2o . cib . 01 . np 


Method 


AAT/NAP 






Start 


± 


End 


563 






GI 


a com TO 

4 boUl / y . 


Score 


793 






Exons 


1. .563 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indicaj 


1 




Seq. No. 


2Uo /o 


Seq. ID 


OJ991117_17- < 


.0128 


.C16 


Gene No. 


yi *3 c C "7 

4 doo / 


Strand 


+ 






Start 


1 


End 


566 






Name 


ATQQ1 1 1 7 IT niOQ a1 

uuyyiii / i / . u 120 . lid . oi . gs 


Method 


GEN SCAN 






Start 


b J 


End 


566 






GI 


none 


Score 


.55 






Exons 


63. .566 










Seq. No. 


2Uo /o 


Seq. -ID 


OJ991117_17. 


.0128 


.C16 


Gene No. 


4 Jooo 


Strand 


+ 






Start 


1221 


End 


4334 






Name 


OJyylll/ 17 . 0128 . C16 . o2 . gs 


Method 


GEN SCAN 






Start 


i 001 
1221 


End 


4334 






GI 


none 


Score 


.66 






Exons 


1221.. 1328, 1366.. 1569, 1623. 


.1796, 3525.-4334 






Seq. No. 


2Uo fo 


Seq. ID 


OJ991117_17. 


.0128 


.C16 


Gene No. 


a "J c C Q 

4 oooy 


Strand 


+ 








4oo b 


End 


9102 






Name 


ojyyiii / i / . ui2o . cib . 02 . np 


Method 


AAT/NAP 






Start 


4oo b 


End 


9102 






GI 


yi ni 7Q 
fl Do Ul / y 


Score 


5312 






Exons 


/ICQC CCC7 CTOI QIAO 

4oob..bbb/, D/01..yiU2 










GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 


1 ■ 




Seq. No. 


20878 


Seq. ID 


OJ991117_17. 


.0128 


.C16 


Gene No. 


43560 


Strand 


+ 






Start 


11869 


End 


12250 






Name 


OJ991117 17.0128.C16.o2.gp 


Method 


AAT/GAP 






Start. . . 


11869 


End" 


12250 






GI 


uC-osflcyp033a04bl 


Score 


691 






Exons 


11869. .12250 










GI Descrip. 


' 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


20878 


Seq. ID 


OJ991117 17. 


,0128 


.C16 


Gene No. 


43561 


Strand 


+ 






Start 


13805 


End 


16937 






Name 


OJ991117 17.0128.C16.o5.gs 


Method 


GENSCAN 






Start 


13805 


End 


16937 






GI 


none 


Score 


.76 






Exons- 


13805. .13886, 14214 .. 14 330, 14425 14471, 14507. .1* 


1721, 





14748. .14842, 15067 .. 15159, 15233 .. 15356, 15744 .. 15836, 
16712. .16937 
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Seq. No. 20878 Seq. ID OJ991117_17 . 0128 . C16 

Gene No. 4 3562 Strand . + 

Start 28051 End 35006 

Name OJ991117_17 . 0128 .C16 . 06 .np Method AAT/NAP 

Start 28051 End 32604 

GI 6063554 Score 392 

Exons 28051. .28097, 30748 30895, 31014 .. 31235, 31754 31781 , 

32430. .32604 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene .;. hypothetical 
protein [Oryza sativa] 



Seq. No. 20878 Seq. ID OJ991117_17 . 0128 . C16 

Gene No. 43562 Strand + 

Start 28051 End 35006 

Name OJ991117_17 . 0128 . C16 . o7 . np Method AAT/NAP 

Start 32254 End 34781 

GI 5257279 Score 307 

Exons 32254. .32283, 33957. . 34525, 34584. .34781 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. No. 


20878 


Seq. ID 


OJ991117_ 


17.0128. 


.C16 


Gene No. 


43562 


Strand 


+ 






Start 


28051 


End 


35006 






Name 


OJ991117 17.0128.C16.o8.np 


Method 


AAT/NAP 






Start 


32348 


End 


34802 






GI 


1378143 


Score 


36 






Exons 


32348. .32373, 34685.. 34802 










GI Descrip. 


(U58494) Gag [Mus musculus] 










Seq. No. 


20878 


Seq. ID 


OJ991117_ 


17.0128, 


.C16 


Gene No. 


43562 


Strand 


+ 






Start 


28051 


End 


35006 






Name 


OJ991117 17. 01-28. C16.o9.gs - 


Method 


GENSCAN 






Start 


32452 


. End 


35006 






GI 


none 


Score 


.79 






Exons 


32452. .32464, 33084 .. 33116, 


33363. .33412, 33792. 


.34479, 






34579. .34724, 34974. .35006 










Seq. No. 


20878 


Seq. ID 


OJ991117_ 


17.0128. 


.C16 


Gene No. 


43563 


Strand 








Start 


10248 


End 


15737 






Name 


OJ991117 17.0128.C16.o4.gs 


Method 


GENSCAN 






Start 


10248 


End 


10952 






GI 


none 


Score 


1 






Exons 


10248. .10952 










Seq. No. 


20878 


Seq. ID 


OJ991117_ 


17.0128. 


.C16 


Gene No. 


43563 


Strand 








Start 


10248 


End 


15737 






Name 


OJ991117 17.0128.C16.o3.np 


Method 


AAT/NAP 






Start 


10533 


End 


15737 






GI 


5852180 


Score 


593 






Exons 


10533. .10945, 10997 11114 , 


12099. .12161, 15710. 


.15737 




GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 
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Seq. No. 20878 

Gene No. 43564 

Start 17348 

Name OJ991117_17 . 0128 .C16.o3.gp 

Start 17348 

GI uC-osflcyp033a04bl 

Exons 17348. .17733 

GI Descrip. ■ 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991117_17.0128.C16 
Strand 

End ' 17733 

Method AAT/GAP 

End . 17733 

Score 653 



Seq. No. 


20878 


Seq. ID 


OJ991117_17.0128.C16 


Gene No. 


43565 


Strand 




Start 


24370 


End 


28929 


Name 


OJ991117 17.0128.C16.o4.np 


Method 


AAT/NAP 


Start 


24370 


End 


28929 


GI 


4680179 


Score 


7678 


Exons 


24370. .28929 






GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa : 


subsp. indica] 


Seq. No. 


20878 


Seq. ID 


OJ991117_17.0128.C16 


Gene No. 


43566 


Strand 




Start 


29184 


End 


29951 


Name 


OJ991117 17.0128.C16.o5.np 


Method 


AAT/NAP 


Start 


29184 


End 


29951 


GI 


5042448 


Score 


1077 


Exons 


29184. .29951 






GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 




retrotransposon [Oryza sativa] 






Seq. No. 


20878 


Seq. ID 


OJ991117_17.0128.C16 


Gene No. 


43567 


Strand 




Start 


30521 


End 


31405 


Name 


OJ991117 17.0128.C16.o8.gs 


Method 


GEN SCAN 


Start 


30521 


End 


31405 


GI 


none 


Score 


.86 


Exons 


30521. .31304, 31368.. 31405 






Seq. No. 


20878 


Seq. ID 


OJ991117_17.0128.C16 


Gene No. 


43568 


Strand 




Start 


32973 


End 


34487 


Name 


OJ991117 17.0128.C16.ol.tw 


Method 


TBLASTX: Wheat 


Start .. . 


3 


End 


25374 


GI 


none 


Score 


191 


Exons 


■•■3". .185, 8098. .8724, 8154. .8723, 24748 


..25374, 24749.. 25372 


Seq. No. 


20878 


Seq. ID 


OJ991117_17.0128.C16 


Gene No. 


43568 


Strand 




Start 


32973 


End 


34487 


Name 


OJ991117 17.0128.C16.ol.tm 


Method 


TBLASTX: Maize 


Start 


5 


End 


25194 


GI 


none 


Score 


363 


Exons 


5. .61, 6. .323,. 57. .143, 125. .322, 8271 


3. .8439, 8286. .8420, 




8437. .8877, 8439. .8861, 24595. 


.25035, 


2-4608. .25033, 




25033. .25194, 25040.. 25186 






Seq. No. 


20878 


Seq. ID 


•QJ991117_17.0128.C16 



21169 




Gene No. 


43568 




Strand 






Start 


32973 




End 


34487 




Name 


A7QQ1 1 1 1 IT A1 OQ — C 


tw 


Method 


TBLASTX: Wheat 




Start 


185 




End 


24747 




GI 


none 




Score 


302 




Exons 


185. .466, 186. .518, 336. 


.497, 


8724.. 8993, 8725.. 9057, 






8728.. 9036, 24380.. 24433 


, 24415. .24747 


, 24539. .24655, 






24640. .24720 










Seq. No. 


20878 




Seq. ID 


OJ991117_17.0128. 


C16 


Gene No. 


43568 




Strand 


- 




Start 


5131 0 




End 


34487 




Name 


OJ991117 17.0128.C16.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


327 




End 


24591 




GI 


none 




Score 


135 




Exons 


327. .539, 353. .448, 541. 


.573, 


541. .573 


, 8881.. 9078, 8892 


. .8! 




9079.. 9111, 9081.. 9110, 


24394 


. .24591 






Seq. No. 


20878 




Seq'.' ID 


OJ991117_17.0128. 


C16 


Gene No. 


43568 . 




Strand 






Start 


32973 




End - 


34487 




Name 


OJ991117 17.0128.C16.o7. 


tw 


Method 


TBLASTX : Wheat 




Start 


4819 




End 


34310 




GI 


none 




Score 


286 




Exons 


4819.. 5178, 4820.. 5179, 


28307 


. .28405, 


28311. .28403, 






28363..28662, 33954 .. 34310, 33963 .. 34 127 , 34161 .. 34301, 






34169. .34309 










Seq. No. 


20878 




Seq. ID 


OJ991117_17.0128. 


C16 


Gene No. 


43568 




Strand 






Start 


32973 




End 


34487 




Name 


OJ991117 17.0128.C16.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


5063 




End 


34487 




GI 


none 




Score 


92 




Exons 


5063.. 5182, 5074.. 5166, 


5182. 


.5364, 28304. .28396, 34191. 


.34 




34217. .34378, 34419. .34487 








Seq. No. 


20878 




Seq- ID 


OJ991117_17.0128. 


C16 


Gene No. 


43568 




Strand 






Start 


32973 




End 


34487 




Name 


OJ991117 17.0128.C16.o8. 


tm 


Method 


TBLASTX: Maize 




Start 


. 5692 




End 


27787 




GI 


none 




Score 


186 




Exons 


5692.. 6045, 5721.. 5861, 


27467 


. .27787, 


27642. .27734 




Seq. No. 


20878 




Seq. ID 


OJ991117_17.0128. 


C16 


Gene No. 


43568 




Strand 






Start 


32973 




End 


34487 




Name 


OJ991117 17.0128.C16.o8. 


tw 


Method 


TBLASTX -.Wheat 




Start 


5727 




End 


27784 




GI 


none 




Score 


150 




Exons 


5727. .5936, 5728.-5937, 


5982. 


.6095, 5983.. 6096, 6124.. 6165, 




27362. .27553, 27369 . v . 27524 , 27575 .. 27784 , 27636.-27734 




Seq. No. 


20878 




Seq. ID 


OJ991117_17.0128. 


C16 


Gene No. 


43568 




Strand 






Start 


32973 




End 


34487 





21170 



Name 

Start 

GI 

Exons 



OJ991117_17.0128.C16.o4 .tw 
6261 
none 

6261. .6704, 



Method TBLASTX : Wheat 

End 27205 

Score 534 

6265.. 6747, 26723 27205, 26732 .. 27076, 26766.. 27101 



Seq. No. 


20878 








Seq. ID 


OJ991117_17.0128.C16 


Gene No. 


43568 








Strand 


- 


Start 


32973 








End 


34487 


Name 


OJ991117 17. 


0128 


.C16.o5. 


. tm 4 


Method 


TBLASTX: Maize 


Start 


6276 








End 


27193 




none 








Score 


321 


Exons 


6276. .6566, 


6277 


. .6564, 


26904 


. .27095, 


26906. .27193 


Seq. No. 


20878 








Seq. ID 


OJ991117_17.0128.C16 


Gene No. 


43568 








Strand 




Start 


32973 








End 


34487 


Name 


OJ991117 17. 


0128 


.C16.o3, 


.tm 


Method 


TBLASTX: Maize 


Start 


6634 








End 


26836 


GI 


none 








Score 


166 


Exons 


6634. .6813, 


6642 


. .6761, 


6844. 


.7134, 6885. .7013, 7041. .7091, 




26337. .26672 


, 26380. .26430, 26457 26585, 26684.. 26836 


Seq. No. 


20878 








Seq. ID 


OJ991117_17.0128.C16 


Gene No. 


43568 








Strand 




Start 


32973 








End 


34487 


Name 


OJ991117 17. 


0128 


.Cl-6.ol. 


.ts 


Method 


TBLASTX: Soybean 


Start 


6688 








End 


26782 ■ 


GI 


none 








Score 


57 


Exons 


6688. .6720, 


6690 


. .6719, 


6724. 


.7083, 6726.. 6761, 6792.. 7082, 



26388. .26702, 26389.-26652, 26684 .. 2674 6, 26702 .. 267 4 6, 
26738. .26782, 26750.. 26782 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20878 
43568 
32973 

OJ991117_17.0128.C16.o5.tw 

6796 

none 



Seq. ID OJ991117_17.0128.C16 



Strand 
End 

Method 

End 

Score 



34487 

TBLASTX: Wheat 

26675 

371 



6796. .7098, 6798;. 7082, 26373.-26675, 26374 .. 26655 , 26573.-26674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20878 
43568 
32973 

OJ991117_17.0128.C16.o3.tw 

7099 

none 



Seq. ID OJ991117_17.0128.C16 
Strand 

End 34487 

Method TBLASTX : Wheat 

End 26372 

Score 576 

7099. .7521, 7128. .7487, 7147. .7521, 7149. .7523, 258 63.-26372, 
25947. .26294, 26029. .26340 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20878 
43568 
32973 

OJ991117_17.0128.C16.o3.ts 

7105 

none 



Seq. ID OJ991117_17.0128.C16 
Strand 

End 34487 

Method TBLASTX : Soybean 

End 26366 

Score 201 



7105. .7350, 7122. .7349, 26121. .26366 



21171 




Seq. No. 


20878 






Seq. ID 


OJ991117_17.0128 


.C16 


Gene No. 


43568 






Strand 






Q -I- -3 — *- 


-3907-3 
oz y / 0 






End 


34487 




Name 


OJ991117 17.0128 


.C16.02. 


tm 


Method 


TBLASTX: Maize 




Start 


7170 






End 


26300 




GI 


none 






Score 


64 




Exons 


7170.. 7376, 7170 


. .7472, 


7171. 


.7524, 25935. .26246, 25947 


. .26300, 




26032. .26298 












Seq. No. 


20878 






Seq. ID 


OJ991117_17.0128 


.C16 


bene wo . 


A "3. ^ £Q 






Strand 






Start 


32973 






End 


34487 




Name 


OJ991117 17.0128 


.C16.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7524 






End 


25815 




GI 


none 






Score 


654 




Exons 


7524.. 8090, 7555 


. .8091, 


25381 


. .25815, 


25382. .25813, 25501. .2581! 


Seq. No. 


20878 






Seq. ID 


OJ991117_17.0128 


pi c 

.LID 


Gene No. 


43568 






Strand 






.p car c 


jl!/ 1 J 






End 


34487 




Name 


OJ991117 17.0128 


.CI6.0I. 


tc 


Method 


TBLASTX: Cress 




Start 


7798 






End 


25674 




GI 


none 






Score 


90 




Exons 


7798. .7971, 7972 


. .8115, 


7974. 


.8114, 25357. .25500, 25358 






25501. .25674 












Seq. No. 


20878 






Seq. ID 


OJ991117JL7.0128 


PI £ 
. b -L O 


bene ino . 


A ^ ^ £Q 
fl OO DO 






Strand 






Start 


32973 






End 


34487 




Name 


OJ991117 17.0128 


.C16.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


7879 






End 


25593 




GI 


none 






Score 


296 




Exons 


7879. .8139, 7884 


. .8138, 


25333 


. .25593, 


25334. .25588 




Seq. No. 


20878 






Seq. ID 


OJ991117JL7.0128 


.C16 


bene ino . 


1 jjDO 






Strand 






Start 


32973 






End 


34487 




Name 


OJ991117 17.0128 


.C16.o4. 


tm 


Method 


TBLASTX: Maize. 




Start 


7937 






End 


25534 




GI 


none 






Score 


96 




Exons 


7937.. 8104, 7938 


. .8225, 


7939. 


.8229, 25243. .25533, 25247 


.25534 


Seq. No. 


20878 






.Seq. ID 


OJ991117_17.0128 


C16 


Gene No. 


43568 






Strand 






Start 


32973 






End 


34487 




Name 


OJ991117 17.0128 


.C16.o5. 


gp 


Method 


. AAT/GAP 




Start 


32973 




End 


33252 




GI 


61605 3.R1084 






Score 


343 




Exons 


32973. .33252 












GI Descrip. 


, 1402920/emb|CAA66965| 2 


.Oe-20 (X98321 


) peroxidase [Arabidopsis 




thaliana] 1 












Seq. No'. 


20879 






Seq: ID 


OJ991117_17.0128 


C17 


Gene No. 


43569 






Strand 






Start 


20 






End 


1286 




Name 


OJ991117 17.0128 


.C17.ol. 


gs 


Method 


GENSCAN 




Start 


20 






End 


1286 





21172 




GI 


none 


Score 


.81 




Exons 


20. .360, 401. .1286 








Seq. No. 


20879 


Seq. ID 


OJ991117_17.0128 


.C17 


Gene No. 


43569 


Strand 






start 


20 


End 


1 ope 




Name 


OJ991117 17.0128.C17.ol.np 


Method 


AAT/NAP 




Start 


29 


End 


361 




GI 


5852180 


Score 


141 




Exons 


29. .361 








GI Descrip. 


" (AL117265) zhbOOOlO.l [Oryza sativa] 






Seq. No. 


20879 


Seq. ID 


OJ991117_17.0128 


.C17 


Gene No. 


43569 


•Strand 






Start 


20 


End 


1286 




Name 


OJ991117 17.0128.C17.o2.np 


Method 


AAT/NAP 




Start 


345 


End 


1220 




GI 


5042448 


Score 


1287 




Exons 


345. .1220 








GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy-type 






retrotransposon [Oryza sativa] 








Seq. No. 


20880 


Seq. ID 


OJ991117_17.0128 


.C18 


Gene No . 


43570 


Strand 


+ 




Start 


179 


End • 


444 




Name 


OJ991117 17.0128.C18.ol.gs 


Method 


GENSCAN 




Start 


179 


End 


444 




GI 


none 


Score 


.48 




Exons 


179. .444 








Seq. No. 


20880 


Seq. ID 


OJ991117_17.0128 


.C18 


Gene No. 


43571 


Strand 






otar u 


1 


End 


249 




Name 


OJ991117 17.0128.C18.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


249 




GI 


2864621 


Score 


72 




Exons 


1..249 








GI Descrip. 


(AL021811) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


20881 


Seq. ID 


OJ991117_17.0128 


.C19 


Gene No. 


43572 


Strand 


+ 




o tar z 


1 


End 


660 




Name 


OJ991117 17.0128.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


660 




GI 


4680179 


Score 


890 




Exons 


1..660 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa 


subsp. indica] 




Seq. No. 


20881 


Seq. ID 


OJ991117_17.0128 


.C19 


Gene No . 


43572 


Strand 


+ 




Start 


. 1 


End 


660 




Name 


OJ991117 17.0128.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


36 


End 


575 




GI 


none 


Score 


624 




Exons 


36. .575, 200. .571 








Seq. No. 


20881 


Seq. ID 


OJ991117_17.0128 


.C19 



21173 



Gene No. 43572 Strand 

Start 1 End 

Name OJ991117_17 . 0128 .C19.ol .gs Method 

Start 115 . End 

GI none Score 

Exons 115 . .513 



+ 

660 

GENSCAN 

513 

.43 



Seq. No. 20881 

Gene No. 43572 

Start 1 

Name OJ991117_17 . 0128 . C19 .ol . tc 

Start 273 

GI none 

Exons 273.-455, 456.-599, 458.. 598 

Seq. No. 20881 

Gene No. 43572 

Start 1 

Name OJ991117_17 . 0128 . C19 .ol . ts 

Start 363 

GI none 

Exons 363.. 623, 374.. 622 



Seq. ID OJ991117_17.0128.C19 

Strand + 

End 660 

Method TBLASTX : Cress 

End 599 

Score 88 



Seq. ID OJ991117_17.0128.C19 

Strand + 

End 660 

Method TBLASTX : Soybean 

End 623 

Score 288 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20881 
43572 

1 " 

OJ991117_17.0128.C19-ol.tm 

384 
none 

384. .608, 387. .641, 389. .622 



Seq. ID OJ991117_17.0128.C19 

Strand + 

End . 660 

Method" TBLASTX : Mai ze 

End 641 

Score 368 



Seq. ID OJ991117_17.0128.C20 
Strand + 

348 

AAT/NAP 
345 
396 



20882 
43573 
1 

OJ991117_17.0128.C20.ol.np 
1 

3915757 
1..345 

BENZOYLFORMATE DECARBOXYLASE (BFD) (BFDC) gi I 33187 66 | pdb | 1BFD | 
Benzoylformate Decarboxylase From Pseudomonas Putida gi 13093419 
(J05293) benzoylformate decarboxylase [Pseudomonas putida] 



End 

Method 

End 

Score 



Seq. No. 


20882 






Seq. ID 


OJ991117 


_17. 


0128 


.C20 


Gene No. 


43573 






Strand 


+ 








Start 


1 






End 


348 








Name 


OJ991117 17 


.0128.C20.ol. 


gs 


Method 


GENSCAN 








Start 


81 






End 


348 








GI 


none 






Score 


.79 








Exons 


81. .348 
















Seq. No. 


20883 






Seq. ID 


OJ991117 


_17. 


0128 


-C21 


Gene No. 


43574" 






Strand 


+ 








Start 


1 






End 


1120 








Name 


OJ991117 17 


0128.C21.ol. 


np 


Method 


AAT/NAP 








Start 


1 






End 


1120 








GI 


5257279 






Score 


1004 








Exons 


1..438, 787 


.1021, 1093. 


.1120 













21174 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



20883 
43574 
1 

OJ991117_17.0128.C21.ol.gs 
94 

none 

94. .348, 460. .679, 787. .1085 



Seq. ID OJ991117_17.0128.C21 

Strand + 

End 1120 

Method GENSCAN 

End 1085 

Score .57 



20884 
43575 
1 

OJ991117_17.0128.C22.ol.np 

1 • . ■ 

5257279 

1..2672, 2889.. 3051, 3166.. 3190 

(AP000364) Similar to Transposon MAGGY gag and pol gene 
homologues. (L35053) [Oryza sativa] 



Seq. ID OJ991117_17.0128.C22 

Strand + 

End 3190 

Method AAT/NAP 

End 3190 

Score 4434 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20884 
43575 
1 



Seq. ID OJ991117_17.0128.C22 
Strand + 
End 3190 



OJ991 117_17 . 0128 . C22 . 06 . tw Method TBLASTX : Wheat 

114 End 413 

none Score 187 
114. .413, 131. .307, 147. .308 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20884 
43575 
1 



Seq. ID OJ991117_17.0128.C22 
Strand + 
End 3190 



OJ991117 17.0128.C22.o5.tm Method TBLASTX :Maize 



780 
none 

780. .1103, 827. .904 



End 
Score 



1103 
199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20884' 

43575 

1 

OJ991117_17.0128.C22.o5.tw 

786 

none 



Seq. ID OJ991117_17.0128.C22 

Strand + 

End 3190 

Method TBLASTX : Wheat 

End 1163 

Score 142 



786. .1007, 836. .907, 873. .953, 1041. .1163, 1041. .1157, 
1052.. 1162 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



20884 
43575 
1 



Seq. ID OJ991117_17.0128.C22 
Strand + 
End 3190 



OJ991117 17.0128.C22.o6.tm Method TBLASTX :Maize 



1238 
none 

1238. .1399, 1239. .1400 

20884 
43575 
1 



End 
Score 



1400 
181 



Seq. ID OJ991117_17.0128.C22 
Strand + 
End 3190 



21175 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

Gi 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ991117_17, 

1335 

none 

1335. .1817, 

20884 
43575 
1 

OJ991117_17, 

1401 

none 

1401. .1871, 

20884 
43575 
1 

OJ991117_17, 

1758 

none 

1758. .1790, 

20884 
43575 
1 

OJ991117_17. 

1866 

none 

1866. .2168, 

20884 
43575 
1 

OJ991117_17. 

1887 

none 

1887. .2234, 

20884 
43575 
1 

OJ991117_17, 

2169 

none 

2169. .2666, 

20884 
43575 
1 

OJ991117_17, 
2175 
none * 
2175. .2420 

20884 
43575 
1 

OJ991117 17. 



.0128.C22.o3.tw 
1346.. 1642, 1395. 

,0128.C22.o2.tm 
1475. ^1648 

■0128.C22.ol.ts 
1788.. 2123, 1794. 

; 03.28. C22.o4.tw 
1866.. 2102, 1868. 

.0128.C22.o3.tm 
1889. .2155 

■0128.C22.ol.tw 
2178.. 2513, 2204. 

■0128.C22.o3.ts 



Method TBLASTX : Wheat 
End 1817 
Score 543 
.1784, 1670. .1813 



OJ991117_17.0128.C22 
+ 

3190 

TBLASTX: Maize 

1871 

401 



OJ991117_17.0128.C22 
+ 

3190 

TBLASTX : Soybean 

2153 

54 



0128.C22.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2153, 1796.. 2152 

Seq. ID OJ991117_17.0128:C22 

Strand + 

End 3190 

Method TBLASTX : Wheat 

End 2168 

Score 393 
.2152 

Seq. ID OJ991117_17.0128.C22 

Strand + 

End 3190 

Method TBLASTX : Mai ze 

End 2234 

Score 318 



Seq. ID OJ991117_17.0128.C22 

Strand + 

End 3190 

Method TBLASTX : Wheat 

End 2666 

Score 624 
.2590 

Seq. ID OJ991117_17.0128.C22 

Strand + 

End 3190 

Method TBLASTX : Soybean 

End .2420 

Score 202 



Seq. ID OJ991117_17.0128.C22 

Strand . + 

End 3190 

Method TBLASTX : Mai ze 



21176 




Start 


2241 








End 


2594 




GI 


none 








Score 


459 




Exons 


2241. .2594, 


2243. 


.2509, 


2244. 


.2510 






Seq. No. 


20884 








Seq. ID 


OJ991117_17.0128 


.C22 


bene wo. 


A O C "7 C 
4 JJ / J 








Q+- ran H 

o l x ana 


X 




Start 


1 








End 


3190 




Name 


OJ991117 17 


.0128. 


C22.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2669 








End 


3161 




GI 


none 








Score 


578 




Exons 


2669. .3157, 


2670. 


.3161, 


2811. 


.3158 






Seq. No. 


20884 








Seq. ID 


OJ991117_17.0128 


.C22 


bene no. 


A TCTC 
H JJ / O 








Strand 


+ 




Start 


1 








End 


3190 




Name 


OJ991117 17 


.0128. 


C22.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


2868 








End 


3185 




GI 


none 








Score 


109 




Exons 


2868. .3041, 


2876. 


.2989, 


3042. 


.3185, 3044. .3184 




Seq. No. 


20884 








ofcjq • x u 


O.TQQ1 117 17 m ?fl 


.C22 


bene wo . 


fl j D l D 








C +- v si r» H 


•4- 




Start 


1 








Hi 11 (J. 


71 QO 

O X J u 




Name 


OJ991117 17 


.0128. 


C22.o4 


.tm 


l ie L 1 1 vj U 


X DXj-TiO 1 A t L Jo. X *L tJ 




Start 


2952 








Hil 1U 


71 ft s 

J X O -J > 




GI 


none 








Score 


4L y y 




Exons 


2952. .3185, 


2960. 


.3166 










Seq. No. 


20884 










O.TQQ1 117 17 fll 9ft 


.C22 


Gene No . 


4jj / D 








otx ana 


_L 
r 




Start 


1 








Cjna 


71 QD 

o x :? u 




Name 


OJ991117 17 


.0128. 


C22.o2 


.ts 


Method 


TBLASTX: Soybean 




Start 


2960 








End 


3185 




GI 


none 








Score 


249 




Exons 


2960. .3175, 


2961. 


.3185, 


2973. 


.3185 






Seq., No. 


20885 








Seq. ID 


OJ991117_17.0128 


.C23 


Gene No. 


43576 ' 








Strand 


+ 




O Lai u 


i 

X 








End 


2136 




Name 


OJ991117 17 


.0128. 


C23.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


425 




GI 


4680179 








Score 


435 


- 


Exons . 


1. .425 














GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa 


subsp. indica] 




Seq. No. 


20885 








Seq. ID 


OJ991117_17.0128 


.C23 


Gene No . 


A "3 £ 
H 3D 1 D 








Strand 


+ 




Start 


1 








End 


2136 




Name 


OJ991117 17 


.0128. 


C23.ol 


.gs 


Method 


GENSCAN 




Start 


9 








End 


2106 • 




GI 


none 








Score 


.75 




Exons 


9.:297, 978 


. .1048 


, 1103 


. .1172 


, 14'81.. 


2106 




Seq. No. 


20885 








Seq. ID 


OJ991117_17.0128 


.C23 


Gene No. 


43576 








Strand 


+ 




Start 


1 








End 


2136 




Name 


OJ991117 17 


.0128. 


C23.o2 


.np 


Method 


AAT/NAP 





21177 



Start 1438 End 2136 

GI 6498441 Score 817 

Exons 1438.. 1761, 1855.. 2136 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 20885 

Gene No. 43577 

Start .4503 

Name OJ991117_17 . 0128 . C23 . o2 . gp 

Start 4503 

GI uC-osflcyp033a04bl 

Exons , 4503.. 4884 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. ID OJ991117_17.0128.C23 

Strand + 

End 4884 

Method AAT/GAP 

End 4884 

Score 667 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start '■■ 
GI 

Exons 



Seq. ID OJ991117_17.0128.C23 
Strand 

End 5717 

Method. TBLASTX : Wheat 

End 380 

Score 388 



Seq. ID OJ991117_17.0128.C23 
Strand 

End 5717 

Method TBLASTX : Maize 

End 368 • 

Score 284 



Seq. .ID OJ991117_17.0128.C23 
Strand 

End 5717 

Method TBLASTX: Wheat 

End 2127 

Score 97 



20885 
43578 
3588 

OJ991117_17.0128.C23.ol.tw 
3 

none 

3. .380, 5. .184, 204. .380 

20885 
43578 
3588 

OJ991117_17.0128.C23.ol.tm 
95 

none 

95. .316, 96. .368 

20885 
43578 
3588 

OJ991117_17 . 0128 . C23 . o2 . tw 
1518 
none 

1518. .1745, 1519. .1971, 1529. . 1567, . 1551 1628, 1698. .1799, 
2002. .2127 



Seq. No. 20885 

Gene No. 43578 

Start 3588 

Name OJ991117_17 . 0128 .C23 . o2 . tm 

Start 1741 

GI none 

Exons 1741.. 2004 



Seq. ID OJ991117_17.0128.C23 
Strand 

End 5717 

Method TBLASTX : Maize 

End 2004 

Score 187 



Seq. No. 20885 

Gene No. 43578 

Start 3588 

Name OJ991117_17 . 0128 . C23 . o3 . np 

Start . 3588 

GI 6063554 

Exons 3588.-3759, 5684.. 5717 



Seq. ID OJ991117_17.0128.C23 
Strand 

End 5717 

Method' AAT/NAP 

End 5717 

Score 115 



21178 




GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


20885 


Seq. ID 


OJ991117_17.0128 


.C23 


Gene No. 


43578 


Strand 


- 




Start 


3588 


End 


5717- 




Name 


OJ991117 17.0128.C23.o4.np 


Method 


AAT/NAP 




Start 


4436 


End 


5526 




GI 


4680186 


Score 


352 




Exons 


4436.. 4636, 5475. .5526 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


20886 


Seq. ID 


OJ991117_17.0128 


.C24 


Gene No. 


43579 


Strand 


+ 




Start 


1 


End 


906 




Name 


OJ991117 17 . 0128 . C24 . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


906 




GI 


4680179 


Score 


1217 




Exons 


1..906 








GI Descrip. 


(AF111709) polyprotem [Oryza 


sativa subsp. indica] 




Seq. No. 


20886 


Seq. ID 


OJ991117_17.0128 


.C24 


Gene No. 


43579 


Strand 


+ 




Start 


1 


End 


906 




Name 


OJ991117 17 . 0128 . C24 . ol . gs 


Method 


GENSCAN 




Start 


113 


End 


690 




GI 


none 


Score 


.55 




Exons 


113. .194, 270. .690 








Seq. No. 


20886 


Seq. ID 


OJ991117_17.0128 


.C24 


Gene No. 


43580 


Strand 






Start 


1495 


End 


1780 




Name 


OJ991117 17.0128.C24.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3 


End 


528 




GI 


none 


Score 


64 




Exons 


3. .77, 47. .268, 89. .241, 274. 


.528, 276 


. .416 




Seq. No. 


20886 


Seq. ID 


OJ991117_17.0128 


.C24 


Gene No. 


43580 


Strand 






Start 


1495 


End 


1780 




Name 


OJ991117 17.0128.C24.ol.tm 


Method 


TBLASTX: Maize 




Start 


80 


End 


681 




GI 


none 


Score 


222 




Exons 


80. .241, 88. .234, 239. .271, 270. .665, 271. .681 




Seq. No. 


20886 


Seq. ID 


OJ991117_17.0128 


.C24 


Gene No. 


43580 


Strand 






Start 


1495 


End 


1780 




Name 


OJ991117 17.0128.C24.o2.tw 


Method 


TBLASTX: Wheat 




Start 


528 


End 


861 




GI 


none 


Score 


296 




Exons 


.528. .-797, 529. .861, '541. .840 








Seq. No. 


20886 


Seq. ID 


OJ991117_17.0128 


.C24 


Gene No. 


43580 


Strand 






Start 


1495 


End 


1780 
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Name 


OJ991117 17 


.0128.C24.o2.np 


Method 


AAT/NAP 




Start 


1495 




End 


1780 




GI 


4680185 




Score 


306 




Exons 


1495. .1780 










GI Descrip. 


(AF111709) 


unknown [Oryza sativa subsp. 


indica] 




Seq. No. 


20887 




Seq. ID 


OJ991007_18 . 0120 


CI 


Gene No. 


43581 




Strand 






Cf art 


4265 




End 


4808 




Name 


OJ991007 18 


.0120.Cl.ol.np 


Method 


AAT/NAP 




Start 


4265 




End 


4808 




GI 


4415918 




Score 


482 




Exons 


4265. .4808 










GI Descrip. 


(AC006282) 


hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


20887 




Seq. ID 


OJ991007 18.0120 


.CI 


Pan o Mn 


43581 




c r rand 






Start 


4265 




End 


4808 




Name 


OJ991007 18 


.0120.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


4290 




End 


4808 




GI 


none 




Score 


114 




Exons 


4290. .4538, 


/coo a on a a SQn 


.4808 






Seq. No. 


20887 




Seq. ID 


OJ991007_18.0120 


.CI 




*4 J *J \J X 




Strand 






Start 


4265 




End 


4808 




Name 


OJ991007 18 


.0120.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


4299 




End 


4796 




GI 


none 




Score 


73 




Exons 


4299. .4565, 


4339. .4470, 4575. 


.4796 






Seq. No. 


20887 




Seq. ID 


OJ991007_18.0120 


.CI 




43581 




Strand 






Start 


4265 




End 


4808 




Name 


OJ991007 18 


.0120.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


4389 




End 


4739 




GI 


none 




Score 


64 




Exons 


4389. .4523, 


4390.. 4509, 4581. 


.4739, 4599.. 4676 




Seq. No. 


20888 




Seq. ID 


OJ991007_18.0120 


. C2 


Gene No. 


43582 




Strand 


+ 




Start 


1 




End 


1969 




Name 


OJ991007 18 


.0120.C2.o2.np 


Method 


AAT/NAP 




Start 


1 




End 


1969 




GI 


6006372 




Score 


90 




Exons 


1..33, 1724 


. .1969 








GI Descrip. 


(AP000559) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


20888 




Seq.' ID 


OJ991007_18.0120 


. C2 








Strand 


+ 




Start 


1 




End 


1969 




Name 


OJ991007 18 


.0120.C2.ol.gs 


Method 


GENSCAN 




Start 


58 




End 


507 




GI 


none 




Score 


.68 




Exons 


58. .507 










Seq. No. 


20888 




Seq. ID 


OJ991007_18.0120 


.C2 



21180 



bene wo . 


4 ^Sft? 


Strand 


+ 




Start 


1 


End 


1969 




Name 


OJ991007 18.0120.C2.o2.gs 


Method 


GENSCAN 




Start 


1673 


End 


1837 




GI 


none 


Score 


.86 




Exons 


1673. .1837 








Seq. No. 


20888 


Seq. ID 


OJ991007_ 


18 


PrtriQ NT f> 

bene inu ■ 


*i J J O J 


Strand 






Start 


185 


End 


464 




Name 


OJ991007 18.0120.C2.ol.gp 


Method 


AAT/GAP 




Start 


185 


End 


464 




GI 


2442808 


Score 


456 




Exons 


185. .464 








Seq. No. 


20888 


Seq. ID 


OJ991007_ 


18 


Gene No. 


43584 


Strand 








646 


End 


2058 




Name 


OJ991007 18.0120.C2.ol.np 


Method 


AAT/NAP 




Start 


646 


End 


2058 




GI 


6006372 


Score 


108 




Exons 


646.. 904, 2025.. 2058 








GI Descrip. 


(AP000559) hypothetical protein [Oryza 


sativa] 




Seq. No. 


o n Q Q Q 

zuoo y ^ 


• Seq. ID 


OJ991007_ 


18 


bene wo . 




Strand 


+ 




Start 


4 4 0 

H H \J 


End 


2297 




Name 


OJ991007 18.0120.C3.ol.gs 


Method 


GENSCAN 




Start 


440 


End 


2297 




GI 


none 


Score 


. 95 




Exons 


440. .524, 1726. .2004, 2216. 


.2297 






Seq. No. 


20889 


Seq. ID 


OJ991007_ 


_18 


bene lno . 


43586 


Strand 


+ 




Start 


4462 


End 


6305 




Name 


OJ991007 18.0120.C3.o2.gs 


Method 


GENSCAN 




Start 


4462 


End 


6305 




.GI 


none 


Score 


.7 




Exons 


4462. .4626, 6207. .6305 








Seq. No. 


20889 


Seq. ID 


OJ991007_ 


18 


Gene No. 


43587 


Strand 


+ 




O L cli. L 


8761 


End 


8962 




Name 


OJ991007 18.0120-.C3.ol.np 


Method 


AAT/NAP 




Start 


8761 : 


End 


8962 




GI 


4539351 


Score 


74 




Exons 


8761. .8962 








GI Descrip. 


(AL035539) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


20889 


Seq. ID 


OJ991007_ 


_18 


Gene No. 


. .43588 


Strand 


+ 




Start 


9970 


End 


12921 




Name 


OJ991007 18.0120.C3.o2.np 


Method 


AAT/NAP 




Start 


9970 


End 


12921 




GI 


6636362 


Score 


121 




Exons 


9970. .10050, 11085. .11177, 


11227. .11650, 11990. 


.12 



12889. .12921 
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GI Descrip. (AF215665) S-adenosyl-L-methionine decarboxylase [Brassica 
juncea] 



Seq. No. 


20889 




Seq. ID 


OJ991007_ 


18. 


0120, 


,C3 


Gene No. 


43589 




Strand 


- 








Start 


2445 




End 


3723 








Name 


OJ991007 18. 0120. C3. 


ol.gp 


Method 


AAT/GAP 








Start 


2445 




End 


3723 








GI 


none 




Score 


1067 








Exons 


2445. .2791, 3375. .3445, 3554 


3723 










Seq. No. 


rfCUO yu 




Seq. ID 


OJ991007_ 


18. 


0120 


.C4 


Gene No. 






Strand 


+ 








Start 


1 Q1 




End 


990 








Name 


r\TQQinfl"7 1 p ni9fi HA 


, 0 1 . gs 


Method 


GENSCAN 








Start 


1 Q1 




End 


844' 








GI 


none 




Score 


.92 ' 










181. .250, 429. .584, 


765. .844 












Seq. No. 






Seq. ID 


OJ991007_ 


_18. 


0120 


.C4 


Gene No. 


h jj yu 




■ Strand 


+ 








Start 


lol 




End 


990 








Name 


HTQQ1 nm i o oi9n ha 
uoyyiuu/ lo.uizu.^ft. 


. ol . gp 


Method 


AAT/GAP 








Start 


loy 




End 


573 








GI 






Score 


386 








HiXons 


189.. 250, 361.. 573 














Seq. No. 


90ff QO 
ZUO 




Seq. ID 


OJ991007_ 


_18. 


0120 


.C4 


Gene No. 


4 ooy U 




Strand 


+ 








Start 


1 01 

lol 




End 


990 








Name 


oTQQinn7 iff m 90 ca 


• °^ • gp 


Method 


AAT/GAP 








Start 


Tiff _ 




End 


990 








GI 


0 / du / y 0 




Score 


450 








Exons 


/ 10 . . y y u 














Seq. No. 


20890 




Seq. ID 


OJ991007 


_18. 


0120 


.C4 


Gene No. 


4 ooy 1 




Strand 


+ 








Start 


141UD 




End 


14346 








Name 


niQQi nm 1 q mon ca 
ujyyiuu/ lo.uizu.^ft 


. oJ . gp 


Method 


AAT/GAP 








Start 


14 1UO 




End 


14346 








GI 


JDOOOD 




Score 


418 








Exons 


14105. .14346 














Seq. No. 


20890 




Seq. ID 


OJ991007 


_18. 


0120 


.C4 


Gene No. 


43592 




Strand 


+ 








Start 


17532 




End 


22188 








Name 


OJ991007 18. 0120. C4 


.o5.gs 


Method 


GENSCAN 








Start 


17532 




End 


22188 








GI 


none 




Score 


.93 








Exons 


17532. .17669, 17972 


. .18034, 


18442. .18530, . 18618 


. .18821, 






19135. .19390, 19490 


. .19717, 


19793. .19990, 21577 


. .22188 . 




Seq. No. 


20890 




Seq. ID 


OJ991007 


_18. 


,0120 


.C4 


Gene No. 


43592 




Strand 


+ 








Start 


17532 




End 


22188 








Name 


OJ991007 18. 0120. C4 


. ol.np 


Method 


AAT/NAP 








Start 


18249 




End 


20280 









21182 



GI 4220537 Score 1399 

Exons 18249. .18341, 18442 18530, 18618 18821 , 19135 .. 19390, 

19490. .19717, 19793. .19990, 20071.. 20280 
GI Descrip. (AL035356) PsRT17-l like protein [Arabidopsis thaliana] 



Seq. No. 


20890 


Seq. ID 


OJ991007_ 


18. 0120. C4 


Gene No. 


43592 


Strand 


+ 




Start 


17532 


End 


22188 




Name 


OJ991007 18.0120.C4.o4.gp 


Method 


AAT/GAP 




Start 


19516 


End 


20283 




GI 


LIB3434-044-P1-K1-E11 


Score 


1155 




Exons 


19516. .19717, 19793. .19990, 


20071. .20283 






4Z^UJ J / / | vnni July | J i uc 


88 (AL035356) PsRT17 


-1 like prote 


[Arabidopsis thaliana] 1 








Seq. No. 


20890 


Seq. ID 


OJ991007_ 


18. 0120. C4 


Gene No. 


43592 


Strand 


+ 




Start 


17532 


End 


22188 




Name 


OJ991007 18.0120.C4.o2.np 


Method 


AAT/NAP 




Start 


21730 


End 


22182 




CT 


*5t: c -l O -3D 
JJJIO JO 


Score 


463 




Exons 


21730.. 22182 








GI Descrip. 


(AF070967) SKPl-like protein 


[Nicotiana clevelandii] 


Seq. No. 


20890 


Seq. ID 


OJ991007_ 


18. 0120. C4 


Gene No. 


43593 


Strand 


+ 




Start 


31330 


End 


33872 




Name 


OJ991007 18.0120.C4.o8.gs 


Method 


GENSCAN 




Start 


31330 


End 


32398 




GI 


none 


Score 


.98 




Exons 


31330. .31549, 31638 .. 31969, 


32072. .32398 




Seq. No. 


20890 


Seq. ID 


OJ991007_ 


18. 0120. C4 


Gene No. 


43593 


Strand 


+ 




Start 


31330 


End 


33872 




Name 


OJ991007 18 .0120.C4.o4 .np 


Method 


AAT/NAP 




Start 


31344 


' End 


33872 




GI 


6223650 


Score 


335 s 




Exons 


31344. .31553, 31673 .. 31957 , 


32074. .32117, 33776. 


.33872 


GI Descrip. 


(AC011698) NAM-like protein 


(no apical 


meristem) 


[Arabidopsis 



thaliana] 



Seq. No. 20890 Seq. ID 

Gene No. 43594 Strand 

Start 34249 End 

Name OJ991007_18 . 0120 . C4 . o5 . gp Method 

Start 34249 End 

GI LIB3477-003-P1-K1-E9 Score 

Exons 34249. .34322, 34450. .34489 

GI Descrip. * 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



OJ991007_18.0120.C4 
+ 

34489 
AAT/GAP 
34489 
116 



Seq.^ No. 20890 Seq. ID 

Gene No. 43595 Strand 

Start 37167 End 

Name OJ991007_18 . 0120 . C4 . 06 . gp Method 



OJ991007_18.0120.C4 
-f 

42715 
AAT/GAP 



21183 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



37071 End 39439 

11985_1.R1084 Score 1528 

37071. .37317, 37 637 . . 3774 6, 38720 .. 38862, 39136.. 39439 

'5453902/ref |NP_006214.1|pPIN4| 2.0e-18 protein (peptidyl-prolyl 

cis/trans isomerase) NIMA-interacting, 4 (parvulin) 

>gi_4689436_gb_AAD27893.1_AF143096_l (AF143096) peptidyl-prolyl 

cis-trans isomerase EPVH [Homo sapiens] 

>gi_5420453_dbj_BAA82320. 1_ (AB009690) parvulin [Homo sapiens] 1 



20890 
43595 
37167 

OJ991007_18 . 0120 . C4 . o5 . np 

37163 

5453902 



Seq. ID 
Strand 
End 

Method 
End 
Score 

37163. .37272, 37631 37714 , 38718 .. 38876, 39132.. 39172 

protein (peptidyl-prolyl cis/trans isomerase) NIMA-interacting, 

4 (parvulin) gi | 4 689436 I gb | AAD278 93 . 1 1 AF143096_1 (AF143096) 

peptidyl-prolyl cis-trans isomerase EPVH [Homo sapiens] 

gi I 5420453 | dbj IBAA82320 .il (AB009690) parvulin [Homo sapiens] 



OJ991007_18.0120.C4 
+ 

42715 
AAT/NAP 
39172 
162 



20890 Seq. ID 

43595 Strand 
37167 End 
OJ991007_18 . 0120 . C4 . olO . gs Method' 
37167 End 
none Score 

37167. .37377, 37637 37746, 38720. 

41171. .41199, 41318. .41529, 41783. 
42503. .42715 



OJ991007_18.0120.C4 
+ 

.42715 
GENSCAN 
42715 
.77 

38830, 40438. .41024, 
41905, 42006. .42410, 



18. 0120. C4 



20890 Seq. ID OJ991007_ 

43595 Strand + 

37167 End 42715 

OJ991007_18 . 0120 . C4 . 06 . np Method AAT/NAP 

40520 End 42715 

1731475 Score 1237 

40520. .41024, 41171 .. 41199, 4 1318 .. 4 1529, 4 1783 .. 4 1905 , 
42006. .42410, 42503 .. 42715 - 

(U35619) ribulose-1,5 bisphosphate carboxylase/oxygenase large 
subunit N-methyltransferas [Nicotiana tabacum] gi 11731477 
(□35620) ribulose-1,5 bisphosphate carboxylase/oxygenase large 
subunit N-methyltransferase [Nicotiana tabacum] 



Seq. No. 


20890 




Seq. ID 


OJ991007 


_18 


.0120. 


C4 


Gene No. 


43596 




Strand 










Start 


23948 




End 


29171 








Name 


OJ991007 18. 0120. C4 


.06. gs 


Method 


GENSCAN 








Start 


23948 




End 


25898 








GI 


none 




Score 


.81 








Exons 


23948. .24166, 24242 


. .24530, 


25849. .25898 








Seq. No. 


20890 




Seq. ID 


OJ991007 


_18 


.0120. 


C4 


Gene No. 


43596 




Strand 










Start 


23948 




End 


29171 








Name 


OJ991007 18. 0120. C4 


.o3.np 


Method 


AAT/NAP 








Start 


24959 




End 


28197 









21184 




GI 


5852093 




Score 


81 






Exons 


24959. .25042, 26683, 


. .26818, 


27923. .28042, 28105, 


. .28197 




GI Descrip. 


(AL117264) zwhl6.1 I 


[Oryza sativa] 








Seq. No. 


- 

20890 




Seq. ID 


OJ991007_ 


_18.0120. 


C4 


oene inu . 


4 JJ^U 




Strand 








Start 


23948 




End 


29171 






Name 


OJ991007 18. 0120. C4. 


> o7 . qs 


Method 


GENSCAN 






Start 


26853 




End 


29171 






GI 


none 




Score 


. .78 






Exons 


26853. .27125, 27151. 


974 1 7 


28427. .28510, 29161 


. .29171 




Seq. No. 


20890 




Seq. ID 


OJ991007_ 


JL8.0120. 


,C4 


Gene No. 


43597 




Strand 








Start 


33087 




End • 


33351 






Name 


OJ991007_18.0120.C4. 


. \J <J a LIU 


Method-; 


TBLASTX: Maize 




b tar l 


1 7 QS4 




End 


18507 






GI 


none 




Score 


99 






Exons 


17954. .18031, 17965 


18030 


17970. .18035, 17972 


. .18049, 






18093. .18188, 18109 


1 8 18 9 


18116. .18178, 18273 


. .18362, 






18275. .18340, 18276 


1 8^sn 


18441. . 18506, 18442 


. . 18504, 






18442. .18507 












Seq. No. 


20890 




Seq. ID 


OJ991007 


_18.0120, 


>C4 


Gene No. 


43597 




Strand 








Start 


33087 




End 


33351 






Name 


OJ991007 18. 0120. C4 


. ol . ts 


Method 


TBLASTX : : 


Soybean 




Start 


18116 




End 


20286 






GI 


none 




Score 


71 






JiiXons 


18116 18163 18117 


1817 9 


18227. .18340, 18273 


. . 18344, 






18285. .18350, 18441 


1 RS4R 


18442. .18528, 18652 


. .18825, 






18663. .18815, 19132 


. .19299, 


19133. .19297, 19339 


. .19419, 






19352. .19390, 19473 


19718 


19487. .19720, 19489 


. . 19719, 






19789. .19992, 19790 


1 9993 


20071. .20280, 20079 


. .20270, 






20098. .20286 












Seq. No. 


20890 




Seq. ID 


OJ991007 


JL8.0120 


.C4 


Gene No. 


43597 




Strand 








Of a >-4- 


jjUO / 




End 


33351 






Name 


OJ991007 18. 0120. C4 




Method 


TBLASTX:! 


Maize 




Start 


18750 




End 


19305 






GI 


none 




Score 


91 






Exons 


18750. .18824, 18751 


1889^ 


18751. .18 


819, 18752 


. .18829, 






19132. .19299, 19133 




19134. .19304, 19243 


. .19305 




Seq. No. 


20890 




Seq. ID 


OJ991007 


_18.0120 


.C4 


Gene' No. 


43597 




Strand 








Start 


33087 




End 


33351 






Name 




.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


19220 




End 


20271 






GI 


none 




Score 


92 






Exons 


19220. .19297, 19225 


. .19296, 


19349. .19390, 19354 


. .19419, 






19487. .19720, 19489 


. .19719, 


19789. .19992/.. 19790 


. .19993, 






19790. . 19996, 20071 


. .20271, 


20076. .20270'." 






Seq. No. 


20890 




Seq. ID 


OJ991007 


_18.0120 


.C4 


Gene No. 


43597 




Strand 









21185 




Of a r f 


^nft7 

JJUO / 




End 


33351 




Name 


OJ991007 18. 0120. C4. 


.ol.tm 


Method 


TBLASTX: Maize 




Start 


19310 




End 


19855 




GI 


none 




Score 


79 




Exons 


19310. .19390, 19336. 


. . 19392, 


19340. .19390, 19487 19720, 






19489. .19719, 19789, 


. .19845, 


19790. .19855 




Seq. No. 


20890 




Seq. ID 


OJ991007_18.0120, 


.C4 


Gene No. 


43597 




Strand 








J JUO f 




End 


33351 




Name 


OJ991007 18. 0120. C4 , 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


19894 




End 


20292 




GI 


none 




Score 


166 




Exons 


19894. .19992, 19895, 


. .19993, 


19898. .19996, 19899. .19997, 






20066. .20275, 20071, 


. .20292, 


20073. .20279 




Seq. No. 


20890 




Seq. ID 


OJ991007_18.0120 


.C4 


Gene No. 


43597 




Strand 






C +- a 
OLalL 


33087 




End 


33351 




Name 


OJ991007 18. 0120. C4 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


21733 




End 


22182 




GI 


none 




Score 


199 




Exons 


21733. .21822, 21735 


. .21887, 


21736. .21909, 2194 3 .. 22182 , 






21978. .22025, 22074 


. .22178 








Seq. No. 


20890 




Seq. ID 


OJ991007_18.0120 


,C4 


bene lno • 






Strand 






Start 


33087 




End 


33351 




Name 


OJ991007 18. 0120. C4 


.o2 .tc 


Method 


TBLASTX: Cress 




Start 


21738 




End 


22182 




GI 


none 




Score 


203 




Exons 


21738. .21887, 21739 


. .21963, 


21943. .22182, 22074.. 22178 




Seq. No. 


20890- . 




Seq. ID 


OJ991007_18.0120 


.C4 


Gene No. 


43597 




Strand 






jLqI L 


^087 

J JUO / 




End 


33351 




Name 


OJ991007 18. 0120. C4 


. o3 . ts 


Method 


TBLASTX: Soybean , 




Start 


21739 




■ End 


22182 




GI 


"none 




Score 


53 




Exons 


21739. .21792, 21739 


. .21792, 


21771. .218.87, 21772 .. 21909, 






21943. .22182, 21978 


. .22178 








Seq. No. . 


20890 




Seq. ID 


OJ991007_18.0120 


. C4 


ucllc LNU • 


*i «J J Z? 1 




Strand 






Start 


33087^ 




End 


33351 




Name 


OJ991007 18. 0120. C4 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


21838 




End 


22134 




GI 


none 




Score 


83 




Exons 


21838. .21990, 21949 


. .22134, 


21970. .22128 




Seq. No. 


20890 




Seq. ID 


OJ991007_18.0120 


.C4 


Gene No. 


43597 - 




Strand 






Start 


33087 




End 


33351 " 




Name 


OJ991007 18. 0120. C4 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


31392 




End 


31906 




GI 


none 




Score 


154 




Exons 


31392. .31469, 31396 


. .31533, 


31685. .31786, 31687 .. 31782 , 





21186 




31819. .31902, 31820.. 31906 



JC^i WW. 


20890 




Seq. ID 


OJ991007_18.0120. 


C4 


Gene No. 


43597 




Strand 






Start 


33087 




End 


33351 




Name 


OJ991007 18. 0120. C4 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


31396 




End 


31906 




GI 


none • 




Score 


149 




Exons 


31396. .31533, 31684 


. .31782, 


31685. .31786, 31819 .. 31905, 






31820.. 31906 










Seq. No. 


20890 




Seq. ID 


OJ991007_18.0120 


C4 


Gene No. 


43597 




Strand 






Start 


33087 




End 


33351 




Name 


OJ991007 18. 0120. C4 


.08 . tm 


Method 


TBLASTX: Maize 




Start 


31396 




-End 


31918 




GI 


none 




Score 


142 




Exons 


31396. .31533, 31685 


. .31786, 


31819. .31899, 31820.. 31918 




Seq. No. 


20890 




Seq. ID. 


O'J991007_18.0120 


.C4 


Gene No. 


43597 




Strand 






Start 


33087 




End 


33351 




Name 


OJ991007 18. 0120. C4 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


31685 




End 


31915 






none 




Score 


119- 




Exons 


31685. .31792, 31687 


. .31788, 


31813. .31914, 31814. .31915 




Seq. No. 


20890 




Seq. ID 


OJ991007_18.0120 


.C4 


Gene No. 


43597 




Strand 






Start 


33087 




End 


33351 




Name 


OJ991007 18. 0120. C4 


. o9.gs 


Method 


GEN SCAN 




Start 


33087 




End 


33351 




GI 


none 




Score 


.48 




Exons 


33087. .33212, 33283 


. .33351 








OcU • IN vJ • 


20890 




Seq. ID 


OJ991007_18.0120 


.C4 


Gene No. 


43598 




Strand 






Start 


37624 




End 


■ 39228 




Name 


OJ991007 18. 0120. C4 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


37624 




End 


39184 




GI 


none 




Score 


202 




Exons 


37624. .37752, 37635 


. .37745, 


38717. .38 


881, 38719. .38883, 






38719. .38880, 38732 


. .38881, 


39125. .39184, 39127. .39177 




Con KIo 


20890 




Seq. ID 


OJ991007_18.0120 


.C4 


Gene No. 


43598 




Strand 






Start 


37624 




End 


39228 




Name 


OJ991007 18. 0120. C4 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


37624 




End 


38835 




GI 


none 




Score 


201 




Exons 


37624 . .37752, 37635 


. .37763, 


37635. .37748, 387 17 .. 38803, 






38717. .38797, 38722 


. .38802, 


38779. .38835 




Seq. No. 


20890 




Seq. ID 


OJ991007_18.0120 


.C4 


Gene No. 


43598 




Strand 






Start 


37624 




End 


39228 




Name 


• OJ991007 18. 0120. C4 


.o9.tm 


Method 


TBLASTX: Maize 





21187 




Start 


37624 




End 


37763 


GI 


none 




Score 


204 


Exons 


37624. .37752, 37635. 


.37763, 


37635.. 37748 


Seq. No. 


20890 




Seq. ID 


OJ991007_18.0120 


Gene No. 


43598 




Strand 




OLalt 






End 


39228 


Name 


OJ991007 18. 0120. C4. 


o7 . tm 


Method 


TBLASTX: Maize 


Start 


38634 




End 


39228 


GI 


none 




Score 


99 


Exons 


38634. .38870, 38671. 


.38880, 


38700. .38810, 38711. .38881, 




39124. .39228, 39125. 


.39181 






Seq. No. 


20890 




Seq. ID 


OJ991007_18.0120 


Gene No. 


43599 




Strand 






ft U jD d 




End 


4 2027 


Name 


OJ991007 18. 0120. C4. 


o5.ts 


Method 


TBLASTX : Soybean 


Start 


40966 




End 


41532 


GI 


none 




Score 


73 


Exons 


40966. .41025, 41171. 


.41200, 


41301. .41528, 41311. .41532, 




41329. .41532 








Seq. No. 


20890 




Seq. ID 


OJ991007_18.0120 


Gene No. 


43599 




Strand 




Start 


40966 




End 


42027 


Name 


OJ991CX)7 18. 012*0. C4. 


o4 . tm 


Method 


TBLASTX: Maize 


Start 


41175 




End 


42027 


GI 


none 




Score 


43 


Exons 


41175. .41201, 41301. 


.41579, 


41302. .41532, 4 1782 .. 4 1898 , 




41782. .41904, 41783. 


.41914, 


4178 6. .41914, 41787. .41924, 



42004. .42027 



Seq. No. 20890 

Gene No. 43600 

Start 42180 

Name OJ991007_18 . 0120 . C4 . o2 . ts 

Start 42180 

GI none 

Exons 42180. .42410, 42180 .. 424 10, 
42503. .42700 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991007_18.0120.C4 
42700 

TBLASTX : Soybean 

42700 

311' 



42181. .42411, 42251. .42412, 



Seq. ID OJ991007_18.0120.C5 



Seq. No. 20891 

Gene No. 43601 

Start 1 

Name OJ991007_18 . 0120 .C5.ol.np 

Start 1 

GI 4586036 

Exons 1..1334, 2424. .2470 

GI Descrip. (AC007109) unknown protein [Arabidopsis thaliana] 



Strand 
End 

Method 

End 

Score 



+ 

13990 
AAT/NAP 
2470 
611 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20891 

43601 . . 

1 

OJ991007_18.0120.C5 .o3.np 
18 

345604 



Seq. ID OJ991007JL8.0120.C5 



Strand 
End 

Method 

End 

Score 



+ 

13990 
AAT/NAP 
13990 
116 



18. .66, 7551. .7915, 8308. .8354, 10103 .. 10380, 12389 12504 , 



21188 



13673. .13990 

GI Descrip. proline-rich protein - African clawed frog 

gi|64956|emb|CAA48321| (X68249) Proline rich protein [Xenopus 
laevis] 



Seq. No. 20891 

Gene No. 43601 

Start 1 

Name OJ991007_18 . 0120 ,C5 . ol . gs 

Start 50 

GI none 

Exons 50.. 1366 



Seq. ID OJ991007_18.0120.C5 



Strand 
End 

Method 

End 

Score 



+ 

13990 
GEN SCAN 
1366 
.42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20891 
43602 
2048 

OJ991007_18.0120.C5.ol.tc 

314 

none 



Seq. ID OJ991007_18.0120.C5 
Strand 

End 19299 

Method TBLASTX : Cress 

End 988 

Score 89 



314. .475, 314. .424, 317. .685, 317. .664, 407. .580, 695.-877, 
701. .883, 703. .879, 707. .880, 751 879, 883 .. 987, 884. .988 



Seq. No. 20891 

Gene No. 43602 

Start 2048 

Name OJ991007_18 . 0120 ,C5 . o2 . tm 

Start 359 

GI none 
Exons 



Seq. ID OJ991007_18.0120.C5 
Strand 

End 19299 

Method TBLASTX : Mai ze 

End 1219 

Score 69 



359. .475, 740. .874, 842..1078, 883. .1026, 884. .1126, 908. .1093, 
1124. .1219 



Seq. No. 


20891 




Seq. ID 


OJ991007JL8.0120 


.C5 


Gene No. 


43602 




Strand 






Start 


7.'" 2.048 




End 


19299 




Name 


^ OJ991007 


18.0120.C5.ol.tw 


Method 


TBLASTX: Wheat 




Start 


392 




End 


1014 




GI 


• < none 




Score 


140 




Exons 


' 392. .655, 


545.. 706, 583.. 669, 


694. .858, 


698. .880, 841.. 


1014, 




884. .1012 










Seq. No. 


20891 




Seq. ID 


OJ991007_18.0120 


-C5 


Gene No. 


43602 




Strand 






Start 


2048 




End 


19299 




Name 


OJ991007 


18.0120.C5.o2.ts 


Method 


TBLASTX : Soybean 




Start 


461 




End 


1108 




GI 


none 




Score 


103 




Exons 


461. .655, 


473. .568, 776. .874, 


883. .1104 


, 884.. 1108, 911 


. .1105 


Seq. No. 


20891 




Seq. ID 


OJ991007_18.0120 


-C5 


Gene No. 


43602 




Strand 






Start 


2048 




End 


19299 




Name 


OJ991007 


18.0120.C5.o3.tc 


Method 


TBLASTX: Cress 




Start 


992 




End 


1321 




GI 


none 




Score 


131 




Exons 


992. .1216 


, 1202. .1321 








Seq. No. 


20891 




Seq. ID 


OJ991007_18.0120 


.C5 



21189 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



43602 
2048 

OJ991007_18.0120.C5.o2..tc 
2044 



none 
2044. 
2362. 
3529. 



Strand 
End 

_ Method 

End 
Score 

2196, 2045.. 2245, 2058.. 2237, 2355.. 2474, 2357.. 2449, 
2475, 3143. .3292, 3147. .3284, 3361. .3444, 3365. .3445, 
3579, 3530.. 3580 



19299 

TBLASTX: Cress 

3580 

71 



Seq. No. 


20891 








Seq. ID 


OJ991007_18.0120.C5 


Gene No. 


43602 








Strand 




Start 


2048 








End 


19299 


Name 


OJ991007 18 


.0120 


.C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2045 








End 


2457 


GI 


none 








Score 


173 


Exons 


2045. .2245, 


2058 


. .2237, 


2355. 


.2456, 2361.. 2453, 2362.. 2457 


Seq. No. 


20891 








Seq. ID 


OJ991007_18.0120.C5 


Gene No. 


43602 








Strand 




Start 


2048 








End 


19299 


Name 


OJ991007 18 


.0120 


.C5.o2. 


np 


Method 


AAT/NAP 


Start 


2048 








End 


5014 


GI 


5902404 








Score 


612 


Exons 


2048. .2236, 


2361 


. .2474, 


3143. 


.3281, 336S..3446, 3528.. 3580, 




4918. .5014 












GI Descrip. 


(AC008148) 


Unknown protein [Arabidopsis thaliana] 


Seq. No. 


20891 








Seq. ID 


OJ991007_18.0120.C5 


Gene No. 


43602 








Strand 




Start 


2048 








End 


19299 


Name 


OJ991007 18 


.0120 


.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2180 








End 


3579 


GI 


none 








Score 


69 


Exons 


2180. .2239, 


2181 


. .2237, 


2183. 


.2239, 2355.-2474, 2361.. 2471, 




2362. .2475, 


3143 


. .3292, 


3147. 


.3284, 3361.. 3441, 3365.. 3451, 




3517. .3579, 


3518 


. .3577 









Seq. No. 20891 
Gene No. 43602 
Start 2048 

Name OJ991007_18 . 0120 . C5 . o2 . gs 

Start 2449 
GI none 

Exons 2449.. 2474, 3143.. 3324, 3866 

4959. .5229, 7604. .7782, 7848 
11136. .11445, 11794. .11922, 13403 
18882. .18987, 19094. .19299 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4011, 4075 
8011, 8534 



OJ991007 18. 0120. C5 



19299 
GENS CAN 
19299 
.61 

4193, 4354.. 4450, 
8616, 10309. .10481, 



13491, 13929. .14144, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20892 
43603 
1 

OJ991007_18.0120.C6.ol.np 
1 

6358770 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..120, 1240. .1397, 2682. .2762, 2841. 
(AC011665) putative DNA-binding protein [Arabidopsis thaliana] 
gi | 6524180 | gb | AAF15065 . 1 |AC011914_7 (AC011914) putative 



OJ991007_18.0120.C6 
+ 

3362 
AAT/NAP 
3344 
452 

,3082, 3188. .3344 



21190 



DNA-binding protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20892 
43603 
1 

OJ991007. 

987 

none 



18.0120.C6.ol.gs 



Seq. ID 

Strand 

End 

Method 

End- 

Score 



OJ991007_ 
+ 

3362 
GENSCAN 
3362 
.48 



18. 0120. C6 



987.. 1206, 1248.. 1397, 2578.. 3362 



Seq. No. 20892 Seq. ID 

Gene No. 43603 Strand 

Start 1 End 

Name OJ991007JL8 . 0120 . C6 . ol . gp Method 

Start 1128 End 

GI 2310763 Score 

Exons 1128.. 1366 



OJ991007_18.0120.C6 
+ 

3362 
AAT/GAP 
1366 
412 



Seq. No. 20892 

Gene No. 43604 

Start 4185 

Name OJ991007_18 . 0120 .C6.o2 .gs 

Start 4185 

GI none 

Exons 4185.. 4245, 4303.. 4388, 
7226. .7354, 8554. .8640, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4824. .4999, 



OJ991007 18. 0120. C6 



20012 
GENSCAN 
19976 
.58 

5959. .6045, 



6220. .6355, 



13309. .13393, 14363 .. 14570, 19262.. 19976 



Seq. No. 


20892 


Seq. ID 


OJ991007_ 


18. 


.0120 


.C6 


Gene No. 


43604 


Strand 










Start 


4185 


End 


20012 








Name 


OJ991007 18.0120.C6.o2.np 


Method 


AAT/NAP 








Start 


15636 


End 


17061 








GI 


5852084 


Score 


90 








Exons 


15636. .15719, 17035.. 17061 












GI Descrip. 


(AL117264) zwh0007.1 [Oryza 


sativa] 










Seq. No. 


20892 


Seq. ID 


OJ991007_ 


18. 


.0120 


.C6 


Gene No. 


43604 


Strand 










Start 


4185 


End 


20012 








Name 


OJ991007 18.0120.C6.o3.np 


Method 


AAT/NAP 








Start 


19522 


End 


20012 








GI 


6358623 


Score 


162 








Exons 


19522. .20012 












GI Descrip. 


(AF146877) cyc4 protein [Antirrhinum 


graniticum] 








Seq. No. 


20892 


Seq. ID 


OJ991007_ 


18. 


,0120 


.C6 


Gene No. 


43605 


Strand 










Start 


27013 


End 


28085 








Name 


OJ991007 18.0120.C6.o4.gs 


Method 


GENSCAN 








Start 


27013 


End 


28085 








GI 


none 


Score 


.78 








Exons 


27013. .27202, 27469 .. 27579, 


27904 . .28 


085 








Seq. No. 


20892 


Seq. ID 


OJ991007_ 


18. 


,0120 


.C6 


Gene No. 


43606 


Strand 










Start 


29193 


End 


29718 








Name 


OJ991007 18.0120.C6.o5.gs 


Method 


GENSCAN 









21191 




Start 


29193 




End 


29718 






GI 


none 




Score 


.48 






Exons 


29193. .29290, 29586. 


.29718 










Seq. No. 


20892 




Seq. ID 


OJ991007 


JL8.0120 


.C6 


Gene No. 


43607 




Strand 








Start 


30288 




End 


30866 






Name 


OJ991007 18. 0120. C6. 


o2. ts 


Method 


TBLASTX: 


Soybean 




Start 


1316 




End 


3050 






GI 


none 




Score 


75 






Exons 


1316.. 1396, 1347.. 1409, 2679 


..2747, 2847. .3050 






Seq. No. 


r\ rt rt rt rt 

20892 




Seq. ID 


OJ 991UU / 


_18.0120 


.C6 


Gene No. 


43607 




Strand 








Start 


30288 




End 


n n o £ c 

308 66 






Name 


OJ991007_18 . 0120 ,C6. 


ol . tc 


Method 


mnT IV O TTW.7 _ 

TBLASTX : 


Cress 




Start 


19560 




End 


19748 






GI 


none 




Score 


69 






Exons 


19560. .19748, 195.61. 


.19650 










Seq. No. 


20892 




Seq. ID 


OJ991007 


_18.0120 


.C6 


Gene No. 


43607 




Strand 








Start 


30288 




• End 


30866 






Name 


✓-v -r rt rt -1 rt rt *n 1 rt rt -1 rt rt /" 

OJ991007 18. 0120. C6. 


ol.ts 


Method 


TBLASTX : 


Soybean 




Start 


19596 




End 


19760 






GI 


none 




Score 


71 






Exons 


19596. .19718, 19596. 


.19760, 


19597. .197' 


59 






Seq. No. 


rt rt rt rt rt 

20892 




Seq. ID 


OJ991007 


_18.0120 


.C6 


Gene No. 


43607 




Strand 








Start 


30288 




End 


30866 






Name 


j"\-rrtrtirtrt"l -1 rt rt -1 rt rt /™i /" 

OJ991007 18. 0120. C6. 


o4 . np 


Method 


AAT/NAP 






Start 


30288 




End 


30866 






GI 


6714286 




Score 


159 






Exons 


30288. .30363, 30528. 


.30660", 


30819. .30866 






GI Descrip. 


(AC013354) F15H18.5 


[Arabidopsis thaliana] 






Seq. No: 


20893 




Seq. ID 


OJ991027 


JL3.0131 


.CI 


Gene No. 


43608 




Strand 








Start 


X 




End 


240 






Name 


OJ991027 13. 0131. CI. 


ol.gp 


Method 


AAT/GAP 






Start 


1 




End 


240 






GI 


none 




Score 


437 






Exons 


1. .240 












Seq. No. 


20894 




Seq. ID 


OJ991027 


_13.0131 


.C3 


Gene No. 


43609 




Strand 


+ 






Start 


4302 




End 


4767 






Name 


OJ991027 13. 0131. C3. 


ol .gp 


Method 


AAT/GAP 






Start 


4279 




End 


4677 






GI 


none t 




Score 


723 






Exons 


4279. .4677 












Seq. No. 


20894 




Seq. ID 


OJ991027 


_13.0131 


.C3 


Gene No. 


43609 




Strand 


+ 






Start 


4302 




End 


4767 






Name 


OJ991027 13. 0131. C3. 


ol .np 


Method 


AAT/NAP 







21192 




Start 


4296 








End 


4767 


GI 


4559369 








Score 


341 


Exons 


4296. .4767 












GI Descrip. 


(AC006585) 


putative Rieske iron-sulfur 


protein [Arabidopsis 




thaliana] 












Seq. No. . 


20894 








Seq. ID 


OJ991027_13.0131.C3 


Gene No. 


43609 








Strand 


+ 


Start 


4302 








End 


4767 


Name 


OJ991027 1-3 


.0131 . 


C3 . o2 . 


as 


Method 


GENSCAN 


Start 


4302 








End 


4759 


GI 


none 








Score 


.97 


Exons 


4302. .4759 












Seq. No. 


20894 








Seq. ID 


OJ991027_13.0131.C3 


Gene No. 


43610 








Strand 




Start 


1495 








End 


2742 


Name 


OJ991027 13 


.0131. 


C3.ol. 


as 


Method 


GENSCAN 


Start 


1495 








End 


2742 


GI 


none 








Score 


.88 


Exons 


1495. .1590, 


1909. 


.2040, 


2731. 


.2742 




Seq. No. 


20894 








Seq. ID 


OJ991027_13.0131.C3 


Gene No. 


43611 








Strand 




Start 


4497 








End 


4766 


Name 


OJ991027 13 


.0131. 


C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


4497 








End 


4706 


GI 


none 








Score 


218 


Exons 


4497. .4706, 


4550. 


.4705 








Seq. No. 


20894 








Seq. ID 


OJ991027_13.0131.C3 


Gene No. 


43611 








Strand 




Start 


4497 








End 


4766 


Name 


OJ991027 13 


.0131. 


C3.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4503 








End 


4766 


GI 


none 








Score 


366 


Exons 


4503. .4766, 


4517. 


.4765 








Seq. No. 


20895 








Seq. ID 


OJ991027_13.0131.C4 


Gene No. 


43612 








Strand 


+ 


Start 


1 








End 


719 


Name 


OJ991027 13 


.0131. 


C4 . ol . 


no 


Method 


AAT/NAP 


Start 


1 








End 


716 


GI 


2764524 








Score 


849 


Exons 


1. .716 












GI Descrip. 


(AJ000520) 


Rieske 


iron- 


sulfur 


protein 


Tic55 [Pisum sativum] 


Seq. No. 


20895 








Seq. ID 


OJ991027_13.0131.C4 


Gene No. 


43612 








Strand 


+ 


Start 


1 








End 


719 


Name 


OJ991027 13 


.0131. 


C4.ol. 


gs 


Method 


GENSCAN 


Start 


87 








End 


719 


GI 


none 








Score 


.73 


Exons 


87. .719 












Seq. No. 


20895 








Seq. ID 


OJ991027_13.0131.C4 


Gene No. 


43613 








Strand 





21193 



Start 
Name 
Start 
GI 

Exons 



1487 End 

OJ991027_13 . 0131 . C4 . o3 . tm Method 

1 End 

none Score 
1..111, 2. .199, 3. .200 



4480 

TBLASTX: Maize 

200 

314 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20895 
43613 
1487 

OJ991027_13.0131.C4.o2.ts 
8 

none 

8. .481, 9. .356, 408. .488 

20895 
43613 
1487 

OJ991027_13.0131.C4.o2.tc 
81 

none 

81. .356, 83. .481, 411. .530 
20895 

43613 ;/; 
1487 

OJ991027_13.0131.C4 .o2.tm 

200 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_13.0131.C4 
4480 

TBLASTX : Soybean 

488 

513 



OJ991027_13.0131.C4 
4480 

TBLASTX: Cress 

530 

423 



Seq. ID OJ991027_13.0131.C4 
Strand 
End 

Method 
End 
Score 



4480 

TBLASTX: Maize 

718 

272 



200. .619, 201. .356, 408. .530, 467. .544, 659. .718, 660. .716 



Seq. ID 

Strand 

End 

Method? 

End 

Score 



OJ991027 13. 0131. C4 



20895 
43613 
1487 

OJ991027_13.0131.C4.ol.gp 
1192 

1233JL.R1084 
1192.. 1783, 1863. 
4155. .4480 

'5853323/gb|AAD54422.1| 2.0e-09 (AF181686) membrane protein 
TMSld [Drosophila melanogaster] 1 



4480 
AAT/GAP 
4480 
3196 



.2103, 2400. .2574, 2683.. 2794, 3808.. 4047,. 



20895 
43613 
1487 

OJ991027_13.013L.C4 .ol.tw 

1218 

none 

1218. .1253, 1274. .1315, 1288. 
1375. .1419, 1378. .1413, 1471, 
1489. .1710 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991027 13. 0131. C4 



4480 

TBLASTX: Wheat 
1736 
37 

1335, 1321.. 1371, 1321. 
1653, 1484.. 1672, 1485. 



1371, 
1736, 



Seq. No. 20895 Seq. ID 

Gene No. 43613 Strand 

Start 1487 End 

Name OJ991027_13 . 0131 . C4 . ol . tm Method 

Start 1241 End 

GI none Score 



OJ991027_13.0131.C4 
4480 

TBLASTX: Maize 

4273 

81 



21194 



Exons 



1241. .1330, 1246. .1332, 1270. .1332, 1476. .1781, 1479. .1784, 

1866.. 2105, 1867.. 2106, 1867.. 2106, 2362.. 2574, 2401.. 2574, 

2462.. 2581, 2673. .2801, 2681.. 2788, 3791.. 4072, 3810.. 4073, 

4154. .4273, 4156. .4272 



Seq. No. 20895 
Gene No. 43613 
Start 1487 

Name OJ991027_13 . 0131 .C4 . ol . ts 

Start 1482 
GI none 
Exons 1482.. 1745, 1495. 

1956.. 2099, 2397. 

2681.. 2800, 2682. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_13.0131.C4 
4480 

TBLASTX : Soybean 

2801 

254 



.1710, 1577. .1768, 1861. .2103, 1862. .1990, 
.2573, 2398. .2574, 2465. .2602, 2673. .2801, 
.2801 



Seq.. No. 20895 
Gene No. 43613 
Start 1487 

Name OJ991027_13 . 0131 . C4 . ol . tc 

Start 1485 
GI none 
Exons 1485.. "1781, 

2398.-2574, 

2674. .2724, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_13.0131.C4 
4480 

TBLASTX: Cress 

2737 

277 



1495. .1707, 1864. .2103, 1865. .1990, 1980. .2099, 
2406. .2585, 2416. .2556, 2472. .2573, 2673. .2726, 
2680. .2736, 2681. .2737 



Seq. No. 20895 Seq. ID 

Gene No. 43613 Strand 

Start 1487 End 

Name OJ991027_13 . 0131 . C4 . o2 . gs Method 

Start 1487 End 

GI none Score 
Exons 



OJ991027_13.0131.C4 

4480 
GEN SCAN 
4338 
.94 



1487. .1500, 1622. .1783, 2031. .2103, 2400. .2574, 2683. .2794, 
3808. .4047, 4155. .4338 



Seq. No. 20895 Seq. ID OJ991027_13 . 0131 . C4 

Gene No. 43613 Strand 

Start 1487 End 4480 

Name OJ991027_13 . 0131 . C4 . o2 . np Method AAT/NAP 

Start 1494 End 4338 

GI 6587821 Score 1686 

Exons 1494. .1783, 1869. .2103, 2400. .2574, 2683.-2794, 3808. .4047, 

4155. .4338 

GI Descrip. (AC010924) Contains similarity to gb|AF181686 membrane protein 
TMSld from Drosophila melanogaster . ESTs gb|R64 994, 
gb|AI994832, gb|Z47674 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 20895 

Gene No. 43613 

Start 1487 

Name OJ991027_13 . 0131 . C4 . o2 . tw 

Start 2439 

GI none 

Exons 2439.. 2576, 2472.. 2573, 2681, 
3810. .3893 



OJ991027_13.0131.C4 
4480 

TBLASTX: Wheat ■ 
3893 

171 ^ 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2785, 2681.. 2794, 3791.. 3892, 



Seq. No. 



20895 



Seq. ID OJ991027_13.0131.C4 



21195 




Gene No. 


43613 








Strand 




Start 


1487 








End 


4480 


Name 


OJ991027 13. 


0131. 


C4.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


2740 








End 


4272 


GI 


none 








Score 


66 


Exons 


2740. .2802, 


2743. 


.2802, 


3791. 


.3892, 3809.. 3889, 3885.. 3908, 




3903. .4073, 


3911. 


.4072, 


4156. 


.4272, 4172. .425S; V* 


Seq. No. 


20895 








Seq. ID 


OJ991027_13.0131.C4 


Gene No. 


43613 








Strand 




Start 


1487 








End 


4480 


Name 


OJ991027 13. 


0131. 


C4.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3791 








End 


4272 


GI 


none 








Score 


227 


Exons 


3791. .4072, 


3810. 


.4073, 


4156. 


.4272, 4157.. 4258 


Seq. No. 


20895 








Seq. ID 


OJ991027_13.0131.C4 


Gene No. 


43613 








Strand 




Start 


1487 








End 


4480 


Name 


. OJ991027 13. 


0131. 


C4.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


3999 








End 


4414 


GI 


none 








Score 


88 


Exons 


3999. .4046, 


4001. 


.4072, 


4003. 


.4050, 4154. .4273, 4156. .4272, 




4376. .4414 












Seq. No. 


20896 








Seq. ID 


OJ991027_13.0131.C5 


Gene No. 


43614 








Strand 




Start 


1 








End 


2322 


Name 


OJ991027 13. 


0131. 


CS.ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


2322 


GI • 


4559368 








Score 


811 


Exons 


1..559, 839. 


.899, 


1635. 


.1951, 


2301. .2322 


GI Descrip. 


(AC006585) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


20896 








Seq. ID 


OJ991027_13.0131.C5 


Gene No. 


43614 








Strand 




Start 


1 








End 


2322 


Name 


OJ991027 13. 


0131. 


CS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


35 








End 


1758 


GI 


none 








Score 


262 


Exons 


35. .64, 67.. 


231, 


69. .311, 72. 


.248, 314. 


.559, 315. .560, 334. 




345. .572, 823. .900, 828 


. .905, 


829. . 900, 


1626. .1757, 1632. .1 




1636. .1758 












Seq. No. 


20896 








Seq. ID' 


OJ991027_13.0131.C5 


Gene No. 


43614 








Strand 




Start 


1 








End 


2322 


Name 


OJ991027 13. 


0131. 


CS.ol. 


gs 


Method 


GENSCAN 


Start 


60 








End 


1946 


GI 


none 








Score 


.58 


Exons 


60. .530,. 839 


. .904 


, 1635 


. .1946 






Seq. No. 


20896 








Seq. ID 


OJ991027_13.0i'31.-C5 


Gene No. 


43614 








Strand 




Start 


1 








End 


2322 


Name 


OJ991027 13. 


0131. 


CS.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


121 








End 


566 



21196 



GI 

Exons 



none Score 111 

121. .210, 121. .201, 123. .206, 210. .242, 334. .537, 345.-566, 
375. .551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20896 
43614 
1 

OJ991027_13.0131.C5.ol.tw 

1642 

none 

1642. .1764, 1644. .1763, 1658, 
1849. .1899 



Seq. ID OJ991027_13.0131.C5 
Strand 

End 2322 

Method TBLASTX : Wheat 

End 194 6 

Score 148 

.1798, 1659.. 1799, 1830.. 1946, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20897 Seq. ID 

43615 Strand 
1 ~ End 

OJ991027_13.0131.C7.ol.np Method 
1 End 
6016734 Score 
.1.-53, 429. .1037, 1594. .1955, 2115. .2415, 2881 
3267.. 3722, 3834.. 4334 

(AC009325) unknown protein [Arabidopsis thaliana] 

gi I 6091721 1 gb | AAF03433.il AC010797_9 (AC010797) unknown protein 

[Arabidopsis thaliana] 



OJ991027_13.0131.C7 
+ 

1765*6 
AAT/NAP 
4334 
2890 

.3003, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 Seq. ID 

43615 Strand 

1 End 

OJ991027_13. 0131.C7.o3.tm Method 

424 End 

none Score 

424. .645, 427. .621, 428. .715, 434. .715, 
7463. .7528 



OJ991027_13.0131.C7 
+ 

17656 

TBLASTX: Maize 

7528 

168 

435. .716, 7452. .7526, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 
43615 
1 

OJ991027_13. 

435 

none 

435. .1037, 1 
3834. .4330, 
7888. .7996, 
9940. .10073, 
12405. .12576 
14666. .14743 
16275. .16381 
17345. . 17407 



0131.C7.ol.gs 



594. .1955, 2115. 
4489. .4576, 4681 
8220.. 8502, 8548 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,2415, 2881 



OJ991027_13.0131.C7 
+ 

17656 
GENSCAN 
17407 
.71 

3003, 3267. 



6255, 6482.. 6622, 7411 
8727, 9160.. 9257, 9568 
10678. .10759, 11365 .. 11451, 11609 .. 117 15 , 
12749. .12990, 13213 .. 13294 , 13685 .. 13750, 
14814. .14909, 15522. .15628, 15762 .. 15907, 
16677. .16771, 16906 .. 16996, 17073 .. 17219, 



3722, 
.7615, 
. 9664, 



Seq. No. 20897 

Gene No. 43615 

Start 1 

Name OJ991027_13 . 0131 . C7 . ol . ts 

Start 512 

GI none 
Exons 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Soybean 

End 951 

Score 609 



512. .763, 513. .947, 778. .906, 790. .951, 800. .949 



21197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 
43615 
1 

OJ99i027_13.0131.C7.o3.ts 

953 

none 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Soybean 

End 1958 

Score 93 



953. .1042, 960. .1040, 1611. .1958, 1618. .1644, 1625. .1921, 
1699.. 1956 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 . 

43615 

1 

OJ991027_13.0131.C7.o6.tm 

1645 

none 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX: Maize 

End 1914 

Score 314 



1645. .1911, 1646. .1912, 1695. .1913, 1698. .1913, 1699. .1914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 
43615 
1 

OJ991027_13.0131.C7.o2.tm 

1915 

none 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Mai ze 

End 34 64 

Score 69 



1915. .1956, 1917. .1961, 2082. .2414, 2085. .2414, 2113. .2418, 

2113. .2415, 2878. .3003, 2879. .3004, 2880. .3008, 2883. .3005, 

3258.-3425, 3258. .3425, 3259. .3426, 3266. .3427, 3425. .3463, 
3426.. 3464 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 
43615 
1 

OJ991027_13.0131.C7.o8.ts 

2223 

none 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Soybean 

End 2418 

Score 96 



2223. .2291, 2224. .2319, 2294. .2416, 2301. .2417, 2302. .2418 



20897 
43615 
1 

OJ991027_13. 0131. C7.ol. tin 

3517 

none 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX: Maize 

End 4115 

Score 186 



3517. .3711, 3530. .3721, 3530. .3721, 3531. .3725, 3831. .4115, 
3832. .4113, 3833. .4114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No- 
Gene No. 
Start 
Name 



20897 
43615 
1 

OJ991027_13.0131.C7.o2.ts 

3521 

none 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Soybean 

End 4034 

Score 297 



3521. .3718, 3522. .3725, 3540. .3725, 3831. .4034, 3836. .4033 



20897 
43615 
1 

OJ991027 13.0131.C7.o2.tw 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Wheat 



21198 



Start 
GI 

Exons 



4028 End 4339 

none Score 137 

4028.. 4153, 4029.. 4118, 4188.. 4337, 4.198.. 4239, 4202.. 4339, 
4294. .4338 



Seq. No. 20897 

Gene No. 43615 - Strand 

Start 1 End 

Name OJ991027_13 . 0131 . C7 . o9 . ts Method 

Start 4062 End 

GI none Score 

Exons 4062.. 4118, 4212.. 4340, 4358.. 4393 



Seq. ID OJ991027_13.0131.C7 



+ 

17656 

TBLASTX : Soybean 

4393 

70 



Seq. No. 20897 . 

Gene No. 43615-- 

Start 1 

Name OJ991027_13 .0131 . C7 . o9 . tm 

Start 4211 

GI none 
Exons 



Seq. ID OJ991027_13.0131.C7 



Strand 
End 

Method 

End 

Score 



+ 

17656 

TBLASTX: Maize 

4510 

211 



4211. .4369, 4212. .4472, 4429.-4458, 4472. .4510 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 Seq. ID 

43615 Strand 
1 End 
OJ991027_13.0131.C7.o2.np Method 
4 901 ETrid 
2894600 Score 
4901. .5351, 5406. .5761, 5816. .6274, 9748. .9838 

(AL021889) putative protein [Arabidopsis thaliana] 



OJ991027_13.0131.C7 
+ 

17656 
AAT/NAP 
9838 
811 



20897 
43615 
1 

OJ991027_13.0131.C7.o7.ts 

4937 

none 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Soybean 

End 6066 

Score 83 



4937. .5077, 5091. .5588, 5107. .5799, 5107. .5451, 5122. .5490, 
5158.. 5337, 5254.. 5436, 5335.. 6066, 5491.. 5619 



Seq. No. 20897 
Gene No. 43615 
Start 1 

Name OJ991027_13 . 0131 . C7 . o2 . tc 

Start 4946 
GI none 

Exons 4946.. 5080, 4961.. 5074, 5033. 

5212.. 5397, 5239.. 5589, 5284. 
5389.. 5625, 5518.. 5709, 5560. 
5812.. 6039, 6085.. 6108 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Cress 

End 6108 

Score 83 

.5080, 5098. .5319, 5125. .5511, 
.5511, 5316.. 5510, 5335.. 5694, 
.5910, 5749.. 5934, 5779. .6066, 



Seq. No. 20897 

Gene No. 43615 

Start 1 

Name OJ991027_13 . 0131 . C7 . 08 . tm 

Start 4946 

GI none 

Exons 4946.. 5080, 5152.. 5295, 5257. 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 ' 

Method TBLASTX : Mai ze ■ 

End 6045 

Score 66 

.5400, 5319. .5357, 5320. .5373, 



21199 



5325.. 5543, 5362.. 5544, 5461.. 5613, 5470.. 5586, 5483.. 5599, 
5511. .5600, 5512. .5601, 5524. .5601, 5785. .5931, 5887. .6045 



Seq. No. 20897 

Gene No. 43615 

Start 1 

Name OJ991027_13 . 0131 .C7 . ol .gp . 

Start 8301 

GI 571722 

Exons 8301.. 8430, 8548.. 8734, 9188. 

Seq. No. 20897 

Gene No. 43615 

Start 1 

Name ' OJ991027_13.0131.C7.o5.tm 

Start 8372 

GI none 

Exons 8372.. 8431, 8545.. 8598, 8546. 

9181.. 9255, 9201.. 9257, 9530. 
9612. .9686 



Seq. ID OJ991027_13.0131.C7 
Strand + 

17656 
AAT/GAP 
9279 
675 



End 

Method 
End 
Score 
.9279 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX: Maize 

End 9699 

Score 68 

.8728, 8656.-8727, 9178.. 9264, 
.9664, 9569..9664, 9610.. 9699, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 
43615 
1 

OJ991027_13 . 0131 . C7 . o4 . ts 

8372 

none 



20897 
43615 
1 

OJ991027JL3 . 0131 . C7 . ol . tw 

8372 

none 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Soybean 

End 8728 

Score 62 



8372. .8431, 8545. .8724, 8546. .8728 



Seq. ID OJ991027_13.0131.C7 



Strand 
End 

Method 

End 

Score 



+ 

17656 

TBLASTX : Wheat 

9264 

71 



8372. .8431, 8545. .8598, 8546. .8728, 8656. .8724, 9178. .9264, 
9178. .9255 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 
43615 
1 

OJ991027_13.0131.C7.ol.tc 

8372 

none 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Cress 

End 12578 

Score 68 



8372. .8431, 8386. .8415, 8545. .8598, 8546. .8728, 8659. .8733, 
9178. .9255, 9569. .9664, 9928. .10074, 9945. .10076, 10676 .. 10765, 
11329. .11454, 11608. .11715, 11609 .. 11716, 1237 9 .. 1257 6, 
12405. .12578 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 
43615 
1 

OJ991027_13.0131.C7.o7.tm 

11379 

none 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Maize 

End 16804 

Score 102 



11379. .11453, 11380. .11454, 11396 11455 , 11608 .. 11709, 
11609. .11716, 11615. .11716, 12358 .. 12573, 12405 .. 12572, 



21200 



12747. .12989, 12748. 

13204. .13296, 13212. 

14663. .14743, 14665. 

14808. .14909, 14812. 

15521. .15628, 15522. 

15768. .15950, 16292. 

16298. .16396, 16673. 



.12990, 12749. .12988, 13198 .. 13257, 

.13313, 13684. .13749, 13685 .. 13750, 

,14745, 14665. .14739, 14805 14 909, 

,14910, 14813. .14911, 14813 .. 14 911, 

,15632, 15761. .15934, 15766. . 15927, 

,16381, 16296. .16382, 16297 .. 16383, 

,16804, 16676. .16768, 16698.. 16778 



Seq. No. 20897 Seq. ID 

Gene No. 43615 Strand 

Start 1 End 17 656 

Name OJ991027JL3. 0131 .C7 .o2 .gp Method AAT/GAP 

Start 14666 End 16359 

GI none Score 904 

Exons 14666. .14743, 14814 .. 14909, . 15522 15628, 15762 
16298. .16359 



OJ991027_13.0131.C7 



15930, 



Seq. No. 20897 Seq. ID 

Gene No. 43615 Strand 

Start 1 End 

Name OJ991027_13 . 0131 .C7 . o3 . tc Method 

Start 14813 End 

GI none Score 

Exons 14813. .14911, 14817 .. 14909, 15521 .. 15625, 15522 

15522. .15629, 15523 .. 15633, 15763 .. 15927 , 15766 

15849. .15932, 16292 .. 16360, 16295 



OJ991027_13.0131.C7 
+ 

17656 

TBLASTX: Cress 
16360 
119 

15632, 
15927, 

16360 



Seq. No. 20897 
Gene No. 43615 
Start 1 

Name OJ991027_13 . 0131 . C7 . o5 . ts 

Start 14813 
GI none 

Exons 14813. .14911, 14817 .. 14909, 

15523. .15651, 15763 .. 15903, 
16298. .16354 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Soybean 

End 16354 

Score 114 
15521. .15628, 15522 .. 15632, 
15766. .15951, 1584 3 .. 15926, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20897 

43615' 

1 

OJ991027_13.0131.C7.o6.ts 

16670 

none 

16670. .16777, 16673 16777 , 
16906. .16995, 16906 1 6992 , 
17075. .17194, 17345.. 17392 

20897 
43615 
1 

OJ991027_13.0131.C7.o4 .tc 

16676 

none 

16676. .16795, 16701 .. 16778 , 
17070. .17222, 17075.. 17209 



Seq. ID 

Strand 

End 

Method 

End 

Score 

16701 

16907 



16778, 
16999, 



OJ991027_13.0131.C7 
+ 

17656 

TBLASTX : Soybean 

17392 

93 

16905. .16991, 
17070. .17222, 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method TBLASTX : Cress 

End 17222 

Score 122 
16906. .16989, 16907 .. 16999, 



Seq. No. 



20897 



Seq. ID OJ991027_13.0131.C7 



21201 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43615 Strand 

1 End 

OJ.991027_13 . 0131 . C7 . o4 . tm Method 

16881 End . 

none Score 



+ 

17656 

TBLASTX: Maize 

17404 

126 



16881. .16994, 16897 .. 17001, 16904 16999, 17072 .. 17221 , 
17073. .17222, 17074 .. 17256, 17342 .. 17404 , 17345.. 17398 



20897 
43615 
1 

OJ991027_13.0131.C7.o3.gp 

16900 

3768288 



Seq. ID OJ991027_13.0131.C7 

Strand + 

End 17656 

Method AAT/GAP 

End 17656 

Score 928 



16900. .16996, 17073 .. 17219, 17345.. 17656 



20898 
43616 
7207 

OJ991027_13.0131.C8.ol.np 
7207 
4559358 
7207. .7506 

(AC006585) putative steroid binding protein [Arabidopsis 
thaliana]. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_ 
+ 

7506 
AAT/NAP 
7506 
340 



13. 0131. C8 



Seq. No. 


20898 




Seq. ID 


OJ991027_13.0131.C8 


Gene No. 


43617 




Strand 


+ 


Start 


10495 




End 


12207 


Name 


OJ991027 13 


-0131.C8.o2.np 


Method 


AAT/NAP 


Start 


10495 




End 


12207 


GI 


4115371 




Score 


258 


Exons 


10495. .10555, 11714 .. 11916, 


12047. .12207 


GI Descrip. 


(AC005967) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


20898 




Seq. ID 


OJ991027_13.0131.C8 


Gene No. 


43618 




Strand 




Start 


2355 




End 


5752 


Name 


OJ991027 13 


.0131.C8.o2.gs 


Method 


GEN SCAN 


Start 


2355 




End 


5752 


GI 


none 




Score 


.79 


Exons 


2355. .2747, 


2905.. 3057, 3129 


..4007, 4 


168. .4235, 4526.-4623, 




4656. .4823, 


5634. .5752 






Seq. No. 


20898 




Seq. ID 


OJ991027_13.0131.C8 


Gene No. 


43619 




Strand 




Start 


7144 




End 


7712 


Name 


OJ991027 13 


.0131.C8.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2914 




End 


3276 


GI 


none 




Score 


79 


Exons 


2914. .3039, 


2915.. 3007, 2917 


..3024, 3040. .3060, 3043.. 3060, 




3110. .3259, 


3126.. 3272, 3127 


. .3276 




Seq. No. 


20898 




Seq. ID 


OJ991027_13.0131.C8 


Gene No. 


43619 




Strand 




Start 


7144 




End 


7712 


Name 


OJ991027 13 


.0131.C8.o3.tw 


Method 


TBLASTX: Wheat 



21202 




Start 


3621 


End 


4005 


GI 


none 


Score 


68 


Exons 


3621.. 3746, 3622.. 3801, 3859 


..4005, 3861.. 4004, 3936.. 4004 


Seq. No. 


20898 


Seq. ID 


OJ991027_13.0131.C8 


Gene No. 


43619 


Strand 




Start 


7144 


End 




Name 


OJ991027 13.0131.C8.ol.gp 


Method 


AAT / GAP 


Start 


7144 


End 


/ / 12 


GI 


4639 1.R1084 


Score 


1 n o o 
108 9 


Exons 


7144. .7712 






GI Descrip. 


M559358/gb|AAD23019.1|AC006585_14 U 


Oe-31 (AC006585) putative 




steroid binding protein [Arabidopsis 


thaliana] 1 


Seq. No. 


20898 


Seq. ID 


oj yy io z . oi 3i . Co 


Gene No. 


43619 


Strand 




Start 


7144 


End 


7712 


Name 


OJ991027 13.0131.C8.ol.tw 


Method 


TBLASTX : Wheat 


Start 


7168 


End 


*7 A O ^ 

/4 37 


GI 


none 


Score 


333 


Exons 


7168.. 7437, 7242. .7298, 7356 


. . 7388 




Seq. No. 


20898 


Seq. ID 


OJ991027 13. 0131. Co 


Gene No. 


43619 


Strand 




Start 


7144 


End 


7712 


Name 


OJ991027 13.0131.C8.ol.tm 


Method 


TBLASTX : Maize 


Start 


7201 


End 


i c n a 
/ 500 


GI 


none 


Score 


489 


Exons 


7201.. 7500, 7242. .7304, 7356 


. .7496 




Seq. No. 


20898 


Seq. ID 


ojyyi02 / 13. 0131. Co 


Gene No. 


43619 


Strand 




Start 


7144 


End 


Til O 


Name 


OJ991027 13 . 0131 .C8 .ol . tc 


Method 


mnT 7\ O TV ■ (~* v n 

l bJjAb i a : cress 


Start 


7210 


End 


7509 


GI 


none 


Score 


342 


Exons 


7210.. 7509, 7242.. 7301, 7356 


. .7496 




Seq. No. 


.20898 


Seq. ID 


OJ991027_13.0131.C8 


Gene No. 


43619 


Strand 




Start 


7144 


End 


7712 


Name 


OJ991027 13.0131.C8.ol.ts 


Method 


TBLASTX : Soybean 


Start 


7210 


End 


7500 


GI 


none 


Score 


380 


Exons 


7210.. 7500, 7228..7263, 7242 


..7301, 7452. .7496 


Seq. No. 


20898 


Seq. ID 


OJ991027_13.0131.C8 


Gene No. 


43620 


Strand 




Start 


11719 


End 


12207 


Name 


OJ991027 13.0131.C8.o2.tm 


Method 


TBLASTX :'Maize 


Start 


11719 


End 


12207 


GI 


none 


Score 


105 


Exons 


11719. .11799, 11725. .11847, 


11755. .11916, 11824. .11916, 




12014. .12187, 12028. .12207, 


12045. .12164, 12053. .12205 


Seq. No. 


20898 


Seq. ID 


OJ991027_13.0131.C8 


Gene No. 


43620 


Strand 





21203 




Start 


11719 


End 


12207 


Name 


OJ991027 13.0131.C8.o2.ts 


Method 


TBLASTX : Soybean 


Start 


11722 


End 


-12187 


GI ■ 


none 


Score 


-115 


Exons 


11722. .11832, 11854. .11922, 


12032. .12181, 12045. .12164, 




12046. .12186, 12053. .12187 






Seq. No. 


20899 


Seq. ID 


OJ991027_13.0131.C9 


Gene No. 


43621 


Strand 


+ 


Start 


1 


End 


3604 


Name 


OJ991027 13.0131.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3604 


GI 


5725442 


Score 


210 


Exons 


1..131, 489. .685, 3585. .3604 






GI Descrip. 


(AL109787) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


20899 


Seq. ID 


OJ991027_13.0131.C9 


Gene No. 


43621 


Strand 


+ 


Start 


1 


End 


3604 


Name 


OJ991027 13.0131.C9.ol.gs 


Method 


GENSCAN 


Start 


612 


End 


1403 


GI 


none 


Score 


.91 


Exons 


612.. 820, 910.. 1403 






Seq. No. 


20899 


Seq. ID 


OJ991027_13.0131.C9 


Gene No. 


43622 


Strand 




Start 


2417 


End 


6195 


Name 


OJ991027 13.0131.C9.o2.gs 


Method 


GENSCAN 


Start 


2417 


End 


6195 


GI 


none 


Score 


.75 


Exons 


2417. .2632, 2878. .3227, 4560 


..4655, 4713. .4746, 4875. .4982, 




5019. .5151, 5174. .5317, 5996 


. .6195 




Seq. No. 


20899 


Seq. ID 


OJ991027_13.0131.C9 


Gene No. 


43622 


Strand 




Start 


2417 


End 


6195 


Name 


OJ991027 13.0131.C9.o2.np 


Method 


AAT/NAP 


Start 


2432 


End 


3086 


GI 


6503306 


Score 


417 


Exons 


2432..2632, 2878. .3086 







GI Descrip. (AC011713) ESTs gb|AI993522, gb|T88335 and gb|AA540932 come from 



this gene. [Arabidopsis thaliana] 



Seq. No. 


20899 








Seq. ID 


OJ991027__13.0131 


.C9 


r Gehe No. 


43622 








Strand 






Start 


2417 








End 


6195 




Name 


OJ991027 13. 


.0131 


.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


3059 








End 


4927 




GI 


none 








Score 


699 




Exons 


3059. .3227, 


4560 


. .4655, 


4818. 


.4927 






Seq.. No. 


20899 








Seq. ID 


OJ991027_13.0131 


.C9 


Gene No. 


43623 








Strand 






Start 


6688 








End 


12798 




Name 


OJ991027 13. 


,0131 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


2389 








End 


4605 




GI 


none 








Score 


123 





21204 




Exons 


2389.-2625, 


2423. 


.2629, 


2443. 


.2634, 2472.. 2633, 


4573. .4605 


Seq. No. 


20899 








Seq. ID 


OJ991027 


_13.0131.C9 


Gene No. 


43623 








Strand 






Start 


6688 








End 


12798 




Name 


OJ991027 13 


.0131. 


C9.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


2432 








End 


4599 




GI ' 


none 








Score 


65 




Exons 


2432. .2647, 


2462. 


.2521, 


2866. 


.3054, 2876. .3064, 


3037. .3081, 




4558. .4599 














Seq. No. 


20899 








Seq. ID 


OJ991027 


_13.0131.C9 


Gene No. 


43623 








Strand 






Start 


6688 








End 


12798 




Name 


OJ991027 13 


.0131. 


C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2462 








End 


3081 




GI 


none 








Score 


36 




Exons 


2462. .2647, 


2873. 


.2896, 


2876. 


.2896, 2878. .3024, 


2896. . 3024, 




3037. .3081 














Seq. No. 


20899 








Seq. ID 


OJ991027 


_13.0131.C9 


Gene No. 


43623 








Strand 






Start 


6688 








End 


12798 




Name 


OJ991027 13 


.0131. 


C9.o3. 


gs 


Method 


GENSCAN 




Start 


6688 








End 


12798 




GI 


none 








Score 


.79 




Exons 


6688. .6920, 


7023. 


.7901, 


7976. 


.8365, 9087. .9110, 


9649. .9690, 




9753. .9915, 


12571 


. .12798 








Seq. No. 


20899 








Seq. ID 


OJ991027 


_13.0131.C9 


Gene No. 


43623 








Strand 






Start 


6688 








End 


12798 




Name 


OJ991027 13 


.0131. 


C9.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


6691 








End 


7899 




GI 


none 








Score 


113 




Exons 


6691. .6813, 


6692. 


.6817, 


6776. 


.6922, 6802. .6921, 


6849. .6923, 




7043.. 7114, 


7117. 


.7149, 


7119. 


.7145, 7144. .7287, 


7163. .7288, 




7655. .7849, 


7657. 


.7899, 


7668. 


.7892 






Seq. No. 


20900 








Seq. ID 


OJ991027 


_13. 0131. C10 


Gene No. 


43624 








Strand 


+ 




Start 


2173 








End 


2563 




Name 


OJ991027 13 


.0131. 


ClO.ol 


. gs 


Method 


GENSCAN 




Start 


2173 








End 


2563 




GI 


none 








Score 


.67 




Exons 


2173. .2310, 


2351. 


.2563 










Seq. No. 


20900 








Seq. ID 


OJ991027 


_13. 0131. C10 


Gene No. 


43625 








Strand 






Start' 


2929 








End 


4002 




Name 


OJ991027 13 


.0131. 


C10.o2 


.gs 


Method 


GENSCAN 




Start 


2929 








End 


4002 




GI 


none 








Score 


.53 




Exons 


2929. .3083, 


3496. 


.3546, 


3773. 


.3895, 3972.. 4002 




Seq. No. 


20901 








Seq. ID 


OJ991027 


_13.0131.C11 


Gene No. 


43626 








Strand 


+ 





21205 



Start 
Name 
Start 
GI 

Exons 



159 End 

OJ991027_13.0131.Cll.ol.gs Method 

159 End 

none Score 
159. .277 



277 

GENSCAN 

277 

.92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



20901 
43627 
1262 

OJ991027_13.0131.Cll.o2.gs 

1262 

none 

1262.. 1293, 1574.. 1676 

20901 
43628 
2162 

OJ991027_13.0131.Cll-o3.gs 

2162 

none 



Seq. ID OJ991027_13.0131.C11 
Strand 

End 167 6 

Method GENSCAN 

End 167 6 

Score .94 



Seq. ID OJ991027_13.0131.C11 
Strand 

End 3105 

Method GENSCAN 

End 3105 

Score .65 



2162.. 2197, 2235.. 2358, 2632.. 2662, 2991.. 3105 



20901 
43629 
5726 

OJ991027_13.0131.Cll.o4.gs 

5726 

none 



Seq. ID OJ991027_13.0131.C11 
Strand 

End 12178 

Method GENSCAN 

End 11038 

Score . 9 



5726. .5999, 6651. .6735, 7229. .7472, 8138. .8284, 8517. .8645, 
9759.-9944, 10898. .11038 



20901 
43629 
5726 

OJ991027_13.0131.Cll.ol.np 

7182 

3128199 



Seq. ID OJ991027_13.0131.C11 
Strand 

.End 12178 

Method AAT/NAP 

End 12178 

Score 273 



7182. .7562, 8138. .8284, 8427. .8676, 9743. .9938, 10721 .. 10814 , 
12141. .12178 

(AC004521) unknown protein [Arabidopsis thaliana] 



20901 
43629 
5726 

OJ991027_13.0131.Cll;ol.gp 
9723 

LIB3477-002-P1-K1-E3 



Seq. ID OJ991027_13.0131.C11 
Strand 

End 12178 

Method AAT/GAP 

End 11053 

Score 755 



9723. .9944, 10728 .. 10814 , 10898. .11053 

! 3176667 1.0e-17 (AC004393) Similar to hypothetical 41.9KD 
protein gb_1001369 from sequence of Synechocystis sp. 
gb_D64006. [Arabidopsis thaliana] 1 



20902 
43630 
838 

OJ991027_13. 0131.C12.ol.np 
838 



Seq. ID OJ991027_13.0131.C12 

Strand + 

End 4742 

Method AAT/NAP 

End 4 742 



21206 



GI 5441880 Score 460 
Exons 838.. 1270, 4725.. 4742 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 

Seq. No. 20902 Seq. ID OJ991027_13 . 0131 . C12 

Gene No.'" 4 3630 Strand + 

Start 838 End 4742 

Name OJ991027_13.0131.C12.o2.np Method AAT/NAP 

Start 838 End 2919 

GI 5441880 Score 461 

Exons 838.. 1274, 2900.. 2919 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20902 Seq. ID 

43631 Strand 

11066 End 

OJ991027_13 . 0131 . C12 '. ol . gp Method 

11066 End 

29272 1.R1084 Score 



OJ991027_13.0131.C12 
+ 

13079 
AAT/GAP " 
13079 
1020 



11066. .11337, 11471. .11552, 11642 .. 11775, 13026.. 13079 

1 287938/emb | X54204 | CVPRSET5C 6.0e-47 Cloning vector pRSETSc 

(pBluescript KS plus derivative) 1 



Seq. No. 20902 

Gene No. 43632 

Start 13382 

Name OJ991027_13 . 0131 . C12 . o4 . gs 

Start 13382 

GI none 
Exons 



Seq. ID OJ991027_13.0131.C12 



Strand 
End 

Method 

End 

Score 



+ 

14680 
GEN SCAN 
14680 
.72 



13382. .13476, 13802 .. 13851 , 13886 .. 13893, 14456. .14680 



Seq. No. 


20902 








Seq. ID 


OJ991027_13. 


0131. C12 


Gene No. 


43633 








Strand 






Start 


5444 








End 


7030 




Name 


OJ991027 13. 


0131. 


C12.b2 


. gs 


Method 


GENSCAN 




Start 


5444 








End 


7030 




GI 


none 








Score 


.74 




Exons 


5444. .5593, 


6536. 


.6583, 


6953. 


.7030 






Seq. No. 


20902 








Seq. ID 


OJ991027_13. 


0131. C12 


Gene No. 


43634. 








Strand 






Start 


9421 








End 


11741 




Name 


OJ991027 13. 


0131. 


C12.o3 


. gs 


Method 


GENSCAN 




Start 


9421 








End 


11741 




GI 


none 








Score 


.45 




Exons 


9421. .9475, 


9558. 


.9627, 


10001 


. .10083, 


11002. .11232, 


11617. . 


Seq. No. 


20902 








Seq. ID 


OJ991027JL3. 


0131. C12 


Gene No. 


43635 








Strand 






Start 


15679 








End 


16552 




Name 


OJ991027 13. 


0131. 


C12.o5 


. gs 


Method 


GENSCAN 




Start 


15679 








End 


16552 




GI 


none 








Score 


.82 
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Exons 15679. .15802, 16539.. 16552 



oeq. wo. 






Seq. ID 


UU .7 J X \J £. f 


1 ? 

X J . 


\J X *J X 


■ X J 


Gene No. 


43636 




Strand 


+ 








Start 


5678 




End 


5848 








Name 


OJ991027 13.0131.C13.ol 


. np 


Method 


AAT/NAP 








Start 


5678 




End 


5848 








GI 


6721512 




Score 


65 








Exons 


5678. .5848 














GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 








Seq. No. . 


20903 




Seq. ID 


OJ991027_ 


13. 


0131 


.C13 


Gene No. 


43637 




Strand 


- 








Start 


356 




End 


5129 








Name 


OJ991027 13.0131.C13.ol 


.gs 


Method 


GENSCAN 








Start* 


356 




End 


5129 








GI 


none 




Score 


.65 








Exons 


356. .503, 2764. .3036, 4155. 


. 4 Zo / , 4y/o 


. .5129 








Seq. No. 


20903 




Seq. ID 


OJ991027_ 


13. 


0131 


.C13 


Gene No. 


43637 




Strand 


- 








Start 


356 




End 


5129 








Name 


OJ991027 13.0131.C13.o2 


• gp 


Method 


AAT/GAP 








Start 


1889 




End 


2438 








GI 


none 




Score 


988 








Exons 


1889. .2438 














Seq. No. 


20904 




Seq. ID 


OJ991027_ 


13. 


0131 


-C14 


Gene No. 


43638 




Strand 


+ 








Start 


1613 




End 


2089 








Name 


OJ991027 13.0131.C14.ol 


. gs 


Method 


GENSCAN 








Start 


1613 




End 


2089 








GI 


none 




Score 


.4 








Exons - 


1613. .1636, 1976. .2089 















Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20904 
43639 
5641 

OJ991027_13.0131.C14.ol.gp 
5596 
2312270 

5596.. 5708, 5849.. 5922, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
6282. .6.355, 



OJ991027_ 
+ 

8640 
AAT/GAP 
6615 
650 
6478. .6615 



13.0131.C14 



1176002/sp|P43601| YFJ1_YEAST 1.0e-13 HYPOTHETICAL 55.1 KD 

PROTEIN IN FAB 1- PES 4 INTERGENIC REGION '>gi_108 474 3_pir S56276 

probable membrane protein YFR021w - yeast . (Saccharomyces 
cerevisiae) >gi_836776_dbj_BAA09260 . 1_ (D50617) YFR021W 
[Saccharomyces cerevisiae] 



20904 
43639 
5641 

OJ991027_13.0131.C14.o3.gs 
5641 



none 
5641. 
6988. 
8265. 



Seq. ID OJ991027_13.0131.C14 
Strand + 

8640 
GENSCAN 
8421 
.86 



End 

Method 
End 
Score 

6355, 6478. .6587, 6752. .6861, 
7100, 7492. .7611, 7692. .7837, 7913. .8023, 8100. .8159, 
8421 



,5708, 5849. .5922, 6282. 
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Seq. No. 


20904 








Seq. ID 


OJ991027__13. 0131 . CI 4 


Gene No. 


43639 








Strand 


+ 


Start 


5641 








End 


8640 


Name 


OJ991027 13 


.0131. 


C14.o2 


.gp 


Method 


AAT/GAP 


Start 


8085 








End 


8640 


GI 


none 








Score 


813 


Exons 


8085. .8159, 


8265. 


.8640 








Seq. No. 


. 20904 








Seq. ID 


0 J 991 uj£ f lo.U131.C14 


Gene No. 


43640 








Strand 




Start 


3108 








End 


4388 


Name 


OJ991027 13 


.0131. 


C14.o2 


. gs 


Method 


GENSCAN 


Start 


3108 








End 


4388 


GI 


none 








Score 


.56 


Exons 


3108. .3287, 


4068. 


.4247, 


4305. 


.4388 




Seq. No. 


20904 








Seq. ID 


OJ991027_13. 0131 . CI 4 


Gene No. 


43641 








Strand 




Start 


9068 








End 


14 320 


Name 


OJ991027 13 


.0131. 


C14.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


859 








End 


1410 


GI 


none 








Score 


74 


Exons 


859. .990, 979. .1410, 1001. .1189 




Seq. No. 


20904 








Seq. ID 


OJ991027_13.0131.C14 


Gene No. 


43641 








Strand 




Start 


9068 








End 


14320 


Name 


OJ991027 13 


.0131. 


C14.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


1000 








End 


1519 :* : 


GI 


none 








Score 


68 


Exons 


1000. .1218, 


1001. 


.1132, 


1210. 


.1479, 1469. .1519 


Seq. No. 


20904 








Seq. ID 


OJ991027_13.0131.C14 


Gene No. 


43641 








Strand 




Start 


9068 








End 


14320 


Name 


OJ991027 13 


.0131. 


C14.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1144 








End 


1776 


GI 


none 








Score 


112 


Exons 


1144. .1170, 


1165. 


.1461, 


1187. 


.14 38, 1475. .1525, . 1479. .1718, 




1556. .1717, 


1711. 


.1776 








Seq. No. 


20904 








Seq. ID 


OJ991027_13.0131.C14 


Gene No. 


43641 








Strand 




Start 


9068 








End 


14320 


Name 


OJ991027 13 


.0131. 


C14.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1417 








End 


1773 


GI 


none 








Score 


82 


Exons 


1417. .1467, 


1469. 


.1600, 


1610. 


.1717, 1617. .1745, 1699. .1773 


Seq. No. 


20904 








Seq. ID 


OJ991027_13.0131.C14 


Gene No. 


43641 








Strand 




Start 


9068 








End 


14320 


Name 


OJ991027 13 


.0131. 


C14.o2 


. ts 


Method 


TBLASTX : Soybean 


Start 


5847 








End 


7973 


GI 


none 








Score 


83 


Exons 


5847. .5921, 


6306. 


.6362, 


6475. 


.6648, 6477. .6587, 6767. .6865, 
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6768. .6863, 6939. .7082, 6944. .7081, 7474. .7611, 7483.. 7611, 
7491. .7616, 7689. .7826, 7691. .7798, 7901. .7954, 7902. .7973 



Seq. No. 20904 

Gene No. 43641 

Start 9068 

Name OJ991027_13 . 0131 . C14 . o3 . tm 

Start 6986 

GI none 
Exons 



Seq. ID OJ991027_13.0131.C14 
Strand 

End 14320 

Method TBLASTX: Maize 

End 7779 

Score 153 



6986. .7096, 6987. .7088, 6996. .7109, 6997. .7104, 7485. .7538, 
7489. .7533, 7521. .7610, 7528. .7620, 7682. .7777, 7689. .7778, 
7690. .7779, 7691. .7777 



Seq. No. 20904 

Gene No. 43641 

Start 9068 

Name OJ991027_13 . 0131 . C14 . o4 . tm 

Start 7911 

GI none 

Exons 7911.. 8027, 7911.. 8027, 7936. 

8262. .8345, 8263. .8361, 8265. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991027 13.0131.C14 



14320 

TBLASTX: Maize 
8366 
134 

.8031, 8062.. 8160, 8097.. 8168, 
,8366 



20904 
43641 
9068 

OJ991027_13 . 0131 .C14 .'o4 . gs 
9068 
none 



Seq. ID OJ991027_13.0131.C14 
Strand 

14320 
GENSCAN 
14320 
.81 



- End 
Method 
End 
Score 

9068. .9119, 9333. .9388, 9690. .9815, 9909. .10028, 10274 .. 10371, 
10544. .10653, 10918 .. 11069, 11433 .. 11570, 1164 4 .. 11712, 
12458. .12628, 13456 .. 13710, 14111.. 14320 



20904 
43641 
9068 

OJ991027_13.0131.C14.o2.np 

9091 

3176674 



OJ991027 13.0131.C14 



Seq. ID _ 
Strand 

End 14320 
Method AAT/NAP 
End 14281 
Score 1005 

9091. .9109, 11616. .11712, 12303 .. 12359, 12458 .. 12628 , 
12723. .12791, 12891 12964, 13054 13100, 131 96 13320, 
13456. .13710, 14111. .14281 

(AC003671) Contains similarity to Ste20-like kinase homolog from 
A. thaliana chromosome 4 contig gb|Z97336. [Arabidopsis 
thaliana] 



20904 
43641 
9068 

OJ991027_13.0131 .C14 .ol.ts 
11626 



OJ991027 13.0131.C14 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
11626. .11709, 12458. .12625, 12477 .. 12626, 12694, 
12723. .12794, 1287 1 .. 12975, 12871 .. 12969, 12888, 
13047. .13100, 13055. .13099, 13172 .. 13324 , 13183, 
13454. .13651, 13455 .. 13652, 13456 .. 13710, 134 57 .. 13705 , 
14063. .14089, 14099. .14191 



14320 

TBLASTX: Soybean 

14191 

121 

,12792, 
,12977, 
,13320, 
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Seq. No. 


20904 




Seq. ID 


OJ991027 


_13.0131 


.C14 


Gene No. 


43641 




Strand 








Start 


9068 




End 


14320 






Name 


OJ991027_13.0131.C14 


. ol . tm 


Method 


TBLASTX: 


Maize 




Start 


12500 




End 


13497 






GI . 


none 




Score 


108 






Exons 


12500. .12652, 12501. 


.12626, 


12536. .12631, 12694 


. .12792, 






12723. .12794, 12888. 


.12977, 


12889. .12975, 13055 


. .13099, 






13058. .13102, 13183. 


.13320, 


13184 . . 13324, 13449 


. .13475, 






13456. .13497 












Seq. No. 


20904 




Seq. ID 


OJ991027 


_13.0131 


.C14 


Gene No. 


43641 




Strand 








Start 


9068 




End 


14320 






Name 


OJ991027 13.0131.C14 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


12738 




End 


13596 






GI 


none 




Score 


50 






Exons 


12738. .12791, 12739. 


.12792, 


12888. .12962, 12888 


. .12971, 






12889. .12975, 13060. 


.13107, 


13061. .13102, 13170 


. .13310, 






13183. .13320, 13184. 


.13321, 


13456.. 13596 • 






Seq. No. 


20905 




Seq. ID 


OJ991027 


_13.0131 


.C15 


Gene No. 


43642 




Strand 


+ 






Start 


.1089 




End 


2445 






Name 


OJ991027 13.0131.C15 


.ol . gs 


Method 


GENSCAN 






Start 


1089 ■ 




End 


2445 






GI 


none 




Score 


.66 






Exons 


1089.. 1206, 1855.. 1938, 2228 


. .2445 








Seq. No. 


20905 




Seq. ID 


OJ991027 


_13.0131 


.C15 


Gene No. 


43643 




Strand 








Start 


3230 




End 


3774 






Name 


OJ991027 13.0131.C15 


o2 . gp 


Method 


AAT/GAP 






Start 


3230 




End 


3774 






GI 


68587 1.R1084 




Score 


761 






Exons 


3230. .3774 












GI Descrip. 


•3193316 1.0e-37 (AF069299) 


contains similarity 


to nucleotide 




sugar epimerases [Arabidopsis thaliana] 


T 






Seq. No. 


20905 




Seq. ID 


OJ991027 


JL3.0131 


.C15 


Gene No. 


43644 




Strand 


+ 






Start 


4594 




End 


4928 






Name 


OJ991027 13.0131.C15 


o4 . gp 


Method 


AAT/GAP 






Start 


4594 




End 


4928 






GI 


4879909 




Score 


627 






Exons 


4594. .4928 












Seq. No. 


20905 




Seq. ID 


OJ991027 


JL3.0131 


.C15 


Gene No. 


43645 




Strand 


+ 






Start 


6514 ■ 




End 


9968 






Name 


OJ991027 13.0131.C15. 


o3 . gs 


Method 


GENSCAN 






Start 


. 6514 




End 


9968 






GI 


none 




Score 


.61 






Exons 


6514.. 6565, 7123.. 7345, 8751 


. .8894, 9872. . 9968 






Seq. No. 


20905 




Seq. ID 


OJ991027_ 


_13.0131 


.C15 


Gene No. 


43646 




Strand 









21211 




Start 


3537 








End 


4872 




Name 


OJ991027 13. 


0131 


.C15.o2. 


gs 


Method 


GENSCAN 




Start 


3537 








End 


4850 




GI 


none 








Score 


.97 




Exons 


3537. .4850 














Seq. No. 


20905 








Seq. ID 


OJ991027 


_13.0131.C15 


Gene No. 


43646 








Strand 






Start 


3537 








End 


4872 




Name 


OJ991027 13. 


0131 


.C15.ol. 


np 


Method 


AAT/NAP 




Start 


3543 








End 


4859 




GI 


3193316 








Score 


1416 




Exons 


3543. .4859 














GI Descrip. 


(AF069299) contains similarity to nucleotide sugar epimerases 




[Arabidopsis 


thaliana] 










Seq. No. 


20905 








Seq. ID 


OJ991027 


_13.0131.C15 


Gene No. 


43646 








Strand 






Start 


3537 








End 


4872 




Name 


OJ991027 13. 


0131 


.*C15.ol. 


tc 


Method 


TBLASTX : 


Cress 


Start 


3546 








End 


4854 




GI 


none 








Score 


280 




Exons 


3546. .3953, 


3565 


. - 3819, 


3856. 


.3954, 4062. .4097, 


4080. .4562, 




4081. .4434, 


4477 


. .4566, 


4603. 


.4779, 4614. .4778, 


4686. .4850, 




4795. .4854 














Seq. No. 


20905 








Seq. ID 


OJ991027 


_13.0131.C15 


Gene No. 


43646 








Strand 






Start 


3537 








End 


4872 




Name 


OJ991027 13. 


0131 


.C15.ol. 


,tm 


Method 


TBLASTX: 


Maize 


Start 


3552 








End 


4289 




GI 


none 








Score 


350 




Exons 


3552. .3803, 


3552 


. .4289, 


3553. 


.4284 






Seq. No. 


20905 








Seq. ID 


OJ991027 


13.0131.C15 


Gene No. 


43646 








Strand 






Start 


3537 








End 


4872 




Name 


^OJ991027 13. 


0131 


.C15.pl. 


,ts 


Method 


TBLASTX: 


Soybean 


Start 


3552 








End 


4854 




GI 


none 








Score 


823 




Exons 


3552. .4562, 


3553 


. .4437, ' 


4477. 


.4566, 4603. .4854, 


4614. .4853 


Seq. No. 


20905 








Seq. ID 


OJ991027 


_13.0131.C15 


Gene No. 


43646 








Strand 






Start 


3537 








End 


4872 




Name 


OJ991027 13. 


0131 


.C15.o3. 


,gp 


Method 


AAT/GAP 




Start 


4107 








End 


4431 




GI 


3761584 








Score 


607 




Exons 


4107. .4431 














GI Descrip. 


3193316 l.Oe 


i-37 


(AF069299) contains similarity 


to nucleotide 


sugar epimerases 


[Arabidopsis 


thaliana] 






Seq. No. 


20905 








Seq. ID 


OJ991027 


_13.0131.C15 


Gene No. 


43646 








Strand 






Start 


3537 








End 


4872 




Name 


OJ991027 13. 


0131 


.C15.o2 . 


,tm 


Method 


TBLASTX: 


Maize 


Start 


4374 








End 


4872 
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GI 


none 


Score 


74 






Exons 


4374. .4427, 4374. .4871, 4375. 


.4872 








Seq. No. 


20906 


Seq. ID 


OJ991027_13. 


0131 


.C17 


Gene No . 


A "5 d A *7 


Cf v-anH 

o Tirana 








Start 


22 


End 


387 






Name 


OJ991027 13.0131.C17.ol.gs 


Method 


GENSCAN 






Start 


22 


End 


387 






GI 


none 


Score 


.58 






Exons 


22. .231, 288. .387 










Seq. No. 


20906 


Seq. ID 


OJ991027_13. 


0131 


.C17 


Gene No . 


a t a a ^ 


oLrana 








Start 


22 


End 


387 






Name 


OJ991027 13.0131.C17.ol.gp 


Method 


AAT/GAP 






Start 


67 


End 


387 






GI 


2310307 


Score 


555 






Exons 


67. .387 










Seq. No. 


20907 


Seq. ID 


OJ991027_13. 


0131 


.C18 


Gene No . 


A *3 C A Q 


o Tirana 


T 






Start 


353 


End 


504 






Name 


OJ991027 13.0131.C18.ol.gs 


Method 


GENSCAN 






Start 


353 


End 


469 






GI 


none 


Score 


.55 






Exons 


353. .469 










Seq. No. 


20907 


Seq. ID 


OJ991027_13. 


0131 


.C18 


Gene No . 


A *3 C A Q 


oTirana 


*r 






Start 


353 


End 


504 






Name 


OJ991027 13.0131.C18.ol.gp 


Method 


AAT/GAP 






Start 


366 


End 


504 






GI 


none 


Score 


260 






Exons ' 


366. .504 










Seq. No. 


20908 


Seq. ID 


OJ991217_09. 


0118 


.CI 


Gene No . 


A "3 C. A Q 


oTirana 


+ 






Start- 


1339 


End 


1498 






Name - 


OJ991217 09-0118. CI. ol.gs 


Method 


GENSCAN 






Start 


1339 


End 


1498 






GI 


none 


Score 


.64 






Exons 


1339. .1498 










Seq. No. 


20909 


Seq. ID 


OJ991217_09. 


0118 


.C2 


Gene No. 


43650 


Strand 


+ 






Start 


1 


End 


11225 






Name 


OJ991217 09.0118.C2.ol.gp 


Method 








Start 


1 


End 


324 






GI 


LIB3477-007-P1-K1-B9 


Score 


542 






Exons 


1. .324 










GI Descrip. 


»4680203/gb|AAD27566.1|AF114171 7 l.Oe 


-39 (AF114171 


) TNP2-like 




protein [Sorghum bicolor] 1 










Seq. No. 


20909 


Seq. ID 


OJ991217._09. 


0118 


.C2 


Gene No. 


43650 


Strand 


+ 






Start 


1 


End 


11225 






Name 


OJ991217 09.0118.C2.ol.np 


Method 


AAT/NAP 







21213 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



2368 
201 



6554486 
1..573, 2298.. 2368 

(AC012394) putative phytochrome A signaling protein [Arabidopsis 
thaliana] 



20909 
43650 
1 

OJ991217M)9.0118.C2.ol.gs 
93 

none 



Seq. ID OJ991217_09 . 0118 . C2 

Strand + 

End 11225 

Method GENSCAN 

End * 11133 

Score . 5 



93.-239, 256.-428, 3970.. 4115, 6759.. 6970, 7044.. 7137, 
7804. .7887, 7896. .8009, 8082. .8140, 8426. .11133 



20909 
43650 
1 

OJ991217_09.0118.C2.o2.np 

7078 

4680203 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 

Method AAT/NAP 

End 11225 

Score 1821 



7078. .7109, 8426. .10000, 10043 .. 10135, 10289 10519, 
10796. .11225 

(AF114171) TNP2-like protein [Sorghum bicolor] 



20909 
43650 
1 

OJ991217_09.0118.C2.o3.tw 

8780 

none 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 

Method TBLASTX : Wheat 

End 9331 

Score 218 



8780. .9178, 9019. .9180, 9226. .9321, 9227. .9331 



20909 
43650 
1 

OJ991217_09.0118.C2.ol.ts 

9059 

none 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 • 

Method TBLASTX : Soybean 

End 9478 

Score 126 



9059. .9178, 9061. .9180, 9229. .9474, 9230. .9478 



20909 
43650 
1 

OJ991217_09.0118.C2.ol.tc 

9226 

none 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 

Method TBLASTX: Cress 

End 9556 

Score 311 



9226. .9363, 9227. .9556, 9400. .9459, 9410. .9514, 9481. .9555 



20909 
43650 
1 

OJ991217_09.0118.C2.o2.tw 

9344 

none 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 

Method TBLASTX : Wheat 

End 9810 

Score 54 



9344.. 9397, 9352.;9387, 9398.. 9502, 9409.. 9495, 9503.. 9619, 
9503.. 9604, 9507.. 9605, 9511.. 9681, 9622.. 9810, 9650.. 9805 



21214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20909 
43650 
1 

OJ991217_09.0118.C2.ol.tm 

9401 

none 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 

Method TBLASTX : Mai ze 

End 9844 

Score 226 



9401. .9646, 9451. .9642, 9650. .9844 



Seq. No. 20909 

Gene No. 43650 

Start 1 

Name OJ991217_09 . 0118 .C2 . o2 . ts 

Start 9679 

GI none 

Exons 9679.. 9834, 9680.. 9913 

Seq. No. 20909 

Gene No. 43650 

Start 1 

Name OJ991217_09 . 0118 . C2 . o4 . tw 

Start 10052 

GI none 
Exons 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 

Method TBLASTX : Soybean 

End 9913 

Score 250 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 

Method TBLASTX: Wheat . 

End 10402 

Score 183 



10052. .10282, 10081. .10281, 10318 .. 10401 , 10319.. 10402 



Seq. ID OJ991217_09,0118 . C2 

Strand + 

End 11225 

Method TBLASTX : Mai ze 

End 10273 

Score 166 

10058. .10204, 10085. .10183, 10087 .. 10194 , 10211. .10273 



Seq. No. 20909 

Gene No. 43650 

Start 1 

Name OJ991217_09 . 0118 . C2 . o3 . tm 

Start 10058 

GI none 
Exons 



Seq. No. 20909 

Gene No. 43650 

Start 1 

Name OJ991217_09. 0118 .C2 .o2 .tm 

Start 10310 

GI none 
Exons 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 

Method TBLASTX : Mai ze 

End 10795 

Score 296 



10310. .107 95, 10327. .10503, 10639. .10788 



Seq. No. 
Gene No- 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 

Method AAT/GAP 

End 11225 

Score 996 



20909 
43650 
1 

OJ991217_09.0118.C2.o2.gp 
10391 
5002953 
10391. .10522, 10781. .11225 

4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] 



20909 
43650 
1 

OJ991217_09.0118.C2.ol.tw 

10406 

none 



Seq. ID OJ991217_09.0118.C2 

Strand + 

End 11225 

Method TBLASTX : Wheat 

End 11224 

Score 47 6 



21215 



Exons 



10406. .10948, 10450. .10896, 10967 .. 11128 , 10984 .. 11124 , 
11132. .11224, 11167. .11223 



Seq. No. 


20909 


Seq. ID 


OJ991217 


Gene No. 


43650 


Strand 


+ 


Start 


1 


End 


11225 


Name 


OJ991217 09.0118.C2.o2.tc 


Method 


TBLASTX : 


Start 


10693 


End 


11119 


GI 


none 


Score 


209 


Exons 


10693. .10896, 10697 .. 10948 , 


10967. .11119, 10984 


Seq. No. 


20910 


Seq. ID 


HTQQ1 Ol *7 


Gene No. 


43651 


Strand 


+ 


Start 


1 


.End 


840 


Name 


OJ991217 09.0118.C3.ol.gp 


-Method" 


AAT/GAP 


Start 


1 


End 


840 


GI 


5002953 


Score 


595 


Exons 


1..179, 659. .840 






GI Descrip. 


4680203/gb|AAD27566..1|AF114171 7 l.Oe- 


39 (AF114 




protein [Sorghum bicolor] 






Seq. No. 


20910 


Seq. ID 


OJ991217 


Gene No. 


43651 


Strand 


+ 


Start 


1 


End 


840 


Name 


OJ991217 09.0118.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


726 


GI 


4680203 


Score 


341 


Exons 


1. .726 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 


Seq. No. 


20910 


Seq. ID 


OJ991217 


Gene No. 


43651 


Strand 


+ 


Start 


1 


End 


840 


Name 


OJ991217 09.0118.C3.ol.gs 


Method 


GENSCAN 


Start 


82 


End 


702 


GI 


none 


Score 


.97 


Exons 


82. .702 






Seq. No. 


20910 


Seq. ID 


OJ991217 


Gene No. 


43652 


Strand 




Start 


1065 


End 


1584 


Name 


OJ991217 09.0118.C3.ol.tw 


Method 


TBLASTX : 1 


Start 


76 


End 


615 


GI 


none 


Score 


44 


Exons . . 


76. .117, 121. .312, 156. .296, 


301. .348, 


352. .393 




417. .494, 418. .522, 523. .615 






t Seq. No. 


20910 


Seq. ID 


OJ991217 


* 'Gene No. 


43652 


Strand 




Start 


1065 


End 


1584 


Name 


OJ991217 09.0118.C3.o2.gs 


Method 


GENSCAN 


Start 


1065 


End 


1584 


GI 


none 


Score 


.62 


Exons 


1065.. 1068, 1112.. 1154, 1515 


. .1584 




Seq. No. 


20911 


Seq. ID 


OJ991217 


Gene No. 


43653 


Strand 


+ 



21216 



Start 
Name 
Start 
GI 

Exons 



65 End 226 

OJ991217_09.0118.C4.ol.gs Method GENSCAN 

65 End 226 

none Score .8 
65. .226 



Seq. No. 20911 Seq. ID 

Gene No. ' 43654 Strand 

Start 2293 End 

Name OJ991217_09 . 0118 . C4 . o2 . gs . Method 

Start 2293 End 

GI none Score 

Exons 2293.. 2422, 2511.. 3244 



OJ991217_09.0118.C4 
+ 

3244 
GENSCAN 
3244 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20912 



43655 
63 

OJ991217_09.0118.C5.ol.gs 
63 

none 

63. .348, 430. .1262, 1682. .1853, 2294 
3196. .3287 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217_09.0118.C5 
+ 

3287 
GENSCAN 
3287 
.55 

2332, 3024.. 3111, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
^Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



20912 Seq. ID 

43655 Strand 

63 End 

OJ991217_09.0118.C5.ol.gp Method 

1671 End 

LIB3431-001-P1-N1-B5 Score 
1671.. 1853, 1959.. 2191 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114171) TNP2-like 
protein [Sorghum bicolor] ' 



OJ991217_09.0118-C5 
+ 

3287 
AAT/GAP 
2191 
762 



20912 Seq. ID 

43656 Strand 
5183 End 
OJ991217_09.0118.C5.o2.gp Method 
5183 End 
5816516 Score 
5183. .5532 

6006895/gb|AAF00670.1|AC008153_22 3.0e-20 (AC008153) 
hypothetical protein [Arabidopsis .thaliana] 



OJ991217_09.0118.C5 
+ 

5532 
AAT/GAP 
5532 
390 



Seq. No. 


20912 








Seq. ID 


OJ991217 


Gene No. 


43657 








Strand 




Start 


4667 








End 


6040 


Name 


OJ991217 09. 


0118. 


C5.o2. 


gs 


Method 


GENSCAN 


Start 


4667 








End 


6040 


GI 


none 








Score 


.48 


Exons 


4667. .5062, 


5497. 


.5526, 


6014. 


.6040 




Seq. No. 


20912 








Seq. ID 


OJ991217 


Gene No. 


43658 








Strand 




Start 


8569 








End 


9194 


Name 


OJ991217 09. 


0118. 


C5.o3. 


gs 


Method 


GENSCAN 


Start 


8569 








End 


9194 


GI 


none 








Score 


.77 



21217 



Exons 



8569.. 8831, 8908.. 9031, 9074.. 9194 



Seq. No. 20913 Seq. ID 

Gene No. 43659 Strand 

Start 772 End 

Name OJ991217_09 . 0118 . C6 . ol . gs Method 

Start 772 End 

GI none Score 

Exons 772.. 1086 



OJ991217_09.0118..C6 
+ 

1086 
GEN SCAN 
1086 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20913 Seq. ID OJ991217_09 . 0118 . C6 

43660 Strand 

837 End 1254 

OJ991217_09.0118.C6.ol.np Method AAT/NAP 

837 End * 1254 

2499708 Score 41 

837.. 928, 1219.. 1254 

PHOSPHOLIPASE D PRECURSOR (PLD) (CHOLINE PHOSPHATASE) 
(PHOSPHATIDYLCHOLINE-HYDROLYZING PHOSPHOLIPASE D) 
gi|1020409|dbj |BAA11135| (D73410) phospholipase D [Zea mays] 

20914 Seq. ID OJ991217_09 . 0118 . C7 

43661 Strand 

1326 End 1416 

OJ991217_09 . 0118 . C7 . ol . np Method AAT/NAP 

1326 End 1416 

140503 Score 107 

1326. .1416 

HYPOTHETICAL 14 KD PROTEIN IN YCF68 TRNI INTRON (ORF 133) 
gi|82518|pir| UQ0279 hypothetical 14. 5K protein (trnl intron) 
rice chloroplast gi 1 12041 1 emb | CAA33945 | (X15901) ORF133; ORF 
within trnl intron [Oryza sativa] gi | 12061 | emb | CAA33915 | 
(X15901) ORF133; ORF within trnl intron [Oryza sativa] 
gi I 226660 | prf | | 1603356CL trnl intron ORF 133 [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20914 
43662 
.2435 

OJ991217_09.0118.C7.ol.tm 

1334 

none 



Seq. ID OJ991217_09.0118.C7 
Strand 

End 3948 

Method TBLASTX : Maize 

End 1769 

Score 205 



1334. .1465, 1335. .1460, 1336. .1461, 1468. .1569, 1468. .1569, 
1555. .1629, 1570. .1629, 1642. .1767, 1643. .1768, 1643. .1768, 
1659.. 17 69 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



20914 Seq. ID OJ991217_09 . 0118 . C7 

43662 Strand 

2435 End 3948 

OJ991217_09.0118.C7 .ol.gp Method AAT/GAP 

2435 . End . w . 3948 

uC-osflcypl26e08bl Score"' 932 

2435. .2684, 3721. .3948 

, 4680203/gb|AAD27566.1|AF114171_7 1.0e-39 (AF114L71) TNP2-like 
protein [Sorghum bicolor] ' 



20914 
43663 



Seq. ID 
Strand 



OJ991217 09. 0118. C7 



21218 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3987 End 

OJ991217_09. 0118.C7.o2.tm Method 

3987 End 

none Score 



4546 

TBLASTX: Maize 

4546 . 

138 



3987. .4094, 3988. .4200, 3989. .4120, 3995. .4201, 4270. .4308, 
4292. .4357, 4293. .4358, 4399. .4545, 4400. .4546 



20915 
43664 
3979 

OJ991217_09.0118.C8.o2.np 

3979 

1946366 

3979.. 4134, 8257.. 8368, 8763. 



Seq. ID OJ991217_09.0118.C8 

Strand + 

End 8847 

Method AAT/NAP 

End 8847 

Score 138 
.8847 



(U93215) unknown protein [Arabidopsis thaliana] 



20915 
43665 
1 

OJ991217_09.0118.C8.ol.np 
1 

4587517 



Seq. ID OJ991217_09.0118.C8 
Strand 

End 5104 

Method AAT/NAP 

End 3701 

Score 499 



1..21, 1504. .1726, 1801. .1894, 2766. .2879, 3024. .3215, 
3325.. 3406, 3510.. 3701 

(AC007060) T5I8..6 [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217 09. 0118. C8 



20915 
43665 
1 

OJ991217_09.0118.C8.o2.gs 
2071 
none 

2071. .2322, 2766.-2879, 3024. .3174, 3510. .3701, 4003. .4463, 
5102. .5104 



5104 
GENSCAN 
5104 
.59 



Seq. No. 


20915 








Seq. ID 


OJ991217_09.0118 


.C8 


Gene No. 


43666 








Strand 






Start 


8002 








. End 


8527 




Name 


OJ991217 09. 


0118 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


1557 








End 


1703 




GI 


none 








Score 


108 




Exons 


1557. .1697, 


1566 


. .1703, 


1579. 


.1701 






Seq. No. 


20915 








Seq. ID 


OJ991217_09.0118 


.C8 


Gene No. 


43666 








Strand 






Start 


8002 








End 


8527 




Name 


OJ991217 09. 


0118 


.C8.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3021 








End 


3408 




GI 


none 








Score 


104 




Exons 


3021. .3200, 


3022 


. .3201, 


3304. 


.3408 






Seq. No. 


20915 








Seq. ID 


OJ991217J39.0118 


.C8 


Gei^e No. 


43666 








Strand 






Start 


8002 








End 


8527 




Name 


OJ991217 09. 


0118 


.C8.o3. 


gs 


Method 


GENSCAN 




Start 


8002 








End 


8527 




GI 


none 








Score 


.47 





21219 



Exons 



8002.. 8342, 8443.. 8527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
■ Start 
GI 

Exons 



20916 
43667 
1 

OJ991217_09.0118.C9.ol.np 
1 

1946366 



Seq. ID OJ991217_09.0118.C9 

Strand + 

End 3269 

Method AAT/NAP 

End 3269 

Score 420 



1..46, 260. .323, 357. .439, 776. .940, 1946. .2153, 3232. .3269 
(U93215) unknown protein [Arabidopsis thaliana] 



20916 
43667 
1 

OJ991217_09.0118.C9.ol.gp 
17 

32497JL.R1084 
17. .46, 260. .760 

, 5852170/emb|AL117265. HOST17804 2.0e-10 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : 1 17804 ' 



Seq. ID OJ991217_09.0118.C9 

Strand + 

End 3269 

Method AAT/GAP 

End * 7 60 

Score 973 



20916 
43667 
1 

OJ991217_09.0118.C9.ol:gs 

260 

none 



Seq. ID OJ991217_09.0118.C9 

Strand + 

End 3269 

Method GEN SCAN 

End 2908 

Score .86 



260. .439, 776. .940, 1946. .2248, 2259. .2410, 2505. .2661, 
2807. .2908 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20916 
43668 
9297 

OJ991217_09.0118.C9.o4.gs 

9297 

none 

9297. .9782, 9827. .10570 



20916 
43669 
3367 

OJ991217_09.0118.C9.ol.tm 
777 
none 



Seq. ID OJ991217_09.0118.C9 

Strand + 

End 10570 

Method ■ GENSCAN 

End 10570 

Score .82 



Seq. ID OJ991217_09.0118.C9 
Strand 

10130 

TBLASTX: Maize 
2134 
163 



End 

Method 
End 
Score 

777.. 938, 777.. 938, 778.. 939, 827.. 943, 827.. 943, 1944.. 2132, 
1945. .2133, 1946.. 2134 



20916 
43669 
3367 

OJ991217_09.0118.C9.ol.ts 

822 

none 



Seq. ID OJ991217_09.0118.C9 
Strand 

End 10130 

Method TBLASTX : Soybean 

End 2119 

Score 153 



822. .941, 827. .943, 1946. .2119, 1957. .2073, 1970. .2119 



Seq. No. 
Gene No. 



20916 
43669 



Seq. ID OJ991217_09.0118.C9 
Strand 



21220 




O 4- -s -w- 4- 

otart 


o Jo / 




End 


1U1 JU 






Name 


OJ991217 09 


.0118.C9.o3.np 


Method 


AAT/NAP 






Start 


3367 




End 


10130 






GI 


6705984 




Score 


' 290 






Exons 


3367. .3396, 


7815.. 8479, 10072 


. .10130 








GI Descrip. 


(AB033235) 


gag-pol polyprotein [Oryza 


sativa] 






Seq. No. 


20916 




Seq. ID 


OJ991217 


_09.0118 


.C9 


Gene No. 


43669 




Strand 








Start 


3367 




End 


10130 






Name 


OJ991217 09 


.0118.C9.o2.gs 


Method 


GENSCAN 






Start 


4997 




End 


6058 






GI 


none 




Score 


.8 






Exons 


4997. .5190, 


5465.. 5615, 5801. 


.6058 








Seq. No. 


20916 




Seq. ID 


OJ991217 


_09.0118 


.C9 


Gene No. 


43669 




Strand 








Start 


o *d c n 
J Jo / 




End 


10130 






Name 


OJ991217 09 


.0118.C9.o2.np 


Method 


AAT/NAP 






Start 


5053 > v ;>. 




End 


7853 






GI 


6498436 




Score 


367 






Exons 


5053. .5204, 


5414.. 5652, 5896. 


.6032, 6128. . 6609, 


7703. .7853 


GI Descrip. 


(AP000815) 


hypothetical protein [Oryza 


sativa] 






Seq. No. 


20916 




Seq. ID 


OJ.991217 


_09.0118 


.C9 


Gene No. 


43669 




Strand 








Start 


3367 




End 


10130 






Name 


OJ991217 09 


.0118.C9.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


8126 




End 


8548 






GI 


none 




Score 


107 






Exons 


8126. .8548, 


8253. .8471 











Seq. No. 20917 

Gene No. 43670 

Start 1 

Name OJ991217_09 . 0118 .C10 . ol . np 

Start 1 

GI 4587517 

Exons 1 . . 158 

GI Descrip. (AC007060) T5I8.6 [Arabidopsis thaliana] 



Seq. ID OJ991217_09. 0118. C10 

Strand + 

End 158 

Method AAT/NAP 

End 158 . . , 

Score 71 



Seq. No. 20917 

Gene No. 43671 

Start 84 

Name - OJ991217JD9 . 0118 . C10 . ol . tm 

Start 1 

GI none 

Exons 1..156, 3. .158, 3. .194 



Seq. ID OJ991217_09. 0118. C10 

Strand + 

End 194 

Method TBLASTX : Mai ze 

End 194 

Score 206 



Seq. No. 20917 

Gene No. 43671 

Start 84 

Name OJ991217_09 . 0118 . C10 . ol . gs 

Start 84 

GI none , 

Exons 84.. 158 



Seq. ID . OJ991217_09.0118.C10 

Strand + 

End 194 

Method GENSCAN 

End 158 

Score .51 



21221 



Seq. No. 20918 Seq. ID 

Gene No. 43672 Strand 

Start 342 End 

Name OJ991217_09. 0118 .Cll . ol .gs Method 

Start 342 End 

GI none Score 

Exons 342. .441 



OJ991217_09.0118.C11 
+ 

441 

GEN SCAN 

441 

.83 



Seq. No. 20919 Seq. ID 

Gene No. 43673 Strand 

Start 2146 End 

Name OJ991217_09 . 0118 . C13 . o2 . np Method 

Start 214 6 End 

GI 2213632 Score 

Exons 2146.. 2656, 4372.. 4389 

GI Descrip. (AC000103) F21J9.24 [Arabidopsis thaliana] 



OJ991217_09.0118.C13 
+ 

4389 
AAT/NAP 
4389 
372 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991217_09.0118.C13 



20919 

43674 Strand 
1 End 1129 

OJ991217_09.0118.C13.ol.np Method AAT/NAP 
1 End 1129 

6069646 Score 313 

1.-33, 400. .1129 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005.315) 
Similar to 
sequence, 
(AC006248) 



Seq. No. 20919 Seq. ID 

Gene No. 43675 Strand 

Start 304 6 End 

Name OJ991217_09 . 0118 . C13 . o3 . tw Method 

Start 148 ' End 

GI none Score 

Exons 148.. 276, 262.. 558, 377.. 523 



OJ991217_09.0118.C13 

15319 . 
TBLASTX: Wheat 
558 
66 



Seq. No. 20919 Seq. ID 

Gene No. 43675 Strand 

Start 3046 End 

Name OJ991217_09 . 0118 .C13 . o4 . tm Method 

Start 806 End 

GI none Score 

Exons 806.. 1093, 807.. 1064 



OJ991217_09.0118.C13 
15319 

TBLASTX: Maize 

1093 

125 



Seq. No. 


20919 






Seq. ID 


OJ991217_09.0118.C13 


Gene No. 


43675 






Strand 




Start 


3046 






End 


15319 


Name 


OJ991217 09. 


.0118.C13.o3, 


..tm 


Method 


TBLASTX: Maize 


Start 


2098 






End 


2528 


GI 


none 






Score 


272 


Exons 


2098. .2427, 


2237. .2311, 


2286. 


.2426, 2444.. 2515, 2445., 2528 


Seq. No. 


20919 






Seq. ID 


OJ991217_09.0118.C13 


Gene No. 


43675 






Strand 




Start 


3046 






End 


15319 



21222 



Name 


OJ991217 09.0118 


.C13.o2. tw 


Method 


TBLASTX: Wheat 


Start 


2260 




End 


2642 


GI 


none 




Score 


187 


Exons 


2260.. 2424, 2271 


..2423, 2429 


..2641, 


2430. .2642 


Seq. No. 


20919 




Seq. ID OJ991217 09.0118 


Gene No. 


43675 




Strand 




Start 


3046 




End 


15319 


Name 


OJ991217 09.0118 


. C13.ol.gp 


Method 


AAT/GAP 


Start 


3046 




End 


5506 


GI 


72356 1.R1084 




Score 


1180 


Exons 


3046.. 3378, 3465 


..3569, 5182 


..5259, 


5369. .5506 


GI Descrip. 


'2529662 2.0e-50 


(AC002535) ; 


putative 


small nuclear 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ribonucleoprotein, Sm D2 [Arabidopsis thaliana] >gi_3738278 
(AC005309) putative small nuclear ribonucleoprotein, Sm D2 
[Arabidopsis thaliana] ' 



20919 
43675 
3046 

OJ991217_09.0118 -C13.ol.tc 
3248 



OJ991217 09.0118.C13 



none 
3248. 
3461. 
5180. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3379, 3261.. 3380, 3262.. 3381, 3263.. 3379, 3270 
3571, 3462.. 3590, 3463.. 3573, 3465.. 3587, 5179 
5257 



15319 

TBLASTX: Cress 

5257 

167 



,3380, 
.5256, 



Seq. No. 20919 

Gene No. 43675 

Start 3046 

Name OJ991217_09 . 0118 . C13 . ol . ts 

Start 3257 

GI none 

Exons 3257.. 3379, 
3462. .3590, 



3260.. 3379, 3262. 
3463.-3573, 5179. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3411, 3262. .3381, 
.5256, 5180.. 5257 



OJ991217_09.0118.C13 
15319 

TBLASTX: Soybean 
5257 
174 

3438. .3572, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20919 Seq. ID 

43675 Strand 

3046 End 
OJ991217_09.0118.C13.ol.tw Method 

3259 End 

none Score 
3259. .3381, 



OJ991217_09.0118.C13 
15319 

TBLASTX: Wheat 

5259 

202 



3260. .3379, 3261. .3410, 3452. .3571, 3462. .3590, 
3463.. 3570, 3465.. 3572, 5179.. 5259, 5180.. 5257 



20919 
43675 
3046 

OJ991217_09.0118.C13.o2, 

3259 

none 

3259.. 3381, 3260.. 3379, 
3461. .3580, 3462.. 3590, 
5180. .5254 



tm 



3261 
3463 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 09.0118.C13 



15319 

TBLASTX: Maize 
5254 
202 

.3410, 3262. .3411, 3460. 
.3570, 5179.. 5235, 5179. 



,3570, 
,5253, 



Seq. No. 
Gene No. 



20919 
43675 



Seq. ID 
Strand 



OJ991217 09.0118.C13 



21223 



Start 3046 End 15319 

Name OJ991217_09. 0118 .C13.o3.np Method AAT/NAP 

Start 3265 End 5398 

GI 3738278 . Score 420 

Exons 3265.. 3378, 3465.. 3569, 5182.. 5256, 5369.. 5398 

GI Descrip. (AC005309) putative small nuclear ribonucleoprotein D2 
[Arabidopsis thaliana] 



Seq. No. 


20919 


Seq. ID 


OJ991217 


Gene No. 


43675 


Strand 




Start 


3046 


End 


15319 


Name 


OJ991217 09.0118.C13.o5.np 


Method 


AAT/NAP 


Start 


3583 


End 


13707 


GI 


227927 


Score 


28 


Exons 


3583.. 3651, 5415.. 5491, 8269 


..8320, 8492.. 8635, 




13538.. 13707 






GI Descrip. 


extensin [Brassica napus] 






Seq. No. 


20919 


Seq. ID 


OJ991217 


Gene No. 


43675 


Strand 




Start 


3046 


End 


15319 


Name 


OJ991217 09.0118.C13.o4.np 


Method 


AAT/NAP 


Start 


5988 


End 


6286 


GI 


862343 


Score 


93 


Exons 


5988.. 6079, 6128.. 6286 






GI Descrip. 


(L10908) Gcapl gene product 


[Mus musculus] 



.,_ . 1J ___ 11 c sin [Mus 

musculus] gi | 1092098 Iprf | | 202231 5A granule cell marker protein 
[Mus musculus] 



Seq. No. 20919 Seq. ID OJ991217_09 . 0118 . C13 

Gene No. 43675 Strand 

Start 3046 End 15319 

Name OJ991217_09 . 0118 . C13 . o2 . gp Method AAT/GAP 

Start 6016 End 6213 

GI LIB3477-003-P1-K1-E9 Score 97 

Exons 6016.. 6078, 6169.. 6213 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



20919 Seq. ID 

43675 Strand 
3046 End 15319 

OJ991217_09.0118.C13.o6.np Method AAT/NAP 
12723 End 15319 

479357 Score 1247 

12723. . 12784, 13904.. 15319 

hypothetical -protein 612 - maize transposon MuA2 
gi|22375|emb|CAA44165| (X62251) ORF [Zea mays] 



OJ991217 09.0118.C13 



20919 
43675 
3046 

OJ991217 

14135 

none 



09.0118.C13.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_09.0118.C13 
15319 

TBLASTX: Maize 

14912 

72 



21224 




Exons 14135. .14194, 14140 .. 14190, 14 194 14361, 14207 14308, 

14352. .14651, 14361 14642, 14 640 14 912, 14656. .14904 



Seq. No. 


20919 


Seq. ID 


OJ991217_09.0118 


.C13 


Gene No. 


43675 


Strand 






Start 


3046 


End 


15319 




Name 


OJ991217 09.0118.C13.o5.tm 


Method 


TBLASTX: Maize 




Start 


14964 


End 


15319 




GI 


none 


Score 


106 




Exons 


14964. .15014, 15011. .15052, 15058 15318 , 15062.. 15319 




Seq. No. 




Seq. ID 


ATQQ1 01 1 HQ A110 


.C14 


Gene No. 


A *3 C "J C 

43676 


Strand 






Start 


A A *3 

443 


End 


1 A /- r 

lUoo 




Name 


a Tnm oi ~i Aft a 1 i o 01 a — i _ 

OJ991217 09 . OHo . C14 . ol . gs 


Method 


GENSCAN 




Start 


A A O 

443 


End 


1 A C C 

lUoo 




GI 


none 


Score 


C 1 

. 61 




Exons 


A A O 1 A/"/" 

443 . . 1066 








Seq. No. 


20921 


Seq. ID 


OJ991217_09.0118 


.C15 


Gene No. 


43b / / 


Strand 


+ 




Start 


1 O 1 T 

1317 


End 


2164 




Name 


/-\ T A O 1 01 1 Aft AIIO -J r; A — « 

OJ991217 09 . Olio . C15 . o2 . gs 


Method 


GENSCAN 




Start 


1 *D 1 T 

1317 


End 


2164 




GI 


none 


Score 


.42 




Exons 


lOOC 1 ^ C A 1 O "5 A A 1 A 1 

1317. .1385, 1652. .1830, 2101. 


.2164 






Seq. No. 


20921 


Seq. ID 


OJ991217_09.0118 


.C15 


Gene No. 


A "5 CI Q 

43o /o 


Strand 






Start 


1 


End 


774 




Name 


/"\TftA101T Aft A 1 1 O /-i T C — 1 

OJ991217 09 . Olio . Clo . ol . np 


Method 


AAT/NAP 




Start 


1 


End 


774 




GI 


C ft A A A A A 

59024 4 4 


Score 


695 




Exons 


1 . . 7/4 








GI Descrip. 


(AB030283). GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


20921 


Seq. ID 


OJ991217_09.0118 


.CIS 


Gene No. 


43678 


Strand 






Start 


1 


End 


774 




Name 


OJ991217 09.0118.C15.ol.gs 


Method 


GENSCAN 




Start 


281 


End 


774 




GI 


none 


Score 


.5 




Exons 


281. .659, 684. .774 








beq. No. 


20922 


Seq. ID 


OJ991217_09.0118 


.C16 


Gene No. 


43679 


Strand 


+ 




Start 


69 


End 


2272 




Name 


OJ991217 09-0118. C16.ol-np 


Method 


AAT/NAP 




Start 


69 


End 


2272 




GI 


64 60682 


Score 


135 




Exons 


69.. 131, 325.v614, 1641.. 1749 


, 2204. .2272 




GI Descrip. 


(AE001863) NADPH quinone oxidoreductase 


i, putative [Deinococcus 




radiodurans] 








Seq. No. 


20922 


Seq. ID 


OJ991217_09.0118 


.C16 


Gene No. 


43679 


Strand 






Start 


69 


End 


2272 





21225 



Name 

Start' 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991217_09 . 0118 . C16 . ol . tc Method TBLASTX : Cress 
259 End 1752 

none Score 378 

259.. 615, 357.. 602, 1641.. 1751, 1642.. 1752 



20922 
43679 
69 

OJ991217_09.0118.C16.ol.ts 

262 

none 

262.. 312, 352.. 615, 357.. 605 



Seq. ID OJ991217_09.0118.C16 

Strand + 

End 2272 

Method TBLASTX : Soybean 

End 615 

Score 58 



Seq. No. 20922 

Gene No. 43679 • 

Start 69 

Name OJ991217_09 . 0118 .C16. ol . tm 

Start 264 

GI none 
Exons 



Seq. ID OJ991217_09.0118.C16 



Strand 
End 

Method 

End 

Score 



+ 

2272 

TBLASTX: Maize 

1752 

487 



264. .617, 268. .615, 1641. .1751, 1642. .1752, 1642. .1752 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20922 
43679 
69 

OJ991217_09.0118.C16.ol.tw 

265 

none 



Seq. ID OJ991217_09.0118.C16 
Strand 
End 

Method 
End ■ 
Score 



+ 

2272 

TBLASTX: Wheat 

558 

340 



265. .501, 265.-324, 267. .500, 462. .557, 463. .558 



OJ991217_09.0118.C16 
+ 

2272 
AAT/GAP 
1753 
809 



Seq. No. 20922 Seq. ID 

Gene No. 43679 Strand 

Start 69 End 

Name OJ991217_09 . 0118 .C16 .ol .gp Method 

Start 302 End 

GI uC-osrocyp015d08bl Score 

Exons 302.. 614, 1641.. 1753' 

GI Descrip. 1 4 16966/sp | Q03132 | ERY2_SACER 4.0e-15 ERYTHRONOLIDE SYNTHASE, 
MODULES 3 AND 4 (ORF 2) ( 6-DEOXYERYTHRONOLIDE B" SYNTHASE II) 
(DEBS 2) >gi_152694 (M63677) eryA ORF2 encoding modules 3 & 4 
for 6-deoxyerythronolide B formation6-deoxyerythronolide B 
formation; putative [Saccharopolyspora erythraea] 1 



Seq. No. 20923 Seq. ID 

Gene No. 4 3680 Strand 

Start 271 End 

Name OJ991217_09 . 0118 .C17 .ol .gp Method 

Start 271 End 

GI 15854_1.R1084- Score 

Exons 271. .296, 583.-757, 1431. .1856 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ991217_09.0118.C17 
+ 

4278 
AAT/GAP 
1856 
1099 



Seq. No. 20923 

Gene No. 43680 

Start 271 

Name OJ991217_09 . 0118 . C17 . ol . np 

Start 1282 



Seq. ID OJ991217_09.0118.C17 

Strand + 

End 4278 

Method AAT/NAP 

End 4275 



21226 




GI 


3128231 




Score 


1039 




Exons 


1282.. 1315, 2585.-3232, 


3330 


. .4275 






GI Descrip. 


(AC004077) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118. 


C17 


Gene No. 


43680 




Strand 


+ 




Start 


271 




End 


4278 




Name 


OJ991217 09.0118.C17.ol 


.gs 


Method 


GENSCAN 




Start 


1756 




End 


4278 




GI 


none 




Score 


.7 




Exons 


1756. .1822, 2298. .2614, 


2700 


..3232, 3321.. 4278 




Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118. 


C17 


Gene No. 


4 3681 




Strand 


+ 




Start 


5615 




End 


5879 




Name 


OJ991217 09.0118.C17.o2 


• gp 


Method 


AAT/GAP * 




Start 


5615 




End 


5879 




GI 


none 




Score 


381 




Exons 


5615. .5879 










Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118. 


C17 


Gene No. 


43682 




Strand 


+ 




Start 


8262 




End 


15514 




Name 


OJ991217 09.0118.C17.o3 


.gs 


Method 


GENSCAN 




Start 


8262 




End 


15514 




GI 


none 




Score 


.52 




Exons 


8262.. 8322, 9617.. 9874, 


10120. .10251, 


11226. .11511, 






12277. .12567, 12923 .. 13073, 


13665. .14 673, 14748. .15514 




Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118. 


C17 


Gene No. 


43682 




Strand 


+ 




otart 


8262 




End 


15514 




Name 


OJ991217 09.0118.C17.o2 


.np 


Method 


AAT/NAP 




Start 


11096 




End 


15511 




GI 


4234852 




Score 


4056 




Exons 


11096. .11256, 11299. .11550, 


11830. .15511 




GI Descrip. 


(AF082133) gag-pol polyprotein [Zea mays] 




Seq. No. 


20923 




Seq. ID 


OJ991217 J)9.0118. 


C17 


Gene No. 


43683 




Strand 






Start 


5879 




End 


19886 




Name 


OJ991217 09.0118.C17.o8 


. tm 


Method 


TBLASTX: Maize ' 




Start 


601 




End 


1531 




GI 


none 




Score 


154 




Exons 


601. .759, 605. .760, 605 


.'.757 


, 613. .759 


, 1419. .1496, 1425 


. .1520, 




1430. .1531, 1436. .1516 










Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118. 


C17 


Gene No. 


43683 




Strand 






Start 


5879 




End 


19886 




Name 


OJ991217 09.0118.C17.o5 


.tc 


Method 


TBLASTX: Cress 




Start 


605 




End 


1493 




GI 


none 




Score 


193 




Exons 


605.. 763, 613. .747, 14J2( 


3. .1493, 1429.. 


1488 




Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118. 


C17 


Gene No. 


43683 




Strand 







21227 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5879 

OJ991217_09.0118.C17.ol.tc 

2754 

none 



End 

Method 
End 
Score 

2754.. 2921, 2769.. 2927, 2820.. 3056, 2859.. 2987, 2994.. 3230, 
3012.. 3233, 3095.. 3229, 3331.. 3813, 3403.. 3663, 3519.. 3770, 
35S9..3696, 18048.. 18263 



19886 

TBLASTX: Cress 

18263 

77 



20923 
43683 
5879 

OJ991217_09.0118.C17.o2.tm 

2754 

none 

2754.. 2993, 2769.. 3233, 2817. 
2976.. 3233, 2990.. 3232, 3331. 



Seq. ID OJ991217_09.0118.C17 
Strand 

End 19886 
Method TBLASTX : Mai ze 
End 19886 
Score 106 

.3032, 2829.. 2918, 2831.. 2920, 
.3474, 3331.. 3774, 3385.. 3693, 



3394..3684, 3516.. 3662, 3525 .. 3650, ' 3691 4239, 18291 18383, 
18387. .18584, 19224 .. 19376, 19719. .19886 



20923 Seq. ID 

43683 Strand 

5879 End 

OJ991217_09.0118.C17.o3.tw Method 

2994 . End 

none - Score 



OJ991217_09.0118.C17 
19886 

TBLASTX: Wheat 

3831 

145 



2994. .3233, 3119. .3244, 3334. .3441, 3358.-3687, 3373.-3459, 
3507. .3662,. 3691. .3831, 3700. .3774 



Seq. ID OJ991217_09.0118.C17 
Strand 

End 19886 

Method TBLASTX : Soybean 

End 19586 

Score 111 



20923 
43683 
5879 

OJ991217_09.0118.C17.o3.ts 
3331 
none 

3331. .3606, 17922. .18347, 18006 .. 18452 , 18066 .. 18560 , 
18067. .18270, 18070 .. 18345, 18099 .. 18428 , 18 100 .. 1854 6, 
18171. .18662, 18172. .18264, 18289 .. 18627, 18319 .. 18 663, 
18378.^:1-8872, 18507 18977, 18696 .. 19004 , 18798 .. 19004 , 
19191.119556, 19224. .19571, 19225 19560, 19230 .. 19457 , 
19267. .19458, 19278. .19586 



Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118 


-C17 


Gene No. 


43683 




Strand 






Start 


5879 




End 


19886 




Name 


OJ991217 09. 


.0118.C17.o2.ts 


Method 


TBLASTX : Soybean 




Start 


3691 




End 


19865 




GI 


none 




Score 


322 




Exons 


3691. .4218, 


19734. .19865 








Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118 


-C17 


Gene No. 


43683- 




Strand 






Start 


5879 




End 


19886 




Name 


OJ991217 09. 


.0118.C17.o3.tc 


Method 


TBLASTX: Cress 




Start 


3813 




End 


4230 




GI 


none 




Score 


231 




Exons 


3813. .4157, 


3814. .4230 









21228 




Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118 


-C17 


Gene No. 


43683 




Strand 






Start 


5879 




End 


19886 




Name 


OJ991217 09.0118.C17 


. o2 . gs. 


Method 


GENSCAN 




Start 


5879 




End 


7702 




GI 


none 




Score 


1 




Exons 


5879. .7702 










Seq. No. 


20923 




Seq. ID 


* OJ991217_09.0118 


.C17 


Gene No. 


43683 




Strand 






Start 


5879 




End 


19886 




Name 


OJ991217 09.0118.C17 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11188 




End 


12420 




GI 


none 




Score 


280 




Exons 


11188. .11535, 11189. 


.11548, 


11825. .12049, 11830. .12039, 






12134. .12223, 12163. 


.12204, 


12328. .12378, 12328.. 12420 




Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118 


.C17 


Gene No. 


43683 




Strand 






Start 


5879 




End 


19886 




Name 


OJ991217 09.0118.C17 


.o4 . ts 


Method 


TBLASTX : Soybean 




Start 


12743 




End 


13085 




GI 


none 




Score 


272 




Exons 


12743. .12916, 12744. 


.13085 








Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118 


.C17 


Gene No. 


43683 




Strand 






Start 


5879 




End 


19886 • 




Name 


OJ991217 09.0118.C17 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12861 




End 


13522 




GI 


none 




Score 


226 




Exons 


12861. .13094, 12875. 


.13093, 


13139. .13444, 13162. .13422, 






13423. .13497, 13424. 


.13522 








Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118 


.C17 


Gene No. 


43683 




Strand 






Start 


5879 




End 


19886 




Name 


OJ991217 09.0118.C17 


.o5.ts 


Method 


TBLASTX : Soybean 




Start 


13139 




End 


13525 




GI 


none 




Score 


178 




Exons 


13139. .13348, 13141. 


.13320, 


13196. .13348, 13352. .13525 




Seq. No. - 


20923 




Seq. ID 


OJ991217_09.0118 


.C17 


Gene No. 


43683 ' 




Strand 






Start 


5879 




End 


19886 




Name 


OJ991217 09.0118.C17 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


13139 




End 


13516 




■GI 


none 




Score 


163 




Exons 


13139. .13348, 13196. 


.13246, 


13354. .13437, 13355 .. 134 32 , 






13445. .13516 










Seq. No. 


20923 




Seq. ID 


OJ991217_09.0118 


.C17 


Gene No. 


43683 




Strand 






Start 


5879 




End 


19886 




Name 


OJ991217 09.0118.C17 


.ol. ts 


Method 


TBLASTX : Soybean 




Start • 


14037 • 




End 


14474 




GI 


5509260 




Score 


357 





21229 




Exons 


14037. 


.14474, 14123. 


.14398 








GI Descrip. 














Seq. No. 


20923 






Seq. ID 


OJ991217_09.0118 


.C17 


Gene No . 


43683 






Strand 






Start 


5879 






End 


19886 




Name 


OJ991217 09.0118.C17 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14037 






End 


14345 




GI 


none 






Score 


277 




Exons 


14037. 


.14345, 14045. 


.14344 








Seq. No. 


20923 






Seq. ID 


OJ991217_09.0118 


.C17 


Gene No. 


43683 






Strand 






Start 


5879 






End 


19886 




Name 


OJ991217 09.0118.C17 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


14123 






End 


14384 




GI 


none 






Score 


248 




Exons 


14123. 


.14362, 14124. 


.14384 








Seq. No. 


20923 






Seq. ID 


OJ991217_09.0118 


.C17 


Gene No. 


43683 






Strand 






Start 


5879 






End 


19886 




Name 


OJ991217 09.0118.C17 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


14165 






End 


14911 




GI 


none 






Score 


. 355 




Exons 


14165. 


.14512, 14166. 


.14510, 


14166. .14519, 14495. . 14782, 






14496. 


.14819, 14580. 


.14801, 


14807. .14911, 14809. .14907 




Seq. No. 


20923 






Seq. ID 


OJ991217_09.0118 


.C17 


Gene No . 


43683 






Strand 






Start 


5879 






End 


19886 




Name 


OJ991217 09.0118.C17 


. o7.tm 


Method 


TBLASTX: Maize 




Start 


14346 






End 


14699 




GI 


none 






Score 


223 




Exons 


14346. 


.14699 










Seq. No. 


20923 






Seq. ID 


OJ991217_09.0118 


.C17 


Gene No. 


43683 






Strand 






Start 


5879 






End 


19886 




Name 


OJ991217 09.0118.C17 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


14897 






End 


15472 




GI 


none 






Score 


116 




Exons 


14897. 


.15076, 15080. 


.15235, 


15281. . 15472 




Seq. No. 


20923 






Seq. ID 


OJ99121-7_09.0118 


.C17 


Gene No. 


43683 






Strand 






Start 


5879 






End 


19886 




Name 


OJ991217 09.0118.C17 


.06. ts 


Method 


TBLASTX : Soybean 




Start 


14897 






End 


15457 




GI 


none 






Score 


119 




Exons 


14897. 


.15076, 15092. 


.15235, 


15266.. 15457 




Seq. No. 


20923 






Seq. ID 


OJ991217_09.0118 


.C17 


Gene No. 


43683 






Strand 






Start 


5879 






End 


19886 




Name 


OJ991217 09.0118.C17 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


15067 






End 


15460 





21230 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 14 9 

15067. .15237, 15083 .. 15235, 15254.. 15460 



20923 
43683 
5879 

OJ991217_09.0118.C17.ol.tm 
15835 



OJ991217 09.0118.C17 



none 

15835. 

15973. 

16148. 

16326. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.15918, 15835. .15927, 15845 .. 1597 6, 15940 .. 16017, 
,16017, 16019. .16147, 16020. . 16148, 16090 .. 16185, 
,16258, 16149. .16259, 16155 .. 16262, 16325 .. 16405, 
,16406 



19886 

TBLASTX: Maize 

16406 

69 



Seq. No. 20923 Seq. ID 

•Gene No. 43683 Strand 

Start 5879 End 

Name OJ991217_09 . 0118 . C17 . o4 . tc Method 

Start 18312 End 

GI none Score 

Exons 18312. .18725, 18531 .. 18875, 18 636 .. 18980, 19224 .. 194 66, 
19341. .19493 



OJ991217_09.0118.C17 
19886 

TBLASTX: Cress 
19493 
76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20924 Seq. ID 

43684 ' Strand 

270 End 
OJ991217_09.0118.C18.ol.gs Method 

270 End 

none Score 

270. .337, 1420. .1594 



OJ991217_09.0118.Clf 
+ 

1594 
GEN SCAN 
1594 
.51 



Seq. ID 

Strand 

End 

Method 

End 

Score 



20924 
43685 
1592 

OJ991217_09.0118.C18.ol.gp 
1592 
5816562 
1592. .2008 

6016845/dbj IAP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ991217_ 
+ 

2008 
AAT/GAP 
2008 
650 



09.0118.C18 



Seq. No. 
Gene No. 
"Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



20924 
43686 
3044 

OJ991217_09.0118.C18.ol.np 



OJ991217_09.0118.C18 
+ 



Seq. ID 
Strand 

End 5972 
Method AAT/NAP 
3044 End 5960 

6691716 Score 2494 

3044. .3932, 4130.. '4307, 4384. .4489, 4566. .4742, 4820. .5007, 

5082. .5184, 5334. .5447, 5521. .5960 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 |dbj |BAA89397.1| (AP000570) hypothetical protein 

[Oryza sativa] 



"20924 Seq. ID 

43686 Strand 

3044 * End 

OJ991217_09.0118.C18 .o2.gs Method 



OJ991217_09. 0118. CIS 
+ 

5972 
GENSCAN 



21231 




Start 


3044 








End 


5972 




GI 


none 








Score 


.91 




Exons 


3044. .3435, 


3727 


. .3932, 


4139. 


.4307, 4384..4742, 4820. .5007, 




5082. .5271, 


5521 


. .5972 










Seq. No. 


20924 








Seq. ID 


OJ991217_09.0118 


.C18 


Gene No . 


ft jDo / 








Strand 


- 




Start 


534 6 








End 


9421 




Name 


OJ991217 09 


.0118 


.C18 .o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


3164 








End 


3454 




GI 


none 








Score 


214 




Exons 


3164. .3454 














Seq. No. 


20924 








Seq. ID 


OJ991217_09.0118 


.C18 


Gene No. 


43687 








Strand 




*. 




JJ4D 








End 


9421 




Name 


OJ991217 09 


.0118 


.C18.o2 


.np 


Method 


AAT/NAP 




Start 


5346 








End 


9421 




GI 


4680183 








Score 


3363. 




Exons 


5346. .5449, 


6950 


. .9421 










GI Descrip. 


(AF111709) 


gag-pol protein [Oryza sativa subsp. indica] 




Seq. No. 


20924 








Seq. ID 


OJ991217_09.0118 


.C18 


bene no. 


A *3 C Q "7 








Strand 






Start 


5346 . 








End 


9421 




Name 


OJ991217 09 


.0118 


.C18.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6314 








End 


6928 




GI 


none 








Score 


95 




Exons 


6314. .6445, 


o4 3 1 


. . O^ZO , 


bbj". 


.6767, 6749.-6778, 6819,. .6908 


Seq. No. 


20924 








Seq. ID 


OJ991217__09.0118 


.C18 


Gene No . 


A "3 CO n 
4 3 DO / 








Strand 






Start 


5346 








End 


9421 




Name 


OJ991217 09 


.0118 


.C18.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


6353 








End 


6616 




GI 


none 








Score 


102 




Exons 


6353. . 6454, 


6354 


. .6455, 


6434. 


.6616, 6435.. 6560 




Seq. No. 


20924 








Seq. ID 


OJ991217_09.0118 


.C18 


bene wo . 


ft O DO / 








Strand 






Start 


5346 








End 


9421 




Name 


OJ991217 09 


.0118 


.C18.o4 


.tw 


Method 


TBLASTX: Wheat 




Start . 


6948 








End 


7220 




GI 


none 








Score 


73 




Exons 


6948. .7220, 


6978 


. .7217 










Seq. No. 


20924 








Seq. ID 


OJ991217_09.0118 


.C18 


Gene No . 


A "5 CO n 
fl O DO / 








Strand 






Start 


5346 








End 


9421 




Name 


OJ991217 09 


.0118 


.C18.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


7610 








End 


7870 




GI 


none 








Score 


61 




Exons 


7610. .7870, 


7616 


. .78 64, 


7665. 


.7868 






Seq. No. 


20924 








Seq. ID 


OJ991217_09.0118 


• C18 


Gene No. 


43687 








Strand 






Start 


5346 








End 


9421 





21232 



Name 

Start 

GI 

Exons 



OJ991217_09.0118.C18.o2.tw Method 

7709 End 

none Score 
7709. .8110, 7842. .8111 



TBLASTX: Wheat 

8111 

127 



Seq. No. 20924 • Seq. ID 

Gene No. 43688 Strand 

Start 12459 End 

Name 0 J9 9 1 2 1 7_0 9 . 0 1 1 8 . C 1 8 . o2 . tm Method 

Start 12459 -End 

GI none Score 
Exons 



OJ991217_09.0118.C18 
12729 

TBLASTX: Maize 

12729 

79 



12459. .12701, 12460. .12729, 12473.. 12703 



Seq. No. 20925 

Gene Nq-. 43689 

Start v * 489 

Name OJ991117_02 . 0103 .CI . ol . gs 

Start 489 

GI none 
Exons 



Seq. ID 
Strand 
End - 
Method 
End 
Score 

489. .666, 731. .984, 1259. .1378, 1964, 
2859. .2998, 3379. .3478, 3577. .3624, 3781. .3951, 4117. .4200, 
5011. .5187, 5282. .5419, 5514. .5584, 5988. .6087, 6452. .6508, 
6602.. 6682, 7209.. 7295 



OJ991117_02.0103.C1 
+ 

7295 
GENSCAN 
7295 
.84 

,2062, 2353;..2574, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20925 
43689 
489 

OJ991117_02.0103.Cl.ol.np 
492 

5918016 



Seq. ID OJ991117_02.0103.C1 

Strand + 

End 7295 

Method AAT/NAP 

End 7127 

Score 1349 

2062, 2353.. 2574, 



492. .666, 779. .984, 1259. .1378, 1964, 
2859.-2998, 3127. .3277, 3781. .3951, 4117. .4183, 5015. .5187, 
5514. .5584, 5988. .6087, 6602. .6682, 6765. .6847, 6982. .7127 
(AL035525) myosin-like protein [Arabidopsis thaliana] 



20925 



43689 Strand 
489 End 
OJ991117_02 . 0103 . CI . ol . gp Method 
5146 End 
LIB3434-060-P1-K1-H5 Score 
5146. .5187, 5282. .5419, 5514. .5584 

•3063460 1.0e-44 (AC003981) F22013.22 



Seq. ID OJ991117_02.0103.C1 



+ 

7295 
AAT/GAP 
5584 
387 

[Arabidopsis thaliana] 1 



Seq. No. 


20925 


Seq. ID 


OJ991117_02 


0103. CI 


Gene No. 


43689 


Strand 


+ 




Start 


489 


End 


7295 




Name 


OJ991117 02.0103.Cl.o2.gp 


Method 


AAT/GAP 




Start 


5549 


End 


6100 




GI 


LIB3434-060-P1-K1-H5 


Score 


235 




Exons 


5549.. 5584, 5988.. 6100 








GI Descrip. 


•3063460 1.0e-44 (AC003981) 


F22013.22 


[Arabidopsis 


thaliana] 1 


Seq. No. 


20925 


Seq. ID 


OJ991117_02 


0103. CI 


Gene No. 


43690 


Strand 






Start 


6925 


End 


7407 




Name 


OJ991117 02.0103.Cl.b3.gp 


Method 


AAT/GAP 





21233 



Start 6925 
GI 5109_1.R1084 
Exons 6925.. 7407 

GI Descrip. 1 5918016/emb I CAB36794 . 2 | 
[Arabidopsis thaliana] ' 



End 
Score 



7407 
693 



3.0e-09 (AL035525) myosin-like protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20925 
43691 
8031 

OJ991117 
435 
none 
435. 
1253 
6605 



02.0103.Cl.o3.tc 



674, 482.-682, 489. .686, 
.1378, 3125.. 3199, 3777. 
.6688, 6762.. 6842 



Seq. ID OJ991117_02.0103.C1 
Strand 
End 

Method 
End 
Score 
778. .984, 



12418 

TBLASTX : Cress 
6842 
176 
784. .957, 



823, 



3905, 3778.. 3954, 4018. 



.984, 
4170, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20925 
43691 
8031 

OJ991117_02.0103.Cl.o5.tm 

483 

none 



Seq. ID OJ991117_02.0103.C1 



Strand 
End 

Method 

End 

Score 



12418 

TBLASTX: Maize 

1378 

154 



483. . 623, 489. .677, 778. .984, 787. . 939, 1253. .1378 



Seq. No. 20925 Seq. ID 

Gene No. 43691 Strand 

Start 8031 End 

Name OJ991117_02 . 0103. CI .06. tm Method 

Start 3738 End 

GI none Score 

Exons 3738.. 3908, 3784.. 3909 



OJ991117_02.0103.C1 
12418 

TBLASTX: Maize 

3909 

183 



Seq. No. 20925 Seq. ID 

Gene No. 43691 Strand 

Start 8031 End 

Name OJ991117_02 . 0103 . CI . o4 . ts Method 

Start 3777 ; . End 

GI none Score 

Exons 3777.. 3917, 3778.. 3927 



OJ991117_02.0103.C1 
12418 

TBLASTX : Soybean 

3927 

205 



Seq. No. 20925 
Gene No. 43691 
Start 8031 

Name OJ991117_02 . 0103 . CI . o3 . tm 

Start 3910 
GI none 

Exons 3910.. 3951, 3910.. 3945, 4045. 

4068. .4121, 4107. .4148, 4108. 
5021.. 5188, 5263.. 5406, 5264. 



Seq. ID OJ991117_02.0103.C1 
Strand 

End 12418 
Method TBLASTX : Mai ze 
End 5408 
Score 60 

.4107, 4047. .4121, 4067. .4120, 
.4179, 5007. .5186, 5017. .5187, 
.5407, 5268. .5408 



Seq. No. 20925 

Gene No. 43691 

Start 8031 

Name OJ991117_02 . 0103 . CI . o2 . tc 

Start 5041 

GI none 

Exons 5041.. 5187, 5046.. 5171, 5264. 



OJ991117_02.0103.C1 
12418 

TBLASTX: Cress 

6490 

184 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5416, 5517. .5582, 5979. .6110, 



21234 





5986. .6087, 


6304 


. .6369, 


6309. 


.6368, 6452.. 6490 




Seq. No. 


20925 








Seq. ID 


OJ991117 


_02.0103.C1 












Strand 






Start 


8031 








End 


12418 




Name 


. OJ991117 02 


.0103 


.Cl.o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


5080 








End 


7051 


GI 


none 








Score 


146 




Exons 


5080. .5187, 


5085 


. .5168, 


5264. 


.5419, 5517.. 5582, 


6980. .7051 


Seq. No. 


20925 








Seq. ID 


OJ991117 


_02.0103.C1 


Gene No. 


43691 








Strand 






Start 


8031 








End 


12418 




Name 




. U1UJ 


PI n? 




Method 


TBLASTX: 




Start 


5979 








End 


6847 




GI 


none 








Score 


62 




Exons 


5979. .6086, 


5985 


.6035, 


5986. 


.6087, 6284.. 6367, 


6304. .6369, 




6309. .6368, 


6451 


.6507, 


6452. 


.6508, 6605.. 6691, 


6605. .6691, 




6762. .6845, 


6764 


.6847 










Seq. No. 


20925 








Seq. ID 


OJ991117 


_02.0103.C1 


Gene No. 


43691 








Strand 






Start 


8031 








End 


12418 




Name 


OJ991117 02 


.0103 


Cl.o4. 


tm 


Method 


TBLASTX : 


Maize 




DO 4 Z. 








End 


7138 




GI 


none 








Score 


46 




Exons 


6342. .6365, 


6342 


.6368, 


6451. 


.6507, 6452.. 6508, 


6582. .6683, 




6591. .6668, 


6602 


.6688, 


6604. 


.6684, 6605.. 6712, 


6762. . 6845, 




6763.-6846, 


6764 


.6859, 


6764. 


.6847, 6958.. 7026, 


6980. .7111, 




6980. .7138 














Seq. No. 


20925 








Seq. ID 


OJ991117 


_02.0103.C1 


Gene No . 


43691 








Strand 






a T 1" 

O Ldl L 


8031 








End 


12418 




Name 


OJ9911U7 02 


.0103 


Cl.o2. 


gs 


Method 


GEN SCAN 




Start 


8031 








End 


12418 




GI 


none 








Score 


.7 




Exons 


8031. .8137, 


8824. 


.8885, 


9420. 


.10057, 11200. .11336, 11432.. 1 




11654. .12103, 12315.. 12418 








Seq. No. 


20925 








Seq. ID 


OJ991117 


_02.0103.C1 


Gene No. 


43691 








Strand 






Start 


8031 








End 


12418 




Name 


OJ991117 02 


.0103. 


Cl.o2. 


np 


Method 


AAT/NAP 




Start 


9346 






End 


12026 




GI 


4006829 








Score 


1008 





11567, 



Exons 

GI Descrip. 

Se.q. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



9346. .10057, 11200 11336, 11432 .. 11567 , 11654. .12026 
(AC005970) putative protein kinase [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117 02. 0103. CI 



20925 
43691 
8031 

OJ991117_02 . 0103 . CI . o4 . gp 
9533 

42449_1.R1084 
9533. .10061 

, 4006829/gb|AAC95171.1| 4.0e-50 (AC005970) putative protein 



12418 
AAT/GAP 
10061 
992 



21235 



kinase [Arabidopsis thaliana] 1 



Seq. No. 


20925 




Seq. ID 


OJ991117_02.0103 


.CI 




43691 




Strand 






Start 


8031 




End 


12418 




Name 


OJ991117 02. 0103. CI 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


9581 




End 


11858 




GI 


none 




Score 


47 




Exons 


9581.. 9619, 9585.. 9620, 9638.. 10057, 9639.. 9833, 9899.. 


10036, 




9921.. 10058, 11198. 


.11320, 


11200. .11328, 11431. .11565, 






11433. .11564, 11654 


. .11722, 


11723. .11857, 11724.. 11858 




Seq. No. 


20925 




Seq. ID 


OJ991117_02.0103 


.CI 


Gene No. 


43691 




Strand 






Start 


8031 




End 


12418 




Name 


OJ991117 02. 0103. CI 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


9632 




End 


10045 




GI 


none 




Score 


84 




Exons 


9632.. 9772, 9635.. 10045, 9921. .10043 






Seq. No. 






Seq. ID 


OJ991117_02.0103 


.CI 


Gene No. 


43691 




Strand 






Start 


8031 




End 


12418 




Name 


UJj Jill / . U1UJ.U1 


.ol.tc 


Method 


TBLASTX : Cress 




Start 


30J0 




End 


11857 




GI 


none 




Score 


141 




Exons 


q£*3q i nnm QQi q 
yojo . . iuu j / , yyio . . 


10055, 11200. .11322, 


11201. .11317, 






llfljl . .11000, 1140,5 


. .11567, 


11654. .11707, 11733. .11843, 






I 1 1 A A 1 1 QCi 

II / flfi . . IIO J / 










Seq. No. 






Seq. ID 


OJ991117_02.0103 


-CI 


Gene No. 


A "3 C Q 1 

h joy i 




Strand 






Start 


8031 




End 


12418 




Name 


OJ991117 02. 0103. CI 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


9665 




End 


10060 




GI 


none 




Score 


174 




Exons 


9665. .10060, 9921. . 


10058 








Seq. No. 


20925 




Seq. ID 


OJ991117JD2.0103 


.CI 


bene ino . 


43691 




Strand 






Start 


8031 




End 


12418 




Name 


OJ991117 02. 0103. CI 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11176 




End 


11807 




GI 


none 




Score 


68 




Exons 


11176. .11298, 11198 


. .11323, 


11200. .11328, 11405. .11473, 






11424. .11564, 11431 


. .11568, 


11433. .11567, 11654. .11773, 






11654. .11806, 11697 


. .11807 








Seq. No. 


20925 




Seq. ID 


OJ991117_02.0103 


.CI 


Gene No. 


43691 




Strand 






Start 


. 8031 




End 


12418 




Name 


OJ991117 02. 0103. CI 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


11227 




End 


11794 . 




GI 


none 




Score 


153 




Exons 


11227. .11337, 11228 


; .11335, 


11424. .11543, 11425. .11544, 






11544. .11567, 11654 


. .11722, 


11694. .11717, 11723. .11794, 






11727. .11792 











21236 



Seq. No. 20926 Seq. ID OJ991117_02 . 0103 . C2 

Gene No. 4 3692 . Strand 

Start 306 End 552 

Name OJ991117_02 . 0103 .C2 . ol . gp Method AAT/GAP 

Start 306 End 552 

GI 8022_1.R1084 Score 329 

Exons 306.. 552 

GI Descrip. 1 5091496/dbj | AB023482 . 2 | AB023482 3.0e-37 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, . complete sequence 1 



Seq. No. 


20926 




Seq. ID 


OJ991117 


_02.0103.C2 


Gene No. 


43693 




Strand 






Start 


7949 




End 


9784 




Name 


OJ991117 02.0103.C2.o2. 


gs 


Method 


GEN SCAN 




Start 


7949 




End 


9784 




GI 


none 




Score 


.65 




Exons 


7949. .8110, 8699. .8789, 


9387. 


.9474, 9630. .9784 




Seq. No. 


20927 




Seq. ID 


OJ991117 


_02.0103.C3 


Gene No. 


43694 




Strand 


+ * 




Start 


214 




End 


1573 




Name 


OJ991117 02.0103.C3.ol. 


gs 


Method 


GENSCAN 




Start 


656 




End 


1573 




GI 


none 




Score 


.46 




Exons 


656.. 693, 1423.. 1573 










Seq. No. 


20928 




Seq. ID 


OJ991117 


_02.0103.C4 


Gene No. 


43695 ' 




Strand 


+ 




Start 


99 




End 


6259 




Name 


OJ991117 02.0103.C4.ol. 


gs 


Method 


GENSCAN 




Start 


99 




End 


6002 




GI 


none 




Score 


.49 




Exons 


99. .396, 676. .786, 1024 


. .1326 


, 1587..; 


1722, 1961 


. .2256, 




2562. .2768, 2774. .2832, 


2883. 


.3042, 4205. .4359, 


4439. .4540 



5495. .5563, 5895. .6002 



Seq. No. 20928 

Gene No. 43695 

Start 99 

Name OJ991117_02 . 0103 . C4 . ol . gp 

Start 2651 

GI uC-osrocyp016e08bl 

Exons 2651.. 2768, 2883.. 3042, 4205 
GI Descrip. * 2501011/sp | P73505 | SYI_SYNY3 



Seq. ID OJ991117_02.0103.C4 
Strand + 
End 6259 
Method AAT/GAP 
End 4510 
Score 927 
.4359, 4439. .4510 

2.0e-15 ISOLEUCYL-TRNA SYNTHETASE 
(ISOLEUCINE--TRNA LIGASE) (ILERS) >gi_l 652625_dbj_BAA17545_ 
(D90907) isoleucyl-tRNA synthetase [Synechocystis sp.]' 



Seq. No. 20928 

Gene No. 43695 

Start 99 

Name OJ991117_02 . 0103.C4 .o2.np 

Start 4210 

GI 2501011 

Exons 4210. .4359, 
5895. .6002, 



4439. .4540, 4972. 
6215. .6259 



Seq. ID OJ991117_02.0103.C4 

Strand + 

End 6259 

Method AAT/NAP 

End 6259 

Score 532 

.5041, 5190. .5302, 5495. .5563, 



GI Descrip. ISOLEUCYL-TRNA SYNTHETASE ( ISOLEUCINE — TRNA LIGASE) (ILERS) 



21237 




gi|1652625|dbj IBAA17545I (D90907) isoleucyl-tRNA synthetase 
[Synechocystis sp. ] 



Seq. No. 


20928 


Seq. ID 


OJ991117_02.0103.C4 


bene ino . 


43695 


Strand 


+ 


Start 


99 


End 


6259 


Name 


OJ991117 02.0103.C4.o2.gp 


Method 


AAT/GAP 


Start 


4958 


End 


6001 


GI 


uC-osflcyp019h01bl 


Score 


647 


Exons 


4958. .5041, 5190. .5302,. 5495. 


.5563, 5895.. 6001 


GI Descrip. 


, 2501011/sp|P73505|SYI SYNY3 


4.0e-43 ISOLEUCYL-TRNA SYNTHET 




( ISOLEUCINE — TRNA LIGASE) (ILERS) >gi 


1652625 dbj BAA17545 




(D90907) isoleucyl-tRNA synthetase [Synechocystis sp. ] 1 


Seq. No. 


20928 


Seq. ID 


OJ991117_02.0103.C4 


Gene No. 


43696 


Strand 




Start 


569 


End 


1877 


Name 


OJ991117 02.0103.C4.ol.np 


Method 


AAT/NAP 


Start 


569 


End 


1877 


GI 


5777617 


Score 


80 


Exons 


569.. 666, 1856.. 1877 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza sativa] 


Seq. No. 


20928 


Seq. ID 


OJ991117_02.0103.C4 


Gene No. 


43696 


Strand 




Start 


569 


End 


1877 


Name 


OJ991117 02-0103. C4.ol-tm 


Method 


TBLASTX: Maize 


Start 


1422 


End 


1733 


GI 


none 


Score 


40 


Exons 


1422. .1484, 1425. .1484, 1426. 


.1485, 14 


83. .1731, 1498. .1731, 



1500. .1733 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20929 
43697 
1 

OJ991117_02.0103.C5.ol.np 



Seq. ID OJ991117_02.0103.C5 

Strand + 

End 8152 

Method AAT/NAP 

End 4664 

Score 931 



.916, 1560.. 1688, 2028.. 2155, 2232, 
3606. .3813, 4187. .4664 



,2396, 2783. .2908, 



2501011 
1. .40/ 785. 
3409. .3482, 

ISOLEUCYL-TRNA SYNTHETASE ( ISOLEUCINE--TRNA LIGASE) (ILERS) 
gi 1 1652625 | dbj |BAA17545| (D90907) isoleucyl-tRNA synthetase 
[Synechocystis sp.] 



20929 
43697 
1 

OJ991117_02.0103.C5.ol.gs 

785 

none 



Seq. ID OJ991117_02.0103.C5 

Strand + 

End 8152 

Method GENSCAN 

End 8152 

Score . 9 



785. .916, 1560. .1688, 2028. .2155, 2232. .2396, 2783. .2908, 
3409.. 3482, 3675.. 385.5, 4196.. 4375, 4449.-4682, 5433.. 5875, 
6411.. 6498, 7144.. 7210, 8050.. 8152 



Seq. No. 
Gene No. 
Start 



20929 
43697 
1 



Seq. ID OJ991117_02.0103.C5 
Strand + 
End • 8152 



21238 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991117_02 . 0103 . C5 . ol . tc Method TBLASTX : Cress 

2041 End 2317 

none Score 155 

2041. .2157, 2042. .2149, 2225. .2317, 2238. .2315 • 



20929 
43697 
1 

OJ991117_02.0103.C5.o2.tm 

2075 

none 

2075. .2149, 2077. .2148, 2232. 
2746. .2841, 2783. .2839, 2791. 

20929 ... 

43697 

1 

OJ991117_02.0103.C5.ol.ts 

2078 

none 

2078.. 2149, 2080. .2148, 2232. 
2785.-2925, 2785. .2901, 2786. 
3382. .3480, 3399. .3482, 3400. 



Seq. ID OJ991117_02.0103.C5 

Strand + 

End 8152 

Method TBLASTX: Maize 

End 2841 

Score 124 

.2396, 2233.. 2403, 2234.. 2395, 
.2841 

Seq. ID OJ991117_02.0103.C5 

Strand + 

End 8152 

Method TBLASTX : Soybean 

End 3483 

Score 92 

.2396, 2237. .2398, 2237. .2395, 
.2977, 2819. .2935, 3290. .3379, 
.3483, 3402. .3482 



Seq. No. 20929 Seq. ID 

Gene No. 43697 Strand 

Start 1 End 

Name OJ991117_02 . 0103.C5.o2 .ts Method 

Start 3616 End 

GI none Score 

Exons 3616.. 3852, 3621.. 3854 



OJ991117_02 .0103.C5 
+ 

8152 

TBLASTX : Soybean 

3854 

283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20929 Seq. ID 

43697 Strand 

1 End 

OJ991117_02.0103.C5.ol.tm Method 

3628 * End 

none Score 



OJ991117_02.0103.C5 
+ 

8152 

TBLASTX: Maize 

4678 

345 



3628. .3858, 3628. .3855, 4182. .4376, 4193. .4381, 4195. .4389, 
4195. .4377, 4421. .4678, 4422. .4658, 4523. .4678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



OJ991117_02.0103.C5 
+ 

8152 
AAT/GAP 
4752 
882 



20929 Seq. ID 

43697 Strand 
1 End 
OJ991117_02.0103.C5.ol.gp Method 
4198 End 
uC-osflcypl06bl2bl Score 
4198. .4375, 4449. .4752 

■ 1174521/sp| P41972 | SYI_STAAU 9.0e-13 ISOLEUCYL-TRNA SYNTHETASE 

( ISOLEUCINE — TRNA LIGASE) (ILERS) >gi_54 1337_pir S40178 

isoleucine — tRNA ligase (EC 6.1.1.5) - Staphylococcus aureus 
>gi_437 916_emb_CAA52296_ (X74219) - isoleucyl-tRNA synthetase 
[Staphylococcus aureus] 1 



20929 
43697 
1 



Seq. ID OJ991117_02.0103.C5 
Strand + 
End 8152 



21239 




Name 


OJ991117 02.0103.C5.o3.ts 


Method 


TBLASTX: Soybean 




Start 


4443 


End 


4687 




GI 


none - . ■ 


Score 


230 




Exons 


4443.. 4652, 4446.. 4652, *ff29. . 


4687 






Seq. No. 


20930 


Seq. ID 


OJ991117_02.0103 


.C6 


Gene No. 


43698 


Strand 


+ 




Start 


229 


End 


2160 




Name 




Method 


AAT/GAP 




Start " 


.229 


End 


958 




GI 


60045 1.R1084 


Score 


847 




Exons 


229. .375, 488. .550, 626. .958 








GI Descrip. 


■4388730/gb|AAD19768| 1.0e-16 


(AC006413) hypothetical prote 




[Arabidopsis thaliana] 1 








Seq. No. 


20930 


Seq. ID 


OJ991117_02.0103 


.C6 


Gene No. 


43698 


Strand 


+ 




JLaiL. 


229 


End 


2160 




Name 


OJ991117 02.0103.C6.ol.np 


Method 


AAT/NAP 




Start 


272 


End 


387 




GI 


4388730 


Score 


54 




Exons 


272. .387 








GI Descrip. 


(AC006413) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


20930 


Seq. ID 


OJ991117_02.0103 


.C6 


Gene No . 


43698 


Strand 


+ 




Start 


229 


End 


2160 




Name 


OJ991117 02.0103.C6.ol.gs 


Method 


GEN SCAN 




Start 


283 


End 


2160 




GI 


none 


Score 


.66 




Exons 


283. .375, 488. .550, 789. .883, 


1580. .1641, 1760. .2160 




Seq. No. 


20930 


Seq. ID 


OJ991117_02.0103 


.C6 


Gene No. 


43699 


Strand 


+ 




Start 


2204 


End 


5423 




Name 


OJ991117 02.0103.C6.o2.gp 


Method 


AAT/GAP 




C 4- o -K-4- 
OtdlL 


2204 


End 


3654 




GI 


103206 1.R1084 


Score 


802 




Exons 


2204. .2280, 2462. .2508, 2986.. 


3040, 3227..3344, 3494. .3654 


GI Descrip. 


, 2497486/sp|O04905|UMPK ARATH 


1.0e-31 


URIDYLATE KINASE ' 


(UK) 




(URIDINE MONOPHOSPHATE KINASE) 


(UMP KINASE) >gi 2121275 






(AF000147) UMP/CMP kinase [Arabidopsis 


thaliana] 1 




Seq. No. 


20930 


Seq. ID 


OJ991117_02.0103 


.C6 


Gene No. 


43699 


Strand 


+ 




Start 


2204 


End 


5423 




Name 


OJ991117 02.0103.C6.o2.np 


Method 


AAT/NAP 




Start 


2464 


End 


4433 




GI 


6683811 


Score 


801 




Exons 


2464. .2502, 2989. .3040, 3227.. 


3344, 3494. .3650, 3817. .3897, 




4001. .4108, 4359. .4433 








GI Descrip. 


(AF187062) UMP/CMP kinase a [Oryza sativa] 




Seq. No. 


20930 


Seq. ID 


OJ991117_02.0103 


.C6 


Gene No. 


43699 * 


Strand 


+ 




Start 


2204 


End 


5423 




Name 


OJ991117 02.0103.C6.o2.gs 


Method 


GENSCAN 





21240 



Start 


2980 








GI 


none 








Exons 


2980. .3040, 


3227. 


.3344, 


3494. 




'5292. .5369 








Seq. No. 


20930 








Gene No. 










Start 


2204 








Name 


OJ991117 02 


.0103. 


C6.o3. 


gp 


Start 


4011 








GI 


none 








Exons 


4011. .4108, 


4359. 


.4430, 


4532. 


Seq. No. 


20930 








Gene No. 


43700 








Start 


5989 








Name 


OJ991117 02 


.0103. 


C6.o2. 


tm 


Start 


271 








GI 


none 








Exons 


271. .375, 282. .371, 316 


. .375, 




590. .724, 624. .725 




Seq. No. 


20930 








Gene No. 


43700 








Start' 


oyb y 








Name 


OJyyiii / uz 


. UlUo . 


Co . Ol . 


tm 


Start 


2977 








GI 


none 








Exons 


2.3 f f . . 3\J42, 


£ yyu . 


. JU4z , 


2987. 




3226 . . 3354 , 


3493 . 


. 3645, 


3494. 




3817. .3897, 


3819. 


.3899, 


3821. 




4000. .4113, 


4356. 


.4424, 


4356. 




4358. .4429, 


5199. 


.5282, 


5202. 


Seq. No. 


20930 








Gene No. 


43700 








btart 


5989 








Name 


OJ991117 02 


.0103. 


C6.ol. 


ts 


Start 


3225 








GI 


none 








Exons 


3225. .3341, 


3225. 


.3344, 


3226. 




3494. .3649, 


3495. 


.3650, 


38i7. 


Seq. No. 


20930 








Gene No . 


43700 








Start 


5989 








Name 


OJ991117 02 


.0103. 


C6.o2. 


tc 


Start 


3225 








GI 


none 








Exons 


3225. .3344, 


3226. 


.3354 




Seq. No. 


20930 








Gene No. 


43700 








Start 


5989 








Name 


OJ991117 02 


.0103. 


C6.ol. 


tc 


Start 


3513 








GI 


none 









End 5369 
Score .85 



Seq. ID OJ991117_02.0103.C6 

Strand + 

End 5423 

Method AAT/GAP 

End 5423 

Score 909 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117_02.0103.C6 
7599 

TBLASTX: Maize 
727 
.141 

553, 487. .561, 587. .727, 



OJ991117_02.0103.C6 

.7599 - • 
TBLASTX: Maize 
5365 
84 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3043, 3225. .3344, 3225. 
.3661, 3495. .3662, 3816. 
.3898, 3998. .4111, 3998. 
.4424, 4357. .4428, 4358. 
.5264, 5204.. 5278, 5336. 



,3353, 
,3896, 
,4108, 
,4429, 
,5365 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_02.0103.C6 
7599 

TBLASTX : Soybean 

3882 • 

105 



3882, 3822.. 3878 

OJ991117 02. 0103. C6 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



7599 

TBLASTX: Cress 

3354 

197 



OJ991117J)2.0103.C6 
7599 

TBLASTX: Cress 

4450 

181 



21241 



Exons 


3513.. 3650, 3515.. 3658, 


3816. 




3836.. 3898, 3998.. 4111, 


4000. 


Seq. No. 


20930 




Gene No. 


43700 




Start 


5989 




Name 


OJ991117 02.0103.C6.ol. 


tw 


o tart. 






GI 


none 




Exons 


3589.. 3645, 3590.. 3661, 


3591. 




3818. .3898, 3991. .4113, 


3998. 




4358. .4384, 4389. .4421, 


4391. 




5155.. 5187, 5230.. 5265, 


5237. 


Seq. No. 


20930 






a **7nn 

ft O ( u u 




Start 


5989 




Name 


OJ991117 02.0103.C6.o3. 


gs 


Start 


5989 




GI 


none 




Exons 


5989. .6137, 6279. .6463, 


7394. 


Seq. No. 


20931 




bene no • 


1 J / ul 




Start 


115 




Name 


OJ991117 02.0103.C7.ol. 


gs 


Start 


115 




GI 


none 




Exons 


115. .629, 751. .961 




Seq. No. 


20931 




bene ino . 


a "*7 n 1 




Start 


115 




Name 


OJ991117 02.0103.C7.ol. 


tm 


Start 


123 




GI 


none - 




Exons 


123. .482, 124. .486 




Seq. No. 


20931 






a n i 

*t j / Ul 




Start 


115 




Name 


OJ991117 02.0103.C7.o2. 


tm 


Start 


740 




GI 


none 




Exons 


740. .784, 742. .783, 810 


. .962, 


Seq. No. 


20932 




Gene No. 


43702 




O Lai L. 


220 




Name 


OJ991117 02.0103.C8.ol. 


np 


Start 


220 


GI 


4704762 




Exons 


220. .265, 398. .549, 634 


. .731 


GI Descrip. 


(AF128404) cellulase homolog 


Seq. No. 


20932 




Gene No. 


43702 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7599 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_02.0103.C6 
7599 

TBLASTX: Wheat 

5355 

108 

L6..3893, 3817. .3897, 
33. .4382, 4356. .4433, 
30. .4574, 5153. .5188, 



OJ991117_02.0103.C6 

7599 
GENSCAN 
7599 
.41 



OJ991117_02.0103.C7 
+ 

964 

GENSCAN 

961 

.89 



Seq. ID OJ991117_02.0103.C7. 

Strand + 

End 964 

Method TBLASTX : Maize 

End 486 

Score 519 



Seq. ID OJ991117_02.0103.C7 

Strand + 

End' 964 

Method TBLASTX: Maize 

End 964 

Score 54 

812. .964, 829. .963 

Seq. ID OJ991117_02.0103.C8 

Strand + 

End 731 

Method AAT/NAP 

End 731 

Score 243 

[Nicotiana alata] 

Seq. ID OJ991117_02.0103.C8 

Strand + 



21242 




Start 


220 






End 


731 




Name 


OJ991117 


02. 0103. C8 


.ol.gp 


Method 


AAT/GAP 




Start 


239 






End 


549 




GI 


2428036 






Score 


552 




Exons 


239. .549 












Seq. No. 


20932 






Seq. ID 


OJ991117_02.0103. 


C8 


rono Mo 








9h rand 


-j. 




Start 


220 






End 


731 




Name 


OJ991117 


02. 0103. C8 


.ol.gs 


Method 


GENSCAN 




Start 


301 






End 


702 




GI 


none 






Score 


.65 




Exons 


301. .549, 


634. .702 










Seq. No. 


20932 






Seq. ID 


OJ991117_02.0103. 


C8 


f?ono Mo 








Of r^nH 






Start 


220 






End 


731 




Name 


OJ991117 


02. 0103. C8 


.ol. tw 


Method 


TBLASTX: Wheat 




Start 


403 






End 


729 




GI 


none 






Score 


131 




Exons 


403. .537, 


414. .542, 


415. .537, 


640. .729 


, 645. .713 




Seq. No. 


20932 






Seq. ID 


OJ991117_02.0103. 


C8 




4 1109 






on dim. 






Start 


220 






End 


731 




Name 


OJ991117 


02. 0103. C8 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


412 






End 


731 




GI 


* none 






Score 


143 




Exons 


412. .552, 


423. .551, 


616. .729, 


633. .731 






Seq. No. 


20932 






Seq. ID 


OJ991117_02.0103. 


C8 


Cane Mo 


4 1109 






Of- r anH 
oli a I iv_i 






Start 


220 






End 


731 




Name 


OJ991117 


02. 0103. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


417 






End 


729 




GI 


none 






Score 


139 




Exons 


417. .554, 


424. .552, 


616. .729, 


618. .707 






Seq. No. 


20932 






Seq. ID 


OJ991117_02.0103. 


C8 


Cane Mo 


4 1109 






on a. 1 in 






Start 


220 






End 


731 




Name 


OJ991117 


02. 0103. C8 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


424 






End 


731 




GI 


none 






Score 


147 




Exons 


424. .552, 


432. .551, 


616. .723, 


618. .731 






Seq. No. 


20933 






Seq. ID 


OJ991117_02.0103. 


C9 


fZarta Mo 


6.1101 
ft J / u o 












Start 


229 






End 


580 




Name 


OJ991117 


02. 0103. C9 


.ol .gs 


Method 


GENSCAN 




Start 


229 






End 


580 




GI 


none 






Score 


.78 




Exons 


229. .340, 


433. .580 










Seq. No. 


20934 






Seq. ID 


OJ991117_02.0103. 


C10 


Gene No. 


43704 






Strand 






Start 


184 






End 


363 





21243 



Name 

Start 

GI 

Exons 



OJ991117_02. 0103. CIO. ol.gs Method 

184 End 

none Score 
184. .363 



GENSCAN 

363 

.4 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 
GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991117_02.0103.C11 



20935 

43705 Strand 

151 - End 

OJ991117_02.0103.Cll.ol.np Method 

151 End 

3075389 Score 

151. .331, 447. .483, 714. .765, 850. .896 
(AC004484) hypothetical protein [Arabidopsis thaliana] 



+ 

1177 
AAT/NAP 
896 
127 



20935 
43705 
151 

OJ991117_02.0103.Cll.ol.gp 
261 

LIB3432-036-P2-K1-F9 



Seq. ID 
Strand 
End 

Method 
End 
Score 

261. .331, 447. .483, 566. .640, 714. .765, 850. .894, 1004. .1153 
1 3075389 9.0e-24 (AC004484) hypothetical protein [Arabidopsis 
thaliana] 1 



OJ991117_02.0103.C11 
+ 

1177 
AAT/GAP 
1153 
738 



20935 
43705 
151 

OJ991117_02.0103.Cll.ol.tm 

274 

none 



Seq. ID OJ991117_02.0103.C11 



Strand 
End 

Method 

End 

Score 



+ 

1177 

TBLASTX: Maize 

1177 

80 



274. .324, 276. .332, 435. .482, 436. .498, 560. .637, 563 
713. .766, 714. .764, 714. .770, 715. .768, 844. .894, 848 
850. .894, 1005. .1112, 1006. .1098, 1010. .1105, 1130. .1177, 
1133. .1159 



640, 
895, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



20935 Seq. ID 

43705 . " Strand 
151 - -End 
OJ991117_02 . 0103 . Cll . ol . gs Method 
831 End 
none Score 
831. .894, 1004. .1104 

20936 Seq. ID OJ991117 

43706 Strand + 

1 End 1322 

OJ991117_02 . 0103 . C12 . ol . np Method AAT/NAP 

1 End 1322 

2501011 Score 483 

1..38, 241. .298, 359. .472, 563. .849, 947. .1083, 



OJ991117_02. 0103. Cll 
+ 

1177 
GENSCAN 
1104 
.67 



02.0103.C12 



1296. .1322 



ISOLEUCYL-TRNA SYNTHETASE ( ISOLEUCINE — TRNA LIGASE) (ILERS) 
gi|1652625|dbj IBAA17545I (D90907) isoleucyl-tRNA synthetase 
[Synechocystis sp;] 



20936 
43706 
1 



Seq. ID OJ991117_02.0103.C12 
Strand + 
End 1322 



21244 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991117_02.0103.C12.ol.gs 
241 



Method GENSCAN 

End 1083 

none Score .86 

241. .472, 563..84'9, 947. .1083 



20936 
43706 
1 

OJ991117_02.0103.C12.ol.ts 

777 

none 



Seq. ID OJ991117_02.0103.C12 

Strand + 

End 1322 

Method TBLASTX : Soybean 

End 1095 

Score 84 



777. .848, 779. .841, 900. .1076, 946. .1092, 946. .1095 



20936 
43706 
1 

OJ991117_02.0103.C12.ol.tm 

945 

none 



Seq. ID OJ991117_02.0103.C12 

Strand + 

End 1322 

Method TBLASTX : Maize 

End 1123 

Score 146 



/ 945..1070 / 946.. 1092, 946.. 1116, 947.. 1123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20937 
43707 
267 

OJ991117_02.0103.C13.ol.np 
267 

4388730 

267. .389, 648. .710, 849. .939 

(AC006413) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991117_02.0103.C13 

Strand + 

End 939 

Method AAT/NAP 

End 939 

Score 199 



20937 
43707 
267 

OJ991117_02.0103.C13.ol.gs 

308 

none 

308. .389, 648. .710, 849. .908 



Seq. ID OJ991117_02.0103.C13 

Strand + 

End 939 

Method GENSCAN 

End 908 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



20938 
43708 
1 

OJ991117_02.0103.C15.ol.np 
1 

4454025 
1...83, 174. .920 

(AL035394) putative cellulase [Arabidopsis thaliana] 



Seq. ID OJ991117_02.0103.C15 
Strand + 

920 

AAT/NAP 
920 
589 



End 

Method 

End 

Score 



20938 
43708 
1 

OJ991117_02.0103.C15.ol.tm 
5 

none 



Seq. ID OJ991117_02.0103.C15 

Strand + 

End 920 

Method TBLASTX : Maize 

End 809 

Score 135 



5. .85, 6. .92, 174. .623, 203. .622, 605. .808, 612. .809 



20938 
43708 



Seq. ID OJ991117_02.0103.C15 
Strand + 



21245 



Start 
Name 
Start 
GI 

Exons 



OJ991117_02.0103.C15.ol.tc 
51 

none 



End 

Method 

End 

Score 



920 

TBLASTX: Cress 

908 

67 



51. .92, 348. .398, 426. .698, 545. .697, 749. .907, 750. .908 



Seq. No. 20938 

Gene No. 43708 

Start 1 

Name OJ991117_02 . 0103 . C15 . ol .gs 

Start 102 

GI none 

Exons 102. .865 



Seq. ID OJ991117_02.0103.C15 

Strand + 

End 920 

Method GEN SCAN 

End 865 

Score .82 



Seq. No. 20938 

Gene No. 43708 

Start 1 

Name OJ991117_02 . 0103 .C15 . ol . ts 

Start 416 

GI none 

Exons 416. . 664. 



Seq. ID OJ991117_02.0103.C15 

Strand + 

End 920 

Method TBLASTX : Soybean 

End 905 

Score 228 
417. .692, 720. .905, 746. .898 



Seq. No. 20938 Seq. ID 

Gene No. 43708 Strand 

Start 1 End 

Name OJ991117_02 . 0103 . C15 .ol . tw Method 

Start 572 End 

GI none Score 

Exons 572.. 697, 573 . . 698 , . 741 . . 8 60 



OJ991117_02.0103.C15 
+ 

920 

TBLASTX: Wheat 

860 

133 



Seq. No. 


20939 








Seq. ID 


OJ991117_02.0103 


.C16 


Gene No. 


43709 








Strand 


+ 




Start 


1728 








End 


1925 




Name 


OJ991117 02 


0103. 


C16.ol. 


gp 


Method 


AAT/GAP 




Start 


1728 








End 


1925 




GI 


427960 








Score 


363 




Exons 


1728. .1925 














Seq. No. 


20939 








Seq. ID 


OJ991117_02.0103 


.C16 


Gene No. 


43710 








Strand 


+ 




Start 


1882 








End 


4441 




Name 


OJ991117 02 


0103. 


C16.ol. 


gs 


Method 


GENSCAN 




Start 


1882 








End 


4441 




GI 


none 








Score 


.65 




Exons 


1882. .2168, 


3955. 


.4441 










Seq. No. 


20939 








Seq. ID 


OJ991117_02.0103 


.C16 


Gene No. 


43711 








Strand 


+ 




Start 


- 9131 








End 


14035 




Name 


OJ991117- 02. 


0103. 


C16.o3. 


gs 


Method 


GENSCAN 




Start 


' 9131 






End 


13665 




GI 


hone 








Score 


.54 




Exons 


9131. .9207, 


10914 


. .11585 




11772. .11947 


, 13001.. 13665 




Seq. No. 


20939 








Seq. ID 


OJ991117_02.0103 


.C16 


Gene No. 


43711 








Strand 


+ 




Start 


9131 








End 


14035 





21246 



Name 

Start 

GI 

Exons 



OJ991117_02.0103.C16.o2.gp 

12888 

702282 

12888. .13275 - - 



Method AAT/GAP 
End 13275 
Score 736 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ991117_02.0103.C16 

+ 

14035 
AAT/NAP 
14035 
147 



20939 Seq. ID 

43711 . * . Strand 

9131 End 
OJ991117_02 . 0103 .C16 . ol . np Method 
12940 End 
1771162 Score 
12940. .13062, 13124 .. 13708 , 14006.. 14035 
(X98930) SBT2 [Lycopersicon esculentum] 

gil 3687307 | emb | CAA07000.lt (AJ006379) subtilisin-like protease 
[Lycopersicon esculentum] 

20939 Seq. ID OJ991117_02 . 0103 . C16 

43711 Strand + 

9131 End 14035 

OJ991117_02 . 0103 .C16 . o3 . gp Method AAT/GAP 

13656 End " 13986 

5900764 Score 629 

13656. .13986 

5042437/gb|AC007789.1|AC007789 6.0e-12 Oryza sativa BAC T49B20 
genomic sequence, complete sequence 



Seq. No. 


20939 




Seq. ID 


OJ991117_02.0103 


-C16 


Gene No. 


43712 




Strand 






Start 


4829 




End 


5260 




Name 


OJ991117 02.0103.C16 


. o2.gs 


Method 


GEN SCAN 




Start 


4829 




End 


5260 




GI 


none 




Score 


.92 




Exons 


4829. .5260 










Seq. No. 


20939 




Seq*. ID 


OJ991117_02.0103 


.C16 


Gene No. 


43713 




Strand 






Start 


13072 




End 


13659 




Name 


OJ991117 02.0103.C16 


.ol. tm 


Method 


TBLASTX: Maize 




Start 


13072 




End 


13659 




GI 


none 




Score 


35 




Exons 


13072. .13125, 13201. 


.13449, 


13555. .13659 




Seq. No. 


20939 




Seq. ID 


OJ991117_02.0103 


.C16 


Gene No. 


43713 




Strand 






Start 


13072 




End 


13659 




Name* 


OJ991117 02.0103.C16 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


13192 




End 


13659 




GI 


none 




Score 


176 




Exons 


13192. .13449, 13288. 


.13359, 


13413. .13451, 13546. .13659, 





13566. .13658 



Seq. No. 20939 Seq. ID 

Gene No. 43713 Strand 

Start 13072 End 

Name OJ991117JD2 . 0103 . CI 6 . ol . tw Method 

Start 13201 End 

GI none Score 



OJ991117_02 .0103.C16 
13659 

TBLASTX: Wheat 

13458 

179 



21247 



Exons 



13201. .13458 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20939 
43713 
13072 

OJ991117_02.0103.C16.ol.tc 

13207 

none 



§eq. ID OJ991117_02.0103.C16 
ofctrand ' 

End 13659 

Method TBLASTX : Cress 

End 13659 

Score 122 



13207. .13365, 13408 13458, 13555.. 13659 



Seq. No. 20940 

Gene No. 43714 

Start 122 

Name OJ991117_02 . 0103.C17 .ol .gs 

Start 122 

GI none 

Exons 122.. 233, 1480.. 1490 

Seq. No. 20940 

Gene No. 43715 ■ 

Start 3208 

Name OJ991117_02 . 0103 . C17 . ol . ts 

Start 11 

GI none 
Exons 



Seq. ID OJ991117_02.0103.Ci7 

Strand + 

End 14 90 

Method GEN SCAN 

End 14 90 

Score .52 



Seq. ID OJ991117_02.0103.C17 

Strand + 

End 4392 

Method TBLASTX : Soybean 

End 4340 

Score 39 



11. .37, 49. .141, 50. .139, 158. .235, 3421. .3450, 3433. .3699, 
3776.-3835, 3777.. 3869, 3783.. 4100, 3839.. 4114, 4122.. 4340, 
4136. .4339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20940 
43715 
3208 

OJ991117_02.0103.C17.ol.tm 
46 

none 



Seq. ID OJ991117_02.0103.C17 

Strand + 

End 4392 

Method TBLASTX : Mai ze 

End 4334 

Score 98 



46. .141, 47. .139, 146. .235, 157. .234, 345!.. 3582, 3777. .3836, 
3783. .4100, 3857. .4096, 4122. .4334, 4151. .4327 



20940 
43715 
3208 

OJ991117_02.0103.C17.ol.tc 
49 

none 



Seq. ID OJ991117_02.0103.C17 

Strand + 

End 4392 

Method TBLASTX : Cress 

End 4343 

Score 96 



49. .141, 50. .139, 158. .235, 3292. .3357, 3451. .3582, 3777. .3836, 
3839. .4099, 3840. .4100, 4122. .4343, 4130. .4342 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20940 
43715 
3208 

OJ991117_02.0103.C17.ol.tw 
64 

none 



Seq. ID OJ991117_02.0103.C17 

Strand + 

End 4392 

Method TBLASTX : Wheat 

End 4361 

Score 8 6 



64. .138, 68. .142, 157. .234, 158. .244, 3941. .4018, 3945. . 4019, 
3997. .4044, 4022. .4183, 4023. .4115, 4122. .4361, 4122. .4343, 
4130. .4351 



Seq. No. 



20940 



Seq. ID OJ991117_02.0103.C17 



21248 






Gene No. 


43715 






Strand 


+ 






3208 






End 


4392 




Name 


OJ991117 02 


.0103.C17.ol. 


np 


Method 


AAT/NAP 




Start 


3044 






End 


4392 




GI 


3413481 






Score 


486 




Exons 


3044. .3104, 


3308. .3824, 


3867. 


.4392 






GI Descrip. 


(AJ006786) 


serine protease [Lycopersicon esculentum] 




Seq. No. 


20940 






Con T n 


OTQQ1 1 1 7 C\0 m PI 7 












our ana 


i 




Start 


3208 






End 


4392 




Name 


OJ991117 02 


.0103.C17.o2. 


gs 


Method 


GENSCAN 




Start 


3208 






End 


4377 




GI 


none 






Score 


.57 




Exons 


3208. .3673, 


3697. .4377 










Seq. No. 


20941 






Seq. ID 


OJ991117_02.0103.C18 




Gene No. 


43716 






Strand 


+ 




O Lai. L 


i 

-L 






End 


1036 




Name 


OJ991117 02 


.0103.C18.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


1003 




GI 


3176874 






Score 


621 




Exons 


1. .1003 












GI Descrip. 


(AF065639) 


cucumi sin- like serine protease [Arabidopsis thaliana 




Seq. No. 


20941 






Seq. ID 


OJ991117_02.0103.C18 




bene ino ■ 


43716 






Strand 


+ 




Start 


1 






End 


1036 




Name 


OJ991117 02 


.0103.C18.ol. 


gs 


Method 


GENSCAN 




Start 


61 






End 


1036 


i.y 


GI 


none 






Score 


.89 


: * : 


Exons 


61. .505, 541. .1036 








■Ml 


Seq. No. 


20941 






Seq. ID 


OJ991117_02.0103.C18 




Gene No. 


43717 






Strand 




:;1 


Start 


2844 






End 


4331 




Name 


OJ991117 02 


.0103.C18.ol. 


tm 


Method 


TBLASTX: Maize - 




Start 


23 






End 


4326 




GI 


none 






Score 


368 




Exons 


23. .157, 164. .556, 165.. 


518, 


533. .601, 


941. .1006, 2832. .2936, 






2874. .2936, 


2988. .3035, 


3150. 


.3233, 3222.. 3710, 3268.. 3708, 






3697. .3888, 


3711. .4007, 


4065. 


.4151, 4143. .4316, 4147. .4326 




Seq. No. 


20941 






Seq. ID 


OJ991117_02.0103.C18 




Gene No. 


43717 






Strand 






Start 


2844 






End 


4331 




Name 


OJ991117 02 


.0103.C18.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


156 






End 


4316 




GI 


none 






Score 


380 




Exons 


156. .548, 164. .556, 530. 


.628, 


665. .778 


, 869. .1000, 2874. .2984, 






3102. .3185, 


3243. .3710, 


3259. 


.3708, 3685.. 3873, 3711.. 4025, 






3756. .3974, 


3943. .4002, 


4020. 


.4316, 4024. .4266 




Seq. No. 


20941 






Seq. ID 


OJ991117_02.0103.C18 




Gene No. 


43717 






Strand 






Start 


2844 






End 


4331 




Name 


OJ991117 02 


.0103.C18.ol. 


tc 


Method 


TBLASTX: Cress 



21249 




Start 164 End 4331 

GI none Score 38 6 

Exons 164.. 556, 165.. 509, 530.. 919, 682.. 918, 884.. .1000, 940.:993, 

2874.. 2942, 2875.-2934, 2982.. 3209, 3133.. 3189, 3228. .4331, 
3261.. 3404, 3265. .3888, 3777.. 4043, 4015.. 4326 



Seq. No. 


20941 


Seq. ID 


OJ991117_02.0103 


.C18 


Gene No. 


43717 


Strand 


- 




Start 


2844 


End 


4331 




LN dine 


0,7991117 fi9 m n^ Plft n9 1-w 




TRT A9TY -WhpAi- 




Start 


341 


End 


3540 




GI 


none 


Score 


154 




Exons 


341.. 517, 342. .518, 3339.. 


3533, 3340.. 


3534, 3403.. 3540 




Seq. No. 


20941 


Seq. ID 


OJ991117_02.0103 


.C18 


Gene No. 


43717 . 


Strand 


- 




Start 


2844 


End 


4331 




Name 


O.TQQ1 117 n? m n^ PI ft 1-w 




TRT A^TY • Whpat- 




Start 


533 


End 


3333 




GI 


none 


Score 


195 




Exons 


533.. 862, 2997.. 3185, 3207 


..3332, 3211 


. .3333 




Seq. No. 


20941 


Seq. ID 


OJ991117JD2.0103 


.C18 


Gene No. 


43717 


Strand 


- 




Start 


2844 


End 


4331 




Name 


O.TQQ1 117 09 m 0^ PI ft n9 t-m 

\JU J Jill / . UIUJ.UIO. KJ Z, . LIU 


rlc LiivJlJ. 


TRT A9TY • M^t i 70 

1 DLtnO 1 A . Via 1 




Start 


695 


End 


3149 




GI 


none 


Score 


135 




Exons 


695. .901, 2937. .3149, 2940 


. .3149 






Seq. No. 


20941 


Seq. ID 


OJ991117_02.0103 


.C18 


Gene No. 


43717 


Strand 


- 




Start 


2844 


End 


4331 




Name 


OJ991117 02.0103.C18.o2.gs 


Method 


GENSCAN 




Start 


2844 


End 


4284 




GI 


none 


Score 


.99 




Exons 


2844. .4284 








Seq. ' No. 


20941 


Seq. ID 


OJ991117_02.0103 


.C18 


Gene No. 


43717 


Strand 






Start 


2844 


End 


4331 




Name 


OJ991117 02.0103.C18.o2.np 


Method 


AAT/NAP 




Start 


2865 


End 


4331 




GI 


4006827 


Score 


1230 




Exons 


2865.. 4331 








GI Descrip. 


- (AC005970) putative serine 


protease [Arabidopsis thaliana] 


Seq. No. 


20941 


Seq. ID 


OJ991117_02.0103 


.C18 


Gene No. 


43717 


Strand 






Start 


2844 ' 


End 


4331 




Name 


OJ991117 02.0103.C18.ol.gp 


Method 


AAT/GAP 




Start 


3042 


End 


3451 




GI 


LIB34 32-025-P1-K1-D7 


Score 


796 




Exons 


3042. .3451 








GI Descrip. 


1 1076414/pir | IS52770 3.0e-33 subtilisin-like proteinase 


(EC 



3.4.21.-) - Arabidopsis thaliana (fragment) 
>gi_757534_emb_CAA59963_ (X85974) subtilisin-like protease 



21250 



[Arabidopsis thaliana] 1 

Seq. No. 20941 Seq, ID OJ991117_02 . 0103 . C18 

Gene No. 43717 Strand 

Start 2844 End 4331 

Name OJ991117_02 . 0103 . C18 . o2 . gp Method AAT/GAP 

Start 3817 End 4226 

GI 571677 Score 776 

Exons 3817. .4226 

GI Descrip. 1076414/pir | | S52770 3.0e-33 subtilisin-like proteinase (EC 
3.4.21.-) - Arabidopsis thaliana (fragment) 
>gi_757534_emb_CAA59963_ (X85974) subtilisin-like protease 
[Arabidopsis thaliana] 





- Seq." No. 


20941 




Seq. ID 


OJ991117_02.0103.C18 




Gene No. 


43717 




Strand 


- 




Start 


2844 




End 


4331 




Name 


OJ991117 02.0103. 


C18.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3920 




End 


4331 






none 




Score 






Exons 


3920.. 4168, 3942. 


.4331, 3943. 


.4329 






Seq. No. 


20942 




Seq. ID 


OJ991117_02.0103.C19 




Gene No. 


43718 




Strand 


+ 


: ~= 


Start 


4545 




End 


5050 




Name 


OJ991117 02.0103. 


C19.ol.gp 


Method 


AAT/GAP 


' ' 


Start 


4535 




End 


5050 






57737 1.R1084 




Score 






Exons 


4535. .5050 










GI Descrip. 


, 5042437/gb|AC007789.1|AC007789 6.0e- 


12 Oryza sativa BAC T49B20 






genomic sequence, 


complete sequence 1 




i y 


Seq. No. 


20942 




Seq. ID 


OJ991117_02.0103.C19 




Gene No. 


43718 




Strand 


+ * 




Start 


4545 




End 


5050 




Name 


OJ991117 02.0103. 


C19.o2.gs 


Method 


GENSCAN 




Start - 


4545 




End 


4931 




GI 


none 




Score 


.98 




Exons 


4545. .4931 










Seq. No. 


20942 




Seq. ID 


OJ991117_02.0103.C19 




Gene No. 


43719 




Strand 


+ 




Start 


6527 




End 


6838 




Name 


OJ991117 02.0103. 


C19.o3.gs 


Method 


GENSCAN 




Start 


6527 




End 


6838 




GI 


none 




Score 


.98 




Exons 


6527. .6838 










Seq. No. 


20942 




Seq. ID 


OJ991117_02.0103.C19 




Gene No. 


43720 




Strand 


+ 




Start 


8795 




End 


9193 




Name 


OJ991117 02.0103. 


C19.o4 ,gs 


Method 


GENSCAN 




Start 


8795 




End 


9193 




GI 


none 




Score 


.55 




Exons 


8795. .9193 









Seq. No. 



20942 



Seq. ID OJ991117_02.0103.C19 



21251 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



43721 Strand 

1 End 793 

OJ991117_02.0103.C19.ol.np Method AAT/NAP 

1 End 793 

3176874 Score 399 
1. .793 

(AF065639) cucumi sin- like serine protease [Arabidopsis thaliana] 



20942 
43721 
1 

OJ991117_02.0103.C19.ol.gs 
38 

none 
38. .790 



Seq. ID OJ991117_02.0103.C19 
Strand 

End 793 

Method GENSCAN 

End 790 

Score .99 



Seq. No. 20942 

Gene No. 43722 

Start 7350 

Name OJ991117_02 . 0103.C19.ol . tc 

Start 2 

GI none 
Exons 



Seq. ID OJ991117_02.0103.C19 
Strand 

End 932 9 

Method TBLASTX : Cress 

End . 712 

Score 4 9 



2. .163, 170. .238, 236. .304, 261. .305, 332. .364, 387. .533, 
413. .568, 683. .712 



Seq. No. 20942 

Gene No. 4 3722 

Start 7350 

Name OJ991117_02.0103.C19.ol. tw 

Start 2 

GI none 

Exons 2.. 154, 3.. 122, 179.. 283 



Seq. ID OJ991117_02.0103.C19 
Strand 

End 9329 

Method TBLASTX : Wheat 

End 283 

Score 89 



Seq. No. 20942 

Gene No. 43722 

Start 7350 

Name OJ991117_02 . 0103 . C19.ol . ts 

Start 2 

GI none 

Exons 2.. 238, 6.. 215 

Seq. No. 20942 

Gene No. 43722 

Start 7350 

Name OJ991117_02 . 0103 . C19 . ol . tm 

Start 29 

GI none 

Exons 29. .247, 30. .218, 131. .220 

Seq. No. 20942 

Gene No. 43722 

Start 7350 

Name OJ991117_02 . 0103 . C19 . o2 . gp 

Start 7350 

GI none 

Exons 7350.. 7693, 9242.. 9329 



Seq. ID OJ991117_02.0103.C19 
Strand 

End 9329 

Method TBLASTX : Soybean 

End 238 

Score 97 



Seq. ID OJ991117_02.0103.C19 
Strand 

End 9329 

Method TBLASTX: Maize 

End 247 

Score 208 



Seq. ID OJ991117_02.0103.C19 
Strand 

End 9329 

Method AAT/GAP 

End 932 9 

Score 697 



21252 



Seq. No. 20943 Seq. ID 

Gene No. 43723 Strand 

Start 96 End 

Name OJ991117_02 . 0103 . C20 . ol . gs Method 

Start 96 End 

GI none Score 

Exons 96.. 608, 783.. 888, 2320.. 2333 



OJ991117_02.0103.C20 

2333 
GENSCAN 
2333 
.97 



Seq. No. 20944 Seq. ID 

Gene No. 43724 Strand 

Start 22 End 

Name OJ991217_07 . 0114 . CI . ol . gs Method 

Start 22 End 

GI none Score 

Exons 22.. 183 



OJ991217_07.0114.C1 
183 

GENSCAN 

183 

.56 



Seq. No. 20944 Seq. ID 

Gene No. 43725 Strand 

Start 4 67 End 

Name OJ991217_07 . 0114 . CI . ol . gp Method 

Start 4 67 End 

GI none Score 

Exons 467 . . 553 



OJ991217_07.0114.C1 
553 

AAT/GAP 

553 

167 



Seq. No. 20945 Seq. ID 

Gene No. 43726 Strand 

Start 655 End 

Name OJ991217_07 . 0114 . C2 . ol . gs Method 

Start 655 End 

GI none Score 

Exons 655.. 828 



OJ991217_07.0114.C2 
828 

GENSCAN 

828 

.62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20946 Seq. ID OJ991217_07 . 0114 . C3 

43727 Strand + 

1 End 68 6 

OJ991217_07.0114 .C3.ol.np Method AAT/NAP 

1 ' End 68 6 

2119980 Score 1178 

1..686 

transposase (transposons ) - Escherichia coli 

gi|43089|emb|CAA42760| (X60200) transposase [Escherichia coli] 
gi | 303566 | dbj | BAA03914 | (D16449) transposase [Escherichia coli] 



20946 Seq. ID 

43727 Strand 

1 End 

OJ991217_07 .0114 .C3.ol.gs Method 

4 9 End 

none Score 

49. .127, 164. .541 



OJ991217_07.0114.C3 
+ 

686 

GENSCAN 

541 

.55 



Seq. No. 20947 ~ Seq. ID 

Gene No. 43728 Strand 

Start 1425 End 

Name OJ991217_07 . 0114 . C4 . ol . gs Method 

Start 1425 End 

GI none Score 



OJ991217__07.0114.C4 

15732 
GENSCAN 
15732 
. 63 



21253 




Exons 1425.. 1547, 1618.. 1952, 2751.. 2875, 3455.. 3681, 4363.. 4468, 

5593. .5729, 6913. .7271, 7986. .8120, 9927. .10059, 10201 10472, 
.10586. .10670, 11022. .11157, 11563. . 11711, 12395 .. 12521, 
13287. .13426, 13518 .. 13583, 14014 .. 14 155, 14275 .. 14369, 
14626. .14871, 14894 .. 15578, 15650.. 15732 



Seq. No. 


20947 


Seq. ID 


OJ951217_07.0114.C4 


Gene No. 


43728 


Strand 




Start 


1425 


End 


15732 


Name 


OJ991217 07.0114.C4.o2.np 


Method 


AAT/NAP 


Start 


2524 


End 


7010 


GI 


5051789 


Score 


213 


Exons 


2524. .2561, 4341. .4468, 4574 


..4681, 5593. .5721, 5810. .5900, 




6913.. 7010 






yjx uescrip. 


(AL078 637) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


20947 


Seq. ID 


OJ991217_07.0114.C4 


Gene No. 


43728 


Strand 




Start 


1425 


End 


15732 


Name 


OJ991217 07.0114.C4.ol.gp 


Method 


AAT/GAP 


Start 


3100 


End 


5673 


GI 


23385 1.R1084 


Score 


1310 


Exons 


3100.. 3379, 3455. .3543, 3622 


..3681, 4363..4468, 4562. .4681, 




5593. .5673 






GI Descrip. 


'5051789/emb | CAB45082.il 1.0e-25 (AL078637) putative protein 




[Arabidopsis thaliana] 1 






Seq. No. 


20947 


Seq. ID 


OJ991217_07.0114.C4 


Gene No. 


43728 


Strand 




Start 


1425 


End 


15732 


Name 


OJ991217 07.0114.C4.o5.tm 


Method 


TBLASTX: Maize 


Start 


3605 


End 


4589 




none 


Score 


85 


Exons 


3605.. 3682, 3617. .3682, 3621 


..3683, 3630. .3692, 4354. .4464, 




4362..4469, 4363. .4467, 4370 


..4471, 4560. .4589 


Seq. No. 


20947 . 1 


Seq. ID 


OJ991217_07.0114.C4 - 


Gene No. 


43728 


Strand 




Start 


1425 


End 


15732 


Name 


OJ991217 07.0114.C4.ol.tm 


Method 


TBLASTX: Maize 


Start 


4591 


End 


6951 


PT 


none 


Score 


97 


Exons 


4591. .4665, 4592. .4684, 4601 


..4687, 5592. .5705, 5592. .5741, 




5671.. 5730, 5798. .5908, 5814 


..5903, 6910. .6951 


Seq. No. 


20947 


Seq. ID 


OJ991217_07.0114.C4 


Gene No. 


43728 


Strand 




Start 


1425 


End 


15732 


Name 


OJ991217 07.0114.C4.o4.tm 


Method 


TBLASTX: Maize 


Start 


10189 


End 


10499 


GI 


none 


Score 


77 


Exons 


10189. .10344, 10202. .10354, 


10283. .10348, 10339 .. 10473, 




10352. .10474, 10368.. 10499 






Seq. No. 


20947 


Seq. ID 


OJ991217_07.0114.C4 


Gene No. 


43728 


Strand 




Start 


1425 


End 


15732 



21254 



Name 


OJ991217 07.0114.C4.o2.tm 


Method 


TBLASTX : 


Maize 


Start 


13280 


End 


13589 




GI 


none 


Score 


131 




Exons 


13280. .13429, 13284 .. 13427 , 


13284. .13442, 13285 


. .13446, 




13504. .13578, 13516 .. 13578 , 


13518. .13589 




Seq. No. 


20947 


Seq. ID 


OJ991217 


_07.0114.C4 


Gene No. 


43728 


Strand 






Start 


1425 


End 


15732 ' 




Name 


OJ991217 07.0114.C4.o3.tm 


Method 


TBLASTX : 


Maize 


Start 


14011 


End 


14363 




GI 


none 


Score 


109 




Exons 


14011. .14157, 14011. .14157, 


14019. .14159, 14269 


. .14352, 




14279. .14362, 14280 .. 14363, 


14280. .14363 




Seq. No. 


20947 


Seq. ID 


OJ991217 


_07.0114 .C4 


Gene No . 


43728 


Strand 






Start 


1425 


End 


15732 




Name 


OJ991217 07. 0114. C4 . o2 . gp 


Method 


AAT/GAP 




Start 


' 15180 


End 


15465 




GI 


2312053 


Score 


476 




Exons 


15180.. 15465 








Seq. No. 


20948 


Seq. ID 


OJ991217 


_07.0114.C5 


Gene No. 


43729 


Strand 


■+ 




Start 


463 


End 


10254 




Name 


OJ991217 07.0114.C5.ol.gs 


Method 


GEN SCAN 




Start 


463 


End 


10254 




GI 


none 


Score 


.41 




Exons 


463. .555, 4094. .4746, 4854.. 


4908, 5891 


. .5961, 6497. .6582, 




6683. .6773, 7222.. 7352, 7900 


. .8021, 8234. .8344, 


8533. .8578, 




8629. .8736, 10006 .. 10088 , 10205.. 10254 






Seq. No. 


20948 


Seq. ID 


OJ991217 


_07.0114.C5 


Gene No. 


43729 


Strand 


+ 




Start 


463 


End 


10254 




Name 


OJ991217 07.'0114.C5.ol.gp 


Method 


AAT/GAP 




Start 


6491 


End 


8760 




GI 


11159 1.R1084 


Score 


1064 




Exons 


6491. .6582, 6683.. 6773, 7222 


..7290, 8022.. 8102, 


8179. .8344, 




8533.-8578, 8656. .8760 









GI Descrip. ' 2264315/dbj | AB005243 . 1 | AB005243 5.0e-ll Arabidopsis thaliana 
genomic DNA, chromosome 5, PI clone: MRN17, complete sequence 1 



Seq. No. 


20948 




Seq. ID 


OJ991217 


JD7.0114 


.C5 


Gene No. 


43730 




Strand 


+ 






Start 


13816 




End 


16865 






Name 


OJ991217 07. 0114. C5 


. o2 . gs 


Method 


GENSCAN 






Start 


13816 




End 


16521 






GI 


none 




Score 


.93 






Exons 


13816. .14070, 14112 


. .14315, 


14585. . 14752, 14842 


. .16521 




Seq. No. 


20948 




Seq. ID 


OJ991217_ 


J37.0114 


.C5 


Gene No. 


43730 




Strand 


+ 






Start 


13816 




End 


16865 






Name 


OJ991217 07. 0114. C5 


. o2 . gp 


Method 


AAT/GAP 






Start 


15288 




End 


15733 







21255 



GI 

Exons 



1632088 
15288. .15733 



Score 



777 



Seq. No. 20948 Seq. ID OJ991217_07 . 0114 . C5 

Gene No. 43730 Strand + 

Start 13816 End 16865 

Name OJ991217_07 . 0114 .C5 .o2 .np Method AAT/NAP 

Start 15777 End 16865 

GI 4503617 Score 195 

Exons 15777. .16482, 16788.. 16865 

GI Descrip. exostoses (multiple) -like 3 gi I 6166159 | sp 1 043909 | EXL3_HUMAN 
EXOSTOSIN-LIKE 3 (PUTATIVE TUMOUR SUPPRESSOR PROTEIN EXTL3) 

(MULTIPLE EXOSTOSIS-LIKE PROTEIN 3) (HEREDITARY MULTIPLE 
EXOSTOSES GENE ISOLOG) (KIAA0519) gi | 2723391 | dbj | BAA24080 | 

(AB007042) EXTR1 [Homo sapiens] gi 12897905 (AF001690) EXT like 
protein 3 [Homo sapiens] gi I 3043562 | dbj | BAA25445 | (AB011091) 
KIAA0519 p 



Seq. No. 


20948 


Seq. ID 


OJ991217 


_07 


.0114 


.C5 


Gene No. 


43731 


Strand 


• 








Start 


26255 


End 


.28677 








Name 


OJ991217 07.0114.C5.o4.gp 


Method 


AAT/GAP 








Start 


26255 . 


End 


27869 








GI 


LIB3432-040-P1-K1-B5 


Score 


870 








Exons 


26255. .26392, 26480 .. 26693, 


26795. .26858, 27804 


. .27869 




GI Descrip. 


1 1653333/dbj |BAA18248| 7 . Oe 


-16 (D90912) ferredoxin 








[Synechocystis sp.] ' 












Seq. No. 


20948 


Seq. ID 


OJ991217 


_07 


.0114 


.C5 


Gene No. 


43731 


Strand 


+ 








Start 


26255 


End 


28677 








Name 


OJ991217 07.0114.C5.o5.np 


Method 


AAT/NAP 








Start 


26622 


End 


28677 








GI 


1653333 


Score 


222 








Exons 


26622. .26693, 26795 .. 26858 , 


27804. .27892, 28403 


. .28471, 






28606. .28677 












GI Descrip. 


(D90912) ferredoxin [Synechocystis sp. 


] 








Seq. No. 


20948 


Seq. ID 


OJ991217_ 


_07 


0114 


.C5 


Gene No. 


43732 


Strand 


+ 








Start 


28855 


End 


29325 








Name 


OJ991217 07.0114.C5.o5.gp 


Method 


AAT/GAP 








Start 


28855 


End 


29325 








GI 


none 


Score 


594 








Exons 


28855. .28909, 29004. .29325 












Seq. No. 


20948 


Seq. ID 


OJ991217_ 


_07. 


0114 


.C5 


Gene No. 


43733 


Strand 


+ 








Start 


29549 ' 


End . 


38166 








Name 


OJ991217 07.0114.C5.o6.np 


Method 


AAT/NAP 








Start 


29549 - 


End 


32517 








GI 


4467108 


Score 


596 








Exons 


29549. .29664, 30892 .. 31375, 


31553. .31603, 32128 


. .32517 




GI Descrip. 


(AL035538) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


20948 


Seq. ID 


OJ991217_ 


_07. 


0114 


.C5 


Gene No. 


43733 


Strand 


+ 









21256 



Start 
Name 
Start 
GI 

Exons 



29549 

OJ991217_07.0114.C5.o5.gs 
30717 
none 
30717 
36738 

38073. .38166 



End 

Method 

End 

Score 



38166 
GENSCAN 
38166 
.56 



30997, 31096. .31375, 31600 .. 31603, 32150 .. 3244 9, 
36839, 37216. .37239, 37281 .. 37392, 37 668 .. 37805, 



Seq. No. 20948 Seq. ID OJ991217_07 . 0114 . C5 

Gene No. 43734 Strand 

Start 2659 End 4750 

Name OJ991217_07 . 0114 . C5 . ol . np Method AAT/NAP 

Start 2659 End 4750 

GI 746496 Score 83 

Exons 2659.. 2851, 4689.. 4750 

GI Descrip. . (U23515) weak similarity to adenylyl cyclase-associated protein 
(CAP) and to P. chabaudi adami major merozoite surfae antigen 
protein (PIR:A32555) . Final exon overlaps gene predicted on 
other strand. [Caenorhabditis elegans] 



Seq. No. 


20948 




Seq. ID 


OJ991217 


_07 


.0114 


.C5 


Gene No. 


43735 




Strand 










Start 


17331 




End 


19444 








Name 


OJ991217 07. 0114. C5 


. o3 . gs 


Method 


GENSCAN 








Start 


17331 




End 


19378 








GI 


none 




Score 


.81 








Exons 


17331. .17378, 18644 


. . 18777, 


19057. .19378 








Seq. No. 


20948 




Seq. ID 


OJ991217 


_07 


.0114 


.C5 


Gene No. 


43735 




Strand 










Start 


17331 




End 


19444 








Name 


OJ991217 07. 0114. C5 


. o3 . np 


Method 


AAT/NAP 








Start 


17844 




End 


18763 








GI 


4678330 




Score 


295 








Exons 


17844. .18042, 18644 


. .18763 












GI Descrip. 


(AL049658) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


20948 


r 


Seq. ID 


OJ991217 


_07 


.0114 


.C5 


Gene No. 


43735 




Strand 










Start 


17331 




End 


19444 








Name 


OJ991217 07. 0114. C5 


. o3 . gp 


Method 


AAT/GAP 








Start 


18671 




End 


19444 








GI 


none 




Score 


926 








Exons 


18671. .18777, 19057 


. .19444 












Seq. No. 


20948 




Seq. ID 


OJ991217_ 


_07 


.0114 


.C5 


Gene No. 


43736 




Strand 










Start 


24106 




End 


25235 








Name 


OJ991217 07. 0114. C5 


. o4 . np 


Method 


AAT/NAP 








Start 


24106 




End 


25235 








GI 


6815053 




Score 


759 








Exons 


24106. .24342, 24392 


. .24567, 


25089. .25235 








GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 








Seq. No. 


20948 




Seq. ID 


OJ991217_ 


_07 


.0114 


.C5 


Gene No.* 


43737 




Strand 










Start 


39563 




End 


40397 









21257 




Name 


OJ991217 07.0114.C5.o6.gs 


Method 


GENSCAN 




Start 


39563 


End 


40397 




GI 


none 


Score 


.4 




Exons 


39563..39732, 40379.. 40397 








Seq. No. 


20948 


. Seq. ID 


OJ991217_07.0114 


.C5 


Gene No. 


43738 


Strand 






Start 


40672 


End 


40779 




Name 


OJ991217 07 .0114 .C5.o5.tm 


Method 


TBLASTX : Maize 




Start 


6680 


End 


8322 




GI 


none 


Score 


75 




Exons 


6680.. 6775, 6682.. 6774, 6684 


..6776, 7208. .7291, 7210. .7296 




7216. .7296, 8011.. 8103, 8018 


..8107, 8022. .8105, 8178. .8222 




8178.. 8318, 8179.. 8319, 8179 


. .8322 






Seq. No. 


20948 


Seq. ID 


OJ991217_07.0114 


.C5 


Gene No . 


43738 


Strand 






Start 


40672 


End 


40779 




Name 


OJ991217 07.0114.C5.ol.tc 


Method 


TBLASTX: Cress 




Start- 


8184 


End 


8740 




GI 


none 


Score 


206 




Exons 


8184.. 8357, 8185.. 8343, 8654 


..8740, 8654. .8722 




Seq. No. 


20948 


Seq. ID 


OJ991217_07.0114 


.C5 


Gene No. 


43738 


Strand 






Start 


40672 


End 


40779 




Name 


OJ991217 07 . 0114 .C5 .o2 . ts 


Method 


TBLASTX : Soybean 




Start 


14582 


End 


15423 




GI 


none 


Score 


135 




Exons 


14582. .14701, 14584. .14691, 


14720. .14755, 14 839 .. 14874 , 






14860. .15261, 14861. .15181, 


14953. .15354, 15213 .. 15353, 






15289. .15354, 15361 15423, 


15366. .15419 




Seq. No. 


20948 


Seq. ID 


OJ991217_07.0114 


.C5 


Gene No. 


43738 


Strand 






Start 


40672 


End 


40779 




Name 


OJ991217 07.0114.C5.o2.tm 


Method 


TBLASTX: Maize 




Start 


15042 


End 


15561 




GI 


none 


Score 


478 




Exons 


15042. .15149, 15043. .15432, 


15043. . 15561, 15434. .15541, 






15493.. 15561 








Seq. No. 


20948 


Seq. ID 


OJ991217_07.0114 


.C5 


Gene No. 


43738 


Strand 






Start 


40672 


End 


40779 




Name 


OJ991217 07.0114.C5.ol.ts 


Method 


TBLASTX : Soybean 




Start 


15631 


End 


16376 




GI 


none 


Score 


835 




Exons 


15631. .16335, 15702 .. 16328, 


16321. .16371, 16332. .16376 




Seq. No. 


20948 


Seq. ID 


OJ991217_07.0114 


.C5 


Gene No. 


43738 


Strand 






Start 


40672 


End 


40779 




Name 


OJ991217 07.0114.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


15718 


End 


16182 




GI 


none 


Score 


618 




Exons 


15718. .16182, 15729. .16157, 


15733.. 16179 





21258 



Seq. No. 20948 
Gene No. 43738 

Start 40672 

Name OJ991217_07 . 0114 . C5 . o3 . tc 
Start 15823 

GI .none 

Exons '15823. .15909, 15928 .. 16116, 
16258. .16311 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_07.0114.C5 
40779 

TBLASTX: Cress 

16311 

71 



15963. .16112, 16151. .16198, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20948 Seq. ID 

43738 Strand 

40672 End 

OJ991217_07 . 0114 . C5 . o3 . tm Method 

16185 End 

none Score 



OJ991217_07.0114.C5 
40779 

TBLASTX: Maize 

16520 

134 



16185. .16466, 16188 .. 16520, 16192.. 16515 



Seq. No. 20948 

Gene No. 43738 

Start 40672 

Name OJ991217_07 . 0114 . C5 . o2 . tc 

Start 17637 

GI none 

Exons 17637. .17753, 17650 .. 17754 , 
18644. .18781, 18648 18791 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 07. 0114. C5 



40779 

TBLASTX: Cress 
18791 
97 

17896. .18045, 17897 .. 18043, 
18648.. 18791 



Seq. No. 20948 
Gene No. 43738 
Start 40672 

Name OJ991217_07 . 0114 . C5 . o4 . tm 

Start 17637 
GI none 
Exons 17637. .17753, 

17897. .18043, 

18645. .18782, 



17641. .17775, 
18636. .18782, 
19050. .19103 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17647. .17754, 
18643. .18774, 



OJ991217 07. 0114. C5 



40779 

TBLASTX: Maize 
19103 
159 

17896. .18045, 
18644. .18781, 



Seq. No. -20948 

Gene No. 43738 

Start 40672 

Name OJ991217_07 . 0114 . C5 . o3 . ts 

Start 17682 

GI none 

Exons 17682. .17753, 
17897. .18043, 



17682. .17777, 
18644. .18781, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17893. .18039, 
18648. .18782 



OJ991217 07. 0114. C5 



40779 

TBLASTX : Soybean 
18782 
69 

17896. .18045, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20948 
43738 
40672 

OJ991217_07.0114.C5.o4.ts 

26606 

none 

26606. .26722, 26610. 
27803. .27892, 27805. 
28401. .28475, 28606. 



,26714, 
.27912, 
.28650, 



Seq. ID 
Strand 
End 

Method 

End . 

Score 
26792 
28379 



OJ991217 07. 0114. C5 



40779 

TBLASTX : Soybean 
28900 
127 

26860, 27802 
28471, 28400 



28748..28792, 28850. 



27891, 
28471, 
28900 



Seq. No. 



20948 



Seq. ID OJ991217_07.0114.C5 



21259 




Gene No. 


43738 


Strand 






Start 


40672 


End 


40779 




Name 


OJ991217 07.0114.C5.o6.tm 


Method 


TBLASTX: Maize 




Start 


30851 


End 


31151 




GI 


none 


Score 


96 




Exons 


30851. .30937, 30860 .. 30997, 


30867. .30998, 30867 .. 31001, 






31070. .31150, 31101.. 31151 








Seq. No. 


20948 


Seq. ID 


OJ991217_07.0114. 


C5 


Gene No. 


43738 


Strand 






Start 


40672 


End 


40779 




Name 


OJ991217 07.0114.C5.o7.gp 


Method 


AAT/GAP 




Start 


40672 


End 


40779 




GI 


LIB3477-003-P1-K1-E9 


Score 


149 




Exons 


40672. .40779 








GI Descrip. 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN ALLERGE1 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryz; 




sativa] ' 








Seq. No. 


20949 


Seq. ID 


OJ991217J37.0114. 


C6 




43739 


Strand 


+ 




Start 


1711 


End 


6214 




Name 


OJ991217 07.0114.C6.ol.gs. 


Method 


GENSCAN 




Start 


1711 


End 


6214 




GI 


none . 


Score 


.59 




Exons 


1711. .1807, 4021. .4116, 5169. .5312, 6193. .6214 




Seq. No. 


20949 


Seq. ID 


OJ991217_07.0114. 


C6 


Gene No. 


43740 


Strand 


+ 




Start 


8252 


End 


11957 




Name 


OJ991217 07.0114.C6.o2.gp 


Method 


AAT/GAP 




Start 


8252 


End 


8684 




GI 


52487 1.R1084 


Score 


849 




Exons 


8252. .8684 








GI Descrip. 


•3738324 4.0e-16 (AC005170) 


GMP synthase-like protein 






[Arabidopsis thaliana] 1 








Seq. No. 


20949 


. Seq. ID 


OJ991217_07.0114. 


C6 


Gene No. 


43740 


Strand 


+ 




Start 


8252 


End 


11957 




Name 


OJ991217 07.0114.C6.o2.np 


Method 


AAT/NAP 




Start 


8432 


End 


11731 




GI 


3738324 


Score 


448 




Exons 


8432. .8746, 11116 .. 11271, 11366 .. 11542 , 11633. .11731 




GI Descrip. 


(AC005170) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


20949 


Seq. ID 


OJ991217_07.0114. 


C6 


UC11C Vi\J • 


43740 


Strand 


+ 




Start 


8252 


End 


11957 




Name 


OJ991217 07.0114.C6.o3.gp 


Method 


AAT/GAP 




Start 


11489 


End 


11957 




GI ■ 


none 


Score 


737 




Exons 


• 11489... 11533, 11607.. 11957 








Seq. No. 


20949 


Seq. ID 


OJ991217_07.0114. 


C6 


Gene No . 


43741 


Strand 






Start 


2780 


End 


2868 





21260 




Name OJ991217_07 . 0114 .C6 .ol . gp Method AAT/GAP 

Start 2780 End 2868 

GI LIB3477-003-P1-K1-E9 Score . 132 
Exons 2780.. 2868 

GI Descrip. , 24 98586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 

sativa] ' * 



Seq. No. 


20949 




Seq. ID 


OJ991217_07.0114 


.C6 


Gene No. 


43742 




Strand 












End 


4018 




Name 


OJ991217 07 


-0114.C6.ol.np 


Method 


AAT/NAP 




Start 


3921 




End 


4018 - 




GI 


3617814 




Score 


72 




Exons 


3921. .4018 










GI Descrip. 


(AJ009982) 


NADH dehydrogenase 


subunit 


6 [Daucus carota] 




Seq. No. 


20949 




Seq. ID 


OJ991217_07.0114 


.C6 


i^ene no . 


All A "3 




Strand 






Start 


8334 




End 


11727 




Name 


OJ991217 07 


>0114.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


8334 




End 


8670 




GI 


none 




Score 


37 




Exons 


8334. .8369, 


8444. .8620, 8445. 


.8573, 8462.-8668, 8464. .8670 


Seq. No. 


20949 




Seq. ID 


OJ991217_07.0114 




Gene No. 


43743 




Strand 






Start 


8334 




End 


11727 




Name 


OJ991217 07 


.0114 .C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


8450 




End 


8719 




GI 


none 




Score 


94 




Exons 


8450. .8620, 


8451. .8573, 8462. 


.8719, 8464. .8718 




Seq. No. 


20949 




Seq. ID 


OJ991217_07.0114 


.C6 


Gene No. 


43743 




Strand 






Start 


8334 




End 


11727 




Name 


OJ991217 07 


.0114.C6.ol.ts 


Method 


TBLASTX: Soybean 




Start . 


8462 




End 


11722 




GI 


none 




Score 


288 




Exons 


8462. .8749, 


8467.. 8526, 8623. 


.8688, 8713. .8745, 11113.. 


11274, 




11124. .11249, 11363. .11551, 11372 11551, 11641 .. 11715 , 






11642. .11722 








Seq. No. 


20949 




Seq. ID 


OJ991217JD7.0114 


.C6 


Gene No. 


43743 




Strand 






Start 


8334 




End 


11727 




Name 


OJ991217 07 


-0114.C6.ol.tc 


Method 


TBLASTX: Cress 




Start 


8477 




End ' 


11722 




GI 


none . . 




Score 


253 




Exons 


8477. .8749, 


11636. .11722 








Seq. No. 


20949 




Seq. ID 


OJ991217_07.0114 


.C6 


Gene No. 


■ 43743 




Strand 






Start 


8334 




End 


11727 




Name 


OJ991217 07 


.0114.C6-o2.tw 


Method 


TBLASTX: Wheat 




Start 


11215 




End 


11530 




GI 


none 




Score 


53 





21261 



Exons 



11215. .11274, 11233. .11274, 11363 11530, 11363.. 11530 



Seq. No. 20949 
Gene No. 43743 
Start 8334 

Name OJ991217_07 . 0114 . C6. o2 . tm 

Start ' 11242 
GI none 

Exons 11242. .11274, 11358 .. 11432, 

11623. .11703, 11624. .11722, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 07. 0114. C6 



11727 

TBLASTX: Maize 
11727 
58 

11363. .11533, 11363. .11542, 
11624. .11722, 11629. .11727 



Cq/-t M/-n 

oeq. LNCj . 




Seq. ID 


OJ991217_07.0114 .C7 


Gene No. 


43744 


Strand 


+ 


Start 


401 


End 


814 


Name 


OJ991217 07.0114.C7.ol.gs 


Method 


GENSCAN 


Start 


401 


End 


814 


GI 


none 


Score 


.43 


Exons 


401. .539, 691. .814 






Seq. No. 


20950 


Seq. ID 


OJ991217_07.0114.C7 


Gene No. 


43745 


Strand 


+ 


Start 


6320 


End 


6747 


Name 


OJ991217 07.0114.C7.o2.gp 


Method 


AAT/GAP 


Start 


6320 


End 


6747 


GI 


1600 1.R1084 


Score 


822 


Exons 


6320. .6747 






GI Descrip. 


, 3413423/emb|CAA06976.1| 2. 


0e-15 (AJ006309) hypothetical protein 




[Arabidopsis thaliana] 1 






Seq. No. 


20950 ' 


Seq. ID 


OJ991217_07.0114.C7 


Gene No. 


43746 


Strand 


+ 


Start 


10198 


End 


11053 


Name 


OJ991217 07.0114.C7.o3.gs 


Method 


GENSCAN 


Start 


10198 


End 


11053 


GI 


none 


Score 


.83 


Exons 


10198. .10278, 10407. .10584, 


10603. .10784, 10898. .11053 



Seq. No. 20950 

Gene No. 43747 

Start 2629 

Name OJ991217_07 . 0114 . C7 . ol . 

Start 2312 

GI 14297_1.R1084 

Exons 2312.. 2718, 3090.. 3262, 

GI Descrip. ' 2618602/dbj | AB008268 . 1 
genomic DNA, chromosome 

Seq. No. 20950 
Gene No. 43747 
Start 2629 

Name . OJ991217_07 . 0114 . C7 . o2 . 

Start 2518 
GI none 

Exons 2518.. 2580, 2625.. 2687, 

3090.. 3125, 3091.. 3126, 
3168. .3272, 3350. .3436, 



Seq. ID OJ991217_07.0114.C7 
Strand 

End 13934 
gp Method AAT/GAP 

End 57 60 

Score 1509 
3354. .3434, 3626.. 3679, 5626.. 5760 
IAB008268 1.0e-15 Arabidopsis thaliana 
5, PI clone: MSJ1, complete sequence 1 

Seq. ID OJ991217_07.0114.C7 
Strand 

End 13934 
tm Method TBLASTX: Maize 

End 3436 

Score 36 
2626.. 2721, 2630.. 2713, 2647.. 2718, 
3153.. 3260, 3154.. 3204, 3155.. 3265, 
3351.. 3395, 3352.. 3435 



21262 



Seq. No. 20950 

Gene No. 43747 

Start 2629 

Name OJ991217_07 . 0114 .C7 .o2 .gs 

Start 2629 

GI none 
Exons 



Seq. ID OJ991217_07.0114.C7 
Strand 

End 13934 

Method GENSCAN 

End 10087 

Score .55 



2629.. 2718, 3090.. 3262, 3354.. 3434, 3626.. 3679, 5435.. 5596, 

5626. .5675, 5845. .6096, 6553. .6990, 7072. .7130, 7267. .7382, 

7459. .7542, 7747. .7894, 8028. .8173, 8680. .8799, 8970. .9068, 

9857.. 9898, 9985.. 10087 



Seq. No. 20950 

Gene No. 43747 

Start 2629 

Name OJ991217_07 . 0114 . C7 . o2 . tw 

Start . 2632 

GI none 
Exons 



Seq. ID OJ991217_07.0114.C7 
Strand 

End . 13934 

Method TBLASTX : Wheat 

End 10348 

Score 112 



2632.. 2721, 2647.. 2718, 3090.. 3125, 3091., 3177, 3092.. 3115, 
3116. .3262, 3136. .3204, 3168. .3272, 3169. .3264, 3244. .3273, 
3356.. 3406, 3628.. 3669, 10292.. 10348 



Seq. No. 20950 

Gene No. 43747 

~ Start 2629 

Z Name OJ991217_07 . 0114 .C7 . o2 . ts 

»; Start 2647 

^ GI none 

LI Exons 2647.. 2718, 3090.. 3125, 3154, 

3 3247.. 3285, 3350.. 3409, 3352, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3204, 3168 
.3429 



OJ991217 07. 0114. C7 



13934 

TBLASTX : Soybean 
3429 
139 

3272, 3169.. 3264, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20950 
43747 
2629 

OJ991217_07 . 0114 . C7 . ol . tm 

6468 

none 

6468.. 6791, 6531.. 6776, 6544. 
6900.. 7001, 6907.. 7002, 7068. 
7262.. 7387, 7265.. 7384, 7457. 
7725. .7895, 7745. .7894, 8012. 
8029. .8178, 8040. .8174, 8082. 
8685.. 8801, 9985.. 10056 

20950 ■ 

43747 

2629 

OJ991217_07.0114.C7.ol.ts 

6468 

none 

6468.. 6773, 7309, 
7729. .7848, 7734. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6777, 6567 
.7133, 7072 



OJ991217 07. 0114. C7 



13934 

TBLASTX: Maize 
10056 
270 

6743, 6898. 
7131, 7225. 



,7002, 
,7383, 



.7546, 7458. .7547, 7459. .7554, 
.8164, 8028. .8186, 8028. .8171, 
.8177, 8678. .8800, 8679. .8801, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_07.0114.C7 
13934 

TBLASTX : Soybean 

8174 

54 



.7383, 7331. .7384, 7457. .7546, 7458. .7547, 
.7895, 7736. .7897, 7745. .-7894, 8073. .8174 



Seq. No. 20950 Seq. ID 

Gene No. 4 3747 Strand 

Start 2629 End 

Name OJ991217_07 . 0114 . C7 . ol .np Method 

Start 6559 End 



OJ991217_07.0114.C7 

13934 

AAT/NAP 

13934 



21263 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3023956 Score 238 

6559.-6772, 7100. .7130, 7267. .7371, 7457. .7542, 7747. .7894, 
8028.. 8173, 8680.. 8799, 13873.. 13934 

VEGETATIBLE INCOMPATIBILITY PROTEIN HET-E-1 gi | 607003 (L28125) 
beta transducin-like protein [Podospora anserina] 



20950 
43747- 
2629 

OJ991217_07.0114.C7.ol.tw 

6567 

none 



Seq. ID OJ991217_07.0114.C7 
Strand 

End 13934 

Method TBLASTX : Wheat 

End 8174 

Score 85 



6567. .6773, 6621. .6740, 7304. .7384, 7306. .7383, 7457. .7546, 
7458. .7547, 7462. .7548, 7725. .7895, "7727. .7900, 7745. .7894, 
8029. .8046, 8040. .8174, 8043. .8087, 8046. .8087 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



20950 
43747 
2629 

OJ991217_07.0114.C7.o3.gp 
6629 
2800801 

6629.-6776, 6900.. 6990, 
3413423/emb I CAA0697 6. il 
[Arabidopsis thaliana] 



Seq. ID OJ991217_07.0114.C7 
Strand 

End 13934 

Method AAT/GAP 

End 7130 

Score 443 
7072.. 7130 

2.0e-15 (AJ006309) hypothetical protein 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217 07. 0114. C7 



13934 
AAT/GAP 
10014 
729 



20950 
43747 
2629 

OJ991217_07.0114.C7.o4.gp 
7851 

LIB3431-027-P1-K1-A11 
7851. .7894, 8028. .8173, 8680. 
9985.. 10014 . . 

1 4557229/ref | NP_001078 . 1 | pAAMP | 4 . Oe-18 angio-associated, 
migratory cell protein >gi_3121739_sp_Q13685_AAMP_HUMAN 

ANGIO-ASSOCIATED MIGRATORY CELL PROTEIN >gi_2134759_pir 139383 

angio-associated migratory cell protein - human >gi_870803 
(M95627) angio-associated migratory' cell protein [Homo sapiens] 1 



.8799, 9021.. 9068, 9857.. 9898, 



20951 



43748 Strand 
501 End 
OJ991217_07.0114 .C8.ol.gs Method 
501 End 
none Score 
501. .652, 811. .2771, 4190. .4337, 442£ 



Seq. ID OJ991217_07.0114.C8 



20951 
43748 
501 

OJ991217_07.0114 .C8.ol.tm 

2523 

none 

2523. .2825, 2523. .2777 
20952 



Seq. ID 

Strand 

End 

Method 

End 

Score 



+ 

4541 
GEN SCAN 
4541 
.96 
.4541 

OJ991217_07.0114.C8 
+ 

4541 

TBLASTX: Maize 

2825 

357 



Seq. ID OJ991217_07.0114.C9 



21264 




Gene No. 


43749 






Strand 


+ 




Start 


173 






End 


8832 




Name 


OJ991217 07 


.0114 


.C9.ol.gs 


Method 


GENSCAN 




Start 


173 






End 


5610- 




GI 


none 






Score 


.77 




Exons 


173. .408, 522. .732, 826. .981, 


1099.. 1256, 1341. 


.1533, 




1825. .2216, 


2347 


..2527, 2612. 


.2841, 2918.. 3563, 


3643. .3712, 




3804. .4016, 


4428 


..4538, 4630. 


.4837, - 4917. .5038, 


5567. .5610 


Seq. No. 


20952 






Seq. ID 


n TQQ1 9 T 1 


_07.0114.C9 


Gene No. 


43749 






Strand 


±. 
T 




Start 


173 






End 


fifl "39 




Name 


OJ991217 07 


.0114 


,C9.ol .gp 


Method 


AAT/GAP 




Start 


4641 






End 


8832 




GI 


3862 1.R1084 




Score 


1246 




Exons 


4641. .5038, 


8566 


. .8832 








GI Descrip. 


'3258571 4. 


Oe-22 


(U89959) Hypothetical 


protein 


[Arabidopsis 




thaliana] 1 












Seq. No. 


20952 






Seq. ID 


OJ991217 


_07.0114.C9 


Gene No. 


43749 






Strand 


+ 






173 






End 


8832 




Name 


OJ991217 07 


.0114 


.C9.ol.np 


Method 


AAT/NAP 




Start 


4731 






End 


5024 




GI ■ 


£ / OU 3 OH 






Score 


365 




Exons 


4731. .5024 












GI Descrip. 


(AC002130) 


F1N21 


.5 [Arabidopsis thaliana] 




Seq. No. 


20952 






Seq. ID 


OJ991217 


J37.0114 .C9 


Gene No. 


43750 






Strand 






Start 


6161 






End 


7997 




Name 


OJ991217 07 


.0114 


.C9.o2.gs 


Method 


GENSCAN 




Start 


6161 






End 


7997 




GI 


none 






Score 


.76 




Exons 


6161. .6384, 


6396 


..6656, 6699. 


.6795, 7983.-7997 




Seq. No. 


20952 






Seq. ID 


OJ991217 


_07.0114.C9 


Gene No. 


43751 






Strand 






Start 


9892 






End 


10603 




Name 


OJ991217 07 


.0114 


.C9.ol.tc 


Method 


TBLASTX: 


Cr es s 


Start 


1467 






End 


2695 




GI 


none 






Score 


80 




Exons 


1467. .1538, 


1468 


..1536, 1992. 


.2216, 1993.. 2217, 


2002. .2217, 




2012. .2221, 


2013 


..2222, 2344. 


.2439, 2345.. 2527, 


2345. .2470, 




2346. .2552, 


2630 


. .2695 








Seq. No. 


20952 






Seq. ID 


OJ991217 


_07.0114 .C9 


Gene No. 


43751 






Strand 








9892 






End 


10603 




Name 


OJ991217 07 


.0114, 


,C9.o4 .ts 


Method 


TBLASTX: 


Soybean 


Start 


2116 






End 


2758 




GI 


none 






Score 


151 




Exons 


2116. .2217, 


2139 


. .2222, 2344. 


.2514, 2345. .2527, 


2611. .2682, 




2630. .2758 












Seq. No. 


20952 






Seq. ID 


OJ991217 


_07.0114 .C9 ' 


Gene No. 


43751 






Strand 







21265 




Start 


9892 








End 


10603 


Name 


OJ991217 07 


. 0114 


C9 ol 


f m 


Method 


TBLASTX: Maize 


Start 


• 2681 








End 


3436 


GI 


none 








Score 


242 


Exons 


2681. .2839, 


2687 


. .2845, 


2710. 


.2844, 2908.. 3231, 2915. .3280, 




2915. .3094, 


2916 


. .3281, 


2919. 


.3278, 3152.. 3280, 3228.. 3431, 




3278. .3427, 


3283 


. .3432, 


3284. 


.3436 




Seq. No. 


20952 








Seq. ID 


OJ991217_07.0114.C9 




43751 








Strand 




Start 


9892 








End 


10603 


Name 


OJ991217 07 


.0114 


.C9.o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


2982 








End 


3389 


GI 


hone 








Score 


154 


Exons 


2982. .3158, 


2990 


. .3094, 


3147. 


.3389, 3170.. 3388 


Seq. No. 


20952 










O.TQQ1917 07 01 1 4 PQ 




43751 








Strand 




Start- 


9892 








End 


10603 


Name 


OJ991217 07 


.0114 


.C9.o4. 


tm 




TRT.A^TV • i 7P 

L £j±jr\0 1 /\ . L Jcl -LZ.tr 


Start . 


3450 










^R70 


GI 


none 










1 QO 


Exons 


3450. .3566, 


3452 


. .3562, 


3469: 


^7 0 




Seq. No. 


20952 










O.TQQ1 91 7 07 m 1 4 PQ 


\3Ciic • 










Strand 




Start 


9892 








End 


10603 


Name 


OJ991217 07 


.0114 


.C9.ol. 


ts 


Mot - hnH 

l its L- 1 1 w Li 


i o Xji-io i A . ouyucdil 


Start 


4731 








Hi 1 1 LI 


4 QQ1 

ft I? .7 X 


GI 


none 










Jl J *' 


Exons 


4731. .4763, 


4748 


. .4951, 


4752. 


4 QQ1 




Seq. No. 


20952 










OTQQ1 91 7 07 0114 fQ 
L/U .7 X ^ X / U / . will . 




43751 








Q+- rand 

lj L. J- Cll 1U 




Start 


9892 








End 


10603 


Name 


OJ991217 07 


.0114 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


4731 








End 


4991 


GI 


none 








Score 


374. . 


Exons 


4731. .4769, 


4748 


. .4951, 


4752. 


.4991 




Seq. No. 


20952 








Seq. ID 


OJ991217_07.0114.C9 


\JCI1C IN U . 


43751 








Strand 




Start 


9892 








End 


10603 


Name 


OJ991217 07 


.0114 


.C9.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4731 








End 


4991 


GI 


none 








Score 


389 


Exons 


4731. .4769, 


4751 


. .4951, 


4752. 


.4991 




Seq. No. 


20952 








Seq. ID 


OJ991217_07.0114.-C9 


Gene No. 


43751 








Strand 




Start 


9892 








End 


10603 


Name . 


OJ991217 07 


.0114 


.C9.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


4731 








End 


5069 


GI 


none 








Score 


305 


Exons 


4731. .4763, 


4748, 


. .4951, 


4752. 


.5069 





Seq. No. 20952 Seq. ID OJ991217_07 . 0114 . C9 



21266 



VI \J • 


43751 


Strand 

ij Ol l\Jl 






Start 


9892 


End 


10603 




Name 


OJ991217 07.0114.C9.o3.gs 


Method 


GENSCAN 




Start 


9892 


End 


10603 




GI 


none 


Score 


.48 




Exons 


9892.. 10210, 10299.. 10603 








Seq. No. 


20952 


Seq. ID 


OJ991217_07.0114 


.C9 


Gene No. 


43751 


Strand 






Start 


9892 


End 


10603 




Name 


OJ991217 07.0114.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


9929 


End 


10483 




GI 


none 


Score 


42 




Exons 


9929.. 10060, 9931.. 10056, 


10056. .10172 


, 10066. .10167, 






10209. .10406, 10211.. 10483 








Seq. No. 


20952 


Seq. ID 


OJ991217_07.0114 


.C9 


Gene No. 


43751 


Strand 








9892 


End 


10603 




Name 


OJ991217 07.0114.C9.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9931 


End 


10483 




GI 


none 


Score 


45 




Exons 


9931.. 10056, 9959.. 10060, 


10056. .10172 


, 10066. .10167, 






10209. .10412, 10211.. 10483 








Seq. No. 


20952 


Seq. ID 


OJ991217_07.0114 


.C9 




43751 


St* rand 






Start 


9892 


End 


10603 




Name 


■ OJ991217 07.0114.C9.o3.tc 


Method 


TBLASTX: Cress 




Start 


10205 


End 


10480 




GI 


none 


Score 


194 




Exons 


10205. .10480 








Seq. No. 


20953 


Seq. ID 


OJ991217_05.0131 


.C2 


Gene No. 


43752 


Strand 


+ 




Start 


1 


End 


2459 




Name 


OJ991217 05 0131 C2 ol on 


Method 


AAT/GAP 




Start 


1 


End 


2290 




GI 


342 1.R1084 


Score 


3636 




Exons 


1..1612, 1731. .1835, 1945. 


.2290 






GI Descrip. 


, 4574406/gb|AAD24042.1| 0. 


0e+00 (AF121139) RIM2 protein 


[0: 




sativa] 1 








Seq. No. 


20953 


Seq. ID 


OJ991217_05.0131 


.C2 


Gene No. 


43752 


Strand 


+ ■ 




Start 


1 


End 


2459 




Name 


OJ991217 05.0131.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


969 




GI 


6742729 


Score 


1528 




Exons 


l'. .969 








GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 






Seq. No. 


20953 


Seq. ID 


OJ991217_05.0131 


.C2 


Gene No. 


43752 


Strand 


+ 




Start 


1 


End 


2459 




Name 


OJ991217 05.0131.C2.o2.gp 


Method 


AAT/GAP 




Start 


1 


End 


2282 





21267 




GI 342_1.R1084 Score 3620 

Exons 1..1612, 1731.. 1835, 1945.. 2282 

GI Descrip. ' 4574406/gb | AAD24042 . 1 | 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. No. 20953 

Gene No. 43752 - \.. 

Start 1 

Name OJ991217_05 . 0131 .C2 .o3.gp 

Start 1 

GI 342_1.R1084 

Exons 1..1612, 1731.. 1835, 1945, 

GI Descrip. ' 4574406/gb I AAD24042 . 1 1 0, 
sativa] 1 



Seq. ID 
Strand - 
End 

Method 
End 
Score 
.2459 

0e+00 (AF121139) 



OJ991217_ 
+ 

2459 
AAT/GAP 
2459 
3935 



05. 0131. C2 



RIM2 protein [Oryza 



Seq. No. 20953 Seq. -ID 

Gene No. 43752 Strand 

Start 1 End 

Name OJ991217_05 . 0131 . C2 . ol . gs Method 

Start 8 6 End 

GI none Score 

Exons 86.. 1528 



OJ991217_05.0131.C2 
+ 

2459 
GENSCAN 
1528 
.96 



Seq. No. 20953 
Gene No. . 43752 
Start 1 

Name OJ991217_05 . 0131 . C2 . ol . tw 

Start 136 
GI none 

Exons 136.. 1038, 137.. 1054, 1049. 

1100. .1159, 1138.. 1278, 1139. 
1361. .1453, 1387. .1452 



Seq. ID 
Strand 
End 

Method 
End 
Score 
,1093, 1053 



OJ991217_05.0131.C2 
+ 

2459 

TBLASTX: Wheat 

1453 

877 

,.1088, 1096. .1191, 



,1279, 1207. .1287, 1292. .1372, 



Seq. No. 


20953 




Seq. ID 


OJ991217_05.0131.C2 


Gene No. 


43752 




Strand 


+ 


Start 


1 




End 


2459 


Name 


OJ991217 


05.0131.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


179 




End 


493 


GI 


none 




Score 


316 


Exons 


179. .493, 


190. .465, 263. .493 






Seq. No. 


20953 




Seq. ID 


OJ991217_05.0131.C2 


Gene No. 


43752 




Strand 


+ 


Start 


1 




End 


2459 


Name 


OJ991217 


05.0131.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


420 




End 


871 


GI 


none 




Score 


175 


Exons 


420. .602, 


424. .861, 424. .867, 


428. .871, 434. .871 


Seq. No. 


20954 




Seq. ID 


OJ991217_05.0131.C3 


Gene No. 


43753 




Strand 


+ 


Start 


* 152 




End 


5273 


Name 


OJ991217 


05.0131.C3.ol.gs 


Method 


GENSCAN ' 


Start 


152 




End 


5268 


GI 


none 




Score 


.51 


Exons 


152. .250, 


454. .698, 1594. .3015 


, 3090.. 


3231, 3357.. 3499, 




3501. .4186, 4296.-4469, 4566.. 


4676, 4761. .4833, 4928. .5026 



21268 



5106. .5268 



Seq. No. 


20954 




Seq. ID 


OJ991217_05.0131.C3 


Gene No. 


43753 




Strand 


+ 


Start 


152 




End 


5273 


Name 


OJ991217 05 


.0131.C3.ol.np 


Method 


AAT/NAP 


Start 


1579 




End 


5273 


GI 


4680204 




Score 


1046 


Exons 


1579. .3015, 


3090.. 4186, 4296. 


.4469, 4566.-4785, 5136. .5273 


GI Descrip. 


(AF114171) 


hypothetical .protein [Sorghum bicolor] 


Seq. No. 


20954 




Seq. ID 


OJ991217_05.0131.C3 


Gene No. 


43753 




Strand 


+ 


Start 


152 




End 


5273 


Name 


OJ991217 05 


.pi.31-C3-ol.tw 


Method * 


TBLASTX: Wheat 


Start 


2222 




End 


2625 


GI 


none 




Score 


62 


Exons 


2222. .2362, 


2222.. 2332, 2224. 


.2460, 2224.-2373, 2325.-2492, 




2455. .2625 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20954 
43753 
152 

OJ991217_05.0131.C3.o2.tw 

4113 

none 



Seq. ID OJ991217_05.0131.C3 

Strand + 

End 5273 

Method TBLASTX : Wheat 

End 4 635 

Score 60 



4113. .4193, 4282. .4464, 4332. .4457, 4564. .4635 



Seq. ID OJ991217_05.0131.C4 

Strand 

End 522 

Method AAT/GAP 

End 105 

Score 167 



20955 
43754 
1 

OJ991217_05. 0131. C4 .ol.gp 
1 

LIB3477-003-P1-K1-E9 
1. .105 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ991217_05.0131.C4 

Strand 

End 522 

Method AAT/NAP 

End 522 

Score 501 



20955 
43754 
1 

OJ991217_05.0131.C4.ol.np 
1 

6006375 
1..172, 220.. 522 

(AP000559) Similar to ORF3 protein - rice tungro bacilliform 
virus &RTUORFS_2 (C40785) [Oryza sativa] 



20956 
43755 
384 

OJ991217_05. 0131. C7. ol.gp 
384 

LIB3475-010-P1-K1-A11 



Seq. ID OJ991217_05.0131-.C7 

Strand + 

End 1701 

Method AAT/GAP 

End 885 

Score 327 



384. .408, 518. .623, 697. .774, 848.-885 

, 5080816/gb|AAD39325.1|AC007258_14 1.0e-32 (AC007258) Putative 



21269 



ATPase [Arabidopsis thaliana] 1 

Seq. No. 20956 Seq. ID 

Gene No. 43755 Strand 

Start 384 End 

Name OJ991217 _05 . 0131 . C7 . o2 . gp Method 

Start 457 End 

GI LIB3475-010-P1-K1-A11 Score 

Exons 457.. 623, 697.. 774, 848.. 958 

GI Descrip. 1 5080816/gb| AAD39325 . 1 | AC007258_14 1 
ATPase [Arabidopsis thaliana] 1 



OJ991217_05. 013.1. C7 
+ 

1701 
AAT/GAP 
958 
446 

,0e-32 (AC007258) Putative 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20956 
43755 
384 

OJ991217_05.0131.C7.ol.np 
697 

5080816 



Seq. ID OJ991217_05.0131.C7 

Strand + 

End 1701 

Method AAT/NAP 

End 1701 

Score 454 



697. .774, 848. .964, 1383. .1530, 1613. .1701 
(AC007258) Putative ATPase [Arabidopsis thaliana] 



Seq. No. 20956 Seq. ID 

Gene No. 43755 Strand 

Start 384 End 

Name OJ9912 17_05 . 0131 . C7 . ol . gs Method 

Start 848 End 

GI none " Score 

Exons 848.. 964, 1383.. 1538 



OJ991217_05.0131.C7 
+ 

1701 
GENSCAN 
1538 
.63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20957 
43756 
1 

OJ991217_05.0131.C8.ol.np 
1 

5080816 



Seq. ID OJ991217_05.0131.C8 
Strand + 

4170 
AAT/NAP 
3595 
1995 



End 

Method 
End 
Score 

1..117, 202. .414, 820. .985, 1119. .1198, 1815. .2054, 2464. .2685, 

2759. ;2926, 3002.. 3364, 3461.. 3595. 

(AC007258) Putative ATPase [Arabidopsis ''thaliana] 



Seq. No. 20957 

Gene No. 43756 

Start 1 

Name OJ991217_05 . 0131 . C8 . ol . gs 

Start 202 

GI none 
Exons 



Seq. ID OJ991217_05.0131.C8 

Strand + 

End 4170 

Method GENSCAN 

End 4074 

Score .88 



202. .394, 1119. .1198, 1815. .2054, 2464. .2685, 2759. .2926, 
3002. .3364, 3461.. 3567, 3774.. 4074 



Seq. No. * 20957 

Gene No. 43756 

Start 1 

Name OJ991217_05 . 0131 . C8 . o4 . tm 

Start 253 

GI none 
Exons 



Seq. ID OJ991217_05.0131.C8 

Strand + 

End ' 4170 

Method TBLASTX : Mai ze 

End 1023 

Score 107 



253. .336, 254. .334, 255. .335, 334. .408, 336. .410, 828..983, 
828.. 995, 829.. 1005, 829.. .1023 



21270 



Seq. No. 20957 

Gene No. 43756 

Start 1 

Name OJ991217_05 . 0131 . C8 . o3 . ts 

Start 828 

GI none 
Exons 



Seq. ID OJ991217_05.0131.C8 

Strand + 

End 4170 

Method TBLASTX : Soybean 

End 1907 

Score 231 



828. .1004, 829. .1023, 829. .1023, 1117. .1197, 1118. .1198, 
1121. .1198, 1812. .1907 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20957 
43756 
1 

OJ991217_05.0131.C8.o3.tm 

1124 

none 



Seq. ID OJ991217_05.0131.C8 

Strand + 

End 4170 

Method TBLASTX : Mai ze 

End 2062 

Score " 104 



1124. .1198, 1126. .1194, 1815. .2054, 1817. .2062, 1818. .2057 



20957 
43756 
1 

OJ991217_05.0131.C8.ol.gp 
1821 
2312442 
1821.. 2054, 2464.. .2674 

5080816/gb|AAD39325.1|AC007258_14 2.0e-60 (AC007258) Putative 
ATPase [Arabidopsis thaliana] 



Seq. ID OJ991217_05.0131.C8 

Strand + 

End 4170 

Method AAT/GAP 

End 2674 

Score 862 



20957 
43756 
1 

OJ991217_05.0131.C8.ol.ts 

1910 

none 



Seq. ID OJ991217_05.0131.C8 

Strand + 

End 4170 

Method TBLASTX : Soybean 

End 3076 

Score 129 



1910. .2062, 1911. .2057, 2463.-2657, 2464. .2688, 2551. .2688, 
2750. .2926, 2755. .2922, 2999. .3076 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



20957 
43756 
1 

OJ991217_05.0131.C8.ol.tm 

2499 

none 



Seq. ID OJ991217_05.0131.C8 

Strand + 

End 4170 

Method TBLASTX : Mai ze 

End 3190 

Score 311 



2499. .2702, 2500. .2688, 2558. .2692, 2740. .2946, 2750. .2926, 
2758. .2934, 2999. .3190, 2999. .3184, 3001. .3189 



20957 
43756 
1 

OJ991217_05.0131.C8.o2.gp 
2786 

16650 1.R1084 



Seq. ID OJ991217_05.0131.C8 

Strand + 

End 4170 

Method AAT/GAP 

End 3582 

Score 1080 



2786.. 2926, 3002.. 3364, 3461.. 3582 

, 5080816/gbfAAD39325.1|AC007258_14 2.0e-77 (AC007258) Putative 
ATPase [Arabidopsis thaliana] ' 



20957 
43756 



Seq. ID OJ991217_05.0131.C8 
Strand + 



21271 



Start 


1 




End 


4170 




Name 


OJ991217 05.0131.C8.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2821 




End 


3124 




GI 


none 




Score . 


114 




Exons 


2821. .2934, 2837. .2926, 


2999. 


.3124, 3001. .3093 




Seq. No. 


20957 




Seq. ID 


OJ9912I7 


_05.0131.C8 


Gene No. 


43756 




Strand 


+ 




Start 


1 




End 


4170 




Name 


OJ991217 OS 0131 C8 o2 




Method 


TBLASTX: Soybean 


Start 


3182 




End 


4075 




GI 


none 




Score 


140 




Exons 


3182.. 3328, 3184.. 3333, 


3184. 


.3348, 3185. .3364, 


3454. .3531, 




3454.. 3555, 3458.. 3556, 


3761. 


.3832, 3777.. 3869, 


3778. .3867, 




3846.. '4061, 3871.. 4065, 


3884. 


.4075 






Seq. No. 


20957 




Seq. ID 


OJ991217 




Gene No. 


43756 




Strand 


+ 




U Lai L 


X 




End 


4170 




Name 


OJ991217 05.0131.C8.o2. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3297 




End 


4056 




GI 


none 




Score 


103 




Exons 


3297.. 3365, 3298.-3366, 


3299. 


.3364, 3449.. 3556, 


3457. .3585, 




3460. .3567, 3768. .4046, 


3778. 


.4056 






Seq. No. 


20957 




Seq. ID 


OJ991217 


_05.0131.C8 


Hprip Mo 

OC11C LNW • 


4 37S6 




Strand 


+ 




Start 


1 




End 


4170 




Name 


OJ991217 05.0131.C8.o3. 


gp 


Method 


AAT/GAP 




Start 


3889 ' 




End 


4170 




GI 


3767869 




Score 


513 




Exons 


3889.. 4170 










Seq. No. 


20958 




Seq. ID 


OJ991217 


05 0131 C9 


vJ C11C WW • 


4 3757 




Strand 






Start - 


181 




End 


899 




Name 


OJ991217 05.0131.C9.ol. 


gs 


Method 


GENSCAN 




Start 


181 




End 


769 




GI 


none 




Score 


.72 




Exons 


181.. 320, 604.. 769 










Seq. No. 


20958 




Seq. ID 


OJ991217 


_05.0131.C9 


Gene No. 


43757 . 




Strand 






Start 


181 




End 


899 




Name 


OJ991217 05.0131.C9.ol. 


np 


Method 


AAT/NAP 




Start 


604 




End 


899 




GI 


5111611 




Score 


77 




Exons 


604. .899 










GI Descrip. 


(AJ245900) CAA30375.1 protein 


• [Oryza sativa] 




Seq. No. 


20959 




Seq. ID 


OJ991217 


_05. 0131. C10 


Gene No. 


43758" 




Strand 


+ 




Start 


1 




End 


270 




Name 


OJ991217 05. 0131. C10. ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


270 




GI 


uC-osflcypl26fl0bl 




Score 


528 





Exons 



.270 



21272 



GI Descrip. ' 3915039/sp | Q4 114 4 | STC_RICCO 1.0e-15 SUGAR CARRIER PROTEIN C 
>gi_169718 (L08196) sugar carrier protein [Ricinus communis] 1 



Seq. ID - OJ991217_05.0131.C10 
Strand + 
End 27424 
Method GENSCAN 
End ' 27424 
Score .66 

5981, 7791. .8265, 8322. .8405, 8449. .8495, 9680. .9775, 
10058, 10488. .10543, 11359 .. 114 15, 11534 .. 11579, 
.12753, 12968. .13081, 13458 .. 13588, 13618 .. 14310, 
.14499, 14566. .14652, 15034 .. 15177, 17656 .. 17781, 
.19988, 20519. .20684, 22184 .. 22225, 23050 .. 23075, 
.26327, 26691. .26884, 274 11 .. 27424 . 



Seq. No. 20959 
Gene No. 43759 
Start 5919 

Name OJ991217J35 . 0131 . C10 . o2 . gs 

Start 5919 
GI none 
Exons 5919.. 

9989. . 

12652. 

14413. 

19723. 

26109, 



Seq. No. 


20959 




Seq. ID 


OJ991217JD5. 


0131 


.C10 


Gene No. 


43759 




Strand 


+ 






Start 


5919 




End 


27424 






Name 


OJ991217 05. 0131. C10 


. o3.np 


Method 


AAT/NAP 






Start 


13617 




End 


16796 






GI 


5852172 




Score 


88 






Exons 


13617. .13668, 16685. 


.16796 










GI Descrip. 


(AL117265) zhb0002.1 


[Oryza 


sativa] 








Seq. No. 


20959 




Seq. ID 


OJ991217_05. 


0131 


.C10 


Gene No. 


43759 




Strand 


+ 






Start 


5919 




End 


27424 






Name 


OJ991217 05. 0131. C10 


. 06 . gp 


Method 


AAT/GAP 






Start 


20752 




End 


20832- ' 






GI 


LIB3477-003-P1-K1-E9 




Score 


114 






Exons 


20752. .20832 












GI Descrip. 


, 2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S 


I) >gi 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] * 












Seq. No. 


20959 




Seq. ID 


OJ991217_05. 


0131 


.C10 


Gene No. 


43760 




Strand 


+ 






Start 


28960 




End 


29638 






Name 


OJ991217 05.0131.C10 


. o3.gs 


Method 


GENSCAN 






Start 


28960 




End 


29622 






GI 


none 




Score 


. .8 






Exons 


28960. .29622 












Seq. No. 


20959 




Seq. ID 


OJ991217JD5. 


0131 


.C10 


Gene No. 


43760 




Strand 


+ 






Start 


28960 




End 


29638 






Name 


OJ991217 05. 0131. C10 


. o4 . np 


Method 


AAT/NAP 






Start 


28987 




End 


29638 






GI 


3335359 




Score 


417 






Exons 


28987. .29638 












GI Descrip. 


(AC003028) unknown protein 


[Arabidopsis thaliana] 






Seq. No. 


20959 




Seq. ID 


OJ991217_05. 


0131 


.C10 


Gene No. 


43761 




Strand 








Start 


4091 




End 


4844 






Name 


OJ991217 05. 0131. C10 


. o 1 . np 


Method 


AAT/NAP 







21273 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4091 End 4844 

5823278 Score 413 

4091. .4844 

(AF175270) osmotin-like protein [Benincasa hispida] 

20959 Seq. ID OJ991217_05 . 0131 . CIO 

43761 Strand 

4091 End 4844 

OJ991217_05 . 0131 . C10 . o2 . gp Method AAT/GAP 
4553 End 4823 

2442546 Score 490 

4553. .4823 

2501182/sp|Q41350|OLPl_LYCES 1.0e-08 OSMOTIN-LIKE PROTEIN 

PRECURSOR >gi_2129934_pir JC5237 osmotin-like protein - tomato 

>gi_1220537 (L76632) osmotin-like protein [Lycopersicon 
esculentum] 

20959 Seq. ID OJ991217_05 . 0131 . C10 

43762 Strand 

12709 End 13071 

OJ991217_05. 0131. C10. o4.gp Method AAT/GAP 
12709 End * 13071 

20886_2.R1084 Score 539 

12709.. 13071 

'5257255/dbj | AP000364 . 1 1 AP000364 8.0e-24 Oryza sativa genomic 
DNA/ chromosome 8, clone : P0026F07 1 



Seq. No. 20959 

Gene No. 43763 

Start 13161 

Name OJ991217_05 . 0131 .C10 . ol . ts 

Start 4085 

GI none 

Exons 4085.. 4156, 4142.. 4261, 4310. 

4472. .4567, 4485. .4568, 4610. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4369, 4412 
.4768, 4611 



OJ991217 05. 0131. C10 



14536 

TBLASTX : Soybean 
4768 
47 

4456, 4422. .4460, 
4661, 4683. .4766 



Seq. No. 


20959 






Gene No. 


43763 






Start 


13161 






Name 


OJ991217 05 


.0131. 


ClO.ol 


Start 


4142 






GI 


none 






Exons 


4142. .4261, 


4308. 


.4367, 




4484. .4567, 


4485. 


.4568, 


Seq. No. 


20959 






Gene No. 


43763 






Start 


13161 - 






Name 


OJ991217 05 


.0131. 


ClO.ol 


Start 


4305 






GI 


none 






Exons 


4305. .4382, 


4310. 


.4381, 


Seq. No. 


20959 






Gene No. 


43763 






Start 


13161 






Name 


OJ991217 05 


.0131. 


C10.o2 



Seq. ID OJ991217_05. 0131. C10 
Strand 

End 14536 
.tc Method TBLASTX : Cress 

End 4 768 . 

Score 41 
4310. .4369, 4412. .4456, 4425. .4460, 
4589. .4768, 4611. .4766 

Seq. ID OJ991217_05. 0131. C10 
Strand 

End 14536 

,tm Method TBLASTX : Maize 

End 4618 

.Score 100 
4383.. 4586, 4385.. 4618 

Seq. ID OJ991217_05. 0131. C10 
Strand 

End 14536 . 

.tm Method TBLASTX: Maize 



21274 




Start 


4619 


End 


4808 




GI 


none 


Score 


227 




Exons 


4619. .4807, 4620. .4808 








Seq. No. 


20959 


Seq. ID 


- 

OJ991217_05.0131 


.C10 


Gene No. 


43763 


Strand 






Start 


13161 


End 


14536 




Name 


OJ991217 05.0131.C10.o2.np 


Method 


AAT/NAP 




Start 


13161 


End 


14499 




GI 


6907106 


Score 


373 




Exons 


13161. .13406, 13517. .13639, 


14057. .14499 




GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 




Seq. ID 


OJ991217JD5.0131 


.C10 


bene imo . 


A "5*7 
HOI DO 


Strand 






Start 


IjlDi 


End 


14536 




Name 


ujyyizi/ uo . ui ji . Liu . oo . gp 


Method 


AAT/GAP 




Start 


13805 


End 


14536 




GI 


2442756 


Score 


443 




Exons 


13805. .13848, 14335. .14536 








Seq. No. 


20959 


Seq. ID 


OJ991217_05.0131 


.C10 


Gene No. 


43764 


Strand 






OLaX U 


29014 


End 


29631 




Name 


OJ991217 05.0131.C10.o2.ts 


Method 


TBLASTX : Soybean 




Start 


29014 


End 


29631 




GI 


none 


Score 


118 




Exons 


29014. .29142, 29028 .. 2914 1, 


29239. .29328, 29253.-29327, 






29374. .29454, 29557.. 29631 








Seq. No. 


20960 


Seq. ID 


OJ991217_05.0131 


.Cll 


Gene No. 


43765 


Strand 


+ 




u Lai L 


1 


End 


1944 




Name 


OJ991217 05.0131.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1944 




GI 


6006882 


Score 


811 




Exons 


1..20, 553. .1403, 1883. .1944 






GI Descrip. 


(AC008153) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


20960 


Seq. ID 


OJ991217_05.0131 


.Cll 




43765 


Strand 


+ 




Start 


1 


End 


1944 




Name 


OJ991217 05.0131.Cll.ol.gs 


Method 


GENSCAN 




Start 


589 


End 


1474 




GI 


none 


Score 


.49 




Exons 


589. .1233, 1247. .1474 








Seq. No.. . 


20960 


Seq. ID 


OJ991217_05.0131 


.Cll 


Gene No. 


43766 


Strand 


+ 




Start 


1973 


.End 


2384 




Name 


OJ991217 05.0131.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1973 


End 


2384 




GI 


68204 1.R1084 


Score 


720 




Exons 


1973.. 2384 








GI Descrip. 


'2435511 1.0e-48 (AF024504) 


contains similarity to prolyl 




4-hydroxylase alpha subunit 


[Arabidopsis thaliana] ' 





21275 




Seq. No. 


20960 








43767 






Start 


1779 






Name 


OJ991217 05 


.0131 


.Cll.ol 


Start 


541 






GI 


none 






Exons 


541.. 567, 577.. 759, 838 




1253. .1402, 


1273 


. .1401 


O C *J • liU i 


20960 






Gene No. 


43767 






Start 


1779 






Name 


OJ991217 05 


.0131 


.Cll.o4 


Start 


650 






GI 


none 






Exons 


650.. 685, 670.. 768, 670 




20960 






Gene No. 


43767 






Start 


1779 






Name 


O.TQQ1 7M OR 


oi 

. \J X J X 


PI 1 n9 


Start 


j j j 






GI 


none 






Exons 


939 12?-6 


940. . 


1227, 1 




\J .7 D \J 






Gene No. 


43767 






Start 


1779 






Name 


D.TQQI 917 os 




ri 1 oi 

■ \s X X . Ul 


Start 


1 01 s ~~ 
x u x J 






GI 


none 






Exons 


i oi s 1 

1U1J . . X Z. vJ v) , 


1 1 4 ^ 


1914 

• . X Z. X *i , 


Seq. No. 


20960 






UC 11C IN ^ . 


43767 






Start 


1779 






Name 


OJ991217 05 


.0131 


.Cll.ol 


Start 


1324 






GI 


none 






Exons 


1324. .1353, 


1328 


. .1357, 




2264. .2647, 


2268 


. .2648 


Seq. No. 


20960 








43767 






Start 


1779 






Name 


OJ991217 05 


.0131 


.Cll.o2 


Start 


1779 






GI 


none 






Exons 


1779. .1821, 


2273 


. .2579, 




5329. .5433, 


5517 


. .5574, 


Seq. No. 


20960 






Gene. No. 


43767 






Start 


1779 






Name 


OJ991217 05 


.0131 


.Cll.o3 


Start 


2269 








Seq. ID OJ991217_05.0131.C11 
Strand 

End 5837 

.ts Method TBLASTX: Soybean 

End 1402 

Score 37 
..1224, 948.. 1055, 1149.. 1223, 



Seq. ID OJ991217_05.0131.C11 
Strand 

End 5837 

.tm Method TBLASTX : Maize 

End 939 

Score 56 
..687, 678. .761, 838. .939, 840. .938 

Seq. ID OJ991217_05.0131.C11 
Strand 

End 5837 

.tm Method TBLASTX : Maize 

End 1315 

Score 445 
171. .1314, 1172. .1315 

Seq. ID OJ991217_05.0131.C11 
Strand 

End 5837 

.tc Method TBLASTX: Cress 

End 1402 

Score 280 
1151. .1276, 1276. .1401, 1277. .1402 

Seq. ID OJ991217_05.0131.C11 
Strand 

End 5837 

.tm Method TBLASTX :Maize 

End 2648 

Score 43 
1351. .1431, 1352.'. 1435, 2263. .2598, 



Seq. ID OJ991217_05.0131.C11 
Strand 

End 5837 

.gs Method GENSCAN 

End 5837 

Score .88 
2789..2849, 2930. .3105, 3199. .3256, 
5680. .5837 , 

Seq. ID OJ991217_05.0131.C11 
Strand 

End 5837 

.ts Method TBLASTX : Soybean 

End 2585 



21276 



GI 

Exons 



none Score 117 

2269.. 2400, 2279.. 2404, 2282.. 2401, 2393.. 2581, 2419.. 2583, 
2454. .2585 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20960 
43767 
1779 

OJ991217_05.0131.Cll.o2.np 

2278 

6437556 



Seq. ID OJ991217_05.0131.C11 
Strand 

End 5837 

Method AAT/NAP 

End 5816 

Score 696 



2278.-2579, 2923. .3105, 3199. .3256, 5329. .5433, 5517. .5574, 
5680. .5816 



GI Descrip. (AC011623) unknown protein [Arabidopsis thaliana] 



Seq. No. 20960 
Gene No. 43767 
Start 1779 

Name OJ991217_05 . 0131 . Cll . o2 . tc 

Start 2278 
GI none 
Exons 2278.. 2400, 

2930. .3106, 

5348. .5434, 



2285..239S, 2288. 
2931.. 3107, 3203. 
5517. .5582, . 5533. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.2404, 2423, 
.3259, 3204. 
.5577 



OJ991217_05. 0131. Cll 
5837 

TBLASTX: Cress 
5582 
95 



.2581, 2434, 
,3257, 5335, 



.2586, 
.5433, 



Seq. No. 

Gene^'No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20960 ' Seq. ID OJ991217_05 . 0131 . Cll 

43767 Strand 

1779 End 5837 

OJ991217_05. 0131. Cll. o2.gp Method AAT/GAP 

2422 End 5727 

3762086 Score 1183 

2422. .2579, 2789. .2849, 2930. .3105, 3199. .3256, 5329.-5433, 
5517.. 5574, 5680.. 5727 

2435511 1.0e-48 (AF024504) contains similarity to prolyl 
4-hydroxylase alpha subunit [Arabidopsis thaliana] 



20960 
43767 
1779 

OJ991217_05. 0131. Cll. o3.tm 

2785 

none 



Seq. ID OJ991217_05.0131.cn 
Strand 

End 5837 

Method TBLASTX: Maize 

End 5720 

Score 99 



2785.. 2850, 2789.. 2851, 2790.. 2849, 2791 2850, 2917 .. 3102, 

2930.. 3106, 2931.. 3107, 3200.. 3259, 3201.. 3260, 5327.-5434, 

5327. .5395, 5329.-5433, 5509. .5583, 5512. .5574, 5517. .5594, 

5517. .5582, 5678. .5716, 5679. .5720, 5688. .5720 



Seq. No. 20960 
Gene No. 43767 
Start 1779 

Name OJ991217_05 . 0131 . Cll . o2 . ts 

Start 2805 
GI none 

Exons 2805.. 2846, 2806.. 2847, 2918 

3203.. 3259, 3204.. 3266, 5327 
5688. .5720 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 05. 0131. Cll 



5837 

TBLASTX: Soybean 
5720 
56 

.3109, 2934. .3107, 2979. .3119, 
.5434, 5329. .5433, 5517. .5576, 



Seq. No. 



20961 



Seq. ID OJ991217_05.0131.C13 



21277 






43768 








. Strand 






Start 


269 








End 


2017 




Name 


OJ991217 05. 


0131. 


C13.ol 


.gs 


Method 


GENSCAN 




Start 


269 








End 


2017 




GI 


none 








Score 


.92 




Exons 


269. .551, 614. .876, 1001. .1763, 1863.. 


,2017 




Seq. No. 


?nqfii 










OJ991217 


_05.0131.C13 


















Start 


_> O J. 








End 


3.54 9 




Name 




0131. 


C13.o2 


. gs 


Method 


GENSCAN 




Start 


3281 








End 


3549 




GI 


none 








Score 


.91 




Exons 


3281. .3395, 


3500. 


.3549 










Seq. No. 


20961 








Seq. ID 


* OJ991217 


_05.0131.C13 


Gene No. 


43770 








Strand 


+ 




Start 


7218 








End 


13929 




Name 


OJ991217 05. 


0131. 


C13.o4 


.gs 


Method 


GENSCAN 




Start 


7218 








End 


13929 




GI 


none 








Score 


.62 




Exons 


7218. .7461, 


7543. 


.7805, 


7903 


..8464, 9469. .9617, 


9931. .10138, 




10258. .10541 


., 10696. .11794, 


12717. .12847, 12926 


. .13282, 




13718. .13929 












Seq. No. 










Seq. ID 


OJ991217 


_05.0131.C13 


Gene No. 










Strand 








4668 








End 


6840 




Name 


OJ991217 05. 


0131. 


C13.o3 


.gs 


Method 


GENSCAN 




Start 


4668 








End 


6840 




GI 


none 








Score 


.61 




Exons 


4668. .5219, 


5298. 


.5419, 


5495 


..5653, 5952.. 6238, 


6383. .6583, 




6770. .6840 














Seq. No. 


20961 








Seq. ID 


OJ991217 


_05.0131.C13 


Gene No. 


43771 








Strand 






OLQ1 l 


4668 








End 


6840 




Name 


OJ991217 05. 


0131. 


CI T.ol 


.tm 


Method 


TBLASTX: i 


Maize 


Start 


4686 








End 


5595 




GI 


none 








Score 


124 




Exons 


4686. .4769, 


4974. 


.5003, 


5115 


..5186, 5178. .5222, 


5298. .5588, 




5301. .5594, 


5350. 


.5595 










Seq. No. 


20962 








Seq. ID 


OJ991217 


_05.0131.C14 


UCJIC ViKj . 


43772 








Strand 


+ 




Start 


6741 








End 


7392 




Name 


OJ991217 05. 


0131. 


C14.o2 


.gs 


Method ' 


GENSCAN 




Start 


6741 








End 


7392 




GI 


none 








Score 


.59 




Exons 


6741. .6839, 


7258. 


.7392 










Seq. No. 


20962 








Seq. ID 


OJ991217 


_05.0131.C14 


Gene No. 


43773 








Strand 






Start 


9351 








End 


10100 




Name 


OJ991217 05. 


0131. 


C14.o3 


.gs 


Method 


GENSCAN 




Start 


9351 








End 


10100 




GI 


none 








Score 


.55 





21278 




Exons 9351.. 9418, 10076.. 10100 



Seq. No. 


20963 




Seq. ID 


OJ991217_05 


.0131 


.C15 


Gene No. 


43774 




Strand 


+ 






Start 


479 




End 


846 






Name 


OJ991217 05.0131.C15.ol. 


gs 


Method 


GENSCAN 






Start 


479 




End 


846 






GI 


none 




Score 


.44 






Exons 


479. .846 












Seq. No. 


20964 




Seq. ID 


OJ991217_05 


.0131 


.C16 


Gene No. 


43775 




Strand 


+ 






OLdi L 






End 


3775 






Name 


OJ991217 05.0131.C16.ol. 


np 


Method 


AAT/NAP 






Start 


3693 




End 


3775 






GI 


6630699 




Score 


84 






Exons 


3693. .3775 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 








gi| 6721536 |dbj IBAA8 9566. 


11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 














£. \J -7 O *i 




Seq. ID 


OJQ 91217 05 


.0131 


.C16 


Gene No. 


43776 




Strand 


+ ~ 






Start 


3909 




End 


4335 






Name 


OJ991217 05.0131.C16.o2. 


np 


Method 


AAT/NAP 






Start 


3909 




End 


4335 






GI 


6539570 




Score 


164 






Exons 


3909. .4102, 4262. .4335 












GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


20964 




Seq. ID 


OJ991217_05 


.0131 


.C16 


Gene No. 


43777 




Strand 


- 






Start 


222 




End 


4102 






Name 


OJ991217 05.0131.C16.ol. 


gs 


Method 


GENSCAN 






Start 


222 




End 


4102 






GI 


none 




Score 


.6 






Exons 


222.. 599, 765.. 979, 2058 


. . 


2178, 3322.. 


3401, 4057.. 


4102 




Seq. No. 


20965 




Seq. ID 


OJ991217_05 


.0131 


.C17 


Gene No. 


43778 




Strand 


+ 






Start 


426 




End 


833 






Name 


OJ991217 05.0131.C17.ol. 


gs 


Method 


GENSCAN 






Start 


426 




End 


833 






GI 


none 




Score 


.79 






Exons 


426..833 












Seq. No. 


20965 




Seq. ID 


OJ991217_05 


.0131 


.C17 


Gene No. 


43779 




Strand 


- 






Start 


1464 




End 


2080 






Name 


OJ991217 05.0131.C17.o2. 


gs 


Method 


GENSCAN 






Start 


1464 




End 


2080 






GI 


none 




Score 


.47 






Exons 


1464. .1523, 1536. .1655, 


2045. .2080 








Seq. No. 


20965 




Seq. ID 


OJ991217_05 


.0131 


.C17 


Gene No. 


43780 




Strand 








Start 


2335 




End 


2467 







21279 



AAT/GAP 
2467 
231 



Name OJ991217_05.0131.C17.ol.gp Method 

Start 2335 End 

GI 35479_1.R1084 Score 

Exons 2335.. 2467 

GI Descrip. 1 2982431/emb| CAA18239 . 1 | 2.0e-31 (AL022224) 
repeat-like protein (Arabidopsis thaliana] 1 



leucine rich 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20966 Seq. ID 

43781 Strand 

837 End 
OJ991217_05.0131.C18.ol.gs Method 

837 End 

none Score 

837.. 885, 1789.. 1850 



20966 
43782 
3045 

OJ991217_05.0131.C18.o2.gs 
3045 
none 

3045. .3125, 3277. 
4690. .4818, 4931. 



,3450, 



Seq.- ID 
Strand 
End 

Method 
End 
Score 
3843. .3885, 



OJ991217_05.0131.C18 
+ 

1850 
GEN SCAN 
1850 
.7 



OJ991217 05.0131.C18 



6434 
GENSCAN 
6434 
.87 

4077. .4221, 



4301. .4409, 



,5027, 5634. .5698, 6270.. 6434 



Seq. No. - 20966 

Gene No. 43782 

Start 3045 

Name OJ991217_05 . 0131 .C18 .o2 . tm 

Start 3340 

GI none 

Exons 3340.. 3450, 3341.. 3451, 3341. 

4077. .4217, 4081. .4218 



OJ991217_05.0131.C18 
6434 

TBLASTX: Maize 

4219 

169 



Seq. ;>1D 
Strand 
End 

Method 
End 
Score 

.3451, 3843. .3887, 4076. .4219, 



Seq. No. 20966 Seq. ID 

Gene No. 43782 Strand 

Start 3045 End 

Name OJ991217_05 , 0131 . C18 . ol . np Method 

Start 4063 End 

GI 1176814 Score 

Exons 4063.. 4221, 4301.. 4409, 4690 
GI Descrip. 



OJ991217_05.0131.C18 

6434 
AAT/NAP 
5722 
308 



4818, 4931.. 5027, 5634.. 5722 
HYPOTHETICAL 31.3 KD PROTEIN IN AGAI-MTR INTERGENIC REGION 
(F286) gi|606086|gb|AAA57949.1| (U18997) ORF_f286 [Escherichia 
coli] gi | 1789535 (AE000395) orf, hypothetical protein 
[Escherichia coli] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20966 
43782 
3045 

OJ991217_05.0131.C18.ol.tm 

4688 

none 

4688. .4789, 
4925. .5029, 
5635. .5700 



4690. .4818, 
4926. .5033, 



4691. 
4932. 



OJ991217_05.0131.C18 
6434 

TBLASTX: Maize 

5700 

125 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4777, 4855. .4902, 4910.. 5029, 
.5033, 5633. .5698, 5634. .5699, 



Seq. No. 
Gene No. 



20967 
43783 



Seq. ID 
Strand 



OJ991217 05.0131.C19 



21280 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ991217_05.0131.C19.ol.np 
1 

1360613 
1..32, 192. .417, 662. .679 

(X97304) ORF V [Strawberry vein banding virus] 



End 

Method 
End 
Score 



679 

AAT/NAP 
679 
152 



Seq. ID OJ991217_05.0131.C19 

Strand + 

End -679 

Method AAT/NAP 

End 679 

Score 177 



20967 
43783 
1 

OJ991217_05.0131.C19.o2.np 
437 

6006374 
437. .679 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



Seq. ID OJ991217_05.0131.C20 

Strand + 

End 3542 

Method AAT/NAP 

End 1422 

Score 2027 



20968 
43784 
1 

OJ991217_05.0131.C20.ol.np 
1 

6006374 
1. .1422 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



20968 
43784 
1 

OJ991217_05.0131.C20.o2.np 
1 

6006374 



Seq. ID OJ991217_05.0131.C20 

Strand + 

End 3542 

Method AAT/NAP 

End 3363 

Score 2024 



1..1432, 2203.. 2239, 3320.. 3363 

(AP000559) Similar to Rice tungro bacilliform virus; reverse 
transcriptase (D10774) [Oryza sativa] 



20968 
43784 
1 

OJ991217_05.0131.C20.ol.gs 

163 

none 



Seq. ID OJ991217_05.0131.C20 



Strand 
End 

Method 

End 

Score 



+ 

3542 
GEN SCAN 
3476 
.57 



.163. .1315, 1867.. 2436, 2701. .3476 



20968 
43784 
1 

OJ991217_05.0131.C20.o3.np 
2232 
6006375 
2232. .3542 

(AP000559) Similar to ORF3 protein - rice tungro bacilliform 
virus &RTUORFS_2 (C40785) [Oryza sativa] 



Seq. ID OJ991217_05.0131.C20 

Strand + 

End 3542 

Method AAT/NAP 

End 3542 

Score 2057 



20968 
43784 



Seq. ID OJ991217_05.0131.C20 
Strand + 



21281 




Start 


1 End 


3542 


Name 


OJ991217 05.0131.C20.ol.tw Method 


TBLASTX: Wheat 


Start , 


2334 End 


2618 


GI S 


- none Score 


205 


Exons 


2334. .2618 




Seq. No. 


20969 Seq. ID 


OJ991217_05 . 0131 . C21 


Gene No. 


43785 Strand 


+ 


Start 


1 End 


89 


Name 


OJ991217 05.0131.C21.ol.np Method 


AAT/NAP 


Start 


1 End 


89 


GI 


6006375 Score 


123 


Exons 


1. .89 




GI Descrip. 


(AP000559) Similar to ORF3 protein - : 


rice tungro bacilliform 




virus &RTU0RFS_2 (C40785) [Oryza sativa] 


Seq. No. 


20969 Seq. ID 


OJ991217_05.0131.C21 


Gene No. 


43786 Strand 


+ 


Start 


1662 End 


1933 


Name 


OJ991217 05.0131.C21.o3.np Method 


AAT/NAP 


Start 


1662 End 


1933 


GI 


6006374 Score 


383 


Exons 


1662. .1933 




GI Descrip. 


(AP000559) Similar to Rice tungro bacilliform virus; reverse 




transcriptase (D10774) [Oryza sativa] 




Seq. No. 


20969 Seq. ID 


OJ991217_05.0131.C21 


Gene No. 


43787 Strand 




Start 


448 End 


986 


Name 


OJ991217 05.0131.C21.ol.gp Method 


AAT/GAP 


Start 


448 End 


975 


GI 


21466 1.R1084 Score 


961 


Exons 


448. .975 





GI Descrip. ' 6006355/dbj | AP000559. 1 | AP000559 0.0e+00 Oryza sativa genomic 



DNA, chromosome 6, clone : P04 93C11 ' 



Seq. No. 


20969 


Seq. ID 


OJ991217_05. 


0131.C21 


Gene No. 


43787 


Strand 






Start 


448 


End 


986 




Name 


OJ991217 05.0131.C21.ol.gs 


Method 


GENSCAN 




Start 


743 


End 


986 




GI 


none 


Score 


.76 




Exons 


743. .877, 905. .986 








Seq. No. 


20970 


Seq. ID 


OJ991217_05. 


0131. C22 


Gene No. 


43788 


Strand 


+ 




Start 


1 


End 


2950 




Name 


OJ991217 05-0131. C22.ol-np 


Method 


AAT/NAP 




Start 


1 


End 


1933 




GI 


6006374 


Score 


3174 




Exons 


1. .1933 








GI Descrip. 


(AP000559) Similar to Rice 


tungro bacilliform virus 


; reverse 




transcriptase (D10774) [Oryza sativa] 






Seq. No. 


20970 


Seq. ID 


OJ991217_05. 


0131. C22 


Gene No. 


43788 


Strand 


+ 




Start 


1 . 


End 


2950 





21282 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



# 



OJ991217_05.0131.C22.ol.gs Method 
153 End 
none Score 
153.. 371, 1014.. 1930, 2852.. 2950 



GENSCAN 

2950 

.45 



20971 
43789 
1 

OJ991217_05.0131-C23.ol.np 
1 

5441880 



Seq. ID OJ991217_05.0131.C23 
Strand 

3376 
AAT/NAP 
3376 
1737 



End 

Method 
End 
Score 

1..27, 604. .711, 1313. .1633, 1892. .1923, 2365. .3376 
(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



20971 
43789 
1 

"OJ991217_05.0131.C23.ol.tw 

2138 

none 



Seq. ID OJ991217_05.0131.C23 
Strand 

End 3376 

Method TBLASTX : Wheat 

End 2515 

Score 65 



2138. .2311, 2149. .2289, 2244. .2312, 2336. .2512, 2361. .2513, 
2366. .2515 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20971 
43789 
1 

OJ991217_05.0131.C23.ol.tm 

2213 

none 



Seq. ID OJ991217_05.0131.C23 
Strand 

End 337 6 

Method TBLASTX : Maize 

End 2809 

Score 181 



2213.. 2284, 2331.. 2630, 2342.. 2809, 2682.. 2804 



20972 
43790 ' 
306 

OJ991217_05.0131.C24.ol.gs 

306 

none 



Seq. ID OJ991217_05.0131.C24 

Strand + 

End 6001 

Method GENSCAN 

End 6001 

Score .77 



306. .463, 1405. .2161, 2509. .2595, 2680. .2763, 2845. .2931, 
3019. .3105, 3584. .3637, 3718. .3809, 3898. .4012, 4094. .4244, 
4380.. 4521, 5265.. 5385, 5849.. 6001 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 
Start 



20972 
43790 
306 

OJ991217_05.0131.C24.ol.np 
306 

6735375 



Seq. ID OJ991217_05.0131.C24 

Strand + . 

End 6001 

Method AAT/NAP 

End 4525 

Score 1943 



306. .463, 1405. .2161, 2509. .2595, 2680. .2763, 2845. .2931, 
3019. .3111, 3584. .3637, 3718. .3809, 3898. .4012, 4094. .4244, 
4380. .4525 

(AL137082) putative protein [Arabidopsis -thaliana] 



20972 
43790 
306 



Seq. ID OJ991217_05.0131.C24 
Strand + 
End 6001 



21283 



• m 



Name 


OJ991217 05.0131 


.C24.ol 


.gp 


Method 


AAT/GAP 


Start 


4438 






End 


5228 


GI 


none 






Score 


805 


Exons 


4438.. 4533, 4904 


. .5228 








Seq. No. 


20972 






Seq. ID 


OJ991217_05.0131.C24 




43791 






Strand 


+ 


Start 


8743 






End 


11607 


Name 


OJ991217 05.0131 


.C24.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


306 






End 


1582 


GI 


none 






Score 


225 


Exons 


306. .464, 306. .488, 314 


. .529, 


1406. . 1582, 1408. .1578 


Seq. No. 


20972 






Seq. ID 


OJ991217_05 . 0131 . C24 




43791 






Strand 


+ 


Start 


8743 






End 


11607 


Name 


OJ991217 05.0131 


.C24.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


320 






End 


1582 


GI 


none 






Score 


129 


Exons 


320. .403, 321. .404, 390 


. .464, 


405. .488 


, 1405. .1578, 1406. .1582 


Seq. No. 


20972 






Seq. ID 


OJ991217_05.0131.C24 


Gene No. 


43791 






Strand 


+ 


Start ■ 


8743 - 






End 


11607 


Name 


OJ991217 05* 0131 


.C24.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


390 ~~ 






End 


2870 


GI 


nunc 






Score 


104 


Exons 


qn 47^ 1 ^ft 1 

J .7 VJ . • *s t -J i IJOlt • 


1686, 1406.. 1582, 1711 


..1959, 1712. .1960, 




1984 216^ 1991 


. .2164, 


2506. 


.2601, 2526.. 2600, 2677.. 2766, 




JfilQ ?7fi^ 


. .2868, 


2844. 


.2870 




Seq. No. 


20972 






Seq. ID 


OJ991217_05.0131.C24 


Gene No. 


43791 






Strand 


+ 


Start 


8743 






End 


11607 


Name 


OJ991217 05.0131 


.C24.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


1678 






End 


2150 


GI 


none 






Score 


188 


Exons 


1678. .1968, 1681 


. .1911, 


1685. 


.1954, 1713.. 1961, 1958.. 1996, 




1991.. 2149, 1993 


. .2148, 


1994. 


.2149, 1995.. 2150 


Seq. No. 


20972 






Seq. ID 


OJ991217_05.0131.C24 


Gene No. 


43791 






Strand 


+ 


Start 


8743 






End 


11607 


Name 


OJ991217 05.0131 


.C24.o2 


.tc 


Method 


TBLASTX: Cress 


Start 


2075 






End- 


3119 


GI 


none 






Score 


136 


Exons 


2075. .2164, 2078 


. .2164, 


2506. 


.2622, 2508.. 2597, 2677.. 2766, 




2679.. 2765, 2842 


. .2931, 


2842. 


.2931, 2844..2933, 2844.. 2933, 




3010.. 3105, 3013 


. .3105, 


3015. 


.3107, 3018. .3119 


Seq. . No . 


20972 






Seq. ID 


OJ991217_05.0131.C2-4 


Gene No. 


43791 






Strand 


+ 


Start 


'8743 






End 


11607 


Name 


OJ991217 05.0131 


.C24.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


2506 






End 


4015 


GI 


none 






Score 


168 


Exons 


2506.. 2601, 2507 


. .2602, 


2508. 


.2603, 2676.-2765, 2677.-2766, 



21284 



2677.. 2763, 2679.. 2765, 2842.. 2931, 2842.. 2928, 2844.. 2933, 

3010.. 3105, 3013.. 3105, 3018.. 3116,. 3027.. 3116, 3583.. 3639, 

3584.. 3640, 3585.. 3650, 3702.. 3809, 3703.. 3807, 3716.. 3817, 

3891. .4013, 3895. .4014, 3896. .4015 





£. \J J 1 C. 






Seq. ID 


OJ991217 05.0131.C24 


Gene No. 


43791 






Strand 


+ 


Start 


8743 






End 


11607 


Name 


OJ991217 05 


.0131.C24.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


2872 






End 


4504 


GI 


none 






Score 


74 


Exons 


2872. .2931, 


3010. .3105, 


3013 


..3105, 3017. .3115, 3017. .3115, 




3583. .3639, 


3583. .3639, 


3584 


..3640, 3584. .3649, 3702. .3800, 




3702. .3809, 


3703. .3807, 


3895 


..4014, 3896. .4015, 4093.. 4134, 




4 HQ4 4 1 Sfi 


4 1 494 ? 


4 1 ^0 


. .4255, 4145. .4255';-' 4156. .4257, 




4158. .4256, 


4362. .4475, 


4377 


..4475, 4433. .4504, 4441. .4500 


Seq. No. 


20972 






Seq. ID 


OJ991217_05.0131.C24 


Gene No. 


43791 






Strand 


+ 


Start 


8743 






End 


11607 


Name 


OJ991217 05 


.0131.C24.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


4077 






End 


5149 




none 






Score 


109 


Exons 


4077. .4160, 


4093. .4161, 


4094 


..4159, 4154. .4255, 4155. .4244, 




4157. .4255, 


4377. .4526, 


4433 


..4531, 4441. .4533, 5093. .5149 


Seq. No. 


20972 






Seq. ID 


OJ991217_05.0131.C24 


Gene No. 


43791 






Strand 


+ 


Start 


8743 






End 


11607 


Name 


OJ991217 05 


.0131.C24.o2. 


gs 


Method 


GENSCAN 


Start 


8743 






End 


11527 


GI 


none 






Score 


.66 




8743. .8945, 


10790. .10871 


, 10971. .11081, 


11431. . 11527 


Seq. No. 


20972 






Seq. ID 


OJ991217_05.0131.C24 


Gene No. 


43791 






Strand 


+ 


Start 


8743 






End 


11607 


Name 


OJ991217 05 


.0131.C24.o2. 


np 


Method 


AAT/NAP 


Start 


8797 






End 


11607 


GI 


5080816 






Score 


601 


Exons 


8797. .8952, 


10269. .10334 


, 10601. .10662, 


10790. .10871, 




10971. .11081, 11232. .11309, : 


11431. .11607 


GI Descrip. 


(AC007258) 


Putative ATPase [Arabidopsis 


; thaliana] 


Seq. No. 


20973 






Seq. ID 


OJ991217_05.0131.C25 


Gene No. 


43792 






Strand 


+ 


Start 


1 






End 


1218 


Name 


OJ991217 05 


.0131.C25.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


1218 


GI 


5080816 






Score 


204 


Exons 


1. .40, .898. 


.1004, 1095 . . 


1218 






GI Descrip. 


(AC007258) 


Putative ATPase [Arabidopsis 


: thaliana] 


Seq. No. 


20973 






Seq. ID 


OJ991217_05.0131.C25 


Gene No. 


43793 






Strand 




Start 


920 






End 


967 


Name 


OJ991217 05 


.0131.C25.ol. 


gs 


Method 


GENSCAN 



21285 



Start 
GI 

Exons 



920 
none 
920. .967 



End 
Score 



967 
.74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20974 
43794 
1 

OJ991217_05.0131.C26.ol.gp 
1 

342_1.R1084 
1. .1171 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



Seq. ID OJ991217_05.0131.C26 
Strand 

End 4099 

Method AAT/GAP 

End 1171 

Score 1859 



20974 
43794 
1 

OJ991217_05.0131.C26.ol.tw 

1 ■ ■ 

none 

1..255, 1..252, 3. .254 



Seq. ID OJ991217_05.0131.C26 
Strand 

End 4099 

Method TBLASTX : Wheat 

End 255 

Score 250 



20974 
43794 
1 

OJ991217_05.0131.C26.o2.np 
1 

2500036 

1..23, 2348. .2428, 2548. .2742 

DIHYDROOROTASE PRECURSOR (DHOASE) gi 12121273 (AF000146) 
dihydroorotase [Arabidopsis thaliana] gi | 3292818 | emb | CAA19808 . 1 | 
(AL031018) dihydroorotase [Arabidopsis thaliana] 



Seq. ID OJ991217_05.0131.C26 
Strand 

End ' 4099 

Method AAT/NAP 

End 2742 

Score 70 



20974 
43794 
1 

OJ991217_05.0131.C26.ol.np 
1 

4680203 
1..1175, 2415. .2453 

(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ991217_05.0131.C26 
Strand 

End 4099 

Method AAT/NAP 

End 2453 

Score 1443 



20974 
43794 
1 

OJ991217_05.0131.C26.ol.tm 
3 

none 

3.^.278, 4. .255, 294. .383 

20974 . 
43794 . 
1 

OJ991217_05.0131.C26.ol.gs 
11 

none 

11. .1175, 2158. .2369, 2531. .2649, 2787. .2864, 3777. .4099 



Seq. ID OJ991217_05.0131.C26 
Strand 

End 4099 

Method TBLASTX : Mai ze 

End 383 

Score 142 



Seq. ID OJ991217_05.0131.C26 
Strand 

End 4099 

Method GENSCAN 

End 4099 

Score .43 



21286 



Seq. No. 20974 

Gene No. .43794 . 

Start 1 

Name OJ991217JD5 . 0131 . C26 . ol . tc 

Start 42 

GI • none 

Exons 42.. 383, 61.. 198, 238.. 390 



Seq. ID OJ991217_05.0131.C26 
Strand 

End 4099 

Method TBLASTX : Cress 

End 390 

Score 88 ~ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20974 
43794 
1 

OJ991217_05.0131.C26.o2.gp 
102 

2310235 



Seq. ID OJ991217_05.0131.C26 
Strand 

End 4099 

Method AAT/GAP 

End " 1623 

Score 296 



102. .159, 1036. .1175, 1586. .1623 

5852182/emb | CAB55420.il 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20974 
43794 
1 

OJ991217_05.0131.C26.ol.ts 

123 

none 



Seq. ID OJ991217_05.0131.C26 
Strand 

End 4099 

Method TBLASTX : Soybean 

End 552 

Score 125 



123. .419, 141. .365, 414. .476, 469. .552, 477. .551 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20974 
43794 
1 

OJ991217_05.0131.C26.o2.tw 

4 68 

none 



Seq. ID OJ991217_05.0131.C26 
Strand 

End 4099 

Method TBLASTX: Wheat 

End 824 

Score 158 



468.-725, 473. .724, 483. .734, 484. .726, 717. .824 



Seq. No. 20975 

Gene No. 43795 

Start 147 

Name OJ991217_05 . 0131 . C27 . ol . gs 

Start 147 

GI none 

Exons 147.. 292 



Seq. ID OJ991217_05.0131.C27 
Strand 

End 292 

Method GENSCAN 

End 292 

Score .82 



Seq. No. 20976 

Gene No. 43796 

Start 68 

Name OJ991217_05 . 0131 . C29 . ol . gs 

Start 68 

GI none 

Exons 68.. 277 



Seq. ID OJ991217_05.0131.C29 

Strand + 

End 277 

Method GENSCAN 

End 277 

Score .82 



Seq. No. 20977 Seq. ID 

Gene No. 43797 Strand 

Start 11 ' End 

Name OJ990627_32 . 0103 . CI . ol . gs Method 

Start 11 End 

GI none Score 



-OJ990627_32.0103.C1 
+ 

612 

GENSCAN 

612 

.5 



21287 



Exons 


11. .309, 492. .612 












Seq. No. 


20978 




Seq. ID 


OJ990627_32 


.0103 


-C2 


Gene No. 


43798 




Strand 


+ 






Start 


2831 




End 


3158 






Name 


OJ990627 32.0103.C2.ol. 


gs 


Method 


GENSCAN 






Start 


- 2831 




End 


3158 






GI 


none 




Score 


.44 






Exons 


2831. . 3158 












Seq. No. 


20979 




Seq. ID 


OJ990627_32, 


.0103 


.C3 


Gene No. 


43799 




Strand 


+ 






Start 


48 




End 


3502 






Name 


OJ990627 32.0103.C3.ol. 


gs 


Method 


GENSCAN 






Start 


48 




End 


3502 






GI 


none 




Score 


.51 






Exons 


48. .548, 1200. .1393, 2237. 


.2608, 2882. 


.2950, 3443., 


.3502 




Seq. No. 


20979 




Seq. ID 


OJ990627_32, 


.0103 


.C3 


Gene No. 


43799 




Strand 


+ 






Start 


48 




End 


3502 






Name 


OJ990627 32.0103.C3.ol. 


np 


Method 


AAT/NAP 






Start 


2247 




End 


3332 






GI 


5305335 




Score 


113 






Exons 


2247.. 2817, 3056.. 3332 












GI Descrip. 


(AF071081) proline-rich mucin homolog 


[Mycobacterium 






tuberculosis] 












Seq. No. 


20980 




Seq. ID 


OJ990627_32. 


.0103 


.C4 


Gene No. 


43800 




Strand 


+ 






Start 


713 




End 


1258 






Name 


OJ990627 32.0103.C4.ol. 


gp 


Method 


AAT/GAP 






Start 


713 




End 


1258 






GI 


none 




Score 


677 






Exons 


713. .913, 1066. .1258 












Seq. No. 


20980 




•Seq. ID 


OJ990627 32, 


,0103 


.C4 


Gene No. 


43800 




Strand 


+ 






Start 


713 




End 


1258 






Name 


OJ990627 32.0103.C4.ol. 


gs 


Method 


GENSCAN 






Start 


756 




End 


890 






GI 


none 




Score 


.92 






Exons 


756. .890 












Seq. No. 


20981 ' 




Seq. ID 


OJ990627_32. 


,0103 


.C5 


Gene No. 


43801 




Strand 








Start 


1 




End 


304 






Name 


OJ990627 32.0103.C5.ol. 


gp 


Method 


AAT/GAP 






Start 


. 1 




End 


304 






GI 


none 




Score 


549 






Exons 


1. . 30 4 












Seq. No. 


20981 




Seq. ID 


OJ990627_32. 


0103 


.C5 


Gene No. 


43802 




Strand 








Start 


2478 




End 


3107 : v 






Name 


OJ990627 32.0103.C5.o2. 


gs 


Method 


GENSCAN. 






Start 


2478 




End 


3107 







21288 



GI 

Exons 



none 

2478. .3107 



Score 



,82 



Seq. No. 20982 

Gene No. 43803 

Start 3112 

Name OJ990627_32 . 0103 . C6 . o2 . gs 

Start 3112 

GI none 
Exons 



Seq. ID OJ990627_32.0103.C6 

Strand + 

End 6229 

Method GENSCAN 

End 6229 

Score .58 



3112. .3191, 4039. .4092, 4450. .4594, 4673. .5512, 5594. .5692, 
5801. .6229 



Seq. No. 20982 

Gene No. 43804 

Start 14 

Name OJ990627_32 . 0103 . C6 . ol . gs 

Start 14 

GI none 

Exons 14.. 424 



Seq. ID OJ990627_32.0103.C6 

Strand 

End 424 

Method GENSCAN 

End 424 

Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20982 
43805 
6696 

OJ990627_32. 0103 . C6 . o3 . gs 

6696 • 

none 

6696.. 7200, 7216. .7562 



Seq. ID OJ990627_32.0103.C6 
Strand 

End 7626 

Method GENSCAN 

End 7562 

Score .76 



20982 
43805 
6696 

OJ990627_32.0103.C6.ol.np 
6717 
4115365 
6717.. 7507, 7553.. 7626 

(AC005957) putative retroelement pol polyprotein [Arabidopsis 
■ thaliana] 



Seq. ID OJ990627_32.0103.C6 
Strand 

End 7 626 

Method AAT/NAP 

End 7 626 

Score 335 



20982 
43805 
6696 

OJ990627_32.0103.C6.ol.ts 

6723 

none 

6723.. 6956, 6724 .. 6744 , 6784 , 

20982 
43805 
6696 

OJ990627_32.0103.C6.ol.tw 

6732 

none 

6732. .7139, 6766. .7131 



Seq. ID OJ990627_32.0103.C6 
Strand 

End 7 626 

Method TBLASTX : Soybean 

End 6956 

Score 3.8 
.6954, 6789.. 6956 

Seq. ID OJ990627_32.0103.C6 
Strand 

End 7626 

Method TBLASTX : Wheat 

End 74<39. 

Score 116 



Seq. No. 
Gene No. 
Start 



20982 
43805 
6696 



Seq. ID OJ990627_32. 0103.C6 
Strand 

End 7626 



21289 



Name OJ990627_32 . 0103 . C6 . o2 . ts 

Start 7387 

GI none 

Exons 7387... 7593, 7389.. 7610 

Seq. No. 20983 

Gene No. 43806 

Start 1535 

Name OJ990627_32 . 0103 . C7 . o2 . gs 

Start 1535 

GI none 

Exons 1535.. 2005 



Method TBLASTX : Soybean 
End 7610 
Score 95 



Seq. ID OJ990627_32.0103.C7 

Strand + 

End 2005 

Method GENSCAN 

End 2005 

Score .92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20983 
43806 
1535 

OJ990627_32.0103.C7.ol.np 
1568 
4680185 
1568. .2002 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ990627_32.0103.C7 

Strand + 

End 2005 

Method AAT/NAP 

End 2002 

Score 637 



20983 Seq. ID 

43807 Strand 
239 - . .End 

OJ990 627_32 . 0103 . C7 . ol . gp Method 
239 End 
uC-osflcyp033a04bl Score 
239. .620 

'6016845/dbj | AP000570 . 1 | AP000570 3.0e- 
DNA, chromosome 1, clone : P0711E10 1 



OJ990627_32.0103.C7 
620 

AAT/GAP 

620 

643 

-59 Oryza sativa genomic 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



20983 Seq. ID OJ990627_32 . 0103 .C7 

43808 Strand 

2950 End 3448 

OJ990627_32 .0103 . C7 . o2 . np Method AAT/NAP 

2656 End 3448 

4378066 Score "'244 

2656. .3448 

(AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



20983 Seq. ID 

43808 Strand 

2950 End 

OJ990 627_32 . 0 103 . C7 . o3 . gs Method 

2950 End 

none Score 
2950.. 3372 



OJ990627_32.0103.C7 

3448 
GENSCAN 
3372 
1 



Seq. No. . 20983 Seq. ID 

Gene No. 43808 Strand . 

Start 2950 End 

Name OJ990627_32 . 0103 . C7 . ol . ts Method 

Start 3208 End 

GI none Score 



OJ990627_32.0103.C7 
3448 

TBLASTX: Soybean 

3448 

74 



21290 




Exons 3208.. 3447, 3305.. 3448 



Seq. No. 


20984 






Seq. ID 


OJ990627_32.Q103 


.C8 


Gene No. 


43809 






Strand 






Start 


1 






End 


734 




Name 


OJ990627 32. 0103. C8 


.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


734 




GI 


4263831 






Score 


444 




Exons 


1. .734 












GI Descrip. 


(AC006067) putative 


retroelement pol polyprotein [Arabidop 




thaliana] 












Seq. No. 


20984 






Seq. ID 


OJ990627_32.0103 


.C8 


Gene No. 


43809 






Strand 


- 




Start 


1 






End 


734 




Name 


OJ990627 32. 0103. C8 


.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


6 






End 


419 




GI 


none 






Score 


56 




Exons 


6.. 137, 13.. 90, 138 


..419, 289 


. .381 






Seq. No. 


20984 






Seq. ID 


OJ990627_32.0103 


.C8 


Gene No. 


43809 






Strand 


- 




Start 


1 






End 


734 




Name . 


OJ990627 32. 0103. C8 


o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


36 






End 


417 




GI 


none 






Score 


64 




Exons 


36. .137, 99. .416, 244.. 


417 








Seq. No. 


20984 






Seq. ID 


OJ990627_32.0103 


.C8 


Gene No. 


43809 






Strand 


- 




Start 


1 






End 


734 




Name 


OJ990627 32. 0103. C8 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


105 






End , 


566 




GI 


none 






Score 


193 




Exons 


105. .566, 289. .564 












Seq. No. 


20984 






Seq. ID 


OJ990627_32.0103 


.C8 


Gene No. 


43809 






Strand 


- 




Start 


1 






End 


734 




Name 


OJ990627 32. 0103. C8 


ol. 


gs 


Method 


GENS CAN 




Start 


207 






End 


713 




GI 


none 






Score 


.97 




Exons 


207. .713 












Seq. No. 


20984 






Seq. ID 


OJ990627_32.0103 


.C8 


Gene No. 


43809 






Strand 






Start 


1 






End 


734 




Name 


OJ990627 32. 0103. C8 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


435 






End 


732 




GI 


none 






Score 


211 




Exons 


435. .731, 436. .732 












Seq. No. 


20984 






Seq. ID 


OJ990627_32.0103 


.C8 


Gene No. 


43809 






Strand 






Start 


1 






End 


734 




Name 


OJ990627 32. 0103. C8 . 


o2. 


tm 


Method 


TBLASTX: Maize 




Start 


567 






End 


732 





21291 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

567.. 731, 568.. 732 



Score 149 



OJ990627 32. 0103. CIO 



20985 Seq. ID 

43810 Strand 

26 End 2577 

OJ990627_32 . 0103 . C10 . ol . gp Method AAT/GAP 

26 End 299 

uC-osflcypl42g03bl Score 253 
26. .117, 221. .299 

, 3025188/sp|P73056| YI46_SYNY3 8.0e-17 HYPOTHETICAL 
PROTEIN SLR1846 >gi_1652154_dbj_BAA17078_ (D90903) 
protein [Synechocystis sp.]' 



11.9 KD 
hypothetical 



20985 Seq. ID OJ990627_32 . 0103 . C10 

43810 Strand 

26 End 2577 

OJ990627_32 . 0103 . C10 . ol . np Method AAT/NAP 

49 End 1091 

2506674 ' Score 146 

49. .117, 221. .302, 898. .1091 

12.9 KD PROTEIN IN LHR-SODB INTERGENIC REGION 

gi|1742727|dbj |BAA15420| (D90809) ORF_ID : o317#10; similar to 

[SwissProt Accession Number P37010] [Escherichia coli] 

gi 1 1787943 (AE000260) orf, hypothetical protein [Escherichia 

coli] 

20985 Seq. ID OJ990627_32 . 0103 . C10 

43810 Strand 

26 End 2577 

OJ990627_32 . 0103 . C10 . o2 . gp Method AAT/GAP 

799 End 874 

uC-osflcypl42g03bl Score 115 

799. .874 

, 3025188/sp|P73056| YI46_SYNY3 8.0e-17 HYPOTHETICAL 11.9 KD 
PROTEIN SLR1846 >gi_1652154_dbj_BAA17078_ (D90903) hypothetical 
protein [Synechocystis sp.]' 



Seq. No. 


20985 






Seq. ID 


OJ990627_32. 0103. C10 


Gene No. 


43810 






Strand 




Start 


26 






End 


2577 


Name 


OJ990627 32 


.0103. 


C10 . o3 . gp 


Method 


AAT/GAP 


Start 


974 






End 


2577 


GI 


none 






Score 


749 


Exons 


974.. 1061, 


1195. . 


1371, 2270 


..2345, 2463.. 2577 


Seq. No. 


20985 






Seq. ID 


OJ990627_32. 0103. C10 


Gene No. 


43811 






Strand 




Start 


4242 






End 


4472 


Name 


OJ990627 32 


.0103. 


C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


.62 






End 


1374 


GI 


none 






Score 


69 


Exons 


62. .133, 66 


. .119, 


67. .120, 


209.. 301, : 


209.. 295, 225.. 296, 



807. .872, 810. .872, 960. .1070, 961. .1062, 963. .1073, 1193. .1372, 
1195. .1374 



Seq. No. 



20985 



Seq. ID OJ990627_32. 0103. C10 



21292 



a 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



43811 
4242 

OJ990627_32 
4242 

LIB3433-048 
4242. .4472 
'3334490/sp 
POLYMERASES 
>gi_2529253 
Rpbl2 [Schi 
polymerases 
pombe] >gi_ 
polymerases 



0103. CIO. o4.gp 
■P1-K1-G11 



Strand 
End 

Method 

End 

Score 



4472 
AAT/GAP 
4472 
409 



|P48011|RPCX_SCHPO 4.0e-12 DNA-DIRECTED RNA 

I, II, AND III 7.3 KD POLYPEPTIDE (ABC10 -ALPHA) 
_dbj_BAA22807_ (D89634) RNA polymarase II subunit 
zosaccharomyces pombe] >gi_2625015 .(AF027819) RNA 
I, II and III subunit RpclO [Schizosaccharomyces 
5689985_emb_CAB52030.1_ (AL109731) DNA-directed RNA 
i, ii 1 



20986 
43812 
1 

OJ990627_32.0103.Cll.o2.np 
1 

134920 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 32.0103.C11 



2707 
AAT/NAP 
2707 
101 

1..40, 1332. .1470, 2457. .2528, 2582. .2707 

SULFATED SURFACE GLYCOPROTEIN 185 (SSG 185) gi | 994 4 1 1 pir || A3364 7 
sulfated surface glycoprotein 185 - Volvox carteri 
gi|1405821|emb|CAA35953| (X51616) SULFATED SURFACE GLYCOPROTEIN 
185 [Volvox carteri] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



20986 Seq. ID 

43812 Strand 
1 End 
OJ990627_32.0103.Cll.ol.np Method 
774 " End 

5596645 Score 
774. .886, 1313. .1380 

(Z82266) similar to RNA polymerases I, II and III shared 
polypeptide (approx 7kd) [Caenorhabditis elegans] 



OJ990627_32.0103.C11 

2707 
AAT/NAP 
1380 
106 



20986 
43812 
1 

OJ990627_32.0103.Cll.ol.gs 

777 

none 



Seq. ID OJ990627_32.0103.C11 
Strand 

End 2707 

Method GENSCAN 

End 2578 

Score .74 



777. .886, 1313. .1485, 1999. .2090, 2311. .2403, 2405. .2578 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627 32.0103.C11 



20986 
43812 
1 

OJ990627_32.0103.Cll.ol.gp 
790 

17316_1.R1084 
790. .886, 1313. .1483 

, 5596645/emb|CAB51465.1| 9.0e-12 (Z82266) similar to RNA 
polymerases I, II and III shared polypeptide (approx 7kd) 
[Caenorhabditis elegans] 1 



2707 
AAT/GAP 
1483 
455 



20987 
43813 



Seq. ID OJ990627_32.0103.C12 
Strand + 



21293 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5461 End 11469 

OJ990627_32 . 0103 . C12 . o2 . gs Method GENSCAN 

5461 . . End 11469 

none Score .47 

5461. .5463, 5528.-5837, 8631. .8741, 10212 10352, 104 58 10594 , 
11335. .11469 , 

Seq. ID OJ990627_32.0103.C12 

Strand + 

End 16920 

Method GENSCAN 

End 16920 

Score . 6 



20987 
43814 
15517 

OJ990627_32 . 0103 . C12 . o5 . gs 
15517 
none 

15517. .15624, 16007 .. 1614 6, 164 60 .. 16566, 16772.. 16920 



20987 
43815 
986 

OJ990627_32.0103.C12.ol.gp 

986 

none 



Seq. ID OJ990627_32.0103.C12 
Strand 

End 2461 

Method AAT/GAP 

End 2461 

Score 1159 



986. .1394, 1692. .1752, 2300. .2461 



20987 
43816 
2757 

OJ990627_32.0103.C12.o2.gp 

2757 

none 



Seq. ID OJ990627_32.0103.C12 
Strand 

End 5034 

Method AAT/GAP 

End 5034 

Score 1374 



2757. .3155, 3563. .3707, 4732. .4811, 4917. .5034 



Seq. No. 20987 
Gene No. 43817 
Start 6549 

Name OJ990627_32 . 0103 . C12 . o3 . gp 

Start 6549 

GI LIB3477-003-P1-K1-E9 
Exons 6549.. 6620 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ990627_32.0103.C12 
Strand 

End 6620 

Method AAT/GAP 

End 6620 

Score 95 



Seq. No. 20987 

Gene No. 43818 

Start " 13086 

Name OJ990627_32 . 0103 . C12 . o3 . gs 

Start 13086 

GI none 

Exons 13086.. 13394 



Seq. ID OJ990627_32.0103.C12 
Strand 

End 13394 

Method GENSCAN 

End 13394 

Score . 92 



Seq. No. 20987 

Gene No. 43819 

Start 14886 

Name OJ990627_32 . 0103 . C12 . o4 . gs 

Start 14886 

GI none 

Exons 14886. .15051, 15104.. 15210 



Seq. ID OJ990627_32.0103.C12 
Strand 

End 15210 

Method GENSCAN 

End 15210 

Score .78 



21294 




Qp>pt Ma 


20987 




Spa ID 


OJ990627 32 0103 


. C12 


Gene No. 


43820 . 




Strand 






Start 


20334 




End * 


21832 




Name 


OJ990627 32.0103.C12 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


14786 




End 


15070 




GI 


• none 




Score 


204 




Exons 


14786. . 15070 










Seq. No. 


20987 




Seq. ID 


OJ990627_32.0103 


.C12 


Gene No . 


43820 




Strand 






Start 


20334 




End 


21832 




Name 


OJ990627 32.0103.C12 


.ol .np 


Method 


AAT/NAP 




Start 


20334 




End 


21832 




GI 


2443320 




Score 


2267 




Exons 


20334 . .21832 










GI Descrip. 


(D85597) polyprotein 


[Oryza 


australiensis] 




CIC^. ViKJ • 


C. \J J O ' 




Seq. ID 


OJ990627_32.0103 


. C12 


Gene No. 


43820 




Strand 






Start 


20334 




End 


21832 




Name 


OJ990627 32.0103.C12 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


20371 




End 


20858 




GI 


none 




Score 


307 




Exons 


20371. .20799, 20372. 


.20794, 


20799. .20852, 20799.. 20858 






\J Z> O 1 




Seq. ID 


OJ990627_32.0103 


. C12 


Gene No. 


43820 




Strand 






Start 


20334 




End 


21832 




Name 


OJ990627 32.0103.C12 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


20371 




End 


20776 




GI 


none 




Score 


73 




Exons 


20371. .20577, 20396. 


.20563, 


20599. .20775, 20618.. 20776 




O G VJ * IN • 


20987 




Seq. ID 


OJ990627_32.0103 


. C12 


Gene No. 


43820 




Strand 






Start 


20334 




End 


21832 




Name 


- OJ990627 32.0103.C12 


.o2.ts 


Method 


TBLASTX: Soybean. 




Start 


20377 




End 


20960 




GI 


none 




Score 


105 




Exons 


20377. .20571, 20599. 


.20820, 


20799. .20960 










Seq. ID 


OJ990627_32.0103 


. C12 


Gene No. 


43820 




Strand 






Start 


20334 




End 


21832 




Name 


OJ990627 32.0103.C12 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


20817 




. End 


21281 




GI 


none 




Score 


66 




Exons 


20817. .21050, 20838. 


.21143, 


21120. .21281 




Seq. No. 


20987 




Seq. ID 


OJ990627_32.0103 


-C12 


Gene No. 


43820 




Strand 






Start 


20334 




End 


21832 




Name • * 


OJ990627 32.0103.C12 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


20931 




End 


21732 




GI 


none 




Score 


341 




Exons 


20931. .21395, .20932. 


.21387, 


20961. .21395, 21320 21721 , 





21295 




21381. .21728, 21381 21731, 21385.. 21732 



Seq. No.. 


20987 




Seq. ID 


OJ990627_32.0103 


.C12 


Gene No. 


43820 




Strand 






Start 


20334 




End 


21832 




Name 


OJ990627 32.0103.C12-. 


, ol. tm 


Method 


TBLASTX: Maize 




Start 


21294 




End 


21726 




GI 


none 




Score 


157 




Exons 


21294. .21392, 21423.. 


,21707, 


21433. .21726 




Seq. No. 


20987 




Seq. ID 


OJ990627_32.0103 


.C12 


Gene No. 


43820 




Strand 






Start 


20334 




End 


21832 




Name 


OJ990627 32.0103.C12. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


21423 




End 


21812 




GI 


5509260 




Score 


105 




Exons 


21423. .21812, 21433.. 


,21570, 


21604. .21807 




GI Descrip. 


- 










Seq. No. 


20987 ' 




Seq. ID 


OJ990627_32.0103 


.C12 


Gene No. 


43820 




Strand 






Start 


20334 




End 


21832 




Name 


OJ990627 32.0103.C12. 


ol. tc 


Method 


TBLASTX: Cress 




Start 


21507 




End 


21771 




GI ; 


none 




Score 


77 




Exons 


21507. .21770, 21638.. 


21769, 


21640. .21771 




Seq. No. 


20988 




Seq. ID 


OJ990627_32.0103 


.C13 


Gene No. 


43821 




Strand 


+ 




Start 


1 




End 


64 




Name 


OJ990627 32.0103.C13. 


ol.gp 


Method 


AAT/GAP 




Start 


1 




End 


64 




GI 


none 




Score 


109 




Exons 


1..64 










Seq. No. 


20989 




Seq. ID 


OJ990627_32.0103 


.C14 


Gonp No 


43822 




Strand 






Start 


1 




End 


637 




Name 


OJ990627 32.0103.C14. 


ol.np 


Method 


AAT/NAP 




Start 


1 




End 


637 




GI 


2498930 




Score 


754 




Exons 


1..407, 575. .637 










GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 




PROTEIN) gi 11203794 ( 


;U18774) 


Sog [Drosophila melanogaster ] 


Seq. No. 


20989 




Seq. ID 


OJ990627_32.0103 


.C14 


Gene No. 


43822 




Strand 






Start 


1 




End 


637 




Name 


OJ990627 32.0103.C14. 


ol.gs 


Method 


GENSCAN 




Start 


13 




End 


634 




GI 


none 




Score 


1 




Exons 


13. .407, 575. .634 










Seq. No. 


20990 




Seq. ID 


OJ990627_32.0103 


.C15 


Gene No. 


43823 




Strand 






Start 


369 




End 


493 




Name 


OJ990627 32.0103.C15. 


ol . gs 


Method 


GENSCAN 





21296 




Start 


369 




End 


493 




GI 


none 




Score 


.61 




Exons 


369. .493 










Seq. No. 


20991 




Seq. ID 


OJ990627_32.0103 


.C16 


Gene No. 


43824 




Strand 


+ 




Start 


35 




End 


532 




Name 


OJ990627 32.0103.C16.ol 


.gs 


Method 


GENSCAN 




Start 


35 




End 


532 




GI 


none 




Score 


.81 




Exons 


35. .101, 396. .532 










Seq. No. 


20992 




Seq. ID 


OJ990627_32.0103 


.C17 


Gpnp No 


43825 




Strand 


+ 




Start 


12 




End 


436 




Name 


OJ990627 32.0103.C17.ol 


.gs 


Method 


GENSCAN 




Start 


12 




End 


436 




GI 


none 




Score 


.79 




Exons 


12. .79, 331. .436 










Seq. No. 


20993 




Seq. ID 


OJ990627_32.0103 


.C18 


Gene No. 


43826 




Strand 


+ 




Start 


1 




End 


642 




Name 


OJ990627 32.0103.C18.ol 


.gp 


Method 


AAT/GAP 




Start 


1 




End 


641 




GI 


uC-osflcypl73f02bl 




Score 


370 




Exons 


1..33, 159. .245, 334. .368, 537. .641 






GI Descrip. 


'5081608/gb IAAD394 63.il 


AF135439_1 2 . Oe- 


-22 (AF135439) formin 




binding protein 11 [Mus 


musculus] 1 






Seq. No. 


20993 




Seq. ID 


OJ990627_32.0103 


.C18 


Gene No 


43826 




Strand 


+ 




Start 


1 




End 


642 




Name 


OJ990627 32.0103.C18.ol 


.gs 


Method 


GENSCAN 




Start 


159 




End 


641 




GI 


none 




Score 


.83 




Exons 


159. .245, 334. .368, 537 


. .641 








Seq. No. 


20993 




Seq. ID 


OJ990627_32.0103 


.C18 


Gene No. 


43826 




Strand 


+ 




Start 


1 




End 


642 




Name 


OJ990627 32.0103.C18.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


177 




End 


642 




GI 


none 




Score 


89 




Exons 


177. .251, 177. .254, 308 


. .379, 


325. .366, 


334. .381, 522. .i 


638, 




535. .642 










Seq. No. 


20994 




Seq. ID 


OJ990627_32.0103 


.C19 


Gene No 


43827 




Strand 


+ 




Start 


1353 




End 


2214 




Name 


OJ990627 32.0103.C19.ol 


.gs 


Method 


GENSCAN 




Start 


1353 




End 


2214 




GI 


none 




Score 


.55 




Exons 


1353. .1376, 1748. .1783, 


2089. . 


2214 






Seq. No. 


20994 




Seq. ID 


OJ990627;_32.0103 


.C19 


Gene No. 


43828 




Strand 







21297 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



2827 End 4793 

OJ990627_32 . 0103 . C19 . ol . np Method AAT/NAP 
2827 End 4508 

6539588 Score 218 

2827..2896, 4202.. 4508 

(AP000837) hypothetical protein [Oryza sativa] 



20994 Seq. ID 

43828 Strand 
2827 End 
OJ990627_32 . 0103 . C19 . o2 . gs Method 
4085 End 
none Score 
4085. .4114, 4260. .4486, 4736. .4793 

20995 Seq. ID 

43829 Strand 
8206 End 
OJ990627_32 . 0103 . C26 . ol . gp Method 
7 628 End 
3107009 Score 
7628. .7718 

4521194/dbj |AB013613.1|AB013613 6 
centromere sequence RCB11 



OJ990627_32.0103.C19 

4793 
GENSCAN 
4793 
.44 



32.0103.C26 



OJ990627_ 
+ 

10843 
AAT/GAP 
7718 
121 



0e-40 Oryza sativa DNA, 



20995 Seq. ID 

43829 Strand 
8206 End 
OJ990627_32 .0103 . C26 . o2 . gp Method 
8204 End 
83032_1.R1084 Score 
8204. .8893 

1 6041757/gb| AC011806. 1 IAC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 1 



OJ990627_32.0103.C26 
+ 

10843 
AAT/GAP . 
8893 
964 



20995 ^ Seq. ID 

43829 ?' Strand 

8206 End 
OJ990627_32 . 0103 . C26 . o2 . gs Method 

8206 End 

none Score 

8206. .8314, 10446. .10843 



OJ990627_32.0103.C26 
+ 

10843 
GENSCAN 
10843 
.88 



OJ990627 32.0103.C26 



20995 Seq. ID 

43830 Strand 
1 End 13768 

OJ990627_32 . 0103 . C26 . ol . np Method AAT/NAP 
1 End 3164 

6630696 Score 2339 

1..27, 1619. .3164 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) 
region of the predicted gene . ; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



correspond to a 



20995 
43830 



Seq. ID 
Strand 



OJ990627 32.0103.C26 



21298 



Start 
Name 
Start 
GI 

Exons 



OJ990627_32.0103.C26.ol.gs 
27 

none 



End 

Method 
End ■' 
Score 



13768 
GEN SCAN 
7197 
.4 



27.. 599, 703.. 745, 2419. .2635, 2669.. 2721, 2811.. 3007, 
3599. .3714, 4036. .4068, 4439. .4621, 5950. .6087, 6119. .6344, 
7187. .7197 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



20995 Seq. ID 

43830 Strand . 

1 End 
OJ990627_32.0103.C26.ol.tw Method 

1622 End 

none Score 

1622.. 1906, 1646. .1771 

20995 

43830 Strand 

1 End 
OJ990627_32.0103.C26.ol.tm Method 

1953 End 

none Score 



OJ990627_32.0103.C26 
13768 

TBLASTX: Wheat 

1906 

60 



Seq. ID OJ990627 32.0103.C26 



13768 

TBLASTX: Maize 

2332 

46 



1953.. 2018, 1955.. 2038, 2013. .2309, 2021.. 2332 



20995 
43830 
1 

OJ990627_32.0103.C26.o2.tm 

2815 

none 



Seq. ID OJ990627_32.0103.C26 
Strand 
End 

Method 
End 
Score 



13768 

TBLASTX: Maize 

3122 

127 



2815. .3006, 2818. .3009, 2872. .2958, 3000. .3122 



20995 
43830 
1 

OJ990627_32.0103.C26.o2.tw 

2875 

none 



Seq. ID OJ990627_32.0103.C26 
Strand 
End 

Method 
End 
Score 



13768 

TBLASTX: Wheat 

3269 

148 



2875. .3006, 2894. .3004, 2970. .3095, 3135. .3269 



20995 
43830 
1 

OJ990627_32 . 0103 . C2 6 . o2 . np 
6044 
81624 

6044. .6169, 7187. .7230, 
glycine-rich protein 2 ■ 



Seq. ID 
Strand 
End 

Method 
End 
Score 
10720. .10919, 
Arabidopsis 



OJ990627_32.0103.C26 

13768 
AAT/NAP 
13768 
72 

13725. . 13768 
thaliana 



gi|259445|bbs|117608 (S47408) glycine-rich protein,' atGRP {clone 
atGRP-2} [Arabidopsis thaliana, C24, Peptide, 203 aa] 
[Arabidopsis thaliana] gi | 4467155 | emb | CAB37524 | (AL035540) 
glycine-rich protein 2 (GRP2) [Arabidopsis thaliana] 



20995 . 

43830 

1 

OJ990627_32.0103.C26.o3.gs 



Seq. ID OJ990627_32.0103.C26 
Strand 

End 13768 

Method GEN SCAN 



21299 




Start 


11820 




End 


13729 


GI 


none 




Score 


.68 


Exons 


11820. .11884, 11974. .12231, 


13328. .13369, 13522.. 13729 


Seq. No. 


20996 




Seq. ID 


OJ990627 32.0103.C27 


Genp No . 


43831 




Strand 


+ 


Start 


1812 




: End 


2541 


Name 


OJ990627 32.0103.C27.o2 


. gs 


Method 


GENSCAN 


Start 


1812 ~~ 




End 


2541 


GI 


none 




Score 


.49 


Exons 


1812.. 2074, 2157.. 2283, 


2305 


. .2541 




Seq. No. 


20996 




Seq. ID 


OJ990627_32.0103.C27 


Gene No. 


43832 




Strand 


+ 


Start 


. 5221 




End 


8841 


Name 


OJ990627 32.0103.C27.o2 


. np 


Method 


AAT/NAP 


Start 


5221 




End 


8841 


GI 


3461838 




Score 


51 


Exons 


5221.. 5248, 8622.. 8841 








GI Descrip. 


(AC005315) putative receptor 


-like protein kinase [Arabidopsis 




thaliana] 








Seq. No. 


20996 




Seq. ID 


OJ990627_32.0103.C27 


Gpnp No 


43833 




Strand 


- 


Start 


59 




End 


926 


Name 


OJ990627 '32.0103.C27.ol 


.gp 


Method 


AAT/GAP 


Start 


59 




End 


926 


GI 


none 




Score 


1694 


Exons 


59. .926 








Seq. No. 


20996 




Seq. ID 


OJ990627_32.0103.C27 




43833 




Strand 




Start 


59 




End 


926 


Name 


OJ990627 32.0103.C27.ol 


. gs 


Method 


GENSCAN 


Start 


182 




End 


860 


GI 


none 




Score 


.5 


Exons 


182. .860 








Seq. No. 


20996 




Seq. ID 


OJ990627_32.0103.C27 


Gene No . 


43834 




Strand 




Start 


3770 




End 


15109 


Name 


OJ990627 32.0103.C27.o6 


. tm 


Method 


TBLASTX: Maize 


Start 


396 




End 


963 


GI 


none 




Score 


61 


Exons 


396.. 500, 397.. 498, 669 


. .959 


, 682.. 804 


, 686. .958, 874. .963 


Seq. No. 


20996 




Seq. ID 


OJ990627_32.0103.C27 




43834 




Strand 




Start 


3770 




End 


15109 


Name • 


OJ990627 32.0103.C27.o3 


. tw 


Method 


TBLASTX: Wheat 


Start 


2053 




End 


2322 


GI 


none 




Score 


66 


Exons 


2053. .2136, 2078. .2134, 


2137 


..2199, 2179.. 2322, 2185.. 2322 


Seq. No. 


20996 




Seq. ID 


-OJ990627_32.0103.C27 


Gene No. 


43834 




Strand 




Start 


3770 




End 


15109 



21300 



Name 


OJ990627 32.0103.C27.o3.gs 


Method 


GENSCAN 


Start 


3770 


End 


4140 


GI 


none 


Score 


.87 


Exons 


3770.. 3815, 3872.. 4140 






Seq. No. - 


20996 . 


Seq. ID 


OJ990627_32.0103.C27 


Gene No . 


43834 


Strand 




Start 


3770 


End 


15109 


Name 


OJ990627 32.0103.C27.o2.gp 


Method 


AAT/GAP 


Start 


3854 


End 


4277 


GI 


none 


Score 


651 


Exons 


3854.. 4174, 4200.. 4277 






Seq. No. 


20996 


Seq. ID 


OJ990627_32.0103.C27 


Gene No. 


43834 


Strand 




Start 


3770 


End 


15109 


Name 


OJ990627 32.0103.C27.ol.np 


Method 


AAT/NAP 


Start 


3929 


End 


6940 


GI 


6815062 


Score 


448 


Exons 


3929.. 4044, 5735.. 6940 






GI Descrip. 


(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 




F16P2 genomic sequence ;mudrA like protein (AC004 561) [Oryza 




sativa] 






Seq. No. 


20996 


Seq. ID 


OJ990627_32.0103.C27 


Gene No. 


43834 


Strand 




"Start 


3770 


End 


15109 


Name 


OJ990627 32.0103.C27.o3.gp 


Method 


AAT/GAP 


Start 


4223 


End 


4894 


GI 


52271 1.R1084 


Score 


1299 


Exons 


4223. .4894 






GI Descrip. 


'5042437/gb|AC007789.1 IAC007789 5.0e-14 


t Oryza sativa BAC T4 9B20 




genomic sequence, complete sequence' 




Seq. No. 


20996 


Seq. ID 


OJ990627_32.0103.C27. 


Gene No. 


43834 


Strand 




Start 


3770 


End 


15109 


Name 


OJ990627 32.0103.C27.o4.gs 


Method 


GENSCAN 


Start 


4991 


End 


14886 


GI 


none 


Score 


.71 


Exons 


4991. .5485, 5654.. 6958, 7061. 


.7330, 7717. .7784, 7951. .8026, 




8565.-8657, 11134 .. 11482, 13189 .. 13305, 


13578. .13690, 




13782. .13856, 14543. .14886 






Seq. No. 


'20996 


Seq. ID 


OJ990627_32.0103.C27 


Gene No . 


43834 


Strand 




Start 


3770 


End 


15109 


Name 


OJ990627 32.0103.C27.ol.tm 


Method 


TBLASTX: Maize 


Start 


5167 


End 


5478 


GI 


none 


Score 


553 


Exons 


5167. .5478, 5167. .5439, 5265. 


.5477 




Seq. No. 


20996 


Seq. ID 


OJ990627_32.0103.C27 


Gene No. 


43834 


Strand 




Start 


3770 


End 


15109 


Name 


OJ990627 32.0103.C27.o4.tm 


Method 


TBLASTX: Maize 


Start 


5651 


End 


5858 



21301 



GI 


none 








Exons 


5651. .5857, 


5652. 


.5855, 


5718. 


Seq. No. 


20996 








UCllC INU • 










Start 


3770 








Name 


OJ990627 32. 


0103. 


C27.o4 


.gp 


Start 


5837 






GI 


4968607 








Exons 


5837. .6269 








Seq. No. 


20996 








CanQ Met 










Start 


3770 








Name 


OJ990627 32. 


0103. 


C27.o5 


. tm . 


Start 


5873 








GI 


none 








Exons 


5873. .6076, 


6059. 


.6232, 


6266. 


Seq. No. 


20996 








Gene No. 


43834 










o / / u 








Name 


OJ990627 32. 


0103. 


C27.o2 


. tm 


Start 


6782 








GI 


none 








Exons 


6782. .6961, 


6789. 


.6959, 


6789. 




7062. .7124, 


7090. 


.7257, 


7182. 


Seq. No. 


20996 








Gene No. 


43834 








Start 


3770 








Name 


OJ990627 32. 


0103. 


C27.o3 


. np 


Start 


9396 








GI 


5834248 









Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



Score 177 



Seq. ID OJ990627_32.0103.C27 
Strand 

End 15109 

Method AAT/GAP 

End 6269 

Score 812 



Seq. ID OJ990627_32.0103.C27 
Strand 
End 

Method 
End 
Score 



15109 

TBLASTX: Maize 

6469 

99 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 32.0103.C27 



15109 

TBLASTX: Maize 
7257 
246 

.6962, 7057.. 7248, 7061.. 7255, 
.7256 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_32.0103.C27 

15109 
AAT/NAP 
11550 
95 



9396.-9425, 11110 .. 11267, 11321 .. 11356, 11451.. 11550 
(AF175124) SINAH1 protein [Gossypium hirsutum] 



20996 Seq. ID 

43834 Strand 

3770 End 
OJ990627_32.0103.C27.o6.gp Method 

12287. End 

2280902 Score 

12287. .12598, 12889.. 12961 



20996 Seq. ID 

43834 Strand 
3770 End 
OJ990627_32 . 0103 . C27 . o2 . tw Method 
12891 End 
none Score 

12891. .12959, 128 92 .. 12966, 12892 

12899. .12967, 13178 .. 13306, 13188 

13189. .13314, 13533. .13655, 13558 



OJ990627_32.0103.C27 

15109 
AAT/GAP 
12961 
684 



OJ990627 32.0103.C27 



15109 

TBLASTX: Wheat 
13862 
126 

12963, 12899 
13307, 13188 
13689, 13559 



12967, 
13307, 
13690, 
13859 



13577. .13696, 13779 .. 13862, 13780 13857 , 13788. 
20996 Seq. ID OJ990627_32 . 0103 . C27 



21302 



Gene No. 43834 Strand 

Start 3770 End 15109 

Name OJ990627_32 . 0103 . C27 . o4 . np Method AAT/NAP 

Start 13179 End 13712 

GI 5734734 Score 147 

Exons 13179. .13305, 13578.. 13712 

GI Descrip. (AC007259) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20996 
43834 
3770 

OJ990627_32 . 0103 . C27 . o7 . tm 

13187 

none 

13187. .13306, 
13554. .13652, 



13188. .13307, 
13576. .13689, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
13188. .13307, 
13577. .13690, 



OJ990627 32.0103.C27 



15109 

TBLASTX: Maize 
13889 
110 

13189,. .13314, 
13577. .13690, 



13779. .13889, 13780 .. 13857 , 13785.. 13859 



Seq. ID OJ990627_32.0103.C27 



20996 

43834 Strand 
3770 End 15109 

OJ990627_32 . 0103 . C27 . o5 . np Method AAT/NAP 
14468 End 15109 

6069646 Score 325 

14468. .15109 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) 
Arabidopsis thaliana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



OJ990627 32.0103.C27 



20996 Seq. ID 

43834 Strand 

3770 End 
OJ990627_32 . 0103 . C27 . o3 . tm Method 

14495 End 

none Score 

14495. .14686, 14708 .. 14 938 , 14726 .. 14938, 14952 .. 15026, 
14957.. 15037 



15109 

TBLASTX: Maize 

15037 

80 



Seq. No. 


20996 






Seq. ID 


OJ990627_32.0103.C27 


Gene No. 


43834 






Strand 




Start 


3770 






End 


15109 


Name 


OJ990627 32.0103. 


C27.ol.tw 


Method 


TBLASTX: Wheat 


Start 


14747 






End . 


14935 


GI 


none 






Score 


203 


Exons 


14747. 


.14935 








Seq. No. 


20997 






Seq. ID 


OJ990627_32.0103.C28 


Gene No. 


43835 






Strand 


+ 


Start 


3996 






End 


4655 


Name 


OJ990627 32.0103. 


C28.o2.gp 


Method 


AAT/GAP 


Start 


3996 






End 


4655 


GI 


40485 


1.R1084 




Score 


1153 


Exons 


3996. . 


"4655 








GI Descrip. 


•3128209 2.0e-ll 


(AC004077) 


unknown protein [Arabidopsis 



thaliana] ' 



21303 



Seq. No. 20997 Seq. ID 

Gene No. 43836 Strand 

Start 10029 End 

Name OJ990627_32 . 0103 . C28 . o7 . gp Method 

Start 9900 End 

GI 204 62_2.R1084 Score 

Exons 9900.. 10082, 11402 11544, 12175 .. 12304 , 13043. .13114 

GI Descrip. '3298540 6, 
thaliana] 1 



OJ990627_32.0103.C28 
+ 

13579 
AAT/GAP 
13114 
929 



0e-35 (AC004 681) unknown protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



20997 
43836 
10029 

OJ990627_32.0103.C28.o3.gs 

10029 

none 



Seq. ID OJ990627_32.0103.C28 

Strand + 

End 13579 

Method GENSCAN 

End 13234 

Score .97 



10029. .10082, 11402. .11544, 12175 .. 12304 , 13043. .13234 



20997 
43836 
10029 

OJ990627_32.0103.C28.o4.np 

10035 

3298540 



Seq. ID OJ990627_32.0103.C28 
Strand + 
End 13579 
Method AAT/NAP 
End 13579 
Score -697 

10035. .10082, 11402. .11544, 12175. .12304, 1304 3 .. 13234 , 
13514.. 13579 

(AC004 681) putative carboxymethylenebutenolidase [Arabidopsis 
thaliana] 



20997 
43837 
1 

OJ990627_32.0103.C28.o2.np 
1 

3850576 



Seq. ID OJ990627_32.0103.C28 
Strand 

End 8049 

Method AAT/NAP 

End 4018 

Score 50 



1..54, 2830. .3022, 3950. .4018 

(AC005278) Strong similarity to gb|U04968 nucleotide excision 
repair protein (ERCC2) from Cricetulus grisseus. [Arabidopsis 
thaliana] 



20997 
43837 
1 

OJ990627_32.0103.C28.ol.gp 
282 

40306_1.R1084 
282. .416 

'2443878 3.0e-16 (AC002294) Unknown protein [Arabidopsis 
thaliana] ' 



Seq. ID OJ990627_32.0103.C28 
Strand 

End 8049 

Method AAT/GAP 

End 416 

Score 192 



20997 
43837 
1 

OJ990627_32.0103.C28.ol.np 
841 

6721516 



Seq. ID OJ990627_32.0103.C28 

Strand - . 

End 804 9 

Method AAT/NAP 

End 4007 

Score 275 



21304 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



841. .860, 2349. .2600, 3894. .4007 

(AP001072) hypothetical protein [Oryza sativa] 



20997 Seq. ID 

43837 Strand 

1 End 

OJ990627_32 . 0103 . C28 . o2 . gs Method 

3339 End 

none Score 



OJ990627_32.0103.C28 

8049 
GENSCAN 
7912 
.43 



3339.. 3615, 3687.. 3700, 3826.. 4017, 4310.. 4881, 5021.. 5246, 
5312. .5355, 5452. .5619, 6751. .6858, 7355. .7378, 7810. .7912 





20997 




Seq. ID 


OJ990627_32.0103. 


C28 


Gene No. 


43837 




Strand 






Start 


1 




End 


8049 




Name 


OJ990627 32.0103 


.C28 .o3.np 


Method 


AAT/NAP 




Start 


4310 




End 


6060 




GI 


3128209 




Score 


1133 




Exons 


4310.. 4881, 5021 


..5355, 5452.. 5660, 5987.. 6060 




GI Descrip. 


(AC004077) unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


zuyy / 




Seq. ID 


OJ990627_32.0103. 


C28 


bene ino • 


T JO J 1 




Strand 






Start 


1 




End 


8049 




Name 


OJ990627_32.0103 


.C28.o3.gp 


Method 


AAT/GAP 




Start 


H ouu 




End 


5050 




GI 






Score 


550 




Exons 


4DUU. .flool, DUZ± 


. .5050 








GI Descrip. 


"51 oooriQ n c\r\ a n 
Jlzozuy /.Ue-4U 


(AC004077) 


unknown protein [Arabidopsis 






unaxiana j 










Seq. No. 


20997 




Seq. ID 


OJ990627_32.0103. 


C28 




43837 




Strand 






Start 


1 




End 


8049 




Name 


OJ990627 32.0103 


.C28.o4.gp 


Method 


AAT/GAP 




Start 


4685 




End 


5137 




GI 


3090493 




Score 


538 . 




Exons 


4685.. 4881, 5021 


. .5137 








GI Descrip. 


3128209 7.0e-40 


(AC004077) 


unknown protein [Arabidopsis 






thaliana] 










Seq. No. 


20997 




Seq. ID 


OJ990627_32.0103. 


C28 


Gene No. 


43837 




Strand 






Start 


1 




End 


8049 




Name 


OJ990627 32.0103 


.C28 .o5.gp 


Method 


AAT/GAP 




Start 


5124 




End 


8049 




GI 


21784 "1.R1084 




Score 


1056 




Exons 


5124.. 5355, 5452 


..5619, 7810. .8049 






GI Descrip. 


'3128209 2.0e-23 


(AC004077) 


unknown protein [Arabidopsis 




thaliana] 1 










Seq. No. 


20997 




Seq. ID 


OJ990627_32.0103. 


C28 


Gene No. 


43838 




Strand 






Start 


8916 




End 


8984 




Name 


OJ990627 32.0103 


.C28.ol.tm 


Method 


TBLASTX: Maize 




Start 


4199 




End 


5621 




GI 


none 




Score 


45 





21305 



Exons 



4199.. 4228, 4203.. 4229, 4203.. 4229, 4289.. 4882, 4290.. 4883, 

4342.-4887, 4414. .4887, 4610. .4678, 4760. .4825, 4844. .4882, 

5007.. 5297, 5011.. 5295, 5018.. 5323, 5288.. 5374, 5289.. 5378, 

5445. .5615, 5450. .5620, 5451. .5621 



Seq. No. 20997 

Gene No. 43838 

Start 8916 

Name OJ990627_32 . 0103 . C28 . ol . ts 

Start 4373 

GI none 

Exons 4373.. 4882, 4374.. 4886, 5007. 
5220. .5297 



Seq. ID OJ990627_32.0103.C28 
Strand 

End 8984 

Method TBLASTX : Soybean 

End 5297 

Score 437 

.5213, 5010.. 5207, 5011.. 5214, 



Seq. No. 20997 

Gene No. 43838 

Start 8916 

Name OJ990627_32 . 0103 . C28 . ol . tc 

Start 4388 

GI none 
Exons 



Seq. ID OJ990627_32.0103.C28 



Strand 
End 

Method 

End 

Score 



8984 

TBLASTX: Cress 

5201 

52 



4388. .4879, 4389. .4490, 4554. .4868, 5034. .5195, 5052. .5201 



Seq. No. 20997 

Gene No. 43838 

Start 8916 

Name OJ990627_32 . 0103 . C28 . ol . tw 

Start 4784 

GI none 
Exons 



Seq. ID OJ990627_32.0103.C28 



Strand 
End 

Method 

End 

Score 



8984 

TBLASTX: Wheat 

5258 

226 



4784. .4837, 4805. .4849, 4844. .4873, 4845. .4868, 5020. .5211, 
5022.. 5210, 5022.. 5219, 5023.. 5223, 5226.. 5258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20997 
43838 
8916 

OJ990627_32.0103.C28.o3.tc 

5221 

none 

5221. .5295, 5223. .5297, 
5555. .5620 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_32.0103.C28 
8984 

TBLASTX: Cress 

5620 

73 ' 



5288. .5374, 5289. .5357, 5450. .5542, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



20997 
43838 
891'6 

OJ990627 

5300 

none 



32.0103.C28.o3.ts 



Seq. ID OJ990627_32.0103.C28 



Strand 
End 

Method 

End 

Score 



8984 

TBLASTX : Soybean 

'5620 

82 



5300. .5374, 5448. .5552, 5450. .5560, 5555. .5620 



Seq. No. 20997 Seq. ID OJ990627_32 . 0103 . C28 

Gene No. 43838 Strand 

Start 8916 End 8984 

Name OJ990627_32 . 0103.C28 .o6.gp Method AAT/GAP 

Start 8916 End 8984 

GI 2312838 Score 64 

Exons 8916.. 8984 

GI Descrip. 1420932/gb | U61383 | ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



21306 



Seq. No. 20997 
Gene No. 43839 
Start 10025 

Name OJ990627_32 . 0103 . C28 . o2 . tm 

Start 10025 
GI none 

Exons 10025. .10081, 10028 10081, 

11403. .11555, 12158. .12304, 
12247. .12306, 12289 .. 12333, 
13041. .13238, 13042. .13233, 
13515. .13577 



Seq. ID OJ990627_32.0103.C28 
Strand 

End 13579 

Method TBLASTX : Mai ze 

End 13579 

Score 74 
11401. .11544, 11402. .11545, 
12174 . .12305, 12175. .12312, 
13018. .13233, 13041. .13142, 
13043. .13249, 13514 .. 13579, 



Seq. No. 20997 

Gene No. .43839 

Start 10025 

Name OJ990627_32 . 0103 . C28 . o2 . tc 

Start 11381 

GI none 

Exons 11381. .11500, 11401 1154 4 , 
12175. .12312, 13018.. 13128 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990627_32.0103.C28 
13579 

TBLASTX: Cress 

13128 

210 



11402. .11545, 12158. .12304, 



Seq. No. 20997 

.Gene No. 43839 

Start 10025 

Name OJ990627_32 . 0103 . C28 . o2 . ts 

Start 11401 

GI none 

Exons 11401. .11544, 
12175. .12312, 



11402. .11545, 
13018. .13233, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990627 32.0103.C28 



13579 

TBLASTX : Soybean 
13249 
227 

11406. .11549, 12158. .12304, 
13030. .13233, 13046.. 13249 



Seq. No. 20997 
Gene No. 43839 
Start 10025 

Name OJ990627_32 . 0103 . C28 . o2 . tw 

Start 12158 
GI none 

Exons 12158. .12304, 12164 12304 , 12174 .. 12305, 12175 

12247. .12306, 13018 13233, 1304 0 .. 1324 9, 13041 
13042. .13233, 13043 13249, 13514 



Seq. ID OJ990627_32.0103.C28 
Strand 

13579 

TBLASTX: Wheat 
13579 
213 

12312, 
13142, 

13579, 13518.. 13577 



End 

Method 

End 

Score 



Seq. No. 20998 Seq. ID 

Gene No. 43840 Strand 

Start 1 End 

Name OJ990627_32 . 0103 . C29 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1..74, 164. .211, 570. .664 

Seq. No. 20998 Seq. ID 

Gene No. 43840 Strand 

Start . 1 End 

Name OJ990627_32 .0103 . C29 . ol . gs -Method 

Start 164 End 

GI none Score 

Exons 164.. 211, 570.. 668 



OJ990627_32.0103.C29 
668 

AAT/GAP 

664 

386 



OJ990627_32.0103.C29 
668 

GENSCAN 

668 

.67 



21307 




Seq. No. 


20999 


Seq. ID 


OJ990627_32. 


0103. C31 


bene wo . 


4 004 1 


Q +- ranr ) 
OLianu 


i 




Start 


342 


End 


604 




Name 


OJ990627 32.0103.C31.ol.gs 


Method 


GENSCAN 




Start 


342 


End 


604 




GI 


none 


Score 


.85 




Exons 


342.. 604 








Seq. No. 


21000 


Seq. ID 


OJ990427_21. 


0114. CI 


oene ino. 


ft JO H c. 


oLiana 


T 




Start 


10769 


End 


11092 




Name 


OJ990427 21.0114.Cl.o3.gs 


Method 


GENSCAN 




Start 


10769 


End 


11092 




GI 


none 


Score 


.97 




Exons 


10769. .10780, 10901.. 11092 








Seq. No. 


21000 


Seq. ID 


OJ990427_21. 


0114. CI 


Gene No. 


43843 


Strand 


- 




Start 


7197 


End 


12674 




Name 


OJ990427 21.0114.Cl.o2.gp 


Method 


AAT/GAP 






7197 


End 


12674 




GI 


LIB3477-003-P1-K1-E9 


Score 


122 




Exons 


7197.. 7236, 12621.. 12674 








GI Descrip. 


'2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


21000 


Seq. ID 


OJ990427_21. 


0114 . CI 


uene ino . 


43843 


Strand 






Start 


7197 


End 


12674 




Name 


OJ990427 21.0114.Cl.o2.gs 


Method 


GENSCAN 




Start 


8006 


End 


9589 




GI 


none 


Score 


.61 




Exons ' 


8006. .8175, 8408. .8542, 8864 


..9060, 9259.-9437, 9470. .9589 


Seq. No. 


21001 


Seq. ID 


OJ990427_21. 


0114. C2 


Gene No. 


43844 


Strand 


+ 




Of- ar 4. 

OLalL 


276 


End 


7385 




Name 


OJ990427 21.0114.C2.ol.gs 


Method 


GENSCAN 




Start 


276 


End 


7385 




GI 


none 


Score 


.86 




Exons 


276. .527, 2367. .2492, 4876.. 


5040, 5700 


..5827, 6497. 


.6599, 




6879. .7385 








Seq. No. 


21001 


Seq. ID 


OJ990427 21. 


0114. C2 


Gene No. 


43844 


Strand 


+ 




JLal L 


276 


End 


7385 




Name 


OJ990427 21.0114.C2.ol.np 


Method 


AAT/NAP 




Start 


4177 


End 


6125 




GI 


4680186 


Score 


.199 




Exons 


4177.. 4215, 5924.. 6125 








GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




Seq. No. 


21001 


Seq. ID 


OJ990427_21. 


0114 ,C2 


Gene No. 


43845 


Strand 


+ 




Start 


7524 


End 


12637 




Name 


OJ990427 21.0114.C2.o2.gs 


Method 


GENSCAN 





21308 



Start 


7524 


End 


12637 


GI 


none 


Score 


.68 


Exons 


7524.. 7955, 9028.. 9151, 9876 


1.. 10104, 10420. .10495, 10571.. 10 




10735. .10762, 11127. .11144, 


1134 5. .11624, 12514. .12637 


Seq. No. 


21001 


Seq. ID 


OJ990427_21.0114.C2 


Gene No. 


43846 


Strand 




Start 


6520 


End 


8139 


Name 


OJ990427 21.0114.C2.o2.np 


Method 


AAT/NAP 


Start 


6520 


End 


813.9 


GI 


6907087 


Score 


531 


Exons 


6520.. 6621, 7165.. 8139 






GI Descrip. 


(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to , 




region of the predicted gene 


s.; hypothetical protein [Oryza 




sativa] 






Seq. No. 


21001 


Seq. ID 


OJ990427_21.0114.C2 


Gene No. 


43847 


Strand 




Start 


10463 


End 


19606 


Name 


OJ990427 21.0114.C2.o3.np 


Method 


AAT/NAP 


Start 


10463 


End 


14424 


GI 


6742729 


Score 


271 


Exons 


10463. .10506, 11762. .12383, 


14366. .14424 


GI Descrip. 


(AF121139) RIM2 protein [Oryza sativa] 




Seq. No. 




Seq. ID 


OJ990427_21.0114 .C2 


Gene No . 


A ^ft A 1 

4 JO H / 


Strand 




Start 


10463 


End 


19606 


Name 


OJ990427 21.0114.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


11866 


End 


15804 


GI 


none 


Score 


154 


Exons 


11866. .11955, 11958. .12215, 


15100. .15804, 15284. .15568 


Seq. No. 


21001 


Seq. ID 


OJ990427_21.0114.C2 


Gene No. - 


43847 


Strand 




Start 


10463 


End 


19606 


Name 


OJ990427 21.0114.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


11958 


End 


15769 


GI 


none 


Score 


117 


Exons 


11958. .12176, 11958. .12218, 


12211. .12252, 12253. .12315, 




15454. .15768, 15458. .15769 






Seq. No. 


21001 


Seq. ID 


OJ990427_21.0114.C2 


Gene No. 


43847 


Strand 




Start 


10463 


End 


19606 


Name 


OJ990427 21.0114.C2.o3.gs 


Method 


GENS CAN 


Start 


13433 


End 


19606 


GI 


none 


Score 


.63 


Exons 


13433. .13618, 13696 .. 13788 , 


13890. .13950, 14037 .. 14 147, 




14228. .14479, 14563 .. 14839, 


14895. .15242, 15399 .. 16284 , 




16301. .16675, 17004. .17190, 


17308. .17621, 18643. .18728, 




19440. .19606 






Seq. No. 


21001 


Seq. ID 


OJ990427_21.0114 .C2 


Gene No. 


43847 


Strand 




Start 


10463 


End 


19606 


Name 


OJ990427 21.0114.C2.ol.tc 


Method 


TBLASTX: Cress 



21309 




Start 


15100 




End 


15523 




GI 


none 




Score 


111 




Exons 


15100. .-15522, 15284. 


.15523 








Seq. No. 


21001 




Seq. ID 


OJ990427_21.0114 


.C2 


Gene No. 


43847 




Strand 






Start 


10463 




End 


19606 




Name 


OJ990427 21. 0114. C2. 


o4 .np 


Method 


AAT/NAP 




Start 


15463 




End 


17699 




GI 


100484 




Score 


1219 




Exons 


15463. .16196, 16279. 


.17699 








GI Descrip. 


hypothetical protein 


i - garden snapdragon 




Seq. No. 


21001 




Seq. ID 


OJ990427_21.0114 


.C2 


Gene No. 


43847- 




.Strand 






Start 


10463 




End 


19606 




Name 


OJ990427 21. 0114. C2. 


o3 . tw 


Method 


TBLASTX: Wheat 




Start 


16440 




End 


16783 




GI 


none 




Score 


34 




Exons 


16440. .16490, 16511. 


.16597, 


16515. .16658, 1664 1 .. 16739, 






16643. .16741, 16745. 


. 16783 








Seq. No. 


21001 




Seq. ID 


OJ990427_21.0114 


.C2 




43847 




Strand 






Start 


10463 




End 


19606 




Name 


OJ990427 .21. 0114. C2. 




Method 


TBLASTX: Cress 




Start 


16691 




End 


17011 




GI 


none 




Score 


269 




Exons 


16691. .17011 










Seq. No. 


21001 




Seq. ID 


OJ990427_21.0114 


.C2 


Gene No. 


43847 




Strand 






Start 


10463 




End 


19606 




Name 


OJ990427 21. 0114. C2. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


16712 




End 


16949 




GI 


none 




Score 


131 




Exons 


16712. .16915, 16712. 


.16918, 


16728. .1694 9, 16737. .16922 




Seq. No. 


21001 




Seq. ID 


OJ990427_21.0114 


.C2 


Gene No . 


43847 




Strand 






Start 


10463 




End 


19606 




Name 


OJ990427 21. 0114. C2. 


ol.ts 


Method 


TBLASTX : Soybean 




Start 


16772 




End 


17171 




GI 


none 




Score 


98 




Exons 


16772. .17020, 16791. 


.17012, 


17044. .17166, 17049. .17171 




Seq. No. 


21001 




Seq. ID 


OJ990427_21.0114 


.C2 


Gene No. 


43847 




Strand 






Start 


10463 




End 


19606 




Name 


OJ990427 21. 0114. C2. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


16787 




End 


17339 




GI 


none 




Score 


61 




Exons 


16787. .16915, 16907. 


.17008, 


16913. .17008, 1-7029. .17283, 






17049. .17339 










Seq. No. 


21002 




Seq. ID 


OJ990427_21.0114 


.C3 


Gene No. 


43848 




Strand 


+ 





21310 




Start 


1920 


End 


2512 






Name 


OJ990427 21.0114.C3.ol.gp 


Method 


AAT/GAP 






Start 


1920 


End 


2512 






GI" 


4715762 


Score 


1105 






Exons 


1920. .2512 










Seq. No. 


21002 . 


Seq. ID 


OJ990427_ 


21. 


0114. C3 


Gene No. 


43849 


Strand 


+ 






Start 


7081 


End 


7236 






Name 


OJ990427 21.0114.C3..o2.gp 


Method 


AAT/GAP 






Start 


7081 


End 


7236 






GI 


2338 1.R1084 


Score 


190 






Exons 


7081. .7236 










GI Descrip. 


, 5803242/dbj | AP000399 . 1 | AP000399 2.0e- 


40 Oryza sativa genoi 




DNA, chromosome 6, clone : P0535G04 1 








Seq. No. 


21002 


Seq. ID 


OJ990427_ 


21. 


0114. C3 


Gene No. 


43850 


Strand 


+ 






Start 


8317 


End 


11086 






Name 


OJ990427 21.0114.C3.o2.gs 


Method 


GEN SCAN 






Start 


8317 


End 


11086 






GI 


none 


Score 


.49 






Exons 


8317.. 8466, 9118.. 9210, 9461. 


.9545, 9655.. 9825, 


10045. .104 




10551. .10723, 10761. .11086 










Seq. No. 


21002 


Seq. ID 


OJ990427_ 


21. 


0114. C3 


Gene No. 


43850 


Strand 


+ 






Start 


8317 


End 


11086 






Name 


OJ990427 21.0114.C3.o2.np 


Method 


AAT/NAP 






Start 


9621 


End 


9845 






GI 


5669654 


Score 


81 






Exons 


9621. .9845 










GI Descrip. 


(AF096262) ER6 protein [Lycopersicon esculentum] 






Seq. No. 


21002 


Seq. ID 


OJ990427_ 


21. 


0114. C3 


Gene No. 


43851 


Strand 








Start 


898 * 


End 


7248 






Name 


OJ990427 21.0114.C3.ol.gs 


Method 


GENS CAN 






Start 


898 


End 


7248 






GI 


none 


Score 


.42 






Exons 


898. .930, 1936. .2058, 2476. .2626, 2682 


..2714, 3180. 


.3227, 




4255.. 4355, 4418.. 4601, 4611. 


.4660, 4810. .4895, 


5044. .5137 




5428. .5582, 7211. .7248 










Seq. No. 


21002 


Seq. ID 


OJ990427_ 


21. 


0114. C3 


Gene No. 


43851 


Strand 








Start 


898 


End 


7248 






Name 


OJ990427 21.0114.C3.ol.np 


Method 


AAT/NAP 






Start 


1943 


End 


3973 






GI 


2736513 


Score 


88 






Exons 


1943.. 2556, 3953.-3973 










GI Descrip. 


(AF039052) No definition line 


found [Caenorhabditis 


. elegan: 


Seq. No. 


21002 


Seq. ID 


OJ990427_ 


21. 


0114 .C3 


Gene No. 


43852 


Strand 








Start 


11919 


End 


13162 






Name 


OJ99042.7 21.0114.C3.o3.gs 


Method 


GENSCAN 







21311 




Start 


11919 


End 


13162 






GI 


none 


Score 


.76 






Exons 


11919., 11932, 13101. .13162 










Seq. No. 


21003 


Seq. ID 


OJ990427_21. 


0114 


.C4 


Gene No. 


43853 


Strand 


— 






Start 


1543 


End 


1615 






Name 


OJ990427 21.0114.C4.ol.gp 


Method 


AAT/GAP 






Start 


1543 


End 


1615 






GI 


LIB3477-003-P1-K1-E9 


Score 


89 






Exons 


1543. .1615 










GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGE1 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryz< 




sativa] 1 










Seq. No. 


21004 


Seq. ID 


OJ990427_21. 


0114 


.C5 


Gene No 


43854 


Strand 


+ 






Start 


153 


End 


1263 






Name 


OJ990427 21.0114.C5.ol.gs 


Method 


GEN SCAN 






Start 


153 


End 


1263 






GI 


none 


Score 


.46 






Exons 


153. .198, 542. .679, 1223. .1263 








Seq. No. 


21005 


Seq. ID 


OJ990427_21. 


0114, 


,C6 


Gene No. 


'43855 


Strand 


+ 






Start 


907 


End 


2081 






Name 


OJ990427 21.0114.C6.ol.gs 


Method 


GENSCAN 






Start 


907 


End 


2081 






GI 


none 


Score 


.5 






Exons 


907. .982, 2021. .2081 










Seq. No. 


21005 


Seq. ID 


OJ990427_21. 


0114, 


,C6 


Gene No. 


43856 


Strand 


+ 






Start 


7198 


End 


9811 






Name 


OJ990427 21.0114.C6.o2.np 


Method 


AAT/NAP 






Start 


7198 


End 


9811 






GI. 


4584539 


Score 


175 






Exons 


7198. .7239, 9386. .9811 










GI Descrip. 


(AL049608) extensin-like protein [Arabidopsis thaliana] 




Seq. No. 


21005 


Seq. ID 


OJ990427_21. 


0114, 


■ C6 


Gene No. 


43857 


Strand 


+ 






Start 


15226 


End 


21356 






Name 


OJ990427 21.0114.C6.o3.np 


Method 


AAT/NAP 






Start - 


15226 


End 


21356 






GI 


6539588 


Score 


156 






Exons 


15226. .15252, 15973. .16034, 


17571. .17775, 21250. .21356 




GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


21005 


Seq. ID 


OJ990427_21. 


0114 . 


,C6 


Gene No. 


43857 


Strand 


+ 






Start 


15226 


End 


21356 






Name 


OJ990427 21.0114.C6.o4.np 


Method 


AAT/NAP 






Start 


17819 


End 


20568 






GI 


2626948 


Score 


51 






Exons 


17819. .17839, 19104 .. 19219, 


20549. .20568 






GI Descrip. 


(D32052) NADH dehydrogenase 


subunit IV 


[Oryza sativa] 





21312 




Seq. No. 


21005 


Seq. ID 


OJ990427_ 


21 . 


0114 


. C6 


Gene No. 


43858 


Strand . 


+ 








Start 


23120 


End 


26268 








Name 


OJ990427 21.0114.C6.o6.np 


Method 


AAT /NAP 








Start 


23120 


End 


26268 








GI 


6069659 


Score 


241 








Exons 


23120. .23149, 25608 .. 2594 6, 


25996. .26268 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 








Seq. No. 


21005 


Seq. ID 


OJ990427 


21 . 


0114 


. C6 


Gene No. 


43858 


Strand 


+ 








Start 


23120 


End 


26268 








Name 


OJ990427 21.0114.C6.o5.np 


Method 


AAT /NAP 








Start 


23469 


End 


24629 








GI 


4680186 


Score 


169 








Exons 


23469. .23626, 24196.. 24629 












GI Descrip. 


(AF111709) unknown [Oryza sativa subsp, 


. indica] 








beq. wo. 


21005 


Seq. ID 


OJ990427_ 


21. 


0114 


- Lb 


Gene No. 


43859 


. Strand 










Start 


4068 


End 


15892 








Name 


OJ990427 21.0114.C6.o2.gs 


Method 


GENSCAN 








Start 


4068 


End 


15892 








GI 


none 


• Score 


.45 








Exons 


4068. .4110, 4500. .4613, 5921 


.'.9062, -r9504. .10520, 


11124. 


.11232, 



11247. .11389,. 14003. .14120, 15111 15255, 15837. .15892 



Seq. No. 


21005 






Seq. ID 


OJ990427_21.0114 


.C6 


Gene No. 


43859 






Strand 






Start 


4068 






End 


15892 




Name 


OJ990427 21 


.0114. 


. C6.ol.np 


Method 


AAT /NAP 




Start 


5932 






End 


11534 




GI 


3935164 






Score 


18 67 




Exons 


5932. .9347, 


9477. 


..9690, 9851. 


.10281, 


11502. .11534 




GI Descrip. 


(AC004557) 


F17L21.7 [Arabidopsis thaliana] 




Seq. No. 


21005 






Seq. ID 


OJ990427_21.0114 


-C6 


Gene No. 


43860 






Strand 






Start 


25291 






End 


45507 




Name 


OJ990427 21 


.0114. 


,C6.o5 . tw 


Method 


TBLASTX: Wheat 




Start 


5923 






End 


6139 




GI 


none 






Score 


123 




Exons - 


5923. .6138, 


5924. 


, .6139 








Seq. No. 


21005 






• Seq. ID 


OJ990427_21.0114 


.C6 


Gene No. 


43860 






Strand 






Start 


25291 






End 


45507 




Name 


OJ990427 21 


.0114. 


C6.o4.tm 


Method 


TBLASTX: Maize 




Start 


5989 






End 


6285 




GI 


none 






Score 


103 




Exons 


5989. .6285, 


5990. 


.6226, 6001. 


.6285 






Seq. No. 


21005 






Seq. ID 


O'J990427_21.0114 


.C6 


Gene No. 


43860 






Strand 






Start 


25291 






End 


45507 




Name 


OJ990427 21 


.0114. 


C6.0I. ts 


Method 


TBLASTX : Soybean 





21313 




Start 


5992 








End 


6588 




GI 


none 








Score 


166 




Exons 


5992. .6588, 


5993. 


.6397, 


64 61. 


.6583 






Seq. No. 


21005 








Seq. ID 


OJ990427_21.0114 


.C6 


f2o n o Mo 


43860 








J Li CX11U 






Start 


25291 








End 


45507 




Name 


OJ990427 21 


.0114. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6291 








End 


6753 




GI 


none 








Score 


67 




Exons 


6291. .6401, 


6295. 


.6753, 


6296. 


.6742 






Seq. No. 


21005 








Seq. ID 


OJ990427_21.0114 


.C6 




4 ^ft fin 

i j o \j yj 








Strand 






Start 


25291 








End 


45507 




Name 


OJ990427 21 


.0114 . 


C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


6352 








End 


6783 




GI 


none 








Score 


58 




Exons 


6352. .6621, 


6353. 


.6406, 


6464. 


.6646, 6619.. 6783, 6623.. 6775 


Seq. No. 


21005 








Seq. ID 


OJ990427_21.0114 


. C6 


Hono Mrs 










Strand 






Start 


25291 








End 


45507 




1 Name 


OJ990427 21 


.0114 . 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




S Start 


6760 








End 


7117 . 




if GI 


none 








Score 


41 




Exons 

y 


6760. .6801, 


6764. 


.6811, 


6791. 


.7117, 6802. .7116 




2 Seq. No. 


21005 








Seq. ID 


OJ990427_21.0114 


. C6 




43860 








Strand 






Z Start 


25291 








End 


45507 




^ Name 


OJ990427 21 


.0114. 


C6.o3. 


tw 


Method 


TBLASTX: Wheat 




^ Start 


6814 








End 


22501 




GI 


none 








Score 


104 




j Exons 


6814. .6918, 


6904. 


.7248, 


6905. 


.7249, 22376.. 22501 




J 

7 Seq. No. 


21005 








Seq. ID 


OJ990427_21.0114 


.C6 


^ Gene No. 


43860 








Strand 






J Start 


25291 








End 


45507 




J Name 


OJ990427 21 


.0114. 


C6.o2. 


ts 


Method 


TBLASTX : Soybean 




3 Start 


6919 


* 






End 


7413 




GI 


5509260 








Score 


90 




Exons 


6919. .7413, 


6935. 


.7090 










GI Descrip. 


- 














Seq. No. 


21005 








Seq. ID 


OJ990427_21.0114 


.C6 


f^on^ Mo 


4 ^fifin 








Strand 






Start 


25291 








End 


45507 




Name 


OJ990427 21 


.0114. 


C6.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


7030 








End 


7305 




GI 


none 








Score 


85 




Exons 


7030. .7305, 


7172. 


.7282 










Seq. No. 


21005 








Seq. ID 


OJ990427_21.0114 


.C6 


Gene No. 


43860 








Strand 






Start 


25291 








End 


45507 




Name 


OJ990427 21 


.0114. 


C6.06. 


tm 


Method 


TBLASTX: Maize 





21314 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



7123 
none 

7123. .7368, 

21005 
43860 
25291 

OJ990427_21, 

7975 

none 

7975. .8373 

21005 
43860 
25291 

OJ990427_21. 

7975 

none 

7975. .8433 

21005 
43860 
25291 

OJ990427_21. 

7975 

none 

7975. .8307, 

21005 
43860 
25291 

OJ990427_21. 

7982 

none 

7982. .8101, 
8338. .8439 

21005 
43860 
25291 

OJ990427_21. 

8449 

none 

8449. .8544, 

21005 
43860 
25291 

OJ990427_21. 

8533 

none 

8533. .8619, 

21005 
43860 
25291 

OJ990427 21. 



7130.. 7369, 7265. 



0114.C6.ol.tc 



End 
Score 
.7369 



7369 
152 



0114.C6.o3.ts 



0114.C6.o2.tw 



8039.. 8194, 8043. 



Seq. ID OJ990427_21.0114.C6 
Strand 

End 45507 

Method TBLASTX : Cress 

End 8373 

Score 300 



Seq. ID OJ990427_21.0114 .C6 
Strand 

End 45507 

Method TBLASTX : Soybean 

End 8433 

Score 269 



Seq. ID OJ990427_21.0114.C6 
Strand 

45507 

TBLASTX: Wheat 
8307 
84 



End 

Method 
End 
Score 
.8195 



0114.C6.ol.tm 



Seq. ID OJ990427_21.0114 .C6 
Strand 

End 45507 

Method TBLASTX : Mai ze 

End 8443 

Score 151 
7984. .8361, 7986.-8324, 8036. .8380, 8336. .8443, 



Seq. ID OJ990427_21.0114 .C6 
Strand 

End 45507 

Method TBLASTX : Mai ze 

End 8727 

Score 50 
.8724, 8557.. 8727 



0114.C6.o7.tm 
8470. .8565, 8557, 

0114.C6.o2.tc 
8623..8814-, 8624. 

0114.C6.o4.tw 



Seq. ID OJ990427_21.0114 .C6 
Strand 

45507 

TBLASTX: Cress 
8821 
85 



End 

Method 
End 
Score 
.8821 



Seq. ID OJ990427_21.0114.C6 
Strand 

End 45507 

Method TBLASTX : Wheat 



21315 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



8629 End 9078 

none Score 4 5 

8629. .8748, 8776. .8814, 8811. .8855, 8893. .9078, 8896. .9015 



21005 
43860 
25291 

OJ990427_21.0114.C6.o5.tm 

8737 - 

none 



Seq. ID OJ990427_21.0114.C6 
Strand 

End 45507 

Method TBLASTX : Maize 

End 9054 

Score 55 



8737.. 8814, 8738.. 8812, 8860.. 9054, 8882.. 9052 



Seq. No. 


21005 




Seq. ID 


OJ990427_21.0114 


.C6 


Gene No . 


A "3Q cn 




Strand 






b tart 


zo^y i 




End 


45507 




Name 


GjyyU4z/ zl.U114.Cb 


.08. tm 


Method 


TBLASTX: Maize 




btart 


no / 1 

yo4 1 




End 


10282 






none 




Score 


117 




Exons 


qqvii i ni / n no yt /i 
yo41..1U14U, yo44.. 


10137, 


10229. .10282 






Seq. No. 


21005 




Seq. ID 


OJ990427_21.0114 


.C6 


Gene No. 


43860 




Strand 








OCOQ1 

zoz y i 




End 


45507 




.„ Name 


ojyyu4z / zi.uii4.cb 


.08 .np 


Method 


AAT/NAP 




otart 


zoz yi- 




End 


45507 




"= C T 


/l R Q >t R "3 Q 




Score 


285 




\\\ Exons 


OCOQI OCylOO OCQCQ 


. .26034 


, 26088. .26313, 2634 1 .. 26593, 




is 


zoUUo . . zoUoy , ooy4o 


. .34031 


, 36160. .36218, 45324. .45507 




Z GI Descrip. 


(ALU4yoUo) extensin 


-like protein [Arabidopsis thaliana] 




^ Seq. No. 


21005 




Seq. ID 


OJ990427_21.0114 


-C6 


3 Gene No. 


43860 




Strand 






[J Start 


25291 




End 


45507 




Name 


OJ990427 21. 0114. C6 


. o7 . np 


'.'Method 


AAT/NAP 




Start 


33241 




End 


34385 




'i GI 


2842481 




Score 


107 




^ Exons 


33241. .33579, 34220 


. .34385 








^ GI Descrip. 


(AL02174 9) extensin 


-like protein [Arabidopsis thaliana] 




5 Seq. No. 


21005 




Seq. ID 


OJ990427_21.0114 


.C6 


Z Gene No. 


■43860 




Strand 






- Start 


25291 




End 


45507 




Name 


OJ990427 21. 0114. C6 


. 06. gs 


Method 


GENSCAN 




Start 


45111 




End 


45233 




GI 


none 




Score 


1 




Exons 


45111. .45233 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21006 Seq. ID 

#.43861 '""*■ Strand 

1070 End 

0 J990 4 2 7_2 1 . 0 1 1 4 . C7 . o 1 . gs Method 

1070 End 

none Score 

1070. .1143, 1192. .1285, 1556. .1715 



OJ990427_21.0114.C7 
+ 

1715 
GENSCAN 
1715 
.58 



Seq. No. 
Gene No. 



21006 
43862 



Seq. ID OJ990427_21.0114.C7 
Strand 



21316 




Start 


2210 


End 


6063 






Name 


OJ990427 21.0114.C7.o2.gs 


Method 


GENSCAN 






Start. 


2210 


End 


6063 






GI 


none 


Score 


.59 






Exons 


2210.. 2430, 5079.. 5239, 5939 


. .6063 








Seq. No. 


21006 


Seq. ID 


OJ990427_21 


.0114 


.C7 


VJ cue *• ' \J . 


43863 


Strand 








Start 


6745 


End 


7260 






Name 


OJ990427 21.0114.C7.o3.gs 


Method 


GENSCAN 






Start 


6745 


End 


7260 






GI 


none 


Score 


.59 






Exons 


6745.-6797, 7161. .7260 










Seq. No. 


21007 


Seq. ID 


OJ990427_21 


.0114 


.C8 


\j cue nu • 


43864 


Qf rand 








Start 


10258 


End 


10619 






Name 


OJ990427 21.0114.C8.o2.gs 


Method 


GENSCAN 






Start 


10258 


End 


10619 






GI 


none 


Score 


.74 






Exons 


10258. .10334, 10451. .10619 










Seq. No. 


21007 


Seq. ID 


OJ990427_21 


.0114 


.C8 




43865 










Start 


12018 


End 


12599 






Name 


OJ990427 21.0114.C8.o3.gs 


Method 


GENSCAN 






Start 


12018 


End 


12599 






GI 


none 


Score 


.55 






Exons 


12018. .12074, 12498.. 12599 










Seq. No. 


21007 


Seq. ID 


OJ990427_21, 


.0114 


.C8 


Gene No. 


43866 


Strand 


+ 






Start 


13049 


End 


13260 






Name 


OJ990427 21 0114 C8 ol ox> 


Method 


AAT/GAP 






Start 


13049 


End 


13260 






GI 


58016 1.R1084 


Score 


292 






Exons 


13049.. 13260 










GI Descrip. 


f 1076715/pir| IA48892 2-0e-ll 


abscisic 


acid-induced 


protein 




- barley >gi_404589 (L19119) 


A22 [Hordeum vulgare] ' 


r 




Seq. No. 


21007 


Seq. ID 


OJ990427_21. 


.0114 


.C8 


Gene No. 


. 43867 


Strand 


+ 






Start 


' 15391 


End 


15488 






Name 


OJ990427 21.0114.C8.o3.np 


Method 


AAT/NAP 






Start 


15391 


End 


15488 






GI 


6562728 


Score 


33 






Exons 


15391. .15488 










GI Descrip. 


(AL035475) hypothetical protein, MAL4P2.26 [Plasmodium 






falciparum] 










Seq. No. 


21007 


Seq. ID 


OJ990427_21, 


,0114 


.C8 


Gene No. 


43868 


Strand 








Start 


253 


End 


8773 






Name 


OJ990427 21.0114.C8.ol.np 


Method 


AAT/NAP 






Start 


253 


End 


2727 






GI 


5852182 


Score 


180 






Exons 


253. .311, 1411. .1585, 2701. .2727 









21317 



GI Descrip. 


(AL117265) zhb0012.1 [Oryza 


sativa] 






Seq. No. 


21007 


Seq. ID 


OJ990427_21 


.0114. C8 


Gene No. 


43868 


Strand 






o (_ ai l. 




End 


8773 




Name 


OJ990427 21.0114.C8.ol.gs 


Method 


GENSCAN 




Start 


1534 


End 


8773 




GI 


none 


Score 


.43 




Exons 


1534. .1585, 2038.. 2143, 2993 


..3268, 3506.. 3629, 3799.. 4035, 




4193.. 4247, 4954.. 5056, 8519 


..8658, 8703.. 8773 




Seq. No. 


21007 


Seq. ID 




.0114. C8 


Gene No. 


43868 


Strand 






Start 


253 


End 


8773 




Name 


OJ990427 21.0114.C8.o2.np 


Method 


AAT/NAP 




Start 


1614 


End ' 


3295 




GI 


6539588 


Score 


239 




Exons 


1614.. 1653, 2985.. 3295 








GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




Seq. No. 


21008 


Seq. ID 


OJ990427_21 


.0114. C9 


Gene No. 


43869 


Strand 


+ 




Start 


2843 


End 


2935 




Name 


OJ990427 21.0114.C9.o3.gp 


Method 


AAT/GAP 






2843 


End 


2935 




GI 


LIB3477-003-P1-K1-E9 


Score 


105 




Exons 


2843..293S 








GI Descrip. 


'2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 








Seq. No. 


21008 


Seq. ID 


OJ990427_21 


.0114. C9 


UCllC LNw • 


43870 


Strand 






Start 


806 


End 


1656 




Name 


OJ990427 21.0114.C9.ol.gp 


Method 


AAT/GAP- 




Start 


806 


End 


1656 




GI 


none 


Score 


1351 




Exons 


806. .1083, 1191. .1656 








Seq. No. 


21008 


Seq. ID 


OJ990427_21 


.0114. C9 


Gene No. 


43871 


Strand 






Start 


2381 


End 


2842 




Name 


OJ990427 21.0114.C9.o2.gp 


Method 


AAT/GAP 




Start 


2381 


End 


2842 




GI 


LIB3432-059-P1-K1-D8 


Score 


725 




Exons 


2381. .2842 









GI Descrip. ' 5734 616/dbj | AP000391 . 1 | AP000391 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 21009 

Gene No. 43872 

Start 15294 

Name OJ990427_21 . 0114 . C10 . o3 . gs 

Start' 15294 

GI none 
Exons 



Seq. ID OJ990427_21. 0114. C10 

Strand + 

End 26315 

Method GENSCAN 

End 26118 

Score .66 



15294. .15439, 16173, . 16360, 16534 16561, 17183 .. 17326, 
20258. .20388, 20859 .. 20917 , 21046 .. 21138, 214 65 .. 21608 , 



21318 



21967. .22044, 22285 .. 22318, 22506 .. 22777 , 25251 25556, 
25960. .26118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21009 
43872 
15294 

OJ990427_21. 0114. C10. o2.np 

21472 

2281449 



Seq. ID OJ990427_21. 0114 .C10 

Strand + 

End ,26315 

Method AAT/NAP 

End 26112 

Score 4 94 



21472. .21608, 21967 .. 22086, 22496 .. 22777 , 25251 .. 254 95, 
25960.. 26112 

(U90214) leucine zipper transcription factor TGA2 . 1 [Nicotiana 
tabacum] 



Seq. ID OJ990427_21. 0114 .C10 

Strand + 

End 26315 

Method AAT/GAP 

End 26315 . 

Score 930 



21009 
43872 
15294 

OJ990427_21. 0114 .C10. o3.gp 
25420 

uC-osrocyp003c08al 
25420. .25556, 25960.. 26315 

, 6069643/dbj | AP000616 . 1 1 AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



21009 
43873 
985 

OJ990427_21. 0114. C10. ol.gs 

985 

none 



Seq. ID OJ990427_21.0114.C10 
Strand 

End 13203 

Method GENSCAN 

End 13203 

Score .8 



985. .1180, 1982. .2114, 2696. .2775, 5737. .6009, 6648.-6669, 
7181. .7292, 8448. .8651, 9206. .9346, 9662. .9766, 9942. .10346, 
11264. .11404, 12524. .12625, 12697.. 13203 



21009 
43873 
985 

OJ990427_21. 0114 .C10. ol.gp 

1046 

none 

1046. .1462 



Seq. ID OJ990427_21. 0114. C10 
Strand 

End 13203 

Method AAT/GAP - 

End 1462 

Score 769 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21009 

43873 , ; ' 

985 

OJ990427_21. 0114. C10. ol.tc 

5966 

none 



Seq. ID OJ990427_21. 0114. C10 
Strand 

End 13203 

Method TBLASTX : Cress 

End 9348 

Score 162 



5966. .6010, 7167. .7286, 8436.-8654, 8449. .8652, 9200. .9343, 
9204.. 9344, 9208.. 9348, 9231.. 9347 



21009 
43873 
985 

OJ990427_21. 0114. C10. ol.ts 

5966 

none 



Seq. ID OJ990427_21. 0114. C10 
Strand 

End 13203 

Method TBLASTX : Soybean 

End 13101 

Score 178 



21319 



Exons 5966.. 6010, 7167.. 7292, 7692.. 7760, 8436.. 8654, 8452.. 8652, 

9200. .9343, 9204. .9344, 9211. .9348, 9211. .9348, 9662.-9766, 
9663.. 9767, 9696.. 9782, 9697.. 9780, 9*939 .. 10022, 9940.. 10014, 
10047. .10298, 10097. .10297, 10185 .. 10304 , 10293 .. 1034 6, 
10294. .10347, 11256. . 11405, 11261 .. 11407 , 11261 .. 114 10, 
12704. .12820, 12709 .. 12822, 13030.. 13101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21009 
43873 
985 

OJ990427_21. 0114. CIO. ol.np 

5969 

6729532 



Seq. ID OJ990427_21. 0114. C10 
Strand 

End . 13203 

Method AAT/NAP 

End 13187 

Score 1364 



5969. .6009, 7181. .7292, 7689.-7783, 8417. .8651, 9206. .9346, 
9662.-9766, 9942.. 10024, 10067 .. 10331, 112 64 .. 11393, 
12719. .13187 



GI Descrip. (AL132977) putative protein [Arabidopsis thaliana] 



Seq. No. 21009 

Gene No. 43873 

Start 985 

Name OJ990427_21 . 0114 . C10 . o2 

Start 7686 

GI none 

Exons 7686.. 7775, 7686.-7775, 
8445. .8654, 8448.-8654, 



Seq. ID OJ990427_21. 0114. C10 
Strand 

End 13203 
-tm Method TBLASTX: Maize 

End 9320 

Score 106 
7690. .7776, 7693. .7776, 8440?. 8652, 
9184.. 9315, 9200.. 9319, 9204.. 9320 



Seq. No. 21009 Seq. ID 

Gene No. 43873 Strand 

Start 985 End 

Name 0 J9 90 4 2 7_2 1.0114. C10. ol.tm Method 

Start 10017 End 

GI none Score 

Exons 10017. .10139, 10017 .. 1034 6, 10019 

11262. .11411, 12698. .12823, 12709 



OJ990427 21. 0114. C10 



13203 

TBLASTX: Maize 
12823 
121 

10348, 11261. .11410, 
12822 



Seq. No. 21009 

Gene No. 43873 

Start 985 

Name OJ990427_21 . 0114 . C10 . o2 . gp 

Start 10024 

GI LIB3431-060-P1-K1-A7 

Exons 10024. .10346, 11264.. 11369 

GI Descrip. '2673914 1.0e-25 (AC002561) 
thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990427_21. 0114. C10 

13203 
AAT/GAP 
11369 
804 



hypothetical protein [Arabidopsis 



Seq. No. 


21009 




Seq. ID 


OJ990427_21.0114 


.C10 


Gene No. 


43873 




Strand 






Start 


985 




End 


13203 




Name 


OJ990427 21. 0114. C10 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


12910 




End 


13104 




GI 


none 




• Score 


118 




Exons 


12910. .12960, 13000. 


.13104, 


13007. .13093 




Seq. No.' 


21009 




Seq. ID 


OJ990427_21.0114 


.C10 


Gene No. 


43874 




Strand 






Start 


21540 




End 


25355 





21320 



Name 

Start 

GI 

Exons 



OJ990427_21. 0114. CIO. o2.tc . Method 
21540 . End 

none Score 



TBLASTX: Cress 

25355 

104 



21540. .21608, 21964 . . 22044 , 22507 .. 22779, 22508 22780, 
25248. .25355 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21009 
43874 
21540 

OJ990427_21. 0114. C10. ol.tw 

21561 

none 



Seq. ID OJ990427_21. 0114 .C10 
Strand 

End 25355 

Method TBLASTX : Wheat 

End 22756 

Score 65 



21561. .21605, 21967. .22044, 22508 .. 22756, 22516 .. 2264 4 , 
22702. .22755 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21009 
43874 
21540 

OJ990427_21. 0114. C10. o2.ts 

21964 

none 



Seq. ID OJ990427_21. 0114. C10 
Strand 

End 25355 

Method TBLASTX : Soybean 

End 22773 

Score 78 



21964. .22044, 22502 .. 22771, 22504.. 22773 



21009 
43874 
21540 

OJ990427_21. 0114. C10. o3.tm 

22501 

none 



Seq. ID OJ990427_21. 0114 .C10 
Strand . 

End 25355 

Method TBLASTX : Maize 

End 25322 

Score 274 



22501. .22776, 22502 .. 22780, 25248.. 25322 



21010 
43875 
1131 

OJ990427_21.0114.Cll.ol.gs 

1131 

none 

1131. .1499 



Seq. ID OJ990427_21.0114.C11 

Strand + 

End 1513 

Method GENSCAN 

End 1499 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990427_21.0114.C11 

Strand + 

End 1513 

Method AAT/NAP 

End 1513 

Score 267 



21010 
43875 
1131 

OJ990427_21.0114.Cll.ol.np 
1152 
6729531 
1152. .1208, 1266. .1513 

(AL132977) anthranilate phosphoribosyltransf erase-like protein 
[Arabidopsis thaliana] 



21010 
43875 
1131 

OJ990427_21.0114.Cll.ol.tc? t:: 

1274 

none 



Seq. ID OJ990427_21.0114.C11 

Strand + 

End 1513 

Method " TBLASTX: Cress 

End 1511 

Score 118 



1274. .1381, 1284. .1385, 1391. .1498, 1392. .1511 



21321 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21010 
43875 
1131 

OJ990427_21.0114.C11 .ol.ts 
1344 
none 

,1385, 1391. .1492, 1392.. 1511 



Seq. ID 


OJ990427_21.0114 


.Cll 


Strand 


+ 




End 


1513 




Method 


TBLASTX : Soybean 




End 


1511 




Score 


48 




1511 






Seq. ID 


OJ990427_21.0114 


.C12 


Strand 


+ 




End 


1545 




Method 


AAT/NAP 




End 


1542 




Score 


1756 





1344 



21011 
43876 
1 

OJ990427_21 .0114 . C12 . ol . np 
1 

6729531 
1..525, 559-. .1542 

(AL132977) anthranilate phosphoribosyltransf erase-like protein 
[Arabidopsis thaliana] 



Seq. No. 21011 Seq. ID 

Gene No. . 43876 Strand 

Start 1 End 

Name OJ990427_21 . 0114 . C12 . ol . gs Method 

Start 220 End 

GI none Score 

Exons 220. .1545 * 



OJ990427_21.0114.C12 
+ 

1545 
GENSCAN 
1545 
1 



Seq. No. 21011 Seq. ID 

Gene No. 43877 Strand 

Start 2617 End 

Name OJ990427_21 . 0114 . C12 . o2 . gs • Method 

Start 2617 End 

GI none Score 

Exons 2617.. 2837, 2915.. 3026 



OJ990427_21.0114.C12 
+ 

3026 
GENSCAN 
3026 
. 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

•Method 

End 

Score 



OJ990427 21.0114.C12 



21011 
43878 
1481 

OJ990427_21.0114.C12.o2.np 
1481 
67870 

1481. .1707, 2016. .2214 

H+-transporting ATP synthase (EC 3.6.1.34) epsilon chain - 
barley chloroplast 



OJ990427 21.0114.C12 



2214 
AAT/NAP 
2214 
315 



Seq. No. 21011 ^ Seq. ID 

Gene No. 43879 Strand 

Start 2213 End 2352 

Name OJ990427_21 . 0114 .C12 .o3.np . Method AAT/NAP 

Start 2213 ' End 2352 

GI 6815115 Score 178 

Exons 2213.. 2352 

GI Descrip. (AB037543) ATP synthase beta subunit [Oryza sativa] 



Seq. No. 21011 Seq. ID 

Gene No. ' 43880 Strand 

Start 4075 End 

Name OJ990427 21 . 0114 . C12 . o3 . gs Method 



OJ990427_21.0114 .C12 

14655 
GENSCAN 



21322 



Start 
GI 

Exons 



4075 End 14655 

none Score . 53 

4075. .4078, 4163. .4287, 4418. .4693, 4768. ,4895, 5128. .5277, 
5557. .5705, 6517.. 7986, 8002. .10437, 10615 .. 10662, 10751 .. 10850, 
11438. .11557, 11655. .11720, 11796 .. 11849, 11978 1204 6, 
12227. .12295, 13015 .. 13088, 13474 .. 13604 , 13821 .. 13909, 
13946. .14116, 14180. .14314, -14583 .. 14655 



Seq. No. 21011 Seq. ID OJ990427_21 . 0114 . C12 

Gene No. .43880 Strand 

Start 4075 End 14655 

Name OJ990427_21 . 0114 .C12 .o4 .np Method AAT/NAP 

Start 6516 End 10421 

GI 6539553 Score 6751 

Exons 6516.. 10421 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597) 
[Oryza sativa] 



Seq. No. 


21011 






Seq. ID 


OJ990427_21.0114 


.C12 


Gene No. 


43881 






Strand 


- 




Start 


15624 






End 


17292 




Name 


OJ990427 


21.0114.C12.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


207 






End 


7 92 v. - 




PT 


none 






Score 


i fin 




Exons 


207. .335, 


208.. 336, 333. 


.500, 


334 . .489, 


.562.-792, 576.. 


746 


Seq. No. 


21011 






Seq. ID 


OJ990427_21.0114 


.C12 


Gene No. 


43881 






Strand 


- 




Start 


15624 






End 


17292 




Name 


OJ990427 


21.0114 .C12.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


207 






End 


636 




GI 


none 






Score 


120 




Exons 


207. .335, 


208. .345, 342. 


.497, 


343. .489, 


550. .636, 576.. 


626 


Seq. No. 


21011 






Seq. ID 


OJ990427_21.0114 


.C12 


Gene No. 


43881 






Strand 






Start 


15624 






End 


17292 




Name 


OJ990427 


21.0114.C12.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


207 






End 


500 




GI 


none 






Score 


417 




Exons 


207. .500, 


208. .489 










Seq. No. 


21011 






Seq. ID 


OJ990427_21.0114 


.C12 


Gene No. 


43881 






Strand 






Start 


15624 






End 


17292 




Name 


OJ990427 


21.0114.C12.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


342 






End 


771 




GI 


none 






Score 


242 




Exons 


342. .500, 


343. .489, 559. 


.771, 


564. .767 






Seq. No." 


• 21011 






Seq. ID 


OJ990427_21.0114 


.C12 


Gene No. 


43881 






Strand 






Start 


15624 






End 


17292 




Name 


OJ990427 


21.0114.C12.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


595 






End 


1224 





21323 




GI 


none 








Score 


956 




Exons 


595. .1224, 


597. . 


1184 










Seq. No. 


21011 








Seq. ID 


OJ990427_21.0114 


.C12 




fl JoOl 








OLI allU. 






Start 


15624 








End 


17292 




Name 


OJ990427 21 


.0114 


.C12.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


675 








End 


1545 




GI 


none 








Score 


1041 




Exons 


675. .1445, 


676. . 


1545, 1438.. 


1545 






Seq. No. 


21011 








Seq. ID 


OJ990427_21.0114 


.C12 


bene ino . 


4 JO 0 -L 














Start 


15624 








End 


17292 




Name 


OJ990427 21 


.0114- 


.C12.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


793 








End 


1455 




GI 


none 








Score 


264 




Exons 


793. .1011, 


903. . 


1445, 1060.. 


1455 






Seq. No. 


21011 








Seq. ID 


OJ990427_21.0114 


.C12 




A "3 P. ft 1 








uLI ail Li 






Start 


15624 








End 


17292 




Name 


OJ990427 21 


.0114 




. LIU 


Method 


TBLASTX: Maize 




Start 


1225 








End 


1554 




GI 


none 








Score 


391 




Exons 


1225. .1554, 


1236 


1 ^Al 










Seq. No. 


21011 








Seq. ID 


OJ990427_21.0114 


.C12 


Gene No. 


43881 








Strand 








-LO DZ ft 








End 


17292 




Name 


OJ990427 21 


.0114 


.LIZ . Oh 


. US 


Method 


TBLASTX : Soybean 




Start 


2015 








End 


2349 




GI 


none 








Score 


215 




Exons 


2015. .2203, 


2016 


. .2204, 


2017 


..2205, 2017. .2208, 2199. .2345, 




2204. .2347, 


2246 


. .2344, 


2263 


. .2349 






Seq. No. 


21011 








Seq. ID 


OJ990427_21.0114 


.C12 


Gene No. 


43881 








Strand 






uLalt 










End 


17292 




Name 


OJ990427 21 


.0114 


.C12.o3 


. tc 


Method 


TBLASTX: Cress 




Start 


2016 








End 


2349 




GI 


none 








Score 


35 




Exons 


2016. .2045, 


2026 


. .2208, 


2051 


..2203, 2211. .2345,- 2246. .2344, 




.2263. .2349 














Seq. No. 


21011 








Seq. ID 


OJ990427_21.0114 


.C12 


vjtrlie 1NO • 


4 JO O X 








Strand 






Start 


15624 








End 


17292 




Name 


OJ990427 21 


.0114 


.C12.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


6652 








End . 


7128 




GI 


■ none 








Score 


361 




Exons 


6652. .7038, 


6690 


. .7037, 


7053 


..7127, 7055. .7126, 7057. .7128 


Seq. No. 


21011 








Seq. ID 


OJ990427_21.0114 


.C12 


Gene No. 


43881 








Strand 






Start 


15624 








End 


17292 




Name 


OJ990427 21 


.0114 


.C12.o7, 


. ts 


Method 


TBLASTX : Soybean 





21324 




Start 


6780 








End 


7121 




GI 


none 








Score 


79 




Exons 


6780. .6989, 


6859. 


.6984, 


7008. 


.7121, 7015.. 7095 




Seq. No. 


21011 








OtrLj • J. u 


O.TQQ0497 91 0114 


.C12 


bene no . 


4 0 0 01 














Start 


15624 








FnH 


1 79Q9 




Name 


OJ990427 21 


.0114. 


C12.o7. 


tm 




1 OJjnO 1 A • I Jd X <C tJ 




Start 


6984 










7 T97 




GI 


none 








Score 


210 




Exons 


6984. .7322, 


6985. 


.7323 










Seq. No. 


21011 








C prT T f) 
OoCJ • x u 


O.TQQ0497 91 0114 


.C12 


bene no. 


A TQQ 1 








Of- ran H 
OLIdilU 






Start 


15624 








Hi! Id 


1 79Q9 




Name 


OJ990427 21 


.0114. 


C12.o5. 


ts 


L it- L11UU 


X O XxriO ia ■ uuyucaii 




Start 


7134 










747Q 




GI 


none 








Score 


126 




Exons 


7134. .7478, 


7279. 


.7479 










Seq. No. 


21011 


- 






Seq. ID 


OJ990427_21.0114 


.C12 


Gene No . 


4 000 1 








Strand 






Start 


15624 








End 


17292 




Name 


OJ990427 21 


.0114. 


C12.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


7 332 








End 


7877 




GI 


none 








Score 


49 




Exons 


7332. .7538, 


7342. 


.7464, 


7533. 


.7877, 7557.. 7730 




Seq. No. 


21011 








Seq. ID 


OJ990427_21.0114 


.C12 


bene no . 


A ^ft P. 1 








Strand 






Start 


15624 








End 


17292 




Name 


OJ990427 21 


.0114. 


C12.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


7431 








End 


7878 




GI 


none 








Score 


47 




Exons 


7431. .7877, 


7516. 


.7626, 


7560. 


.7742, 7696.-7878 




Seq. No. 


21011 








Seq. ID 


OJ990427_21. 011.4 


.C12 


Gene No. 


43881 








Strand 






Of- a r1- 


1 Rfi94 

J. «J *t 








End 


17292 




Name 


OJ990427 21 


.0114. 


C12.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


7548 








End 


8012 




GI 


5509260 








Score 


48 




Exons 


7548. .8012, 


7699. 


.7794, 


7843. 


.7911 






GI Descrip. 


- 














Seq. No. 


21011 








Seq. ID 


OJ990427_21.0114 


.C12 


bene jno . 


A P. 1 








Strand 






Start 


15624 








End 


17292 




Name 


OJ990427 21 


.0114. 


C12.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


7659 








End 


7919 




GI 


■ none 








Score 


62 




Exons. 


7659. .7919, 


7840. 


.7917 










Seq. No. 


21011 








Seq. ID 


OJ990427_21.0114 


.C12 


Gene No. 


43881 








Strand 






Start 


15624 








End 


17292 




Name 


OJ990427 21 


.0114. 


C12.ol. 


tw 


Method 


TBLASTX: Wheat 





21325 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



7932 
none 

7932. .8171, 

21011 
43881 
15624 

OJ990427_21, 

8313 

none 

8313. .8507, 

21011 
43881 
15624 

OJ990427_21. 

8337 

none 

8337. .8510, 

21011 
43881 
15624 

OJ990427_21. 

8523 

none 

8523. .8957, 

21011 
43881 
15624 

OJ990427_21. 

8688 

none 

8688. .8879, 

21011 
43881 
15624 

OJ990427_21. 

8745 

none 

8745. .8993, 

21011 
43881 
15624 

OJ990427_21. 

9158 

none 

9158. .9325, 

21011 
43881 
15624 

OJ990427_21. 
9979 



End 8687 

Score 188 

.8149, 8200. .8679, 8217.. 8687 

Seq. ID OJ990427_21.0114.C12 
Strand 

End 17292 

Method TBLASTX : Cress 

End 8702 

Score 112 



Seq. ID OJ990427_21.0114.C12 
Strand 

End 17292 

Method TBLASTX : Soybean * 

End 8735 

Score 38 

8464. .8502, 8511. .8735, 8556. .8726, 8557. .8727 

Seq. ID OJ990427_21.0114.C12 
Strand 

End 17292 

0114.C12.o8.tm Method TBLASTX : Maize 

End 8957 

Score 84 



7933.. 8091, 7952. 



0114.C12.o5.tc 



8520. .8702 



0114.C12.o6.ts 



8548. .8748 



0114.C12.o6.tw 



Seq. ID OJ990427_21.0114.C12 
Strand 

End 17292 

Method TBLASTX : Wheat 

End 88.80 

Score 186 



8688. .8879, 8689. .8880, 8809. .8880 



0114.C12.o8.ts 



8976. .9131 



0114.C12.o3.tm 



Seq. ID OJ990427_21.0114.C12 
Strand 

End 17292 

Method TBLASTX : Soybean 

End 9131 

Score 88 



Seq. ID OJ990427_21.0114.C12 
Strand 

End 17292 

Method TBLASTX : Mai ze 

End 9480 

Score 395 



9159.. 9473, 9160.. 9453, 9226.. 9480 



90427 21.0114.C12 



0114.C12.o5.tm 



Seq. ID 
Strand 

End 17292 

Method TBLASTX : Mai ze 

End 10292 



21326 



GI 


none 


Score 


297 


Exons 


9979.. 10284, 9981.. 10292 






Seq. No. 


21011 


Seq. ID 


OJ990427_21.0114.C12 


bene wo. 


ft JO O -L 


Of- ra nH 
OLi allU 




Start 


15624 


End 


17292 


Name 


OJ990427 21.0114.C12.o5.tw 


Method 


TBLASTX: Wheat 


Start 


10041 


End 


10427 


GI 


none 


Score 


258 


Exons 


10041. .10427, 10042.. 10416 






Seq. No. 


21011 


Seq. ID 


OJ990427_21 . 0114 . C12 


uene wo. 


A *3QO 1 


Strand 




Start 


15624 


End 


17292 


Name 


OJ990427 21.0114.C12.o4.gs 


Method 


GENSCAN 


Start 


15624 


End 


17292 


GI 


none 


Score 


.42 


Exons 


15624. .15784, 16629 .. 16769, 


17076. . 17292 


Seq. No. 


21012 


Seq. ID 


OJ990427_21.0114.C13 


bene ino . 


A -3QOO 


Strand 




Start 


484 


End 


644 


Name 


OJ990427 21.0114.C13.ol.gs 


Method 


GENSCAN 


Start 


484 


End 


644 


GI 


none 


Score 


.54 


Exons 


484. .644 






Seq. No. 


21012 


Seq. ID 


OJ990427_21.0114.C13 


Gene No. 


43883 


Strand 




Start 


742 


End 


881 


Name 


OJ990427 21.0114.C13.ol.np 


Method 


AAT/NAP 


Start 


742 


End 


881 


GI 


114559 


Score 


151 


Exons 


742. .881 






GI Descrip. 


ATP SYNTHASE BETA CHAIN gi | 


67836 Ipirl I PWRZB H+-transporting 



synthase (EC 3.6.1.34) beta chain - rice chloroplast 
gi|11991|emb|CAA34003| (X15901) atpB; ATPase beta subunit [Oryza 
sativa] gi | 344014 | dbj | BAA00334 | (D00432) ATP synthetase beta 
subunit [Oryza sativa] gi | 226612 | prf || 1603356AJ ATPase beta 
[Oryza sativa] 



Seq. No. 21013 Seq. ID 

Gene No. 43884 Strand 

Start 1 End 

Name .... OJ990427_21 . 0114 . C15 . ol . np Method 

Start 1 End 

GI 6729531 Score 

Exons 1. .541 

GI Descrip. (AL132977) anthranilate phosphoribosyltransf erase-like protein 
[Arabidopsis thaliana] 



OJ990427_21.0114.C15 
+ 

541 

AAT/NAP 

541 

564 



Seq. No. 21013 Seq. ID 

Gene No. 43884 Strand 

Start 1 End 

Name OJ990427_21 . 0114 . C15 . ol . tm Method 

Start 2 End 

GI none Score 



OJ990427_21.0114 .C15 
+ 

541 

TBLASTX: Maize 

540 

55 



21327 



Exons 



2. .70, 70. .225, 280. .540, 303. .539, 325. .540 



Seq. No. 21013 

Gene No. 43884 

Start 1 

Name OJ990427_21. 0114. CIS. ol.ts 

Start 5 

GI none 
Exons 



Seq. ID OJ990427_21.0114.C15 

Strand + 

End 541 

Method TBLASTX: Soybean 

End 540 

Score 60 



5. .67, 7. .42, 73. .225, 76. .231, 303. .539, 307. .540 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21013 
43884 
1 

OJ990427_21. 0114. CIS. ol.tc 
70 

none 



Seq. ID OJ990427_21. 0114. CIS 

Strand + 

End 541 

Method TBLASTX : Cress 

End 411 

Score 205 



70. .225, 232. .273, 273. .410, 274. .411 



21013 
43884 
1 

OJ990427_21. 0114 .CIS. ol.gs 
85 

none 
85. .516 



Seq. ID OJ990427_21. 0114. CIS 

Strand + 

End 541 

Method GENSCAN 

End 516 

Score .99 



Seq. No. 21013 

Gene No. 43884 

Start 1 . 

Name OJ990427_21 . 0114 . CIS . o2 . tc 

Start 412 

GI none 

Exons 412.. 540, 417.. 539 



Seq. ID OJ990427_21.0114.C15 

Strand + 

End 541 

Method TBLASTX : Cress 

End 540 

Score 177 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21014 
43885 
469 

OJ990427_21.0114 .C16.ol.np 



Seq. ID OJ990427_21.0114.C16 

Strand + 

End 561 

Method AAT/NAP 

End 561 

Score 58 



469 

2498930 
469. .561 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RULAT ION 





PROTEIN) 


gil 


1203794 


(U18774) 


Sog [Drosophila me 


Seq. No. 


21014 








■ Seq. ID 


OJ990427 


Gene No. 


43886 








Strand 


+ 


Start 


473 








End 


532 


Name 


OJ990427 


21. 


0114. C16 


.ol.gs 


Method 


GENSCAN 


Start 


473 








End 


532 


GI 


none 








Score 


.94 


Exons 


473. .532 












Seq. No. 


21015 








Seq. ID 


OJ990427 


Gene No. 


43887 








Strand 


+ 


Start 


1 








End 


658 


Name 


OJ990427 


21. 


0114. C25 


.ol.gp 


Method 


AAT/GAP 


Start 


1 








End 


373 



21328 




GI uOosflcypl72f01bl Score 459 

Exons 1..76, 183.. 373 

GI Descrip. ' 5852 170/emb | ALII 7265 . 1 IOST17804 2.0e-27 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAC clone : t!7804 ' 



Seq. No. 


21015 


Seq. ID 


OJ990427_21.0114 


.C25 


Gene No. 


43887 ; 


Strand 


+ 




Start 


. 1 


End 


658 




Name 


OJ990427 21.0114.C25.ol.gs 


Method 


GENSCAN 




C f- - — 4- 




CjIIU 






GI 


none 


Score 


.44 




Exons 


1..76, 183. .658 








Seq. No. 


21015 


Seq. ID 


OJ990427_21.0114 


.C25 


Gene No. 


43887 


Strand 


+ 




Start 


1 


End 


658 




Name 


OJ990427 21.0114.C25.ol.ts 


Method 


TBLASTX : Soybean 




Of a vf- 

o tart 




End 


643 




GI 


none 


Score 


56 




Exons 


197. .289, 324. .365, 359. .418, 


428. .643, 


430. .642 




Seq. No. 


21016 


Seq. ID 


OJ990707_14.0125 


.C2 


Gene No. 


43888 


Strand 


+ 




Start 


43 


End 


1719 




Name 


OJ990707_14 . 0125.. C2 ..ol . gs 


Method 


GENSCAN' 




o tar u 


ft J 


End 


1719 




GI 


none 


Score 


.43 




Exons 


43. .136, 198. .377, 1467. .1550, 


1592. .1719 




Seq. No. 


21017 


Seq. ID 


OJ990707 14.0125 


.C3 


Gene No. 


43889 


Strand 


+ 




Start 


806 


End 


906 




Name 


OJ990707 14.0125.C3.ol.gs 


Method 


GENSCAN 




Of 3 r-4- 

o tarn 


one 
O U D 


End 


906 




GI . 


none 


Score 


.59 




Exons 


806. .906 








Seq. No. 


21018 


Seq. ID 


OJ990707_14 .0125 


.C4 


Gene No. 


43890 


Strand 


+ 




Start 


1212 


End 


1920 




Name 


OJ990707 14.0125.C4.ol.gs 


Method 


GENSCAN 




Start 


1212 


End 


1920 




GI 


none 


Score 


.83 




Exons 


1212. .1418, 1516. .1920 








Seq. No. 


21018 


Seq. ID 


OJ990707_14.0125 


.C4 


Gene No. 


43891 


Strand 






Start 


1 


End 


1761 




Name 


OJ990707 14.0125.C4.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1761 




GI 


5915857 


Score 


550 




Exons 


1..73, 1258. .1761 








GI Descrip. 


CYTOCHROME P450 98A1 gi 12766448 (AF029856) cytochrome P450 




CYP98A1 [Sorghum bicolor] 








Seq. No. 


21018 


Seq. ID 


OJ990707_14.0125 


.C4 


Gene No. 


43891 


Strand 







21329 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



1761 
AAT/GAP 
401 
484 



OJ990707_14 . 0125 . C4 . ol . gp 
73 

uC-osflcypl76dl2bl 
73. .310, 334. .401 

, 5803242/dbj I AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, -chromosome 6, clone : P0535G04 1 



21018 
43891 
1 

OJ990707_14 .0125.C4.ol.ts 

1254 

none 



Seq. ID OJ990707_14.0125.C4 
Strand 

End 1761 

Method TBLASTX : Soybean 

End 1677 

Score 206 



1254. .1487, 1279. .1485, 1495. .1638, 1502. .1654, 1635. .1670, 
1636. .1677 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21018 
43891 
1 

OJ990707_14.0125.C4.ol.tm 

1258 

none 



Seq. ID OJ990707_14.0125.C4 
Strand 

End 1761 

Method TBLASTX : Maize 

End 1694 

Score 228 



1258. .1479, 1260. .1487, 1263. .1487, 1493. .1630, 1494. .1637, 
1495.. 1638, 1496.. 1639, 1635.. 1694, 1636.. 1686 



21018 
43891 
1 

OJ990707_14.0125.C4.ol.tc 

1263 

none 



Seq. ID OJ990707JL4 .0125.C4 
Strand 

End 1761 

Method TBLASTX : Cress 

End 1661 

Score 169 



1263. .1487, 1264. .1476, 1495. .1638, 1502. .1639, 1623. .1661 



21018 
43891 
1 

OJ990707_14 .0125.C4.ol.tw 

1353 
none 



Seq. ID OJ990707_14.0125.C4 
Strand 

End 1761 

Method TBLASTX : Wheat 

End 1694 

Score 141 



1353. .1487, 1354. .1479, 1465. .1638, 1466. .1654, 1635. .1694, 
1636. .1686 



Seq. No. 21019 

Gene No. 43892 

Start 496 

Name OJ990707_14 . 0125 . C5 . ol . gs 

Start 496 

GI none 

Exons 496.. 561, 1284.. 1478 

Seq. No. 21020 

Gene No. 43893 

Start 154 

Name OJ990707_14 . 0125 . C6 . ol . tw 

Start 154 

GI none 



Seq. ID OJ990707_14.0125.C5 

Strand + 

End 1478 

Method GENSCAN 

End 1478 

Score .72 



Seq. ID OJ99O707_14.O125.C6 
Strand 

End 479 

Method . TBLASTX: Wheat 

End 479 

Score 36 



21330 




Exons 


154. .198, 190. .297, 194. .307, 


206. .319, 


306.. 383, 306.. 


380 




310. .384, 313. .381, 383. .454, 


384. .479 






Seq. No. 








Seq. ID 


OJ990707_14 .0125 


.C7 


Gene No. 


4 jo y 4 






otrand 


+ 




Start 


i con 






End 


5067 




Name 


uj y yu /u / 14 


m o r 


. C / . o / . tw 


Method 


TBLASTX: Wheat 




Start 


y ud 






End 


1249 




GI 


none 






Score 


175 




Exons 


yuo . . i<£ 3 y 












Seq. No. 


21021 






Seq. ID 


OJ990707_14.0125 


.C7 


Gene No. 


4 o o y ft 






Strand 


+ 




b tar t 


i con 
lozu 








DUO/ 




Name 


uj y yu /u / 14 


n 1 O t: 


. u / . o i . np 


Method 


AAT/NAP 




Start 


i con 






End 


5067 




GI 


4^UO jUD 






Score 


2514 




Exons 


icon i TnQ 
lozu . . l /uy , 


1QQO 

looo 


c; n ct 
. . DUb / 








GI Descrip. 


(AF049110) 


prpol 


[Zea mays] 








Seq. No. 


o i no 1 




v 


Seq. ID 


OJ990707_14.0125 


.C7 


Gene No . 








Strand 


+ 




Start 


icon 
1 bzU 






End 


5067 




Name 


uj y yu /U / 14 


n i o c 


. C / . oo . tw 


Method 


TBLASTX: Wheat 




Start 








End 


2401 




GI 


none 






Score 


88 




Exons 


2042. .2173, 


2200 


..2400, 2201. 


.2401 






Seq. No. 


■ o i no i 
ZIUz 1 






Seq. ID 


OJ990707_14.0125 


.C7 


Gene No. 


4 jo y4 






Strand 


+ 




Start 


i con 
lozu 






End 


5067 




Name 


uj y y u / u / 14 


m O c; 


. U / . O J . tw 


Method 


TBLASTX: Wheat 




Start 


o cn c 

Z OU O 






End 


2951 




GI 


none 






Score 


286 




Exons 


2606. .2905, 


2656 


..2898, 2755. 


.2925, 2912. .2950, 2913. .2951 


Seq. No. 


o i n o i 






Seq. ID 


OJ990707_14.0125 


.C7 


Gene No. 


» O Q Q /I' 

4 jyy4 






Strand 


+ 




Start 


i con 
1 bZU 






End 


5067 




Name 


uj y y u / u / 14 


. U1Z 3 


C*n 4--m 


Method 


TBLASTX: Maize 




Start 


OT 1 /l 

Z / J4 






End 


3083 




GI 


none 






Score 


206 




Exons 


2734. .2901, 


2735 


..2905, 2777. 


.2905, 2909.. 3082, 2913.. 3083 


Seq. No. 


o i n o i 

£. 1UZ 1 






Seq. ID 


OJ990707_14.0125 


.C7 


Gene No . 


y| O O C% A 






Strand 


+ 




Start 


icon 
lozU 






End 


5067 




Name 


OJ9y0707 14 


. 0125 


. C7 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


2952 






End 


3371 




GI 


none 






Score 


444 




Exons 


2952. .3371, 


2954 


..3121, 2964. 


.3368, 3158.. 3370 




Seq. No. 


21021 






Seq. ID 


OJ990707_14.0125 


.C7 


Gene No. 


43894 






Strand 


+ 




Start 


1620 






End 


5067 




Name 


OJ990707 14 


.0125 


.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


3111 






End 


3494 





21331 




GI 


none 






Score 


394 




Exons 


3111. .3494, 


3132, 


,.3446, 3152. 


.3481 






Seq. No. 


21021 






Seq. ID 


OJ990707_14.0125 


.*C7 


Cjene no . 


a r> Q Q A 

h jo y Q 






Strand 


4- 




Start 


1620 






End 


5067 




Name 


OJ990707 14 


.0125. 


C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


3213 






End 


3554 




GI 


none 






Score 


240 




Exons 


3213. .3554, 


3266. 


.3406 








Seq. No. 


21021 






Seq. ID 


OJ990707_14 .0125 


.CI 


Gene No. 


A "3 Q Q A 






bt rand 


+ 




Start 


1620 






End 


5067 




Name 


OJ990707 14 


.0125. 


C7.o6.tw 


Method 


TBLASTX: Wheat 




Start 


3420 






End 


3796 




GI 


none 






Score 


96 




Exons 


3420. .3575, 


3671. 


.3796, 3676. 


.3789 






Seq. No. 


21021 






Seq. ID 


OJ990707_14 .0125 


.CI 


Gene No. 


A O O fl A 

H JO y4 






Strand 


+ 




Start 


1620 






End 


5067 




Name 


OJ990707 14 


.0125. 


C7.o2.tw 


Method 


TBLASTX: Wheat 




Start 


3862 






End 


4294 




GI 


none 






Score 


305 




Exons 


3862. .4293, 


3863. 


.4294 








Seq. No. 


21021 






Seq. ID 


OJ990707_14.0125 


.C7 


i^ene no. 


vl "3 Q Q /I 

h jo y 4 






btrana 


+ 




Start 


1620 






End 


5067 




Name 


OJ990707 14 


.0125. 


C7 ,o3.tm 


Method 


TBLASTX: Maize 




Start 


4496 






End 


4954 




GI 


none 






Score 


342 




Exons 


4496. .4954, 


4621. 


.4815, 4861. 


.4953 






Seq. No. 


21021 






Seq. ID 


OJ990707_14.0125 


.C7 


Gene No . 


A *3 Q Q A 

4 jo y 4 






Strand 


+ 




Start 


1620 






End 


5067 




Name 


OJ990707 14 


.0125. 


C7 .o4 . tw 


Method 


TBLASTX: Wheat 




Start 


4604 






End 


4993 




GI 


none 






Score 


251 




Exons 


4604. .4993 












Seq. No. 


21022 






Seq. ID 


OJ990707_14.0125 


.C8 


Gene No. 


43895 






Strand 


+ 




Q-i- a r-t" 
O Ldl L 


1 






tna 


O A 1 
£. H 1 




Name 


OJ990707 14 


.0125. 


C8 . ol . np 


Method 


AAT/NAP 




Start 


1 






End 


238 




GI 


4206306 






Score 


156 




Exons 


1. .238 












GI Descrip. 


. (AF049110) prpol 


[Zea mays] 








Seq. No. 


21022 






Seq. ID 


OJ990707_14 .0125 


-C8 


Gene No. 


43895 






Strand 


+ 




Start 


1 






End 


241 




Name 


OJ990707 14 


.0125. 


C8.ol.gs 


Method 


GENSCAN 




Start 


76 






End 


241 





21332 



GI 


none 


Score 


.99 


Exons 


76. .241 






Seq. No. 


21022 


Seq. ID 


OJ990707_14.0125.C8 


Gene No. 


43896 


Strand 




o tar c 


867 


End 


4028 


Name 


OJ990707 14.0125.C8.o2.gs 


Method 


GENSCAN . 


Start. 


867 


End 


4028 


GI 


none 


Score 


.58 


Exons 


867. .1304, 1581. .1804, 1849. .2308, 24 11 .. 2632, * 2676 .. 3003, 




3151.. 3331, 3420.. 3960, 3976.. 4028 




Seq. No. 


91 09*3 


c prT t n 
oeq • J- u 


0,7990707 14 01 9S PI 0 


Liene wo . 


H -3 0 J t 


- CfranH 




Start 


/ Oh 


tMlU 


1019 


Name 




Mofhnrl 
rlcLflOU 


GENSCAN 


Start 


7^4 ~~ 




1019 


GI 


none 


Score 


.52 


Exons 


TC/i Q09 QQ"3 1 m Q 






Seq. No. 


21024 


Seq. ID 


OJ990707_14.0125.C11 


Gene No. 


fi O O J O 


o l. r ana 


T 


OLalL 


J. 




2462 


[2 Name 


OTQQmm 1 4 HI 9^ PI 1 r\'[ nr\ 


\A /^v 4- s-\ 


AAT/NAP 


Start 


i — 
± 


CjUU 


2462 


gi 


11711:7*7 


Score 


569 


; ; J Exons 


1 1 P7 1 yiqc 1 £QQ 17R9 


94 69 
Z ft 




^ GI Descrip. 

■3 


(X95343) hypersensitivity- 


related gene 


[Nicotiana tabacum] 


: J Seq. No. 


91094 


Octj. 1U 


OTQQ0707 14 019^ P11 


.1 Gene No. 


*a jo yo 


Q+* ranrl 




OLdlt 


1 
± 




2462 


- ? Name 


O.TQQ0707 14 01 9^ PI 1 ol 1-m 
UJj^U/U/ L *4 . U ± £. D . J. -L . OX . till 


LYie LllOu 


TBLASTX: Maize 


Start 


1 4 




2112 


3 GI 


none 


Score 


"72 


J Exons 


14. .85, 1456. .1656, 1458.. 


1607, 1769.. 


1825, 1813. .1956, 


j. 


1981.. 2112 






f Seq. No. 


91094 
Z1UZ4 


oeq. iu 


OJ990707_14.0125.C11 


bene ino . 


4 jo yo 


Strand 


+ 


3 Start 


1 


End 


2462 


Name 


OJ990707 14.0125.Cll.ol.gs 


Method 


GENSCAN 


Start 


59 


End 


2448 


GI 


none 


Score 


.95 


Exons 


59. .187, 1456. .2448 






Seq. No. 


21024 


Seq. ID 


OJ990707_14.0125.C11 


uene no. 


43898 


Strand 


+ 


Start 


1 


End 


2462 


Name 


OJ990707 14-0125. Cll.ol.ts 


Method 


TBLASTX : Soybean 


Start 


89 


End 


2427 


GI 


none 


Score 


72 


Exons 


89. .193, 1456. .1569, 1783. 


.1980, 1978. 


.2142, 2221. .2427 


Seq. No. 


21025 


Seq. ID 


OJ990707_14.0125.C12 


Gene No. 


43899 


Strand 




Start 


237 


End 


2188 



21333 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990707_14 .0125.C12.ol.gs Method 
237 End 
none . Score 

237. .321, 1460. .1625, 2047. .2188 



GENSCAN 

2188 

.69 



21026 
43900 
1 

OJ990707_14 .0125.C13.ol.np 
1 

6630696 
1. .1861 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. ID OJ990707_14.0125.C13 
Strand 

End 1861 

Method AAT/NAP 

End 1861 

Score 2794 



21026 
43900 
1 

OJ990707_14 -0125.C13.o3.ts 
1 

none 

1..189, 59. .190, 214. .333 



Seq. ID OJ990707_14.0125.C13 
Strand 

End 1861 

Method TBLASTX : Soybean 

End 333 

Score 55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21026 
43900 
1 

OJ990707_14 .0125.C13.o2.tw 
1 

none 



Seq. ID OJ990707_14.0125.C13 
Strand 

End 1861 

Method TBLASTX : Wheat 

End 327 

Score 216 



1..231, 1..231, 26. .232, 59. .238, 253. .327, 254. .322 



Seq. No. 21026 

Gene No. 43900 

Start 1 

Name OJ990707_14 . 0125 . C13 . ol . tm 

Start 183 

GI none 

Exons 183.. 425, 184.. 531, 185.. 493 



Seq. ID OJ990707_14 .0125.C13 
Strand 

End 1861 

Method TBLASTX : Mai ze 

End 531 

Score 82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



21026 
43900 
1 

OJ990707_14 .0125.C13.o3.tw 

328 
none 



Seq. ID OJ990707_14 .0125.C13 
Strand 

End 1861 

Method TBLASTX : Wheat 

End 1084 

Score 74 



328. .381, 406. .522, 535. .741, 869. .1084, 903. .1067 



21026 
43900 
1 

OJ990707_14 .0125.C13.ol.ts 

334 
none 



Seq. ID OJ990707_14 .0125.C13 
Strand 

End . 1861 

Method TBLASTX : Soybean 

End - 682 

Score 69 



334.. 519, 335.. 517, 520.. '681, 635.. 682 

21026 Seq. ID OJ990707 14.0125.C13 



21334 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



43900 Strand 
1 End 
OJ990707_14 . 0125 . C13 . ol.. gs Method 
388 End 
none Score 
388. .780, 845. .1122, 1637. .1694 



1861 
GENSCAN 
1694 
.68 



Seq. No. 21026 Seq. ID 

Gene No. 43900 Strand 

Start 1 End 

Name OJ990707_14 . 0125 . C13 . o2 . tm Method 

Start 616 End 

GI none Score 

Exons 616.. 798, 869.. 1084, 906.. 1085 



OJ990707_14.0125.C13 
1861 

TBLASTX: Maize 

1085 

93 



Seq. No. 21026 Seq. ID 

Gene No. 43900 Strand 

Start 1 End 

Name OJ990707_14 . 0125 . C13 . o2 . ts Method 

Start 869 End 

GI 5509260 Score 

Exons 869.. 931, 963.. 1124, 971.. 1204 
GI Descrip. 



OJ990707_14.0125.C13 
1861 

TBLASTX : Soybean 

1204 

92 



Seq. No. 21026 Seq. ID 

Gene No. 43900 Strand 

Start 1 End 

Name OJ990707_14 . 0125 . C13 . ol . tc Method 

Start 875 End 

GI none Score 

Exons 875.. 1126, 954.. 1124 



OJ990707_14.0125.C13 
1861 

TBLASTX: Cress 

1126 

103 



Seq. No. 21026 Seq. ID 

Gene No. 43900 Strand 

Start 1 End 

Name OJ990707_14 . 01£5 : C13 . ol . tw Method 

Start 1139 ' End 

GI none Score 
Exons 



OJ990707_14.0125.C13 
1861 

TBLASTX: Wheat 

1861 

116 



1139. .1330, 1139. .1747, 1143. .1394, 1378. .1749, 1382. .1672, 
1425. .1772, 1428. .1748, 1691. .1750, 1752. .1859, 1765. .1.860, 
1766. .1861 



Seq. No. 21027 Seq. ID OJ990707_14 . 0125 . C15 

Gene No. 43901 Strand + 

Start 1 End 205 

Name OJ990707_14 . 0125 . C15 . ol . gp Method AAT/GAP 

Start 1 End 205 

GI 61605_3.R1084 Score 273 

Exons 1. .205 

GI Descrip. 1 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliaha] ' 



Seq. No. 21027 Seq. ID OJ990707_14 . 0125 . C15 

Gene No. 43902 Strand + 

Start 263 * End 1107 

Name OJ990707_14 . 0125 . C15 . ol . gs Method GENSCAN 

Start 263 End 935 



21335 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start ■ 
GI 

Exons 

GI Descrip. 



Score 



.45 



none 

263.. 351, 707.. 935 

21027 
43902 
263 

OJ990707_14 .0125.C15.ol.np 
347 

5042447 
347. .410, 707. .1107 

(AC007789) putative polyprotein [Oryza sativa] 



Seq. ID 

.Strand 

End 

Method 

End 

Score 



OJ990707_14 
+ 

1107 
AAT/NAP 
1107 
329 



0125.;C15 



21027 
43902 
263 

OJ990707_14. 0125. CIS. ol.tw 
853 
none 

853. .1044, 854 . . 1045, 872. .1045, 906. . 1085 



Seq. ID OJ990707_14 .0125. C15 



Strand 
End 

Method 

End 

Score 



+ 

1107 

TBLASTX: Wheat 
1085 
185 



OJ990707_14 .0125.C16 
+ 



21028 Seq. ID 

43903 Strand 
668 End 6312 

OJ990707_14.0125.C16.ol.np Method AAT/NAP 
668 ' End 6312 

6498441 ' Score 6756 

668. .1731, 2062. .2523, 2587. .2960, 3144. .3278, 3453. .3693, 
3886. .4368, 4540. .5937, 6031. .6312 

(AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl . (AF098806) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21028 Seq. ID 

43904 Strand 

13850 End 

OJ990707_14 .0125.C16.o4 .np Method 

13850 End 

6691191 Score 
13850. .13994, 16972.. 17001 
(AC007534) F7F22.15 [Arabidopsis thaliana] 



OJ990707_14.0125.C16 
+ 

17001 
AAT/NAP 
17001 
92 



21028 Seq. ID 

43904 Strand 
13850 End 
OJ990707_14 .0125.C16.o5.np Method 
16034 End 
6630696 Score 
16034.. 16311 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-reiated pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990707_14 . 0125 .C16 
+ 

17001 
AAT/NAP 
16311 
388 



Seq. No. 21028 Seq. ID 

Gene No. 4 3905 Strand 

Start 16933 . End 

Name OJ990707_14 . 0125 . C16 . ol . gp Method 

Start 16933 End 



OJ990707_14 .0125. CI 6 
+ 

17001 

AAT/GAP 

17001 



21336 



GI 2312818 Score 93 

Exons 16933.. 17001 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 2.0e-27 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :tl7804 



Seq. No. 


21028 




Seq. ID 


OJ990707 14. 0125. CI 


Gene No. 


43906 




Strand 


- 


Start 


6935 




End 


11921 


Name 


OJ990707 14.0125.C16.o2. 


.np 


Method 


AAT/NAP 


Start 


6935 




End 


10240 


GI 


6907089 




Score 


4266 


Exons 


6935.-8879, 8979.. 10240 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


21028 




Seq. ID 


OJ990707_14.0125.C1 


Gene No. 


43906 




Strand 


- 


Start 


6935 




End 


11921 


Name 


OJ990707 14.0125.C16.o3. 


.np 


Method 


AAT/NAP 


Start 


9475 




End 


11921 


GI 


5922623 




Score 


269 


Exons 


9475. .9496, 11082 .. 11157 , 11325. .11483 


, 11841. .11921 


GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 




gi|o01oo5o| ODj I BAAoDiyy . 


.11 (AP000570) : 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


21028 




Seq. ID 


OJ990707_14.0125.C1 


Gene No. 


43907 




Strand 




Start 


13815 




End 


15136 


Name 


OJ990707 14 .0125.C16.o6. 


.tw" 


Method 


TBLASTX: Wheat 


Start 


816 




End 


1208 


GI 


none 




Score 


58 


Exons 


816. .863, 870. .968, 887. 


.967, 


935. .1096, 951. .1208 


Seq. No. 


21028 




Seq. ID 


OJ990707_14.0125.C1 


Gene No. 


43907 




Strand 




Start 


13815 




End 


15136 


Name 


OJ990707 14.0125. C16.o5. 


tm 


Method 


TBLASTX: Maize 


Start 


821." 




End 


• 1106 




none 




Score 


184 


Exons 


821.. 1105, 858.. 1106 








Seq. No. 


21028 




Seq. ID 


OJ990707_14.0125.Cli 


Gene No. 


43907 




Strand 




Start 


13815 




End 


15136 


Name 


OJ990707 14.0125.C16.o4 . 


tw 


Method " 


• TBLASTX: Wheat 


Start 


1216 




End 


4674 


GI 


none 




Score 


234 


Exons 


1216. .1269, 4213. .4464, 


4240. 


.4464, 4305. .4478, 4525. .4674, 




4534. .4671, 4536.-4673 








Seq. No. 


21028 




Seq. ID 


OJ990707_14. 0125.CH 


Gene No. 


43907 




Strand 




Start 


13815 . 




End 


15136 ■ 


Name 


OJ990707 14.0125.C16.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


1946 




End 


10108 


GI 


none 




Score 


168 


Exons 


1946.. 2119, 1947.. 2192, 


2192. 


.2236, 2233.-2373, 2238.. 2399, 



21337 




2239.. 2427, 10004.. 10108 



Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125. 


.C16 


Gene No. 


43907 








Strand 


- 




Start 


13815 








End 


15136 




Name 


OJ990707 14 


.0125. 


C16.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


2594 








End 


3057 




GI 


none 








Score 


211 




Exons 


2594. .3037, 


2595. 


.3056, 


2596. 


.3057 






Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125. 


.C16 


Gene No. 


43907 








Strand 


- 




Start 


13815 








End 


15136 




Name 


OJ990707 14 


.0125. 


C16.o3 


-ts 


Method 


TBLASTX : Soybean 




Start . 


2635 








End 


13991 




GI 


none 








Score 


116 




Exons 


2635. .2859, 


2866. 


.3000, 


13847 


. .13930, 


13899. .13991 




Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125< 


.C16 


Gene No. 


43907 








Strand 


- 




Start 


13815 








End 


15136 




Name 


OJ990707 14 


.0125. 


C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2725 








End 


3081 




-I GI 


none 








Score 


379 




Exons 


2725. .3081, 


2760. 


.3071, 


2776. 


.3081 






= r = Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125, 


.C16 


"LI Gene No. 


43907 








Strand 


- 




;3 Start 


13815 








End 


15136 




: = Name 


OJ990707 14 


.0125. 


C16.o3 


.tm 


Method 


TBLASTX: Maize 




: ? Start 


3108 








End 


3492 




;f! GI 


none 








Score 


360 




y Exons 


3108. .3473, 


3109. 


.3492 










;J Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125, 


.C16 


: .i Gene No. 


43907 








Strand 


- 




: Start' 


13815 








End 


15136 




Name 


OJ990707 14 


.0125. 


C16.o2 


.tw 


Method 


TBLASTX: Wheat 




3 Start 


3165 








End 


3590 




3 GI 


none 








Score 


487 




3 Exons 


3165. .3590, 


3166. 


.3585 










Seq. No. 


21028 








Seq. ID 


OJ990707JL4.0125. 


.C16 


Gene No. 


43907 








Strand 


- 




Start 


13815 








End 


15136 




Name 


OJ990707 14 


.0125. 


C16.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3244 








End 


3615 




GI 


none 








Score 


279 




Exons 


3244. .3615, 


3261. 


.3404 










Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125. 


,C16 


Gene No. 


43907 








Strand 






Start- 


13815 








End 


15136 




Name 


OJ990707 14 


.0125. 


C16.o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


4363 








End 


4929 




GI 


5666795 








Score 


68 




Exons 


4363. .4461, 


4537. 


.4674, 


4729. 


.4929 







21338 




GI Descrip. 4206306 2.0e-10 (AF049110) prpol [Zea mays] 



Seq. No. 


21028 








Seq. ID 


OJ990707JL4.0125 


.C16 


Gene No. 


43907 








Strand 


- 




Start 


13815 








End 


15136 




Name 


OJ990707 14. 


0125. 


C16.o9 


.tw 


Method 


TBLASTX: Wheat 




Start 


4677 








End 


4989 




GI 


none 








Score 


192 




Exons 


4677. .4853, 


4729. 


.4989 










Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125 


.C16 


Gene No. 


43907 








Strand 


- 




Start 


13815 








End 


15136 




Name 


OJ990707 14. 


0125. 


C16.o2 


.tm . 


Method 


TBLASTX: Maize 




Start 


5182 








End 


5505 




GI 


none 








Score 


362 




Exons 


5182. .5505, 


5211. 


.5492 










Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125 


.C16 


Gene No. 


43907 








Strand 


- 




Start 


13815 








End 


15136 




Name 


OJ990707 14. 


0125. 


C16.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


5319 








End 


5700 




GI 


none 






5421 


Score 


378 




Exons 


5319. .5*375, 


5320. 


.5700, 


. .5669 






Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125 


.C16 


Gene No. 


43907 








.Strand 






Start 


13815 








..End 


15136 • 




Name 


OJ990707 14. 


0125. 


CI6.08 


.tw 


Method 


TBLASTX: Wheat 




Start 


5701 








End 


6303 




GI 


none 








Score 


265 




Exons 


5701. .5985, 


5706. 


.5984, 


6177 


..6299, 6178.. 6303 




Seq. No. 


21028 








Seq. ID 


OJ990707JL4.0125 


.C16 


Gene No. 


43907 








Strand 






Start 


13815 








End 


15136 




Name 


OJ990707 14. 


0125. 


C16.o4 


. tm 


Method 


TBLASTX: Maize 




Start 


6172 








End 


6353 




GI 


none 








Score 


192 




Exons 


6172. .6339, 


6177. 


. 6353 










Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125 


.C16 


Gene No. 


43907 








Strand 






Start 


13815 








End 


15136 




Name 


OJ990707 14. 


0125. 


C16.o3 


.gs 


Method 


GENSCAN 




Start 


13815 








End 


15136 




GI 


none 








Score 


.94 




Exons 


13815. .13823, 13937 .. 14 059, 


15074. .15136 




Seq. No. 


21028 








Seq. ID 


OJ990707_14.0125 


.C16 


Gene No. 


.43908 








Strand 






Start 


15950 








End 


16324 




Name 


OJ990707 14. 


0125. 


C16.o7 


.tw 


Method 


TBLASTX: Wheat 




Start 


15950 








End 


16324 




GI 


none 








Score 


96 




Exons 


15950. .16060 


, 16040. .16177, 


16188. .16310, 16190. .16324, 





21339 



16190. .16306 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21029 * 
43909 
1 

OJ990707_14 .0125.C17.ol.gp 
1 

101153_1.R1084 
1. .153, "471. .695 

■5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAG clone : 1 17804 ' 



Seq. ID OJ990707_14.0125.C17 

Strand + 

End 695 

Method AAT/GAP 

End 695 

Score 613 



21029 
43909 
1 

OJ990707JL4 . 0125 . C17 . ol . gs 

113 

none 

113. .248, 471. .572 



Seq. ID OJ990707_14 .0125.C17 

Strand + 

End 695 

Method GENSCAN 

End 572 

Score .51 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21029 
43910 
1 

OJ990707_14 . 0125 . C17 . ol .np 
1 

5852180 
1. .306 

(AL117265) zhbOOOlO.l [Oryza sativa] 



Seq. ID OJ990707_14 .0125.C17 
Strand 

306 

AAT/NAP 
306 
195 



End 

Method 
End 
Score 



21030 
43911 
196 

OJ990707_14.0125.C18.ol.gs 

196 

none 

196. .327 



Seq. ID OJ990707_14.0125.C18 

Strand + 

End 327 

Method GENSCAN 

End 327 

Score .86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990707_14.0125.C18 
Strand 

End 637 

Method AAT/NAP 

End 637 

Score 1008 



21030 
43912 
1 

OJ990707__14 .0125.C18.ol.np 
1 

6630696 
1. .637 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



21030 
43912 
1 

OJ990707_14 . 0125.C18.ol.tw 
2 

none 

2. .166, 3. .167 



Seq. ID OJ99070.7_14.0125.C18 
Strand 

End 637 

Method TBLASTX : Wheat 

End 167 

Score 194 



Seq. No. 



21030 



Seq. ID OJ990707_14.0125.C18 



21340 




uene wo . 


43912 










Start 


1 






End 


637 


Name 


OJ990707 14 


.0125 


.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


362 






End 


637 


GI 


none 






Score 


127 


Exons 


362. .427, 419. .637, 458. .634, 


474. .635 




Seq. No. 








Seq. ID 


OJ990707_14.0125.C1 


Gene No . 








oirana 


T 


Start 


307 






End 


449 


Name 


OJ990707 14 


.0125 


.C19.ol.gs 


Method 


GENSCAN 


Start 


307 






End 


449 


GI 


none 






Score 


.63 


Exons 


307. .449 










Seq. No. 


21032 






Seq. ID 


OJ990907_11.0103.C2 


Gene No. 


43914 






Strand 


+ 


otart 


257 






End 


6380 


Name 


OJ990907 11 


.0103 


.C2.ol.gs 


Method 


GENSCAN 


Start 


257 






End 


6280 




none 






Score 


.59 


Exons 


257. .441, 1561.. 


1673, 2940.. 2992, 3141 


..3353, 3516.. 3560, 






4190 


..4576, 4639. 


.4673, 6007. .6280 


Seq. No. 


21032 






Seq. ID 


OJ990907_11.0103.C2 


Gene No. 


43914 






Strand 


+ 


Start 


257 






End 


6380 


Name 


OJ990907 11 


.0103 


.C2.ol.np 


Method 


AAT/NAP 


Start 


2869 






End 


6380 


GI 


6579203 






Score 


504 


Exons 


2869. .2977, 


3063 


..3296, 3716. 


.3799, 3972.. 4066, 4256.. 4576 




6041. .6380 










GI Descrip. 


(AC011438) 


T23G18.19 [Arabidopsis thaliana] 


Seq. No. 


21032 






Seq. ID 


OJ990907_11.0103.C2 


Gene No. 


43914 






Strand 


+ 


C+- -3 y>f 


257 






End 


6380 


Name 


OJ990907 11 


.0103 


■■C2.ol.tc 


.Method 


TBLASTX: Cress 


Start 


3715 






End 


6292 


GI 


none 






Score 


97 


Exons 


3715. .3804, 


3977 


..4066, 4306. 


.4347, 4307. .4600, 4444. .4578 




6029. .6208, 


6193 


..6279, 6194. 


.6292 




Seq. No. 


21032 






Seq. ID 


OJ990907_11.0103.C2 


Gene No . 


43914 






Strand 


+ 


Start 


257 






End 


6380 


Name 


OJ990907 11 


.0103 


.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


3730 






End 


4555 


GI 


none 






Score 


69 


Exons 


3730. .3804, 


3977 


..4066, 4306. 


.4353, 4307. .4555, 4435. .4554 


Seq. No. 


21032 






Seq. ID 


OJ990907__11.0103.C2 


Gene No. 


43914 






Strand 


+ 


Start 


257 






End 


6380 


Name 


OJ990907 11 


.0103 


.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3977 






End 


4572 


GI 


none 






Score 


96 



21341 



Exons 


3977. .4066, 


4297. 


.4572, 4307. 


.4570 






Seq. No. 


21032 






Seq. ID 


OJ990907_11.0103. 


C2 










Strand 


+ 




Start 


257 






End 


6380 




Name 


OJ990907 11. 


0103. 


C2.ol. tm 


Method 


TBLASTX: Maize 




Start 


4297 






End 


6112 




GI 


none 






Score 


448 




Exons 


4297. .4350, 


4307. 


.4579, 4426. 


.4575, 6028.. 6093, 6029.. 6112 


Seq. No. 


21032 






Seq. ID 


OJ990907_11.0103. 


C2 


V3t?ilC IN (J ■ 


43914 






Strand 


+ 




Start 


257 






End 


6380 




Name 


OJ990907 11. 


0103. 


C2.o2.ts 


Method 


TBLASTX : Soybean 




Start 


6029 






End 


6313 




GI 


none 






Score 


308 




Exons 


6029. .6313, 


6058. 


.6093, 6160. 


.6282, 6185.. 6301 




Seq. No. 


21033 






Seq. ID 


OJ990907 11.0103. 


C3 


Gene No. 


43915 






Strand 


+ 






1641 






End 


1784 




Name 


OJ990907 11. 


0103. 


C3.ol.np 


Method 


AAT/NAP 




Start 


1641 






End 


1784 




GI 


6288682 






Score 


146 




Exons 


1641. .1784 












GI Descrip. 


(AF031487) bZIP transcription 


'factor 


[Nicotiana tabacum] 




Seq. No. 


21033 






Seq. ID 


OJ990907_11.0103. 


C3 




43916 






Strand 


+ 




Start 


3137 






End 


7155 




Name 


OJ990907 11. 


0103. 


C3 . ol . gs 


Method 


GENSCAN 




Start 


3137 






End 


6728 




GI 


none 






Score 


.85 




Exons 


3137. .3604, 


4009. 


.4218, 5393. 


.5536, 6212.. 6304, 6675.. 6728 " 


Seq. No. . 


21033 






Seq. ID 


OJ990907_11.0103. 


C3 


Gene No. 


43916 






Strand 


+ 




Start 


• 3137 






End 


7155 




Name 


OJ990907 11. 


0103. 


C3.o2.np 


Method 


AAT/NAP 




Start 


5186 






End 


7108 




GI 


3874039 






Score 


276 




Exons 


5186. .5317, 


5393. 


.5536, 6212. 


.6304, 6947. .7108 




GI Descrip. 


(Z75526) Weak similarity to Staphyloccus autolysin gene 






(TR:G765072) ; cDNA EST EMBL:M893,36 comes from this gene; 


cDNA 




EST yk505dl2 


.3 comes from this gene [Caenorhabditis elegans] 


Seq. No. 


21033 






Seq. ID 


OJ990907_11.0103. 


C3 


Gene No. 


43916 






Strand 


+ 




Start 


3137 






End 


7155 




Name 


OJ990907 11. 


0103. 


C3.ol.gp 


Method 


AAT/GAP 




Start 


5383 






End 


7155 




GI 


LIB3433-041- 


Pl-Kl 


-A6 


Score 


810 




Exons 


5383. .5536, 


6212. 


.6304, 6947. 


.7155 







GI Descrip. ' 2144 166/pir | | JC5137 6.0e-19 beta-glucosidase (EC 3.2.1.21) 
Bifidobacterium breve >gi_1769814_dbj_BAA19881_ (D88311) 
beta-D-glucosidase [Bifidobacterium breve] ' 



21342 



Seq. No. 21033 

Gene No. 43917 

Start 6931 

Name OJ990907_11 . 0103.C3. o2 . tm 

Start 3208 

GI none 

Exons . 3208. .3381, 
3560. .3604, 



3209.. 3382, 3329. 
3561. .3605 



OJ990907_11.0103.C3 
7715 

TBLASTX: Maize 

3605 

217 



Seq. ID 
.Strand 
End 

Method 
End 
Score 

.3391, 3416. .3490, 3443. .3508, 



Seq. No. 


21033 








Seq. ID 


OJ990907 


_11.0103.C3 


Gene No. 


43917 








Strand 






Start 


6931 








End 


7715 




Name 


OJ990907_11 


.0103 


,C3.ol. 


tm 


Method 


TBLASTX: 


Maize 


btart 


jyy / 








End 


7009 




GI 


none 








Score 


171 




Exons 


3997. .4218, 


4008 


-. .4220, 


4010. 


.4180, 4018. .4221, 


5181. .5321, 




5183. .5332, 


5185 


. .5328, 


5390. 


.5539, 5390.. 5539, 


6206. .6310, 




6210. .6305, 


6212 


. .6307, 


6944. 


.7009, 6946.. 7008 




Seq. No. 


21033 








Seq. ID 


OJ990907 


_11.0103.C3 


Gene No. 


43917 








Strand 






Start 


6931 








End 


7715 




Name 


uj yyuy u / 11 




. U o . Ol . 


tw 


Method 


TBLASTX: 


Wheat 


Start 


4053 








End. 


5529 




GI 


none 








Score 


196 




Exons 


4053. .4220, 


4056 


. .4196, 


4057. 


.4221, 5178. .5327, 


5183. .5329, 




5185. .5328, 


5385 


. .5486, 


5390. 


.5488, 5390. .5485, 


5486. .5527, 




5488. .5529, 


5489 


. .5527 










Seq. No. 


21033 








Seq. ID 


OJ990907 


_11.0103.C3 


Gene No . 


4 jy i / 








Strand 






Start 


6931 








End 


7715 




Name 


OJ990907 11 


0103 


.C3.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


6208 








End 


7105 




GI 


none 








Score 


101 




Exons 


6208. .6342, 


6212 


. .6307, 


6411. 


.6440, 6946. .7104, 


6947. .7105, 




6956. .7105 














Seq. No. 










Seq. ID 


OJ990907 


11 . U1U J . Co 


Gene No. 


43917 








Strand 






Start 


6931 








End 


7715 




Name 


OJ990907 11 


0103 


.C3.o2. 


gs 


Method 


GENSCAN 




Start 


6931 








End 


7715 




GI 


none 








Score 


.7 




Exons 


6931. .7008, 


7122 


. .7241, 


7326. 


.7501, 7556. .7715 




Seq. No. 


21034 








Seq. ID 


OJ990907 


_11.0103.C4 


Gene No. 


43918 








Strand 


+ 




Start 


217 








End 


537 




Name 


OJ990907 11. 


0103 


.C4.ol. 


gs 


Method 


GENSCAN 




Start 


217 








End 


537 




GI 


none . 








Score 


.41 




Exons 


217. .537 














Seq. No. 


21035 








Seq. ID 


OJ990907 


_11.0103.C7 


Gene No. 


43919 








Strand 


+ 




Start 


2047 








End 


7091 





21343 




Name OJ990907_11 . 0103 . C7 . ol np Method AAT/NAP 

Start 2047 End 7091 

GI 4586112 Score . 961 

Exons 2047.. 2091, 2912.. 3197, 3252.. 33£7, 4421.. 4792, 4960.. 5187, 

5287. .5552, 7032.. 7091 
GI Descrip. (AL049638) putative protein [Arabidopsis thaliana] 



Seq. No. 


21035 








Seq. ID 


OJ990907_11.0103lC7 


Gene No. 


43919 








Strand 


+ 


Start 


zU4 / 








End 


7091 


Name 


OJ990907 11 


.0103. 


C7.ol. 


gs 


Method 


GENSCAN 


Start 


2561 








End 


5736 


GI 


none 








Score 


.63 


Exons 


2561. .3347, 


4656. 


.4792, 


4960. 


.5187, 5287.. 5736 


Seq. No. 


21035 








Seq. ID 


OJ990907 11. 0103. C7 


Gene No. 


43920 








Strand 




Start 


6003 








End 


8560 


Name 


OJ990907 11 


.0103. 


C7.ol. 


gp 


Method 


AAT/GAP • 


Start 


6003 








hna 




GI 


3759631 








Score 


7 94 


Exons 


6003. .6419 












Seq. No. 


21035 








Seq. ID 


OJ990907 11. 0103. C7 


Gene No. 


43920 








Strand 




Start 


6003 








End 


8560 


Name 


OJ990907 11 


.0103. 


C7.o2. 


gs 


Method 


GENSCAN 


Start 


6145 








End 


8560 


GI 


none 








Score 


.66 


Exons 


6145. .6666, 


6759. 


.7685, 


8264. 


.8560 




Seq. No. 


21035 








Seq. ID 


OJ990907_11.0103.C7 


Gene No. 


43920 








Strand 




Start 


bUOJ 








End 


8560 


Name 


OJ990907 11 


.0103. 


C7.o2. 


gp 


Method 


AAT/GAP 


Start 


7355 








End 


7706 


GI 


2310627 








Score 


656 


Exons 


7355. .7706 












Seq. No. 


21035 








Seq. ID 


OJ990907_11.0103.C7 


Gene No. 


43921 








Strand 




Start 


9342 








End 


10961 


Name 


OJ990907 11 


.0103. 


C7.o4. 


ts 


Method 


TBLASTX : Soybean 


Start 


4505 








End 


5048 


GI 


none 








Score 


312 


Exons 


4505. .4795, 


4513. 


.4791, 


4957. 


.5043, 4959. .5048, 4959. .5045 


Seq. No. 


21035 








Seq. ID 


OJ990907_11.0103.C7 


Gene No. 


43921 








Strand 




Start 


9342 








End 


10961 


Name 


OJ990907 11. 


.0103. 


C7-.ol. 


t-m 


Method 


TBLASTX: Maize 


Start 


4742 








End 


5450 


GI 


none 








Score 


73 


Exons 


4742. .4795, 


4747 . 


.4791, 


4957. 


.5187, 4959.. 5180, 5002.. 5199, 




5284. .5379, 


5286. 


.5366, 


5385. 


.5450, 5386.. 5448 



Seq. No. 21035 Seq. ID OJ990907_11 . 0103 .C7 



21344 




Gene No . 


4 jy^ i 








Strand 






Start 


9342 








End 


10961 




Name 


OJ990907 11 


.0103. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


5095 








End 


5556 




GI 


none 








Score 


100 




Exons 


5095. .5187, 


5284. 


.5331, 


5310. 


.5507, 5311.. 5556 




Seq. No. 


21035 








Q an T n 

oeq. iu 


^juyyuyu/ ii . uiuj 


.C7 


bene no . 


4 djZ 1 








c +- r3n H 
oLidna 






Start 


9342 








End 


10961 




Name 


OJ990907 11 


.0103. 


C7.o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


6136 








End 


6405 




GI 


none 








Score 


61 




Exons 


6136. .6213, 


6154. 


.6405, 


6158. 


.6403 






Seq. No. 


21035 








Seq. ID 


OJ990907_11.0103 


.C7 


Gene No. 


4 jyz i 








Strand 






Start 


9342 








End 


10961 




Name 


OJ990907 11 


.0103. 


C7.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


6154 








End 


6348 




GI 


none 








Score 


80 




Exons 


6154. .6216, 


6155. 


.6217, 


6230. 


.6346, 6235.. 6348 




Seq. No. 


21035 








Seq. ID 


OJ990907_11.0103 


.C7 


Gene No . 


4 oy^ l 








Strand 






Start 


9342 








End 


10961 




Name 


OJ990907 11 


.0103. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6349 








End 


6588 




GI 


none 








Score 


108 




Exons 


6349. .6429, 


6350. 


.6415, 


6416. 


.6586, 6418.. 6588 




Seq. No. 


21035 








Seq. ID 


OJ990907_11.0103 


.C7 


Gene No. 


43921 








Strand 






btart 


y J4 z 








End 


10961 




Name 


OJ990907 11 


.0103. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6690 








End 


7214 




GI 


none 








Score 


89 




Exons 


6690. .6854, 


6696. 


.6854, 


6706. 


.6855, 6943. .7188, 6945. .7166, 




7180. .7209, 


7191. 


.7214 










Seq. No. 


21035 








Seq. ID 


OJ990907_11.0103 


.C7 


Gene No . 


A *3 Q 1 1 








Strand 






Start 


9342 








End 


10961 




Name 


OJ990907 11 


.0103. 


C7.o3. 


gs 


Method 


GEN SCAN 




Start 


9342 








End 


10961 




GI 


none 








Score 


.85 




Exons 


9342. .9626, 


10959 


». .10961 








Seq. No. 


21036 








Seq. ID 


OJ990907_11.0103 


.C10 


Gene No. 


43922 








Strand 






Start 


1071 








End 


7183 




Name 


OJ990907 11 


.0103. 


ClO.ol 


.gs 


Method 


GEN SCAN 




Start 


1071 








End 


7183 




GI 


none 








Score 


.47 




Exons 


1071. .1183, 


1510. 


.1600, 


1714. 


.1758, 4302. .4402, 4633. .4748, 




4791. .4924, 


5372. 


.5470, 


5720. 


.5822, 6474. .7183 





21345 



Seq. No. 


21036 








Seq. ID 


OJ990907 


_11. 0103. C10 


Gene No. 


43923 








Strand 








76-76 








End 


10589 




Name 


OJ990907 11. 


0103 


.ClO.ol 


.np 


Method 


AAT/NAP 




Start 


7511 








End 


10561 




GI 


5931788 








Score 


786 




Exons 


7511. .8358, 


8445 


. .8581, 


10440 


. .10561 * 






GI Descrip. 


(AJ011619) SBP-domain protein 


6 [Zea mays] 




Seq. No. 










Seq. ID 


OJ990907 


_11. 0103. C10 












Strand 






Start 


7676 








End 


10589 




Name 


OJ990907_11. 


0103 


,C10.o2 


.gs 


Method 


GENSCAN 




Start 


/ O / D 








End 


10507 




GI 


none 








Score 


.93 




Exons 


/ D / b . . oU4 4 , 


q i m 
olU / 


. . ozU / , 


Q A A R 
0 4 4 0 . 


.8581, 10440.. 10507 


Seq. No. 










Seq. ID 


OJ990907 


ii m nn 

X X . UlUJ.blU 


Gene No. 










Strand 






Start 


/ O / O 








End 


10589 




Name 


OJ990907 11. 


0103 


.C10.o2 


.tm 


Method 


TBLASTX: 


Maize 


Start 


7694 








End 


8163 




GI 


none 








Score 


45 




Exons 


n £LQA TQ1 C 

/ oy4 . . / OJ.D, 


"7 1 A K 
f 1 4 D 


. . / o x U , 


1 Q fl c; 


.8020, 7816. .7878, 


/ / • • / -7 / O , 






/ y y o 


. . oUZO , 


oUUU . 


.8128, 81 


309. .8122, 


am q ri 9Q 




OHIO Q 1 /I "7 

■.,oUl y . . o X 4 / , 


o uz y 


Q 1 £ *5 
. . Olt) J 










Seq. No. 


-IUjO 








Seq. ID 


OJ990907 


ii m n*3 pi n 


Gene No. 


43923 








Strand 






Of- a >--!- 


7676 








End 


10589 




Name 


uj y yuyu / ±x . 


0103 


.ClO.ol 


,tm 


Method 


TBLASTX : 


ixiax Zc 


Start 


OZZD 








End 


8585 




GI 


none 








Score 


43 




Exons 


pooc qoc£ 

ozzo . . OZuD, 


8226 


. .8267, 


8257. 


.8352, 8273.. 8362, 


09-77 R L £H 




ozoj. . o oy y , 


8418 


. .8582, 


8419. 


.8583, 8448. .8585, 


O 4 0^ . . OOOO 


Seq. No. 


21036 








Seq. ID 


OJ990907 


_11. 0103. C10 


bene ino ■ 


43923 








Strand 






Start 


i an a 

/ D / D 








End 


10589 




Name 


uj y yuyu / xi . 


0103 


.C10.O3 


. tm 


Method 


TBLASTX: 


Maize 


Start 


1U4 _y 








End 


10589 




GI 


none 








Score 


141 




Exons 


10439 . . 10534 


, 10440. .10532, 10529. .10588, 10536 


. .10589 


Seq. No. 


21037 








Seq. ID 


OJ990907 


_11.0103.C11 


bene lno . 


43924 








Strand 






Start 


12 








End 


188 




Name 


OJ990907 11. 


0103 


.Cll.ol 


. gs 


Method 


GENSCAN 




Start 


12 








End 


188 




GI 


none 








Score 


.49 




Exons 


12. .188 














Seq. No. 


21037 








Seq. ID 


OJ990907 


_11.0103.C11 


Gene No. 


43925 








Strand 






Start 


1436 








End 


7963 




Name 


OJ990907 11. 


0103 


.Cll.o2 


.gs 


Method 


GENSCAN 




Start 


1436 








End 


7963 





21346 



GI 

Exons 



none Score . 63 

1436. .1763, 3764. .3786, 4629. .5014, 7643. .7963 



Seq. No. 


21038 




Seq. ID 


OJ990907 


_11.0103.C12 


Gene No. 


43926 




Strand 


+ 




Start 


54 




End 


3835 




Name 


OJ990907 11 


.0103.C12.ol.gs 


- Method 


GENSCAN 




Start 


54 




End 


3835 




GI 


none 




Score 


.64 




Exons 


54. .204, 1436. .1446, 1571. .1699, 3175. 


.3291, 3366.. 3410, 




3459. .3576, 


3819. .3835 








Seq. No. 


21038 




Seq. ID 


OJ990907 


11 . U1U J . Ul_ 


Gene No. 


43927 




Strand 


+ 




Start 


5916 




End 


11908 




Name 


OJ990907 11 


.0103.C12.ol.np 


Method 


AAT/NAP 




Start 


5916 




End 


11908 




GI 


6069653 




Score 


472 




Exons 


5916. .6011, 


8102.. 8932, 8958. 


.9167, 9194. .9959, 


11797. .11908 


GI Descrip. 


(AP000616) 


hypothetical protein [Oryza 


sativa] 




Seq. No. 


21038 




Seq. ID 


OJ990907 


1 1 . U 1U o . Ll^: 


Gene No. 


43928 




Strand 


+ 




Start 


13709 




End 


14369 




Name 


OJ990907 11 


.0103.C12.o4.gs 


Method 


GENSCAN 




Start 


13709 




End 


14369 




GI 


none 




Score 


.89 




Exons 


13709. .13731, 14168. .14369 








Seq. No. 


21038 




Seq. ID 


OJ990907 


_11.0103.C12 


Gene No. 


43929 




Strand 






Start 


4291 




End 


10561 




Name 


OJ990907 11 


.0103.C12.o2.gs 


Method 


GENSCAN 




Start 


4291 




End 


10561 




GI 


none 




Score 


. 64 




Exons 


4291. .4784, 


5813.. 5958, 6129. 


.6223, 6568.. 6690, 


7350. .7504, 




7705. .7756, 


8283.-8847, 9123. 


.9226, 9317. .9559, 


10490. .10561 


Seq. No. 


21038 




Seq. ID 


OJ990907 


_11.0103.C12 


Gene No. 


43929 




Strand 






Start 


4291 




End 


10561 




Name 


OJ990907 11 


.0103.C12.ol.gp 


Method 


AAT/GAP 




Start 


6446 


End 


6872 




GI 


4878407 




Score 


660 




Exons 


6446. .6872 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 



21038 
43930 
11633 ' 

OJ990907_11.0103.C12.o2.np 
11630 
2673910 
11630. .11824, 11906.. 12172 

(AC002561) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990907_11.0103.C12 
Strand 

End 12175 

Method AAT/NAP 

End 12172 

Score 158 



21347 




Seq. No. 


21038 


Seq. ID 


OJ990907 


_11. 


.0103 


.C12 


Gene No . 




otrana 










Start 


11633 


End 


12175 








Name 


OJ990907 11.0103.C12,.o3.gs 


Method 


GEN SCAN 








Start 


11633 


End 


12175 








GI 


none 


Score 


.96 








Exons 


11633. .12175 












Seq. No. 


21039 


Seq. ID 


OJ990907 


_11. 


.0103 


.C13 


Gene No . 




oLiana 


i 

T 








Start 


4 


End 


335 








Name 


OJ990907 11.0103.C13.ol.gs 


Method 


GENSCAN 








Start 


4 


End 


335 








GI 


none 


Score 


. 66 








Exons . 


4. .206, 308. .335 . 












Seq. No. 


21039 


Seq. ID 


OJ990907 


_11, 


.0103 


.C13 


Gene No. 


43932 


Strand 


4. 
X 








Start 


535 


End 


1423 








Name 


OJ990907 11.0103.C13.o2.gs 


Method 


GENSCAN 








Start 


535 


End*- 


1423 








GI 


none 


Score 


.4 








Exons 


535. .601, 743. .835, 1013. .1047, 1391.. 


1423 








Seq. No. 


- 2i039 


Seq. ID 


OJ990907 


_11. 


.0103 


.C13 


Gene No. 


43933 


Strand 


+ 








Start 


3965 


End 


4561 








Name 


OJ990907 11.0103.C13.ol.gp 


Method 


AAT/GAP 








Start 


3965 


End 


4561 








GI 


uC-osrocyp003c06al 


Score 


316 








Exons 


3965.. 3992, 4109.. 4172, 4470. 


.4561 










GI Descrip. 


'6069643/dbj I AP000616. 1 | AP000616 l.Oe- 


152 Oryza 


sativa 


genomic 



DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


21039 


Seq. ID 


OJ990907_11.0103 


.C13 


Gene No. 


43934 


Strand 


+ 




Start 


11002 . 


End 


14825 




Name 


OJ990907 11.0103.C13.o3.np 


Method 


AAT/NAP 




Start 


11002 


End 


14825 




GI 


5430752 


Score 


96 




Exons 


11002. .11067, 12815. .13191, 


14803. .14825 




GI Descrip. 


(AC007504) Hypothetical Protein [Arabidopsis thaliana] 




Seq. No. 


21039 


Seq. ID 


OJ990907_11.0103 


.C13 


Gene No. 


43935 


Strand 






Start 


2471 


End 


3499 




Name 


OJ990907 11.0103.C13.o3.gs 


Method 


GENSCAN 




Start 


2471 


End 


3499 




GI 


none 


, Score 


. 97 




Exons 


2471. .3499 








Seq. No. 


21039 


Seq. ID 


OJ990907_11.0103 


.C13 


Gene No. 


43935 


Strand 






Start 


2471 


• End 


3499 




Name 


OJ990907 11.0103.C13.ol.np 


Method 


AAT/NAP 




Start 


2486 


End 


3473 




GI 


1143381 


Score 


465 





21348 




Exons 


2486. .3473 








GI Descrip. 


(Z49063) polygalacturonase 


inhibitor 


[Actinidia 


deliciosa] 


Seq. No. 


21039 


Seq. ID 


OJ990907_ 


11.0103.C13 


Gene No. 


43936 


Strand 


- 




Start 


4262 


End 


4806 




Name 


OJ990907 11.0103.C13.o2.gp 


Method 


AA 1 / bAr 




Start 


4262 


End 


4806 




GI 


uOosrocyp003c06al 


Score 


529 




Exons 


4262. .4284, 4468. .4806 








GI Descrip. 


• 6069643/dbj | AP000616.il AP000616 1 . Oe 


-152 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 ' 






Seq. No. 


21039 


Seq.- ID 


OJ990907_ 


11. 0103:013 


Gene No. 


43937 


Strand 






Start 


5655 


End 


8532 




Name 


OJ990907 11.0103.C13.o4.gs 


Method 


GENSCAN " 




Start 


5655 


End 


8532 




GI 


none 


Score 


.73 




Exons 


5655. .5739, 6112. .6786, 6800. .6912, 7474. .7954, 


8132. .8532 


Seq. No. 


21039 


Seq. ID 


OJ990907_ 


11.0103.C13 


Gene No. 


43937 


Strand 






Start 


5655 


End 


8532 




Name 


OJ990907 11.0103.C13.o3.gp 


Method 


AAT/GAP 




Start 


7751 


End 


8452 




GI 


uC-osroM202023gl0bl 


Score 


1010 




Exons 


7751. .7954, 8132. .8452 








GI Descrip. 


'2673907 4.0e-09 (AC002561) 


hypothetical protein 


[Arabidopsis 




thaliana] ' 








Seq. No. 


21039 


Seq. ID 


OJ990907_ 


11.0103.C13 


Gene No. 


43938 


Strand 






Start 


10047 


End 


11150 




Name 


OJ990907 11.0103.C13.o4.gp 


Method 


AAT/GAP 




Start 


9725 


End 


10615 




GI 


17145 1.R1084 


Score 


1720 




Exons 


9725. .10615 









GI Descrip. ' 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 



DNA, chromosome 6, clone : P0514G12 1 



Seq. No. 


21039 


Seq. ID 


OJ990907_11. 


0103. 


.C13 


Gene No. 


43938 


Strand 








Start 


10047 


End 


11150 






Name 


OJ990907 11.0103.C13.o2.np 


Method 


AAT/NAP 






Start 


10027 


End 


11150 






GI 


6729542 


Score 


423 






Exons 


10027.. 11150 










GI V ' : Descrip. 


(AL132977) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


21039 


Seq. ID 


OJ990907_11. 


0103. 


.C13 


Gene No. 


43938 


Strand 








Start 


10047 


End 


'11150 






Name 


OJ990907 11.0103.C13.o5.gs 


Method 


GENSCAN 






Start 


10047 


End 


11150 






GI 


none 


Score 


.99 






Exons 


10047. .11150 











21349 



Seq. No. 21039 
Gene No. 43939 
Start 12759 

Name OJ990907_11 . 0103 . C13 . o2 . tra 

Start 2483 
GI none 

Exons 2483.. 2617, 2484.. 2582, 2570. 

2648. .2677, 2783. .2833, 2784. 
2823.. 3035, 2843.. 2989, 2852. 
3059.. 3196, 3107.. 3214, 3296. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990907 11.0103.C13 



17104 

TBLASTX: Maize 
3400 
52 

2686, 2630. .2779, 2634. .2777, 
2834, 2792.-2824, 2792.. 2830, 
2959, 2915.. 2953, 3047.. 3154, 
3319, 3305.. 3400 



Seq. No. 21039 
Gene No. 43939 
Start 12759 

Name OJ990907_11 . 0103 . C13 . ol . ts 

Start 2489 
GI none 

Exons 2489.. 2617, 2509.. 2544, 2621. 

2841. .2876, 2966. .3031, 2978. 
3059.. 3154, 3063.. 3149, 3065. 



Seq. ID OJ990907_11.0103.C13 
Strand 

End 17104 

Method TBLASTX : Soybean 

End 3400 

Score 4 9 

.2776, 2649. .2750, 2801. -.2884, 
.3058, 2991.. 3056, 3056.. 3166, 
.3199, 3299.. 3400 



Seq. No. 21039 

Gene No. 43939 

Start 12759 

Name OJ990907_11 . 0103 . C13 .o2 . tc 

Start 2489 

GI none 

Exons 2489.. 2776, 2576.. 2677, 2825. 
3299. .3400 



OJ990907_11.0103.C13 
17104 . 

TBLASTX: Cress 

3400 

111 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2911, 2843..2962, 2915.. 2989, 



Seq. No. 21039 Seq. ID 

Gene No. 43939 Strand 

Start 12759 End 

Name OJ990907_11 . 0103 . C13 . o4 . tm Method 

Start 8320 End 

GI none Score 

Exons 8320.. 8520, 8321.. 8518 



OJ990907_11.0103.C13 
17104 

TBLASTX: Maize 

8520 

209 



Seq. No. 21039 

Gene No. 43939 

Start 12759 

Name OJ990907_li . 0103 . C13 . ol . tm 

Start 10239 

GI none 

Exons 10239. .10379, 10240 .. 10374 , 
10357. .10611, 10362.. 10646 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_11.0103.C13 
17104 

TBLASTX: Maize 

10646 

61 



10248. .10382, 10356 .. 10598 , 



Seq. No. 21039 Seq. ID 

Gene No. 43939 Strand 

Start 12759 End 

Name OJ990907_11 . 0103 . C13 . o2 . ts Method 

Start 10419 End 

GI none Score 

Exons 10419. .10472, 10509 .. 10598, 10800 

10863. .11039, 11046. .11117, 11115 



OJ990907 11.0103.C13 



17104 

TBLASTX : Soybean 
11150 
90 

10823, 10861. .10995, 
11150 



21350 



Seq. No. 21039 

Gene No. 43939 

Start 12759 

Name OJ990907_11 . 0103 . C13 . o3 . tm 

Start 10647 

GI none 

Exons 10647. .10682, 10785 .. 10823, 
10863. .11042 



Seq. ID OJ990907_11.0103.C13 
Strand 

End 17104 

Method TBLASTX : Mai ze 

End 11042 

Score 73 
10798. .10977, 10813 .. 10995, 



Seq. No. 21039 

Gene No. 43939 

Start 12759 

Name OJ990907_11 . 0103 . C13 . ol . tc 

Start 10858 

GI none 

Exons 10858. .10995, 10863 .. 11039, 

Seq. No. 21039 

Gene No. 43939 

Start 12759 

Name OJ990907_11 . 0103 . C13 . o4 . np 

Start 12467 

GI 2262166 

Exons 12467. -.12542, 14300 .. 14436, 
GI Descrip. (AC002329) unknown protein 

Seq. No. 21039 

Gene No. 43939 

Start 12759 

Name OJ990907_11 . 0103 . C13 . 06. gs 

Start 12759 

GI none 

Exons 12759. .13160 



Seq. .ID OJ990907_11.0103.C13 
Strand 

End 17104 

Method TBLASTX : Cress 

End 11151 

Score 81 
11046. .11150, 11071. .11151 

Seq. ID OJ990907_11.0103.C13 
Strand 

End 17104 

Method AAT/NAP 

End 15793 

Score 421 
15614. .15793 
[Arabidopsis thaliana] 

Seq. ID OJ990907_11.0103.C13 
Strand 

End 17104 

Method GENSCAN 

End 13160 

Score . 9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21039 

43939 

12759 '£ 

OJ990907 

13550 

none 



11.0103.C13.o7.gs 



Seq. ID OJ990907_11.0103.C13 



Strand 
End 

Method 

End 

Score 



17104 
GENSCAN 
17013 
.56 



13550. .13601, 14294. .14436, 15614 .. 16036, 16873. .17013 



Seq. No. 21039 

Gene No. 43939 

Start 12759 

Name OJ990907_11 . 0103 . C13 . o5 . tm 

Start 14175 

GI none 

Exons 14175. .14252, 14257 .. 14454 , 
15681. .15797 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_11.0103.C13 
17104 

TBLASTX: Maize 

15797 

46 



14258. .14 4 37, 15614. .15793, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21039 

43939 

12759 

OJ990907 

14251 

none 



11.0103.C13.o3.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_11.0103.C13 
17104 

TBLASTX: Cress 

15794 

163 



21351 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



14251. .14457, 14255. . 14434, 15614 .. 15793, 15681.. 15794 

OJ990907 11.0103.C13 



21039 
43939 
12759 

OJ990907_11.0103.C13.o5.gp 

14429 

none 

14429. .14983 

21039 
43939 
12759 

OJ990907_11.0103.C13.o6.gp 

16619 

none 

16619. .17104 



Seq. ID 
Strand 
End 

Method 

End 

Score 



17104 
AAT/GAP 
14983 
1078 



Seq. ID OJ990907_11.0103.C13 
Strand 

End 17104 

Method AAT/GAP 

End 17104 

Score 866 



21040 Seq. ID OJ990907_11 . 0103 - C15 

43940 Strand + 

1651 End 1739 

OJ990907_11.0103.C15.ol.gp Method AAT/GAP 

1651 End 1739 

4880905 Score 164 

1651. .1739 

114974/sp| P26204 | BGLS_TRIRP 1.0e-37 NON-CYANOGENIC 

BETA-GLUCOSIDASE PRECURSOR >gi_67491_pir GLJY31 

beta-glucosidase (EC 3.2.1.21) precursor (clone TRE361) - white 
clover >gi_21955_emb_CAA4 0058.1_ (X56734) beta-glucosidase 
[Trifolium repens] 



OJ990907_11.0103.C16 
+ 

2063 
AAT/GAP 
962 
876 



21041 Seq. ID 

43941 Strand 
1 End 
OJ990907_11.0103.C16.ol.gp Method 
1 End 
62176_1.R1084 " Score 

1..43, 519. .962 

' 114 974 /sp I P26204 | BGLS_TRIRP 1.0e-37 NON-CYANOGENIC 

BETA-GLUCOSIDASE PRECURSOR >gi_674 91_pir GLJY31 

beta-glucosidase (EC 3.2.1.21) precursor (clone TRE361) - white 
clover >gi_21955_emb_CAA4 0058. 1_ (X56734) beta-glucosidase 
[Trifolium repens] 1 



21041 
43941 
1 

OJ990907_11.0103.C16.ol.np 
1 ■ 

833835 



Seq. ID • OJ990907_11.0103.C16 

Strand + 

End 2063 

Method AAT/NAP 

End 1881 

Score 869 



1..43, 519. .1156, 1248. .1334, 1505. .1881 

(U26025) amygdalin hydrolase isoform AH I precursor [Prunus 
serotina] 



21041 
43941 
1 



Seq. ID OJ990907_11.0103.C16 
Strand + 
End 2063 



21352 



Name 

Start 

GI 

Exons 



OJ990907_11 . 0103 . C16 . ol . tc Method TBLASTX : Cress 

501 End 1707 

none Score 542 

501. .833, 523. .1047, 703. .1056, 1235. .1336, 1606. .1707 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21041 
43941 
1 

OJ990907_11.0103.C16.ol.gs 

511 

none 



21041 
43941 
1 

OJ.990907_ll.0103.C16-ol.ts 

519 

none 



Seq. ID OJ990907_11.0103.C16 

Strand + 

End 2063 

Method GENSCAN 

End 1776 

Score .95 



511. .1140, 1232. .1334, 1505. .1776 



Seq. ID OJ990907_11.0103.C16 

Strand + 

End 2063 

Method TBLASTX : Soybean 

End 1770 

Score 616 



519. .827, 520. .1143, 685. .966, 873. .1025, 1256. .1342, 
1528. .1713, 1599. .1691, 1708. .1770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21041 
43941 
1 

OJ990907_11.0103.C16.ol.tw 

523 

none 



Seq. ID OJ990907_11.0103.C16 

Strand + 

End 2063 

Method TBLASTX : Wheat 

End 1050 

Score 4 66 



523. .1050, 526. .657, 537, .755, 885. .1025 



21041 
43941 
1 

OJ990907_11.0103.C16.ol.tm 

526 

none 



Seq. ID OJ990907_11.0103.C16 

Strand + 

End 2063 

Method TBLASTX : Maize 

End 1770 

Score 154 



526. .657, 537.. 662, 684. .1019, 685. .1134, 1259. .1336, 
1459. .1770," 1587. .1691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21041 
43941 
1 

OJ990907_ll.0103.C16.o2.gp 
994 

16768 1.R1084 



Seq. ID OJ990907_11.0103.C16 

Strand + 

End 2063 

Method AAT/GAP 

End 1966 

Score 1128 



994. .1140, 1232. .1334, 1505. .1966 

'833835 5.0e-39 (U26025) amygdalin hydrolase isoform AH I 
precursor [Prunus serotina] ' 



21041 
43941 
1 

OJ990907_11.0103.C16.o2.tw 

1286 

none 



Seq. ID OJ990907_11.0103.C16 

Strand + 

End 2063 

Method TBLASTX : Wheat 

End 1791 

Score 65 



1286. .1336, 1503. .1691, 1504. .1767, 1609. .1791 



21353 



Seq. ID 

Strand 

End 

Method 

End 

Score 



11.0103.C16 



Seq. No. 21041 

Gene No. 43941 

Start 1 

Name OJ990907_11 . 0103 . CI 6 . o3 . gp 

Start 1763 

GI 87700_1.R1084 

Exons * " 1763.. 2063 

GI Descrip. 1 6069643/dbj | AP000616. 1 1 AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ? 



OJ990907_ 
+ 

2063 
AAT/GAP 
2063 
508 



Seq. No. 


21042 


Seq. ID 


OJ990907_ 


11.0103.C17 


Gene No. 


43942 


Strand 


+ 




Start 


185 


End 


1300 




Name 


OJ990907 11.0103.C17.ol.gs 


Method 


GENSCAN 




Start . 


185 


End 


1300 




GI 


none 


Score 


. 67 




Exons 


185. .371, 445. .660, 903. .1300 








Seq. No. 


21042 


Seq. ID 


OJ990907_ 


11.0103.C17 


Gene No. 


43943 


Strand 






Start 


3268 


End 


5260 




Name 


OJ990907 11.0103.C17.o2.gs 


Method 


GENSCAN 




Start 


3268 


End 


5260 




GI 


none 


Score 


.77 




Exons 


3268. .3428, 5197. .5260 








Seq. No. 


21043 


Seq. ID 


OJ990907_ 


11.0103.C18 


Gene No . 


43944 


Strand 


+ 




Start 


3357 


End 


7820 




Name 


OJ990907 11.0103.C18.ol.gp 


Method 


AAT/GAP 




Start 


3320 


End 


4420 




GI 


454557 


Score 


643 




Exons 


3320.. 3503, 3642.. 3716, 3818. 


.3876, 4384. .4420 




GI Descrip. 


2144166/pir| | JC5137 6.0e-19 beta-glucosidase (EC 


: 3.2.1.21) 




Bifidobacterium breve >gi 1769814 dbj 


BAA19881 


(D88311) 




beta-D-glucosidase [Bifidobacterium breve] 




Seq. No. 


21043 


Seq. ID 


OJ990907_ 


11.0103.C18 


Gene No. 


43944 


Strand 


+ 




Start 


3357 


End 


7820 




Name 


OJ990907 11.0103.C18.ol.np 


Method 


AAT/NAP 




Start 


3321 


End 


7820 




GI 


833835 


Score 


1190 




Exons 


3321. .3503, 3642. .3716, 3815. 


.3876, 4384. .4459, 


4683. .4760, 




4886., 4973, 5312.. 5933, 6062. 


.6164, 6884. .7163, 


7713. .7820 


GI Descrip. 


(U26025) amygdalin hydrolase 


isoform AH I precursor [Prunus 




serotina] 








Seq. No. 


21043 


Seq. ID 


OJ990907_ 


11.0103.C18 


Gene No. 


43944 


Strand 


+ 




Start 


3357 


End 


7820 




Name 


OJ990907' 11.0103.C18.o2.gs 


Method 


GENSCAN 




Start 


3357 


End 


7170 




GI 


none 


Score 


.83 




Exons 


3357. .3503, 3642. .3666, 3818. 


.3876, 4384. .4459, 


4683. .4760, 




4886. .4973, 5312. .5933, 6062. 


.6164, 6884. .7170 





21354 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21043 
43944 
3357 

OJ990907_11.0103.C18.o2.gp 
6899 
3768017 
6899. .7404 

5030906/dbj I BAA78708.il 9.0e-19 (AB003089) beta-glucosidase 
[Polygonum tinctorium] 



Seq. ID 

Strand 

.End 

Method 

End 

Score 



OJ990907_ 
+ 

7820 
AAT/GAP 
7404 
934 



11.0103.C18 



21043 Seq. ID 

43945 Strand 
11281 End 
OJ990907_11 . 0103 .C18 . o2 .np Method 
11281 End 
2224931 Score 
11281. .12304, 12351.. 12809 

(AF004215) ethylene-insensitive3-like3 [Arabidopsis thaliana] 
gi I 6692737 | gb | AAF24843.il AC012679_14 (AC012679) 
ethylene-insensitive3-like3 (EIL3) [Arabidopsis thaliana] 



OJ990907_11.0103.C18 
+ 

12809 
AAT/NAP 
12809 
1072 



Seq. No. 


21043 








Seq. ID 


OJ990907_11.0103.C18 


Gene No. 


43945 








Strand 


+ 


Start 


11281 








End 


12809 


Name 


OJ990907 11 


.0103 


.C18.o4 


. gs 


Method 


GENSCAN 


Start 


11281. 








End 


12687 


GI 


none 








Score 


.46 


Exons 


11281. .12687 










Seq. No. 


21043 








Seq. ID 


OJ990907_11.0103.C18 


Gene No. 


43946 








Strand 




Start 


979 








End 


2374 


Name 


OJ990907 11 


.0103 


.C18.ol 


. gs 


Method 


GENSCAN 


Start 


979 






End 


2374 


GI 


none 








Score 


.52 


Exons 


979. .1312, 


2316. 


.2374 








Seq. No. 


21043 








Seq. ID 


OJ990907_11.0103.C18 


Gene No. 


43947 








Strand 




Start 


7591 








End 


9006 


Name 


OJ990907 11 


.0103 


.C18.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


3432 








End 


7161 


GI 


none 








Score 


84 


Exons 


3432. .3503, 


3639 


. .3683, 


3683. 


.3709, 3817. .3882, 4381. .4458, 




4684. .4761, 


4685 


. .4762, 


4870. 


.4974, 5313.. 5936, 5330.. 5926, 




6086. .6166, 


6883 


. .7161 








Seq. No. 


21043 








Seq. ID 


OJ990907_11.0103.C18 


Gene No. 


43947 








Strand 




Start 


7591 








End 


9006 


Name 


OJ990907 11 


.0103 


.C18.o2 


.tc 


Method 


TBLASTX : Cress 


Start 


.3444 








End 


7101 


GI 


none 








Score 


70 


Exons 


3444. .3506, 


4381 


. .4458, 


4888. 


.4974, 5316. .5840, 5330. .5620, 




5675. .5827, 


5936 


. .5974, 


6065. 


.6166, 6991.. 7101 


Seq. No. 


21043 








Seq. ID 


OJ990907_11.0103.C18 



21355 



Gene No. 43947 
Start 7591 

Name OJ990907_11 . 0103 . C18 . o2 . tm 

Start 3447 
GI none 

Exons 3447.. 3506, 3639.. 3683, 3683. 

4694. .4762, 5292. .5450, 5330. 
6916. .7092, 7105. .7164 



Strand 

End 9006 

Method TBLASTX : Mai ze 

End 7164 

Score 64 

.3718, 4375. .4458, 4381. 
.5449, 5459. .5821, 5472. 



.4482, 
.5927, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21043 
43947 
7591 

OJ990907_11.0103.C18.ol.tw 

4381 

none 

4381. .4458, 4384. .4458, 4694. 
4894. .4974, 5313. .5393, 5315. 

21043 
43947 
7591 

OJ990907_ll.0103.C18.o3.gs 

7591 

none 

7591.. 7608, 7800.. 7930, 8246. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990907 11.0103.C18 



9006 

TBLASTX: Wheat 
5843 
91 

4753, 4881. .4955, 4893. 
5542, 5316. .5843, 5678, 



,4958, 
5821 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_11.0103.C18 

9006 
GEN SCAN 
9006 
.7 



,8377, 8766.. 9006 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



.21043 
43948 
11250 

OJ990907_11.0103.C18.ol.ts 
11250 



none 
11250. 
11536. 
11958. 



.11306, 11353. 
.11757, 11784. 
.12143, 11958. 



Seq. ID OJ990907_11.0103.C18 
Strand 

12310 

TBLASTX : Soybean 
12270 
36 



End 

Method 
End 
Score 

11451, 11491. .11742, 11523 
11963, 11785. .11964, 11831 
12143, 11959. .12150, 11962 



,11729, 
,11968, 
,12165, 



12234. .12269, 12235.. 12270 



Seq. No. 21043 Seq. ID 

Gene No. 439$8 Strand 

Start 11250 ' : End 

Name OJ990907_11 . 0103 . C18 . ol . tc Method 

Start 11251 End 

GI none Score 

Exons 11251. .11574, 1147 9 .. 11748, 11511 

11779. .12153, 11796. .12143,- 11797 

12163. .12303, 12192. .12290, 12227 



OJ990907 11.0103.C18 



12310 

TBLASTX: Cress 
12310 
155 

11750, 11518. .11751, 
12153, 11957. .12172, 
12310 



Seq. No. 21043 
Gene No. 4 394 8 

Start 11250 

Name OJ990907_11 . 0103 .C18 .ol . tm 

Start 11314 
GI none 

Exons 11314. .11454, 11495 .. 11713, 

11523. .11729, 11764. .11964, 
11959. .12171, 12223. .12264, 



Seq. ID OJ990907_11.0103.C18 
Strand" 

End 12310 

Method TBLASTX : Maize 

End 12264 

Score 98 
114 96. .11624, 114 97. .1174 2, 
11769. .11963, 11958. .12149, 
12225. .12263 



21356 



Seq. No. 21043 Seq. ID 

Gene No. 43949 Strand 

Start 12264 End 

Name OJ990907_11 . 0103 . C18 . o3 . tm Method 

Start 12264 End 

GI none Score 

Exons 12264. .12335, 12265 .. 12348 , 

12352. .12447, 12403 .. 12639, 

12640. .12759 



OJ990907_11.0103.C18 
12760 

TBLASTX: Maize 
12760 
100 

12266. .12337, 12274 .. 12447, 
12406. .12639, 12632 .. 12760, 



Seq. No. 21044 

Gene No. 43950 

Start 168 

Name OJ990907_11 . 0103 . C20 . ol . gs 

Start 168 

GI none 

Exons 168.. 218, -780.. 878 

Seq. No. 21045 

Gene No. 43951 

Start 73 

Name OJ990907_11 . 0103 . C21 . ol . gs 

Start 73 

GI none 

Exons 73.. 233 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_11.0103.C20 
878 

GENSCAN 

878 

.9 



OJ990907_11.0103.C21 
233 

GENSCAN 

233 

.46 



Seq. No. 21046 Seq. ID 

Gene No. 43952 Strand 

Start 261 End 

Name OJ990907_11 .0103 . C22 . ol . gs Method 

Start 261 End 

GI none Score 

Exons 261.. 279, 307.. 350 



OJ990907_11.0103.C22 
350 

GENSCAN 

350 

.79 



Seq. No. 21047 Seq. ID 

Gene No. 43953 . Strand 

Start . 263 . End 

Name OJ990907_11 . 0103 .C25 .ol .gs Method 

Start 263 End 

GI none Score 

Exons 263.. 430 



OJ990907_11.0103.C25 
+ 

430 

GENSCAN 
•430 
.61 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



21048 Seq. ID OJ9908 17_12 . 0103 . CI 

43954 Strand 

1 End 815 

OJ9908 17_12 . 0103 . CI . ol . np Method AAT/NAP 

1 End 815 

82523 Score 244 

1.-184, 732. .815 

hypothetical 29K protein (trnH-trnV intergenic region) - rice 
chloroplast gi | 12034 | emb | CAA33940 I (X15901) ORF249 [Oryza 
sativa] gi 1 12068 | emb | CAA33921J . (X15901) ORF249 [Oryza sativa] 
gi I 226655 | prf | fl603356CF ORF 249* [Oryza sativa] 



21048 
43955 
779 



Seq. ID 

Strand 

End 



OJ990817 12. 0103. CI 



3848 



21357 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



OJ990817_12 . 0103 . CI . ol . gs Method 

779 End 

none Score 
779., 955, 3828..3848 

21049 Seq. ID 

43956 Strand 

93 End 

OJ9908 17_12 . 0103 . C2 . ol . gs Method 

93 End 

none Score 
93. .884 



GENSCAN 

3848 

.43 



OJ990817_12.0103.C2 
+ 

884 

GENSCAN 

884 

.96 



OJ990817_12.0103.C2 
+ 

884 

AAT/GAP 

184 

154 



21049 Seq. ID 

43956 Strand 
93 End 
OJ990817_12 . 0103 . C2 . ol . gp Method 
99 End 
LIB3434-041-P1-K1-A10 Score 
99.. 184 

'2129770/pirl IS71224 2.0e-32 xyloglucan 

endotransglycosylase-related protein XTR-2 - Arabidopsis 
..^...thaliana >gi_1244756 (U43487) xyloglucan 

"'^endotransglycosylase-related protein [Arabidopsis thaliana] 
>gi_2154 611 :i dbj_BAA20290_ (D63510) endoxyloglucan transferase 
related protein [Arabidopsis thaliana] 

>gi_5533311_gb_AAD45124. 1_AF163820_1 (AF163820) endoxyloglucan 
transferase [Ara 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21049 Seq. ID 

43956 Strand 
93 End 
OJ9908 17_12 . 0103 . C2 . ol . np Method 
99 End 
2129774 Score. 
99. .866 

xyloglucan endotransglycosylase-related protein XTR4 - 
Arabidopsis thaliana (fragment) gi 112*44754 (U43486) xyloglucan 
endotransglycosylase-related protein [Arabidopsis thaliana] 



OJ990817_12.0103.C2 
+ 

884 

AAT./NAP 

866 

589 



21049 
43957 
878 

OJ990817_12 . 0103 . C2 . o2 . gp 
878 

LIB3433-011-Q6-K1-H5 
878. .1020 

*218144/dbj | D12637 | RICATADPT 
translocator, complete cds 1 



21049 
43958 
3080 

OJ990817 
99 

none 
99. .590, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_ 
+ 

1020 
AAT/GAP 
1020 
221 



12. 0103. C2 



7.0e-ll Rice mRNA for ATP/ADP 



12.0103.C2.ol.tc 



101. .505, 669. .737 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_12.0103.C2 
4570 

TBLASTX: Cress 

737 

521 



21358 



oeq. NO. 


01 r\A q 

Z 1U fi y 




<2arr T H 

oeq. 1U 


n.TQQnfti*7 19 m n^ ro 


Gene No. 


43958 




Strand 




Start 


3080 




End 


4570 


Name ' 


OJ990817 12. 0103. C2 


.ol.ts 


Method 


TBIiASTX : Soybean 


Start 


101 




End 


761 


GI 


none 




Score 


522 


Exons 


101.. 511, 102.. 572, 


617. .745, 


669. .761 




oeq. wo. 


9 1 r\A q 
£ -LUfl 




oeq. iu 




Gene No. 


43958 




Strand 




Start 


3080 




End 


4570 


Name 


OJ990817 12. 0103. C2 


.o2 .tm 


Method 


TBLASTX: Maize 


Start 


102 




End 


764 


GI 


none 




Score 


515 


Exons 


102. .530, 107. .526, 


617. .736, 


669. .704 


, 705. .764 


oeq. no. 


9 1 C\A Q 




oeq. iu 


riTQQnpi 7 19 ni no 


Gene No. 


43958 




Strand 




Start 


3080 * 




End 


4570 


Name 


OJ990817 12. 0103. C2 


. o3 . gp 


Method 


AAT/GAP 


Start 


3080 




End 


3636 


GI 


none 




Score 


1061 


Exons 


3080.. 3636 








Seq. No. - 


21049 




Seq. ID 


OJ990817_12.0103.C2 


Gene No. 


43958 




Strand 




Start 


3080 




End 


4570 


Name 


OJ990817 12. 0103. C2 


. o2 . np 


Method 


AAT/NAP 


Start 


3322 




End 


4561 


GI 


729775 




Score 


736 


Exons 


-3322. .4561 








GI Descrip. 


HEAT SHOCK FACTOR PROTEIN HSF8 (HEAT SHOCK TRANSCRIPTION FACTOR 



8) (HSTF 8) (HEAT STRESS TRANSCRIPTION FACTOR) 
gi 1 100264 |pir | | S25481 heat shock transcription factor 8 - 
Peruvian tomato gi | 19492 | emb | CAA47869 | (X67600) heat shock 
transcription factor 8 [Lycopersicon peruvianum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21049 
43958 
3080 

OJ990817_12.0103.C2.ol.tm 
3344 
none 
3344, 
3537. 
3712. 
3966. 



.3412, 3345.. 3413, 3437. 

.3584, 3538.. 3585, 3605. 

,3951, 3719. .3964, 3720. 

.4100, 4082. .4372, 4084. 



21049 
43958 
3080 

OJ990817_12.0103.C2.o2.tc 

3344 

none 

3344.. 3388, 3485.. 3523, 3863. 
4118. .4177, 4124. .4561, 4170. 



Seq. ID" OJ990817_12.0103.C2 
Strand 

End 4570 
Method TBLASTX : Mai ze 
End 4374 
Score 97 

.3538, 3443. .3541, 3524. .3583, 
.3703, 3606.. 3731, 3607. .3705, 
.3965, 3953. .4090, 3962. .4099, 
.4374, 4086. .4229, 4319. .4372 

Seq. ID OJ990817_12.0103.C2 
Strand 

End 4570 
Method TBLASTX: Cress 
End 4570 
Score 4 4 

.3973, 3911. .4117, 3981. .4070, 
.4229, 4319. .4570 



21359 



Seq. No. 21049 

Gene No. 43958 

Start 3080 

Name OJ9908l7_12 .0103 . C2 . o3 . ts 

Start 3905 

GI none 

Exons 3905.. 4138, 3963.. 4088, 4013.. 4138 



Seq. ID OJ990817_12.0103.C2 



Strand 
End 

Method 
End 
Score 



4570 

TBLASTX : Soybean 

4138 

89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21049 Seq. ID OJ9908 17JL2.. 0103 -C2 

43958 Strand 

3080 End 4570 

OJ990817_12 . 0103 . C2 . o4 . gp Method AAT/GAP 

4024 End 4493 

LIB3474-012-P1-K1-B8 Score 881 

4024. .4493 

'729775/spl P4 11531 HSF8_LYCP£ 4.0e-34 HEAT SHOCK FACTOR PROTEIN 
HSF8 (HEAT SHOCK TRANSCRIPTION FACTOR 8) (HSTF 8) (HEAT STRESS 

TRANSCRIPTION FACTOR) >gi_100264_pir S25481 heat shock 

transcription factor 8 - Peruvian tomato >gi_l?4 92_emb_CAA4 78 69_ 
(X67600) . heat shock transcription factor 8 [Lycopersicon 
peruvianum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4229, 4221 
.4562 



21049 
43958 
3080 

OJ990817_12. 0103.C2.o2.ts 
4145 
none 

4145. .4225, 4148. .4399, 4173. 
4319. .4462, 4448. .4561, 4455. 

21050 
43959 
2842 

OJ990817rl2.0103.C3.o2.np 
2800 
2213625 
2800.. 3368 

(AC000103) F21J9.17 [Arabidopsis thaliana] 



OJ990817 12. 0103. C2 



4570 

TBLASTX : Soybean 
4562 
54 

4400, 4222.. 4362, 



Seq. ID OJ990817_12.0103.C3 
Strand + 
End 3405 
Method AAT/NAP 
End " 3368 
Score ' 213 



21050 Seq. ID 

43959 Strand 

2842 End 

OJ9908 17_12 .0103 . C3 . o2 . gs Method 

2842 ' End 

none Score 
2842. .3405 



OJ990817_12.0103.C3 
+ 

3405 
GENSCAN 
3405 
.74 



Seq. No. 21050 Seq. ID 

Gene No. 43960 Strand 

Start 1 End 

Name OJ9908 17JL2 . 0103 . C3 . ol . np Method 

Start 1 End 

GI 729775 Score 

Exons 1 . . 414 

GI Descrip. HEAT SHOCK FACTOR PROTEIN HSF8 (HEAT SHOCK TRANSCRIPTION FACTOR 



OJ990817_12.0103.C3 
414 

AAT/NAP 

414 

268 



21360 



8) (HSTF 8) (HEAT STRESS TRANSCRIPTION FACTOR) 
gi|100264 |pir| IS25481 heat shock transcription factor 8 - 
Peruvian tomato gi | 194 92 | emb | CAA47869 | (X67600) heat shock 
transcription factor 8 [Lycopersicon peruvianum] 



Seq. No. 


21050 






Seq. ID 


OJ990817_12.0103 


.C3 


Gene No. 


43960 






Strand 


- 




Start 


1 






End 


414 




Name 


OJ990817_ 


12. 0103. C3. 


ol .gs 


Method 


GENSCAN 




O Lai T, 


ill 
in 






III 11 (J. 






GI 


none 






Score 


.8 




Exons 


111. .398 












Seq. No. 


21050 






Seq. ID 


OJ990817_12.0103 


.C3 


Gene No. 


43961 






Strand 


- 




Start 


4119 






End 


6596 




Name 


OJ990817_ 


12. 0103. C3. 


ol. tc 


Method 


TBLASTX: Cress 






1 1 1 
in 






riiiu 


9 Q7 




GI 


none 






Score 


152 




Exons 


111. .296, 


166. .297 










Seq. No. 


21050 






Seq. ID 


OJ990817_12.0103 


-C3 


Gene No. 


43961 






Strand 


- 




Start 


4119 






End 


6596 




Name 


OJ990817_ 


12. 0103. C3. 


o3 . tm 


Method 


TBLASTX: Maize 




jLdil 


ill 
in 








jii 




GI 


none 






Score 


73 




Exons 


111. .311, 


143. .211, 


166. .297 








Seq. No. 


21050 






Seq. ID 


OJ990817_12.0103 


.C3 


Gene No. 


43961 






Strand 


- 




Start 


4119 






End 


6596 




Name 


OJ990817_ 


12. 0103. C3. 


ol.ts 


Method 


TBLASTX: Soybean 






ill 
in 






iLna 


jUj 




GI 


none 






Score 


74 




Exons 


111. .305, 


143. .220, 


166. .300 








Seq. No. 


21050 






Seq. ID 


OJ990817_12.0103 


.C3 


Gene No. 


43961 






Strand 


- 




Start 


4119 






End 


6596 




Name 


OJ990817 


12. 0103. C3. 


ol . tw 


Method 


TBLASTX: Wheat 




Q+- -j y-4- 


111 






CjHO. 


**i i 

Oil 




GI 


none 






Score 


82 




Exons 


111. .311, 


143. .241, 


166. .297 








Seq. No. 


21050 






Seq. ID 


OJ990817_12.0103 


.C3 


Gene No. 


43961 






Strand 






Start 


4119 






End 


6596 




Name 


OJ990817 


3.2. 0103. C3. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


2919 






End 


3303 




GI 


none 






Score 


124 




Exons 


2919. .3032, 2929. .3138, 3184. 


.3303 






Seq. No. 


21050 






Seq. ID 


OJ990817JL2.0103 


.C3 


Gene No. 


43961 






Strand 






Start 


4119 






End 


6596 




Name 


OJ990817 


12. 0103. C3. 


o3 .np 


Method 


AAT/NAP 





21361 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4092 End 6596 

2462671 Score 137 

4092. .4442, 4872.-4965, 5065. .5210, 5327. .5396, 6374. .6426, 
6509. .6596 

(Z98529) putative RNA-binding protein [Schizosaccharomyces 
pombe] 



21050 
43961 
4119 

OJ990817_12 . 0103 . C3 . o2 . tm 

4117 

none 

4117. .4233, 4120. .4230, 4121. 
4276..4437 



Seq. ID OJ990817_12.0103.C3 
Strand 

End 6596 

Method TBLASTX : Mai ze 

End 4 437 

Score 154 

.4240, 4272. .4433, 4274. .4432, 



Seq. No. 21050 

Gene No. 43961 

Start 4119 

Name OJ990817_12 . 0103 .C3.o3.gs 

Start 4119 

GI none 
Exons 



Seq. ID OJ990817_12.0103.C3 
Strand 

End 6596 

Method GENSCAN 

End 6432 - 

Score .89 



4119. .4568, 4872. .5000, 5088. .5210, 5327. .5396, 6374. .6432 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21050 
43961 
4119 

OJ990817_ 
4500 
4300038 
4500. .4571, 
5088. .5174, 



12.0103.C3.o2.ts 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5003, 
.5193 

2462671/emb_CAB11047_ 1.0e-09 (Z98529) 
protein [Schizosaccharomyces pombe] 



4870. 
5148. 



4980, 
5198, 



4872. 
5149. 



OJ990817_12.0103.C3 
6596 

TBLASTX : Soybean 
5198 
87 

4887. .5003, 5086. .5145, 



putative RNA-binding 



Seq. No. 21050 Seq. ID 

Gene No. 43961 Strand 

Start 4119 End 

Name OJ990817_12 . 0103 . C3 . ol . tm Method 

Start 4870 End 

GI none Score 
Exons 



OJ990817_12.0103.C3 
6596 

TBLASTX: Maize 

6574 

138 



4870. .4992, 4872. .5003, 5086. .5211, 5088. .5210, 5327. .5395, 

5327.. 5398, 5331.. 5399, 5332.. 5403, 6287.. 6400, 6374.. 6433, 

6375.. 6431, 6376.. 6441, 6483.. 6551, 6507.. 6569, 6512.. 6574, 
6512. .6574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21051 
43962 
979 

OJ990817_12.0103.C4.ol.gs 

979 

none 



Seq. ID OJ990817 12. 0103. C4 



Strand 
End 

Method 
End ■ 
Score 



+ 

12023 
GENSCAN 
6150 
.68 



979. .1060, 1388. .1517, 2030. .2107, 3119. .3258, 3306. .3472, 
4204. .4660, 4793. .5053, 5444. .5566, 5773. .5877, 6073. .6150 



Seq. No. 
Gene No. 



21051 
43962 



Seq. ID OJ990817_12.0103.C4 
Strand + 



21362 




Start 


979 


End 


12023 


f\J j3 m o 


OJ990817 12.0103.C4.ol.gp 


Method 


AAT/GAP 


Start 


3080 


End 


4373 


GI 


28872 1.R1084 


Score 


826 


Exons 


3080.. 3258, 3354.. 3472, 4204 


. .4373 




GI Descrip. 


, 2894598/emb|CAA17132.1| 4.0e-49 (AL021889) putative protein 




[Arabidopsis thaliana] 1 

"* ■ 






Seq. No. 


21051 


Seq. ID 


OJ990817 12. 0103. C4 


Gene No. 


43962 


Strand 


+ 


Start 


979 


End 


12023 




OJ990817 12.0103.C4.ol.np 


Method 


AAT/NAP 


Start 


3181 


End 


12023 


GI 


2894598 


Score 


908 


Exons 


3181.. 3258, 3354.. 3472, 4204 


..4477, 4505. .4660, 4793. .5053, 




5444. .5566, 5773. .5877, 6046 


..6140, 8874. .9076, 12005. .12023 


GI Descrip. 


(AL021889) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21051 


Seq. ID 


OJ990817_12.0103.C4 


Gene No-.""* ' 


43962 


Strand 


+ 


Start 


979 


End 


12023 


LN cliltcr 


OJ990817 12.0103.C4.o3.np 


Method 


AAT/NAP 


Start 


8624 


End 


10875 


GI 


3128193 


Score 


566 


Exons . 


8624. .8810, 8943. .8997, 9096. .9275, 9459. .9665, 9773.-9838, 




10034. .10126, 10216. .10272, 


10786. .10875 


GI Descrip. 


(AC004521) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


21051 


Seq. ID 


OJ990817_12.0103-C4 


Gene No. 


43962 


Strand 


+ 


o car u 


979 


End 


12023 


Name 


OJ990817 12.0103.C4.o3.gs 


Method 


GENSCAN 


Start 


8638 


End 


10881 


GI 


none 


Score 


.91 


Exons 


8638. .8779, 8858. .8997, 9087 


..9359, 9456. .9665, 9773. .9838, 




10034. .10126, 10216. .10272, 


10786. .10881 


Seq. No. 


21051 


Seq. ID 


OJ990817_12.0103.C4 


oene ino . 


43963 


Strand 




Start 


5997 


End 


6483 


Name 


OJ990817 12.0103.C4.o2.gp 


Method 


AAT/GAP 


Start 


5997 


End 


6483 


GI 


none 


Score 


860 


Exons 


5997. .6483 






Seq. No. 


21051 


Seq. ID 


OJ990817_12.0103.C4 


ijcllc 1NO . 


43964 


Strand 




Start 


7751 


End 


8368 


Name 


OJ990817 12.0103.C4.o3.gp 


Method 


AAT/GAP 


Start 


7747 


End 


8368 


GI 


none 


Score 


1189 


Exons 


7747. .8368 






Seq. No. 


21051 


Seq. ID 


OJ990817_12.0103.C4 


Gene No. 


43964 


Strand 




Start 


7751 


End 


8368 


Name 


OJ990817 12.0103.C4.o2.gs 


Method 


GENSCAN 



21363 




Start 


7751 


End 


8317 


GI 


none 


Score 


1 


Exons 


7751. .8317 






Seq. No. 


21051 


Seq. ID 


OJ990817 12 


Gene No. 


43964 


Strand 


- 


Start 


7751 


End 


8368 


Name 


OJ990817 12.0103.C4.o2.np 


Method 


AAT/NAP 


Start 


7754 


End 


8260 


GI 


6728970 


Score 


476 


Exons 


7754. .8260 






GI Descrip. 


(AC018363) unknown protein 


[Arabidopsis 


j thaliana] 



Seq. No. 21051 

Gene No. 43965 

Start 11788 

Name OJ9908 17_12 . 0103 . C4 . o5 . tm 

Start 846 

GI none 

Exons 846.. 926, 858.-929, 863.. 928, 
1385. .1516, 1598. .1687, 1624. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 12. 0103. C4 



13372 

TBLASTX: Maize 
1689 
110 

989.. 1060, 1002.. 1064, 1384, 
1689, 1624.. 1689 



1515, 



Seq. No. 21051 

Gene No. 43965 

Start 11788 

Name'* OJ990817_12 . 0103 . C4 . o3 . tc 

Start 3181 

GI none 

Exons 3181.. 3261, 3190.. 3258, 3348. 

4202.. 4405, 4297.. 4395 



OJ990817_12.0103.C4 
13372 

.TBLASTX: Cress 

4405 

82 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3473, 3359..347S, 4192. .4248, 



Seq. No. 21051 

Gene No. 43965 

Start 11788 

Name OJ990817_12 . 0103 . C4 . o3 . ts 

Start 3183 

GI none 

Exons 3183.. 3254, 3190.. 3261, 3190. 



OJ990817_12.0103.C4 
13372 

TBLASTX : Soybean 
3475 
70 

.3264, 3348..3473, 3353.. 3475 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. No. 21051 
Gene No. 43965 
Start 11788 

Name OJ990817_12 . 0103 . C4 . ol . tm 

Start 3184 
GI none 

Exons 3184.. 3261, 3193.. 3264, 3348. 

4202. .4399, 4202. .4417, 4394. 
4582. .4668, 4783. .4818, 4790. 
4939. .5013, 4940. .5056, 5441. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 12. 0103. C4 



13372 

TBLASTX: Maize 
5512 
80 

3473, 3353. .3475, 4195. .4248, 
4561, 4396. .4527, 4582.-4659, 
4891, 4791. .4850, 4859.-4936, 
5512 



Seq. No. 21051 

Gene No. 43965 

Start 11788 

Name OJ990817_12 . 0103.C4 .o2. ts 

Start 4219 

GI none 

Exons 4219.. 4248, 4220.. 4528, 4247, 



Seq. ID OJ990817_12.0103.C4 
Strand 

End 13372 

Method TBLASTX : Soybean 

End 6135 

Score 281 

.4411, 4303. .4527, 4790. .4831, 



21364 






4814. .5017, 


4855 


. .4941, 


4896. 


.5036,- 4966. .5025, 4968.. 5048 




5441. .5527, 


5443 


. .5532, 


6043. 


.6135, 6054.. 6134 


Seq. No. 


21051 








Seq. ID 


OJ990817_12.0103.C4 


uene NO. 


h j y do 








Strand 




Start 


11788 








End 


13372 


Name 


OJ990817 12 


.0103 


.C4.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


4794 








End 


* 5017 


GI 


none 








Score 


230 


Exons . 


4794. .4838, 


4796 


. .4912, 


4802. 


.5017, 4861.. 5013 


Seq. No. 


21051 








Seq. ID 


OJ990817_12.0103.C4 


^ene no . 


h o y DO 








Strand 




Start 


11788 








End 


13372 


Name 


OJ990817 12 


.0103 


.C4.o2. 


tc 


Method 


TBLASTX: Cress - ■ 


Start 


7763 








End 


8243 


GI 


none 








Score 


159 


Exons 


7763. .7924, 


7946 


. .8026, 


8024. 


.8242, 8031.. 8243 


Seq. No. 


21051 








Seq. ID 


OJ990817_12.0103.C4 


Gene No. 


43965 








Strand 




Start 


11788 








End 


13372 


Name 


OJ990817 12 


.0103 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


7943 








End 


8243 


GI - 


none 








Score 


60 


Exons 


7943. .8065, 


7953 


. .8066, 


8066. 


.8242, 8067. .8243 



Seq. No. 21051 Seq. ID 

Gene No. 43965 Strand 

Start 11788 End 

Name OJ9908 17_12 . 0103 . C4 . ol . ts Method 

Start 7964 End 

GI none Score 

Exons 7964.. 8008, 7997.. 8242, 8037.. 8243 



OJ990817_12.0103.C4 
13372 

TBLASTX : Soybean 

8243 

144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21051 
43965 
11788 
OJ990817 
9772 
none 
9772. . 
10034. 
10215. 
10785. 



OJ990817 12. 0103. C4 



12.0103.C4.o6.tm 



9816, 
.10135, 
.10271, 
.10883 



Seq. ID 
Strand 
End 

Method 
End 
Score 

9773.-9838, 9773. .9838, 9774. .9842, 10033 10062, 
10085. .10126, 10205. .10273, 10213 10275, 
10770. .10865, 10783. .10881, 



.13372 

TBLASTX: Maize 

10883 

94 



10231. .10287, 



OJ990817 12. 0103. C4 



Seq. No. 21051 Seq. ID 

Gene No. 43965 Strand 

Start 11788- End 

Name OJ990817_12 . 0103 . C4 . o4 . tm Method 

Start 11753 End 

GI none Score 

Exons 11753. .11818, 11755 .. 11823, 11756 .. 11827 , 1182 1 .. 11994 , 
11825. .11995 



13372 

TBLASTX: Maize 

11995 

68 



Seq. No. 
Gene No. 



21051 
43965 



Seq. ID 
Strand 



OJ990817 12. 0103. C4 



21365 




O -4- v- i- 

otart 


i 1 too 

11 /bo 




End 


13372 




Name 


OJ990817 12. 0103. C4 


.ol. tc 


Method 


TBLASTX: Cress 




Start 


11782 




End 


12275 


;■ 


GI 


none 




Score 


417 




Exons 


11782. .11826, 11824 


. .12267, 


11825. .1224 4, 11827. . 12270, 






11988. .12275 










Seq. No. 


21051 




Seq. ID 


OJ990817__12.0103. 


C4 


bene No. 






Strand 


- 




Start 


11788 




End 


13372 




Name 


OJ990817 12. 0103. C4 


,o4 .gs 


Method 


GEN SCAN 




Start 


11788 




End 


13350 




GI 


none 




Score 


.68 




Exons 


11788. .12464, 13245 


. .13350 








Seq. No. 


21051 




Seq. ID 


OJ990817_12.0103. 


C4 


Gene No. 


43965 




Strand 






o tar z 


1 1 TOO 

11/00 




End 


13372 




Name 


OJ990817 12. 0103. C4 


.o4 .np 


Method 


AAT/NAP 




Start 


11791 




End 


12545 




GI 


4510390 




Score 


646 




Exons 


11791. .12361, 12402 


. .12545 








GI Descrip. 


(AC007017) unknown 


protein 


[Arabidopsis thaliana] 




Seq. No. 


21051 




Seq. ID 


OJ990817_12.0103. 


C4 


Gene No. 


43965 




Strand 






Start 


-1-1-700 
ll/oo 




End 


13372 




Name 


OJ990817 12. 0103. C4 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


12021 




End 


13362 




GI 


none 




Score 


418 




Exons 


12021. .12311, 12022 


. .12465, 


12026. .12466, 12029. .12466, 






13224. .13295, 13249 


. .13362, 


13249. .13356, 13328.. 13357 




Seq. No. 


21051 




Seq. ID 


OJ990817JL2.0103. 


C4 


Gene No . 


4 DO 




Strand 






Start 


11788 




End 


13372 . 




Name 


OJ990817 12. 0103. C4 


. o4 . gp 


Method 


AAT/GAP 




Start 


12088 




End 


13372 




GI 


none 




Score 


826 




Exons 


12088. .12464, 13245 


. .13372 








Seq. No. 


21051 




.Seq. ID 


OJ990817_12.0103. 


C4 


Gene No. 






' Strand 






Start 


11788 




End 


13372 




Name 


OJ990817 12. 0103. C4 


. ol. tw 


Method 


TBLASTX: Wheat 




Start 


12113 




End 


12423 




GI 


none 




Score 


293 




Exons 


12113. . 12421, 12113 


. .12421, 


12115. .12423 




Seq. No. 


21052 




Seq. ID 


OJ990817 12.0103. 


C5 


Gene No. 


43966 




Strand 


+ 




Start 


42 




End 


2728 




Name 


OJ990817 12. 0103. C5 


. ol . gs 


Method 


GENSCAN 




Start 


42 




End 


2728 




GI 


none 




Score 


.94 




Exons 


42. .91, 154. .2728 











21366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21052 
43966 
42 

OJ990817_12. 

1391 

none 

1391. .1889 



0103.C5.ol.gp 



Seq. ID OJ990817_12.0103.C5 

Strand + 

End 2728 

Method AAT/GAP 

End 1889 

Score 926 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21052 
43967 
2467 

OJ990817_12. 

1033 

none 

1033. .1299, 

21052 
43967 
2467 

OJ990817_12. 

1911 

none 

1911. .2252, 

21052 
43967 
2467 

OJ990817JL2, 

2044 

none 

2044. .2253, 

21052 
43967 
2467 

OJ990817_12. 

2467 

none 

2467. .2923 



0103.C5.ol.ts 
1064. .1300 

0103.C5.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_12.0103.C5 
2923 

TBLASTX: Soybean 

1300 

198 



Seq. ID OJ990817_12.0103.C5 
Strand 

End 2923 

Method TBLASTX : Cress 

End 2277 

Score 125 
1911. .2030, 1912. .2268, 1913. .2275, 2068. .2277 

Seq. ID OJ990817_12.0103.C5 
Strand 

End 2923 

0103.C5.ol.tm Method TBLASTX : Maize 

End 2254 

Score 266 

2045. .2254 



0103.C5.o2.gp 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ990817_12.0103.C5 
2923 

AAT/GAP " 

2923 

898 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21052 
43967 
2467 * 

OJ990817_12, 

2557 

none 

2557. .2730, 



0103.C5.o2.tm 



2558. .2734 



21053 
43968 
1739 

OJ990817_12.0103.C6.ol.gs 

1739 

none 

1739. .2515 



Seq. ID OJ990817_12.0103.C5 
Strand 

End 2923 

Method TBLASTX : Mai ze 

End 2734 

Score 224 



Seq. ID OJ990817_12.0103.C6 

Strand + 

End 2515 

Method GENSCAN 

End "2515 

Score .99 



Seq. No. 



21054 



Seq. ID OJ990817_12.0103.C7 



21367 



Gene No. 


43969 






Strand 


+ 


Start 


529 






End 


875 


Name 


.OJ990817 12 


.0103 


.C7.ol.gs 


Method 


GENSCAN 


Start 


529 






End 


875 


GI 


none 






Score 


.97 


Exons 


529. .584, 683. .875 






Seq. No. 


21055 






Seq. ID 


OJ990817 


Gene No. 


43970 






Strand 


+ 


Start 


1 






End 


137 


Name 


OJ990817 12 


.0103 


.C8 .ol.np 


Method 


AAT/NAP 


Start 


1 






End 


137 


GI 


5042454 






Score 


72 


Exons 


1. . 137 










GI Descrip. 


(AC007789) 


putative polyprotein [Oryza 


sativa] 


Seq. No. 


21056 






Seq. ID 


OJ990817 


Gene No. 


43971 






Strand 


+ 


Start 


178 






End 


560 


Name 


OJ990817_12 


. 0103 


.C9.ol.gp 


Method 


AAT/GAP 


Start 


178 






End 


459 


GI 


none 






Score 


537 


Exons 


178 . .459 










Seq. No.' 


21056 






Seq. ID 


OJ990817 


Gene No. 


43971 






Strand 


+ 


Start 


178 






End 


560 


Name 


OJ990817_12 


.0103 


.C9.ol.gs 


Method 


GENSCAN 


Start 


201 






End 


560 


GI 


none 






Score 


.77 


Exons 


201. .560 










Seq. No. 


21056 






Seq. ID 


OJ990817 


Gene No. 


43972 






Strand 


+ 


Start 


893 






End 


4859 


Name 


OJ990817_12 


.0103 


.C9.o2.gp 


Method 


AAT/GAP 


Start 


893 






End 


1758 


GI 


none 






Score 


1703 


Exons 


893. .1758 










Seq. No. 


21056 






Seq. ID 


OJ990817 


Gene No. 


43972 






Strand 


+ 


Start 


893 






End 


4859 


Name 


OJ990817 12 


.0103 


.C9.ol.tm 


Method 


TBLASTX : 1 


Start 


1261 






End 


2910 


GI 


none 






Score 


94 


Exons 


1261. .1401, 


1269 


..1400, 1411. 


.1614, 1434. .1571, 




1439. .1615, 


1441 


..1647, 1609. 


.1959, 1638. .1946, 




1991. .2041, 


2024 


..2566, 2027. 


.2413, 2059. .2535, 




2664. .2882, 


2664 


..2882, 2677. 


.2910 




Seq. No. 


21056 






Seq. ID 


OJ990817 


Gene No. 


43972 






Strand 


+ 


Start 


893 






End 


4859 


Name 


OJ990817 12 


.0103 


.C9.o2.gs 


Method 


GENSCAN 


Start 


1441 






End 


4109 


GI 


none 






Score 


. 66 



.1615, 
.1957, 
.2558, 



21368 



1441. .2540, 2654.-2895, 2999. .3060, 3810. .4109 



Exons 

Seq. No. 21056 
Gene No. 43972 
Start 893 

Name OJ990817_12 . 0103 . C9 . ol . ts 

Start 1723 
GI none 

Exons 1723.. 1908, 1809.. 1907, 2332. 

2644. .2793, 2652. .2879, 2652. 
4090.. 4185, 4093.. 4188 



Seq. ID OJ990817_12.0103.C9 

Strand + 

End 4859 

Method TBLASTX : Soybean 

End 4188 

Score 111 

.2457, 2490.. 2528, 2494.. 2517, 
.2876, 3866. .3994, 3878. .4039, 



Seq. No. 21056 

Gene No. 43972 

Start 893 

Name OJ9908 17_12 . 0103 . C9 . o3 . gp 

Start 2097 

GI 6089_2.R1084 

Exons 2097.. 2540, 2654.. 2705 

GI Descrip. '3608137 1.0e-12 (AC005314) 
thaliana] ' 



Seq. ID OJ990817_12.0103.C9 

Strand + 

* End 4859 

Method AAT/GAP 

End - 2705 

Score 929 

unknown protein [Arabidopsis 



Seq. No. 21056 

Gene No. 43972 

Start . 893 

Name OJ990817_12 . 0103 . C9 . o4 . gp 

Start 2830 

GI none 

Exons 2830.. 2895, 2999.. 3060, 3810. 
4677. .4859 



Seq. ID OJ990817_12.0103.C9 

Strand + 

End 4859 . 

Method AAT/GAP 

End 4859 

Score 1294 

.3995, 4087. .4182, 4473. .4647, 



Seq. No. . 21056 

Gene No. 43972 

Start 893 

Name OJ990817_12 . 0103 . C9 . o2 . tm 

Start 2985 

•GI none 

Exons 2985.. 3062, 2987.. 3061, 3797. 

3881. .3994, 3918. .3995, 4084. 



Seq. ID OJ990817_12.0103.C9 

Strand + 

End 4859 

Method TBLASTX : Mai ze 

End 4182 

Score 70 

.3880, 3832. .3993, 3881. .3994, 
.4182, 4087. .4182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



OJ990817_12. 0103. C10 
+ 

519 

AAT/NAP 

519 

329 



21057 - • Seq. ID 

43973 Strand 
1 End 
OJ990817_12. 0103. C10. ol.np Method 
1 End 
128657 Score 
1..61, 283. .519 

NADH-PLASTOQUINONE OXIDOREDUCTASE CHAIN 2, CHLOROPLAST 
gi | 6614 9 | pir | | DERZN2 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - rice chloroplast gi | 669085 | emb | CAA33 94 1 | 
(X15901) NADH dehydrogenase ND2 [Oryza sativa] 

gi | 669089 | emb| CAA33920 | (X15901) NADH dehydrogenase ND2 [Oryza 
sativa] gi | 226656 | prf | | 1603356CG NADH dehydrogenase ND2 [Oryza 
sativa] 



21057 
43974 



Seq. ID OJ990817_12. 0103. C10 
Strand 



21369 



Start 


1154 






End 


1729 




Name 


OJ990817 12. 0103. CIO 


,ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


283 






End 


533 




GI 


none 






Score 


327 




Exons 


283. .513, 285. .533, 


288 


. .521 








Seq. No. 


21057 






Seq. ID 


OJ990817_12.0103 


.C10 


Gene No. 


43974 ; 






Strand 


- 




Start 


1154 






End 


1729 




Name 


OJyyOoi / 12. 0103. cio 


. ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


329 






End 


814 




GI 


none 






Score 


328 




Exons 


329.. 544, 330.. 569, 


330 


. .569, 


559. .609, 


561. .608, 583.. 


609, 




594. .662, 607. .672, 


614 


. .634, 


620. .661, 


622.. 699, 623.. 


697, 




624. .704, 626. .688, 


679 


. .735, 


679. .735, 


737. .814, 737.. 


814 


Seq. No. 


21057 






Seq. ID 


OJ990817_12.0103 


.C10 


Gene No. 


43974 






Strand 






Start 


1154 






End 


1729 




Name 


OJ990817 12. 0103. C10 


.ol 


.gs 


Method 


GEN SCAN * 




Start 


1154 






End 


1302 




GI 


none 






Score 


.97 




Exons 


1154. .1302 












Seq. No. 


21057 






Seq. ID 


OJ990817_12.0103 


.C10 


Gene No. 


43974 






Strand 






Start 


1154 






End 


1729 




Name 


OJ990817 12. 0103. C10 


-o2 


. np 


Method 


AAT/NAP 




Start 


1170 






End 


1729 




GI 


. 82523 






Score 


946 




Exons 


1170. .1729 













GI Descrip. hypothetical 29K protein (trnH-trnV intergenic region) - rice 
chloroplast gi | 12034 | emb | CAA33940 | (X15901) ORF24 9 [Oryza 
sativa] gi | 12068 | emb | CAA33921 | (X15901) ORF249 [Oryza sativa] 
gi I 226655 | prf | 1 1603356CF ORF 249 [Oryza sativa] 



Seq. No. 21058 - Seq. ID OJ990817_ 

Gene No. 43975 Strand + 

Start 1 End 4 68 

Name OJ990817_12 . 0103 . C14 . ol .gp Method AAT/GAP 

Start 1 End 402 

GI none Score 787 

Exons 1..402 



12.0103.C14 



Seq. No. 21058 
Gene No. 43975 
Start 1 

Name OJ990817_12 . 0103 . C14 . ol . tm 

Start • 12 
GI none 

Exons 12. .44, 18. .44, 55. .258, 78, 

253.. 468, 282.. 467 



Seq. ID OJ990817_12.0103.C14 

Strand + 

End 4 68 

Method TBLASTX : Maize 

End 4 68 

Score 36 
.215, 80. .259, 83.-259, 85. .291, 



Seq. No. 21058 
Gene No. 43975 

Start • 1 

Name OJ990817 12 . 0103 . C14 . ol . gs 



Seq. ID OJ990817_12.0103.C14 

Strand + 

End 4 68 

Method GENSCAN 



21370 



Start 


85 




End 


296 


GI 


none 




Score 


.86 


Exons 


85. .296 








Seq. No. 


21059 




Seq. ID 


OJ990817JL2 


Gene No. 


43976 




Strand 


- 


Start 


369 




End 


479 


Name 


OJ990817 12.0103.C15.ol 


.gp 


Method 


AAT/GAP 


Start 


369 




End 


479 


GI 


LIB3477-003-P1-K1-E9 




Score 


183. 


Exons 


369. .479 








GI Descrip. 


'24 98586/sp|Q40638 |MP01 


_ORYSA 


2.0e-24 


MAJOR POLLEN 



S 1 PRECURSOR (ORY S 
sativa] 1 



I) >gi_1173557 (U31771) Ory s 1 [Oryza 



Seq. No. 


21060 






Seq. ID 


OJ990817 


JL2.0103 


.C16 


Gene No. 


43977 






Strand 


+ 






Start 


12549 






End 


16006 






Name 


OJ990817 12. 


0103. C16. 


o2.gs 


Method 


GENSCAN 






Start 


12549 






End 


16006 






GI 


none 






Score 


.83 






Exons 


12549. .12722 


, 12809.. 


13444, 


14077. .14161, 15930 


. .16006 




Seq. No. 


21060 






Seq. ID 


OJ990817 


_12.0103 


.C16 


Gene No. 


43978 






Strand 


+ 






Start 


i5989 






End 


16545 






Name 


OJ990817 12. 


0103. C16. 


o3.gp 


Method 


AAT/GAP 






Start 


15989 






End 


16545 






GI 


1632456 






Score 


802 






Exons 


15989.*. 16025 


, 16134.. 


16545 










Seq. No. 


21060 






Seq. ID 


OJ990817 


JL2.0103 


.C16 


Gene No. 


43979 






Strand 








Start 


45 






End 


10812 






Name 


OJ990817 12. 


0103. C16. 


ol .gp 


Method 


AAT/GAP 






Start 


45 






End 


489 






GI 


none 






Score 


590 






Exons 


45.-242, 358 


..489 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21060 Seq. ID 

43979 Strand 

45 End 

OJ990817_12.0103.C16.ol.gs Method 

117 End 

none Score 



OJ990817_12.0103.C16 

10812 
GENSCAN 
10812 
.48 



117. .242, 358. .533, 709. .851, 2932. .2990, 3957. .4987, 
5133.. 5221, 6382.. 6542, 7398. .7451, 8636.. 8719, 8880.. 9094, 
9877. .9990, 10199. . 10298, 104 18 .. 10722 , 10728. .10812 



Seq. No. 21060 Seq. ID 

Gene No. 43979 - Strand 

Start 45 End 10812 

Name OJ990817JL2 . 0103 . C16 . ol . np Method AAT/NAP 

Start 3888 End 5198 

GI 2809252 Score 962 

Exons 3888.. 5198 

GI Descrip. (AC002560) F21B7.21 [Arabidopsis thaliana] 



OJ990817 12.0103.C16 



21371 



Seq. No. 21060 Seq. ID OJ990817_12 . 0103 . C16 

Gene No. 43979 Strand 

Start 45 End 10812 

Name OJ990817_12 . 0103.C16.o2.gp Method AAT/GAP 

Start 6216 End . 8695 

GI uC-osflcypll2c08al Score 801 

Exons 6216.. 6542, 7398.. 7451, 8636.. 8695 

GI Descrip. 1 4 115936/gb | AAD034 4 6 . 1 | 1.0e-32 (AF118223) No definition line 
found [Arabidopsis thaliana] ' 



Seq. No. 


21060 




Seq. ID 


OJ990817_12.0103.C16 


Gene No. 


43979 




Strand 




Start 


45 




End 


10812 


Name 


OJ990817 12.0103.C16.o2. 


np 


Method 


AAT/NAP 


Start 


6360 




End 


10516 


GI 


4115936 




Score 


916 


Exons 


6360. .6542, 7398. .7451, 


8636. 


.8719, 8880.. 9094, 10199 .. 10298 , 




10418/. 10516 








GI Descrip. 


(AF118223) No definition 


l line 


found [Arabidopsis thaliana] 


Seq. No. 


21060 




Seq. ID 


OJ990817_12.0103.C16 


Gene No. 


43980 




Strand 




Start 


16909 




End 


17361 


Name 


OJ990817 12.0103.C16.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


180 




End 


573 


GI 


none 




Score 


216 


Exons 


180. .209, 203. .253, 372. 


.476, 


379. .573, 


386. .571, 432. .572 



Seq. No. 21060 Seq. ID 

Gene No. 43980 Strand 

Start 16909 End 

Name OJ9908 17_12 . 0103 . C16 . o3 . ts Method 

Start 440 End 

GI none Score 

Exons 440.. 556, 451.. 576 



OJ990817_12.0103.C16 
17361 

TBLASTX : Soybean 

576 

126 



Seq. No. 21060 * Seq. ID 

Gene No. 43980 Strand 

Start 16909 End 

Name OJ990817_12 . 0103 . C16 . ol . ts Method 

Start 3900 End 

GI none Score 

Exons 3900.. 4331, 3901.. 4314 



OJ990817_12.0103.C16 
17361 

TBLASTX : Soybean 

4331 

123 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



21060 
43980 
16909 

OJ990817_12.0103.C16.ol.tm 

3903 

none 

3903.. 4643, 3913.. 4545, 4323. 
4545. .4679, 4791. .4925 

21060 
43980 
16909 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4643, 



OJ990817 12.0103.C16 



17361 

TBLASTX: Maize 
4925 
194 

4345..46S9, 4353, 



,4514, 



Seq. ID 

Strand 

End 



OJ990817 12.0103.C16 



17361 



21372 



Name OJ990817_12 . 0103 .C16 . o3 . tc 

Start 3906 

GI none 

Exons ^ 3906.. 4214, 3913.. 4212 

Seq. No. 21060 

Gene No. 43980 

Start 16909 

Name . OJ990817_12 . 0103 . C16.o2 . tw 

Start 4209 

GI none 

Exons 4209.. 4682 



Method 

End 

Score 



TBLASTX: Cress 

4214 

69 



Seq. ID OJ990817_12.0103.C16 
Strand 

End 17361 

Method TBLASTX : Wheat 

End 4 682 

Score 256 



Seq. No. 21060 

Gene No. 43980 

Start 16909 

Name OJ990817_12 . 0103 . C16 . ol . tc 

Start 4230 

GI none 

Exons 4230.. 4343, 4284.. 4478, 4338. 
4809. .4949 



Seq. ID OJ990817_12.0103.C16 
Strand 

End 17361 

Method TBLASTX : Cress 

End 4 94 9 

Score 112 

4613, 4345. .4659, 4350. .4688, 



Seq. No. 21060 
Gene No. ■ 43980 

Start 16909 

Name OJ990817_12 . 0103 . C16 . o2 . tm 

Start 6158 

GI none 
Exons 



Seq. ID OJ990817_12.0103.C16 
Strand 

End 17361 
Method TBLASTX : Mai ze 
End 10580 
Score " 36 



6158.. 6250, 6208.. 6228, 6236.-6328, 6238.. 6330, 6238.. 6333, 
6330. .6542, 6340 .. 6420," 6344 .. 6562 , 6345. .6542, 6421. .6591, 
6442. .6543, 7398. .7451, 7402. .7452, 8633. .8758, 8635. .8724, 
8852.. 8950, 8859.. 9062, 8860. .9096, 8860.. 9093, 9017.. 9094, 
10185. .10301, 10196. .10360, 10200 .. 10307 , 10415 .. 1057 9, 
10419. .10580 



Seq. No. 21060 Seq. ID 

Gene No. 43980 Strand 

Start ' 16909 End 

Name OJ990817_12 . 0103 .C16. o2 . ts Method 

Start 6405 End 

GI none Score 
Exons 



OJ990817_12.0103.C16 
17361 

TBLASTX .-Soybean 

10517 

146 



6405. .6542, 6421. .6543, 6442. .6546, 7398. .7451, 8633. .8758, 
8645. .8719, 8679. .8759, 8766. .8792, 8846. .8947, 8860. .9096, 
8877. .9062, 9026. .9091, 10185 .. 10298 , 10188 .. 10307, 
10415. .10516, 10419. .10517 



Seq. No. 21060 

Gene No. 43980 

Start 16909 

Name OJ990817_12 . 0103 .C16 . o2 . tc 

Start 8633 

GI . none 

Exons 8633.. 8719, 8633.. 8758, 8852. 



OJ990817_12.0103.C16 
17361 

TBLASTX: Cress 

10517 

62 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8947, 8860. .9096, 8877. .9062, 



9020..9094, 10185. 
10419. .10517 



.10301, 10200. .10301, 10415. .10516, 



Seq. No. 



21060 



Seq. ID OJ990817_12.0103.C16 



21373 




Gene No. 


43980 






Strand 




Start 


16909 






End 


17361 


Name 


OJ990817 12 


.0103. 


C16.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8659 






End 


10565 


GI 


none 






Score 


91 


Exons 


8659. .8724, 


8659. 


.8718, 8660. 


.8758, 8 


679. .8750, 8846..8953, 




8859. .9062, 


8860. 


.9096, 9017. 


.9094, 10185. .10301, 10188.. 1030' 




10415. .10516, 10419.. 10565 






Seq. No. 


21060 






Seq. ID 


OJ990817_12.0103.C16 


Gene No. 


43980 






Strand 




Start 


16909 






End 


17361 


Name 


OJ990817 12 


.0103. 


C16.o3.gs 


Method 


GEN SCAN 


Start 


16909 






End 


17361 


GI 


none 






Score 


.91 


Exons 


16909. .17048, 17322.. 17361 






Seq. No. 


21061 






Seq. ID 


OJ990817_12.0103.C17 


Gene No. 


43981 






Strand 


+ 


Start 


3127 






End 


4534 


Name 


OJ990817_12 


.0103. 


C17.o2.gp 


Method 


AAT/GAP 


Start 


3127 






End 


4398 


GI 


2275846 






Score 


882 


Exons 


3127 . . 3166, 


3360. 


.3553, 4144. 


.4398 




Seq. No. 


21061 






Seq. ID 


OJ990817_12.0103.C17 


Gene No. 


43981 






Strand 


+ 


Start 


3127 






End 


4534 


Name 


OJ990817 12 


.0103. 


C17.ol.np 


Method 


AAT/NAP 


Start 


4178 






End 


4534 


GI 


6136502 






Score 


276 


Exons 


4178. . 4534 










GI Descrip. 


YCF20-LIKE 


PROTEIN gi 13335348 


(AC004512) T8F5.20 [Arabidopsis 




thaliana] 










Seq. No. 


21061 






Seq. ID 


OJ990817_12.0103.C17 


Gene No. 


43982 






Strand 




Start 


1156 






End 


2853 


Name 


OJ990817 12 


.0103. 


C17.ol.gp 


Method 


AAT/GAP 


Start 


1156 






End 


2853 


GI 


none 






Score 


806 


Exons 


1156. .1357, 


2588. 


.2853 






Seq. No. 


21061 






Seq. ID 


OJ990817_12.0103.C17 


Gene No. 


43983 






Strand 




Start 


4268 






End 


4564 


Name 


OJ990817 12 


.0103. 


C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


1227 






End 


2761 


GI 


none 






Score 


158 


Exons 


1227. .1358, 


1229. 


.1360, 1230. 


.1358, 1238. .1360, 2564.. 2632, 




2586. .2756, 


2588. 


.2758, 2693. 


.2761 




Seq. No. 


21061 






Seq. ID 


OJ990817_12.0103.C17 


Gene No. 


43983 






Strand 




Start 


4268 






End 


4564 


Name 


OJ990817 12 


.0103. 


C17.o2.gs 


Method 


GENSCAN 


Start 


4268 






End 


4551 



21374 



GI none Score 

Exons 4268.. 4551 

Seq. No. 21061 

Gene No. 43983 Strand 

Start 4268 End 

Name OJ990817_12 . 0103 . C17 . o2 . tm Method 

Start 4291' End 

GI none Score 
Exons 



.48 



Seq. ID OJ990817_12.0103.C17 



4564 

TBLASTX: Maize 

4525 

160 



4291. .4425, 4304. .4438, 4439. .4525, 4445. .4525 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21061 
43983 
4268 

OJ990817_12.0lff3.C17.ol.ts 

4327 

none 



Seq. ID OJ990817_12.0103.C17 
Strand 
End 

Method 
End 
Score 



4564 

TBLASTX : Soybean 

4564 

126 



4327. .4425, 4328. .4426, 4445. .4564, 4475. .4555 



Seq. No. 21062 

Gene No. 43984 

Start 1 

Name OJ990817_12.0103.C18 .ol.np 

Start 1 

GI 6136502 

Exons 1 . . 14 6 

GI Descrip. YCF20-LIKE PROTEIN gi 13335348 
thaliana] 



Seq. ID OJ990817_12.0103.C18 

Strand + 

End 14 6 

Method AAT/NAP 

End 146 

Score 96 

(AC004512) T8F5.20 [Arabidopsis 



Seq. No. 


21062 




Seq. "ID 


OJ990817_12, 


.0103 


.C18 


Gene No. 


43985 




Strand 








Start 


576 




End 


1324 






Name 


OJ990817 12.0103.C18.ol, 


.gs 


Method 


GEN SCAN 






Start 


576 




End 


1319 






GI 


none 




Score 


.74 






Exons 


576. .1319 












Seq. No. 


21062 




Seq. ID 


OJ990817_12, 


.0103 


.C18 


Gene No. 


43985 




Strand 








Start 


576 




End 


1324 






Name 


OJ990817 12.0103.C18.o2, 


.np 


Method 


AAT/NAP 






Start 


585 




End 


1324 






GI 


4454015 




Score 


518 






Exons 


585. .1324 












GI Descrip. 


(AL035396) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


21062 




Seq. ID 


OJ990817_12. 


,0103 


.C18 


Gene No. 


43985 




Strand 








Start 


576 




End 


1324 






Name 


OJ990817 12.0103.C18.ol. 


,ts 


Method 


TBLASTX: Soybean 




Start 


654 




End 


1040 






GI 


none 




Score 


82 






Exons 


654.. 752, 810.. 953, 810. 


,.1040, 829. .1026 






Seq. No. 


21062 




Seq. ID 


OJ990817_12. 


.0103 


.C18 


Gene No. 


43985 




Strand 








Start 


576 




End 


1324 







21375 




Name 


OJ990817 12.0103.C18.ol.tc 


Method 


TBLASTX: Cress 


Start 


729 


End 


1098 


GI 


none 


Score 


85 


Exons 


729. -.1097, 741.. 1001, 757.. 


1098 




Seq. No. 


21062 


Seq. ID 


OJ990817_12.0103.C18 


Gene No. 


43985 


Strand 




Start 


576 


End 


1324 


Name 


OJ990817 12.0103.C18.ol.tm 


Method 


TBLASTX: Maize 


Start 


810 


End 


1244 


GI 


none 


Score 


106 


Exons 


810. .1040, 844. .1041, 1059. 


.1244, 1059 


..1232, 1065.. 1232 


Seq. No. 


21063 


Seq. ID 


OJ990817_12.0103.C19 


Gene No. 


43986 


Strand 


+ 


Start 


309 


End 


2999 


Name 


OJ990817 12.0103.C19.ol.gs 


Method 


GENSCAN 


Start 


309 


End 


2999 


GI 


none 


Score 


.71 


Exons 


309. .378, 2629. .2777, 2913. 


.2999 




Seq. No. 


21063 


Seq. ID 


OJ990817_12.0103.C19 


Gene No. 


43987 


Strand 


+ 


Start 


4193 


End 


5776 


Name 


OJ990817 12 . 0103 . C19 . ol . gp 


Method 


AAT/GAP 


Start 


4062 


End 


4568 


GI 


47179 1.R1084 


Score 


861 


Exons 


4062. .4568 






GI Descrip. 


! 3426039 6.0e-27 (AC005168) 


unknown protein [Arabidopsis 




thaliana] 1 






Seq. No. 


21063 


Seq. ID 


OJ990817_12.0103.C19 


Gene No. 


43987 


Strand 


+ 


Start 


4193 


End 


5776 


Name 


OJ990817 12.0103.C19.ol.np 


Method 


AAT/NAP 


Start 


4177 


End 


5761 


GI 


6017099 


Score 


1547 


Exons 


4177. .5761 






GI Descrip. 


(AC009895) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


21063 


Seq. ID 


OJ990817_12.0103.C19 


Gene No. 


43987 


Strand 


+ 


Start 


4193 


End 


5776 


Name 


OJ990817 12.0103.C19.o2.gs 


Method 


GENSCAN 


Start 


4193 


End 


5776 


GI 


none 


Score 


1 


Exons 


4193. .5776 






Seq. No. 


21063 


Seq. ID 


OJ990817_12.0103.C19 


Gene No. 


43988 


Strand 


+ 


Start 


6111 


End 


7351 


Name 


OJ990817 12.0103.C19.o2.gp 


Method 


AAT/GAP 


Start 


6111 


End 


7351 


GI 


5357 1.R1084 


Score 


2438 


Exons 


6111. .7351 






GI Descrip. 


1 6002955/gb|AAF00224 .1 |AF171877_1 3 . 0e- 


-57 (AF171877) cleavage 




and polyadenylation specificity factor 


73 kDa subunit [Homo 



21376 



sapiens] ' 



Seq. No. 21063 Seq. ID OJ990817_12 . 0103 . C19 

Gene No. 43989 Strand + 

Start 9327 End 11049 

Name OJ990817_12 . 0103 . C19 . q3 . np Method AAT/NAP 

Start 9327 End 11049 

GI 5922619 Score 71 * ' 

Exons 9327.. 9363, 10950.. 11049 

GI Descrip. (AP000492) hypothetical protein [Oryza sativa] 

giI6016852tdbj IBAA85195. 1| (AP000570) hypothetical protein 
[Oryza sativa] 



Seq. No. 


21063 




Seq. ID 


OJ990817 


_12.0103.C19 


Gene No. 


43990 




Strand 


+ 




Start 


13596 




End 


15311 




Name 


OJ990817 12.0103.C19.o4.gs 


Method 


GENSCAN 




Start 


13596 




End 


15311 




GI 


none 




Score 


.49 




Exons 


13596. 


.14234, 14288. .14342, 


14979. .15083, 15085 


. .15311 


Seq. No. 


21063 




Seq. ID 


OJ990817_ 


_12.0103.C19 


Gene No. 


43991 




Strand 






Start 


6349 




End 


9056 




Name 


OJ990817 12.0103.C19.o3.gs 


Method 


GENSCAN " 




Start 


6349 




End 


9056 




GI 


none 




Score 


.86 




Exons 


6349. . 


7986, 8042.. 8077, 8266 


..8415, 8518. .8563, 


8669. .8766, 



8886. .9056 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21063 
43991 
6349 

OJ990817_12.0103.C19.o2.np 

6352 

6751699 



Seq. ID OJ990817_12.0103.C19 



Strand 
End 

Method 

End 

Score 



9056 
AAT/NAP 
9029 
2718 



6352. .7986, 8266. .8415, 8518. .8563, 8669. .8766, 8886;. 9029 
(AC018908) putative cleavage and polyadenylation specificity 
factor [Arabidopsis thaliana] 

21063 Seq. ID OJ990817_12 . 0103 . C19 

43991 Strand 

6349 End 9056 

OJ990817_12 . 0103 . C19 . o3 . gp Method AAT/GAP 

7608 End 8002 

uC-osflcyp011a06bl Score 749 

7608. .8002 

1 1707412/emb|CAA65151| 6.0e-49 (X95906) Cleavage and 
Polyadenylation Specif ity Factor protein [Bos taurus] 1 



21063 Seq. ID 

43992 Strand 

11188 End 
OJ990817_12.0103.C19.o4.np Method 

11188 End 

6630699 Score 
11188. .11265 



OJ990817_12.0103.C19 

11265 
AAT/NAP 
11265 
99 



21377 




GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 


21063 








Seq. ID 


OJ990817 


_12.0103.C19 


Gene No. 


43993 








Strand 






Start 


16899 








End 


19012 




Name 


OJ990817 12 


.0103 


.C19.o9 


. tm 


Method 


TBLASTX : 


Maize 


Start 


1608 








End 


2013 




GI 


none 








Score 


134 




Exons 


1608. .1793, 


1610 


. .1699, 


1837. 


.1920, 1954.. 2013 




Seq. No. 


21063 








Seq. ID 


OJ990817 


_12.0103.C19 


Gene No. 


43993 








Strand 






Start 


16899 








End 


19012 




Name 


OJ990817 12 


.0103 


.C19.o4 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4214 








End 


4447 




GI 


none 








Score 


265 




Exons 


4214. .4447, 


4237 


. .4443 










Seq. No. 


21063 








Seq. ID 


OJ990817 


_12.0103.C19 


Gene No. 


43993 








Strand 






Start 


16899 








End 


19012 




Name 


OJ990817 12 


.0103 


.C19.o4 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4214 








End 


4591 . 




GI 


none ■ 








Score 


254 




J_i \J 1 1 o 


4214 . .4471, 


4220 


4279, 


4240 . 


.4470, 4504. .4590, 


4505 4591 


Seq. No. 


21063 








Seq. ID 


OJ990817 


_12.0103.C19 


Gene No. 


43993 








Strand 






Start 


16899 








End 


19012 




Name 


OJ990817 12 


.0103 


.C19.o4 


. tm 


Method 


TBLASTX: 


Maize 


Start 


4220 








End 


4651 




GI 


none 








Score 


282 




Exons 


4220. .4447, 


4226 


. .4285, 


4237. 


.4461, 4504. .4527, 


4546. .4650, 




4547 4651 














Seq. No. 


21063 








Seq. ID 


OJ990817 


_12.0103.C19 


Gene No. 


43993 








Strand 






Start 


16899 








End 


19012 




Name 


OJ990817 12 


.0103 


.C19.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4538 








End 


5422 




GI 


none 








Score 


688 




Exons 


4538 5122. 


4540 


. . 5121, 


5125 . 


.5313, 5126.. 5329, 


5330 . . 5368, 




5374. .5421, 


5381 


. .5422 










Seq. No. 


21063 








Seq. ID 


OJ990817 


_12.0103.C19 


Gene No. 


43993 








Strand 






Start 


16899 








End 


19012 




Name 


OJ990817 12 


.0103 


.C19.o5 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


4630 








End 


4888 




GI 


none 








Score 


276 




Exons 


4630.. 4866, 


4649 


. .4888 










Seq. No. 


21063 








Seq. ID 


OJ990817 


_12.0103.C19 


Gene No. 


43993 








Strand 






Start 


16899 








End 


19012 





21378 





Name 


OJ990817 12 


.0103. 


C19.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4697 








End 


5524 




GI 


none 








Score 


537 




Exons 


4697. .5122, 


4699. 


.5124, 


5054. 


.5329, 5119.. 5313, 5327.. 5368, 






5381. .5431, 


5492. 


.5524 










Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 




Gene No. 


43993 








Strand 






Start 


16899 








End 


19012 




Name 


OJ990817 12 


.0103. 


C19.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4940 








End 


5377 




GI 


none 








Score 


253 




Exons 


4940. .5119, 


4960. 


.5118, 


5119. 


.53.10, 5120.. 5329, 5327.. 5377 




Seq. No. 


21063 








Seq. ID 






Gene No. 


a n ft ft "3 

43993 








Strand 






Start 


16899 








End 


19Ulz 




Name 


OJ990817 12 


.0103. 


C19.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


6250 








End 


6556 




■ GI 


none 








Score 


278 




Exons 


6250. .6300, 


6344. 


.6556, 


6349. 


.6555 






Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 




Gene No. 


A *!> ft ft "5 

43993 








Strand 




3 


Start 


16899 








End 


19012 


-J 


Name 


OJ990817 12 


.0103. 


C19.o5. 


tc 


Method 


TBLASTX: Cress 


rl 


Start 


6349 








End 


6531 


i i 


GI 


none 








Score 


118 


-5 

r~ 


Exons 


6349. .6531, 


6365. 


.6529 








■sir 


Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 




Gene No. 


43993 








Strand 




: s 
if 


Start 


-\ /- o ft ft 

16899 








End 


19012 




Name 


OJ990817 12 


.0103. 


C19.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


6355 








End 


7620 




GI 


none 








Score 


98 




Exons 


6355. .6597, 


6361. 


.6768, 


6362. 


.6769, 6645.. 6773, 6794. .7516, 


=;= 




6797. .7513, 


6802. 


.7515, 


7510. 


.7620, 7511. .7615 




Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 




Gene No. 


43993 








Strand 






Start 


1 /" O ft ft 

16899 








End 


19012 




Name > 


OJ990817 12 


.0103. 


C19.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


6556 








End 


7170 




GI 


none 








Score 


421 




Exons 


6556. . 6885, 


6557. 


.6892, 


6557. 


.6892, 6814. .6894, 6886. .7170, 






6887. .7150, 


6897. 


.7151, 


6898. 


.7164 






Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 




Gene No. 


43993 








Strand 






Start 


16899 








End 


19012 




Name 


OJ990817 12 


.0103. 


C19.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


6794 








End 


7248 




GI 


none 








Score 


338 




Exons 


6794. .7240, 


6802. 


.7245, 


6814. 


.7248 






Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 



21379 




bene LNO • 










Strand 




Start 


16899 








End 


19012 


Name 


OJ990817 12 


.0103. 


C19.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


7280 








End 


7588 


GI 


none 








Score 


41 


Exons 


7280.. 7315, 


7286. 


.7315, 


7294. 


.7587, 7306.. 7587, 7307.. 7588 


Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 


UCllC IN Kj • 


*3 «J J J J 








Strand 




Start 


16899 








End 


19012 


Name 


OJ990817 12 


.0103. 


C19.o7 


. tm 


Method 


TBLASTX: Maize 


Start 


7623 








End 


7935 


GI 


none 








Score 


45 


Exons 


7623. .7679, 


7624. 


.7731, 


7658. 


.7717, 7729. .7935 


Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 


Gene No. 


43993 








Strand 




Start 


16899 








End 


19012 


Name 


O.TQQnft 1 7 19 


m n^ 






Method 


TBLASTX: Cress 


Start 


7682 








End 


9002 


GI 


none 








Score 


111 


Exons 


7682. .7816, 


7684. 


.8016, 


7684. 


.7992, 8227. .8418, 8238.. 8417, 




8263. .8436, 


8476. 


.8577, 


8665. 


.8766, 8672. .8767, 8886. .9002, 




8887. .8982 












Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 


ofcJiit: LNvJ • 


H O J _7 O 








Strand 




Start 


16899 








End 


19012 


Name 


OJ990817 12 


.0103. 


C19.o3 


.ts 


Method 


TBLASTX : Soybean 


Start 


7743 








End 


7954 


GI 


none 








Score 


147 


Exons 


7743. .7943, 


7747. 


.7947, 


7747. 


.7953, 7880.. 7954 


Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 


Gene No. 


43993 








Strand 




Start 


16899 








End 


19012 


Name 


n.TQQOft 1 7 19 


ni n^ 




• Lill 


Method 


TBLASTX: Maize 


Start 


8278 








End 


9003 


GI 


none 








Score 


' 140 


Exons 


8278. .8409, 


8278. 


.8436, 


8283. 


.8429, 8476.-8577, 8495. .8590, 




8665.-8766, 


8666. 


.8767, 


8669. 


.8764, 8716. .8766, 8886. .8975, 




8886. .9002, 


8887. 


.9003 








Seq. No. - - ,- 


21063 








Seq. ID 


OJ990817_12.0103.C19 


UCUC INU . 










Strand 




Start 


16899 








End 


19012 


Name 


OJ990817 12 


.0103. 


C19.o6 


.ts 


Method 


TBLASTX: Soybean 


Start 


8548 








End 


9002 


GI 


none 








Score 


99 


Exons 


8548. .8577, 


8665. 


.8766, 


8672. 


.8767, 8886. .9002 


Seq. No. 


21063 








Seq. ID 


OJ990817_12.0103.C19 


Gene No. 


43993 








Strand 




Start 


16899 








End 


19012 


Name 


OJ990817 12 


0103. 


C19.o7 


.ts 


Method 


TBLASTX: Soybean 


Start 


13911 








End 


15269 


GI 


none 








Score 


98 



21380 




Exons 13911. .14111, 14 973 .. 1504 1, 14978 .. 15040, 15108 .. 15269, 

15118. .15171 



Qpn No 

\^ \J ■ L» W . 


21063 


Seq. ID 


OJ990817 


12 .0103 


.C19 


Gene No. 


43993 


Strand 








Start 


16899 


End 


19012 






Name 


OJ990817 12.0103.C19.o8.tm 


Method 


TBLASTX : 


Maize 




Start 


14168 


End 


15260 






GI 


"none 


Score 


97 






Exons 


14168. .14263, 14 172 .. 14264 , 


14966. .15031, 14973 


. .15038, 






14976. .15038, 14 978 .. 15040, 


15098. .15199, 15102 


. .15260, 






15118 15186. 15131 15211. 


15132. .15215 






Seq. No. 


21063 


Seq. ID 


OJ990817 


JL2.0103 


.C19 


Gene No. 


43993 


Strand 








Start 


16899 


End 


19012 






Name 


OJ990817 12.0103.C19.o5.gs 


Method 


GEN SCAN 






Start 


16899 


End 


19012 






GI 


none 


Score 


.68 






Exons 


16899. .17017, 17524. .17660, 


18936. .19012 






Seq. No. 


21064 


Seq. ID 


OJ990817 


_12.0103 


.C20 


Gene No. 


43994 


Strand 


+ 






Start 


444 


End 


2821 






Name . 


OJ9908fe7- 12.0103. C20.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


408 


End 


1277 






GI 


none 


Score 


48 






Exons 


408. .488, 534. .635, 756. .854, 1037. .1264, 1043. 


.1084, 






1044. .1277, 1130. .1231 










Seq. No. 


21064 


Seq. ID 


OJ990817 


JL2.0103 


.C20 


Gene No. 


43994 


Strand 


+ 






Start 


444 


End 


2821 






Name 


OJ990817 12.0103.C20.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


420 


End 


1277 






GI 


none 


Score 


45 






Exons 


420. .488, 534. .635, 756. .821 


, 1043. .1192, 1043. 


.1087, 






1044. .1277, .1136. .1231 










Seq. No. 


21064 


Seq. ID 


OJ990817 


JL2.0103 


.C20 


Gene No. 


43994 


Strand 


+ 






Start 


444 


End 


2821 






Name 


OJ990817 12.0103.C20.ol.gs 


Method 


GEN SCAN 






Start 


444 


End 


2821 






GI 


none 


Score 


.72 






Exons 


444. .936, 1044. .1147, 2381.. 


2821 








Seq. No. 


21064 


Seq. ID 


OJ990817 


_12.0103 


.C20 


Gene No. 


43994 


Strand 


+ 






Start 


444 


End 


2821 






Name 


OJ990817 12.0103.C20.ol.np 


Method 


AAT/NAP 






Start 


639 


End 


1341 






GI 


6598449 


Score 


231 






Exons 


639. .911, 1044. .1341 











GI Descrip. (AC005170) similar to senescence-associated protein [Arabidopsis 
thaliana] 



21381 



Seq. No. 21064 Seq. ID 

Gene No. 43994 Strand 

Start 444 End 

Name OJ990817_12 . 0103.C20 .ol . tm Method 

Start 759 End 

GI none Score 

Exons 759.. 821, 1037.. 1081, 1042.. 1080, 1044, 
1128.. 1292, 1136. .1264 



OJ990817_12.0103.C20 
+ 

2821 

TBLASTX: Maize 

1292 

83 

.1091, 1097'.. 1237, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21065 Seq.. ID OJ990817_12 . 0103 . C21 

43995 Strand + 

1261 End 6907 

OJ990817_12 . 0103 . C2 1 . ol . np Method AAT/NAP 

1261 End 6907 

6498441 Score 6799 

1261. .2324, 2655. .3118, 3182. .3555, 3739. .3873, 4048. .4396, 
4589.. 4963, 5135.. 6532, 6626.. 6907 

(AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


21065 




Seq. ID 


OJ990817_12.0103.C21 


Gene No. 


43996 




Strand 


+ 


Start 


7072 




End 


7536 


Name 


OJ990817 12.0103.C21.ol. 


gp 


Method 


AAT/GAP 


Start 


7072 




End 


7536 


GI 


2428323 




Score 


629 


Exons 


7072. .7536 








CiT Dp <;rrin 

V_J _I_ O V^- -1- -L- L-/ ■ 


5803242/dbj IAP000399.1 IAP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 




Seq. No. 


21065 




Seq. ID 


OJ990817_12.0103.C21 


Gene No. 


43997 




Strand 




Start 


7544 




End 


10780 


Name 


OJ990817 12.0103.C21.o2. 


gs 


Method 


GEN SCAN 


Start 


7544 




End 


10780 


GI 


none 




Score 


.83 


Exons 


7544. .10780 








Seq. No. 


21065 




Seq. ID 


OJ990817_12.0103.C21 


Gene No. 


43997 




Strand 




Start 


7544 




End 


10780 


Name 


OJ990817 12.0103.C21.o2. 


np 


Method 


AAT/NAP 


Start 


7547 




End 


10780 


GI 


6907089 




Score 


4198 


Exons 


7547. .9425, 9519. .10780 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


21065 




Seq. ID 


OJ990817_12.0103.C21 


Gene No. 


43998 




Strand 




Start 


11628 




End 


12474 


Name 


OJ990817 12.0103.C21.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


1409 




End 


1801 


GI 


none 




Score 


58 


Exons 


1409. .1456, 1463. .1561, 


1480. 


.1560, 1528. .1767, 1544. .1801 


Seq. No. 


21065 




Seq. ID 


OJ990817_12.0103.C21 



21382 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



43998 
11628 

OJ990817_12. 

1414 

none 

1414. .1698, 



0103.C21.o4.tm 



1451. .1699 



Strand 
End 

Method 

End 

Score 



12474 

TBLASTX: Maize 

1699 

185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



21065 
43998 
11628 

OJ990817_12. 

2539 

none 

2539. .2712, 

21065 
43998 
11628 

OJ990817_12. 

3189 

none 

3189. .3650, 

21065 
43998 
11628 

OJ990817_12. 

3320 

none 

3320. .3676, 

21065 
43998 
11628 

OJ990817_12. 

3703 

none 

3703. .3789, 

21065 
43998 
11628 

OJ990817_12. 

3761 

none 

3761. .4180, 

21065 
43998 
11628 

OJ990817_12. 

3839 

none 

3839. .4210, 

21065 
43998 



0103.C21.o3.tw 



2540. .3025, 2734, 



0103.C21.ol.tw 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3021 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_12.0103.C21 
12474 

TBLASTX: Wheat 

3025 

407 



OJ990817_12.0103.C21 
12474 

TBLASTX: Wheat 

3652 

215 



3190. .3651, 3191. .3652, 3191. .3652 



0103.C21.ol.tm 



3355.. 3666, 3371. 



0103.C21.o3.tm 



3704.. 4087, 3847. 



0103.C21.o2.tw 



3762.. 3950, 3859. 



0103.C21.ol.ts 



3856. .3999 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3676 

Seq. ID 

Strand 

End 

Method 
End 
Score.. 
.4068 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.4185 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



OJ990817_12. 0103.C21 
12474 

TBLASTX : Maize 

3676 

392 



OJ990817_12.0103.C21 
12474 

TBLASTX: Maize 

4087 

354 



OJ990817_12.0103.C21 
12474 

TBLASTX: Wheat 

4185 

481 



OJ990817_12.0103.C21 
12474 

TBLASTX : Soybean 

4210 

275 



OJ990817 12.0103.C21 



21383 



Start 


11628 








End 


12474 




Name 


OJ990817 12. 


0103 


.C21.o5 


.tw 


Method 


TBLASTX: Wheat 




Start 


4811 








End 


5269 




GI 


none 








Score 


234 




Exons 


4811. .505&, 


4835 


. .5059, 


4900. 


.5073, 5120. .5269, 5131.. 5268 


Seq. No. 


21065 








Seq. ID 


OJ990817 12.0103 


.C21 


Gene No. 


43998 








Strand 






Start 


11628 








End 


12474 




Name 


OJ990817 12. 


0103 


.C21.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


4958 








End 


5524 




GI 


5666795 








Score 


68 




Exons 


4958. .5056, 


5132 


. .5269, 


5324. 


.5524 






GI Descrip. 


4206306 2-0e-10 


(AF049110) prpol [Zea 


mays ] 




Seq. No. 


21065 








Seq. ID 


.OJ990817 12.0103 


.C21 


Gene No . 


43998 








Strand 






Start 


11628 








End 


12474 




Name 


OJ990817 12. 


0103 


.C21.o8 


. tw 


Method 


TBLASTX: Wheat 




Start 


5272 








End 


5584 




GI 


none 








Score 


192 




Exons 


5272 5448 


5324 


. .5584 










Seq. No. 


21065 








Sea ID 


OJ990817 12.0103 


.C21 


Gene No . 


43998 








Strand 






Start 


11628 








End 


12474 




Name 


OJ990817 12. 


0103 


.C21.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


5777 








End 


6100 




GI 


none 








Score 


363 




Exons 


5777 6100. 


5794 


. .6087 










Seq. No. 


21065 








Seq. ID 


OJ990817 12.0103 


.C21 


Gene No. 


43998 








Strand 






Start 


11628 








End 


124.74 




Name 


OJ990817 12. 


0103.C21.o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


5914 








End 


6295 




GI 


none 








Score 


375 




Exons 


5914. .5970, 


5915 


. .6295, 


6016. 


.6264 






Seq. No. 


21065 








Seq. ID 


OJ990817_12.0103 


.C21 


Gene No. 


43998 








Strand 






Start 


11628 








End 


12474 




Name 


OJ990817 12. 


0103.C21.o7 


.tw 


Method 


TBLASTX .-Wheat 




Start 


6296 








End 


6898 




GI 


none 








Score 


262 




Exons 


6296. .6580, 


6301 


. .6579, 


6772. 


.6894, 6773.. 6898 




Seq. No. 


21065 








Seq. ID 


OJ990817_12.0103 


.C21 


Gene No. 


43998 








Strand 






Start 


11628 








End 


12474 




Name 


OJ990817 12. 


0103, 


.C21.o5 


. tm 


Method 


TBLASTX: Maize 




Start 


6767 








End 


6907 




GI 


none 








Score 


183 




Exons 


6767. .6907, 


6772, 


. .6906 










Seq. No. 


21065 








Seq. ID 


OJ990817_12.0103 


.C21 


Gene No. 


43998 








Strand 







21384 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



# 



11628 End 12474 

OJ9908 17_12 . 0103 . C21 . o3 . np Method AAT/NAP 
11628 End 12474 

5922623 Score 345 

11628. .11698, 11866. .12013, 12394.. 12474 
(AP000492) hypothetical protein [Oryza sativa] 
gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



21066 Seq. ID 

43999 Strand 

710 End 

OJ990817_12 . 0103 . C22 . ol . np Method 

710 End 

•4539658 - Score 



OJ990817_12.0103.C22 
+ 

4683 
AAT/NAP 
4683 
37 



710. .789, 2064. .2244, 4671. .4683 

(AF061282) serine carboxypeptidase-like protein [Sorghum 
bicolor] 



21066 
44000 
6736 

OJ990817_12.0103.C22.ol.gp 
6736 

LIB3477-003-P1-K1-E9 
6736.. 6824, 7130.. 7158 

, 2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990817_12.0103.C22 

Strand + 

End 7158 

Method AAT/GAP 

End 7158 

Score 133 



21066 
44001 
10342 

OJ990817_12.0103.C22.o4.gs 

10342 

none 



Seq. ID OJ990817_12.0103.C22 

Strand + 

End 11806 

Method GENSCAN 

End 11806 

Score .51 



10342. .10869, 11112 .. 11201, 11381 11-7 16, 11747.. 11806 



21066 
44001 
10342 

OJ990817_12.0103.C22.o2.np 

10629 

3608128 



Seq. ID OJ990817_12.0103.C22 

Strand + 

End 11806 

Method AAT/NAP 

End 11717 

Score 425 



10629. .10869, 11286. .11404, 1154 9. .11717 

(AC005314) hypothetical protein [Arabidopsis thaliana] 



21066 
44002 
5053 

OJ990817_12.0103.C22.o2.gs 

5053 

none 

5053.. 5168, 5236.. 5335 

21066 
44003 



Seq. ID OJ990817_12.0103.C22 
Strand 

End 5335 

Method GENSCAN 

End 5335 

Score .8 



Seq. ID OJ990817_12.0103.C22 
Strand 



21385 



Start 
Name 
Start 
GI 

Exons 



5571 

OJ990817_12.0103.C22.o3.gs 

5571 

none 

5571.. 5709, 7112.. 7267, 7923. 



End 9354 
Method GEN SCAN 
End 9354 
Score .44 
.8031, 8540.. 8573, 9283.. 9354 



Seq. No. 21066 

Gene No. 44004 

Start 12610 

Name OJ9908 17_12 . 0103 . C22 . ol . tm 

Start 10626 

GI none 

Exons 10626. . 10829, 10642.. 10875 



Seq. ID OJ990817_12.0103.C22 
Strand 

End 12740 

Method TBLASTX : Mai ze 

End 10875 

Score 292 



Seq. No. 21066 

Gene No. 44004 

Start 12610 

Name OJ990817_12 . 0103 . C22 . ol . ts 

Start 10704 

GI none 

Exons 10704. .10877, 10705.. 10848 



Seq. ID OJ990817_12.0103.C22 
Strand 

End 12740 

Method TBLASTX : Soybean 

End 10877 

Score 207 



Seq. No. 21066 

Gene No. 44004 

Start 12610 

Name OJ990817_12.0103.C22.o5.gs 

Start 12610 

GI none 

Exons 12610. .12740 



Seq. ID OJ990817_12.0103.C22 
Strand 

End 12740 
Method GENSCAN 
End 12740 
Score r ^-57 



Seq. No. 21067 

Gene No. 44005 

Start 782 

Name OJ990817_12 . 0103 . C23 . ol . gs 

Start 782 

GI none 

Exons 782.. 1138 



Seq. ID OJ990817_12.0103.C23 
Strand 

End 1147 

Method GENSCAN 

End 1138 

Score .87 



Seq. No. 21067 

Gene No. 44005 

Start 782 

Name OJ990817_12 . 0103 .C23 . ol . ts 

Start 806 

GI none 

Exons 806.. 967, 816.. 932, 983.. 1141 

Seq. No. 21067 

Gene No. 44005 

Start 782 

Name OJ990817_12.0103.C23.ol.tc 

Start 827 

GI none 

Exons 827. .967, 828. .932, 851. .961, 



Seq. ID OJ990817_12.0103.C23 
Strand 

End 1147 

Method TBLASTX : Soybean 

End 1147 

Score 139 
, 993.. 1139, 1007.. 1147 

Seq. ID OJ990817_12. 0103.C23 
Strand 

End 1147 

Method TBLASTX : Cress 

End 1139 

Score 95 

859. .972, 968. .1138, 981. .1139 



Seq. No. 
Gene No. 
Start 



21068 
44006 
1 



Seq. ID OJ990817_12. 0103.C24 
Strand + 
End 122 



21386 



Name 


OJ990817_12.0103.C24 .ol 


.np 


Method 


AAT/NAP 




Start 


1 


End 


122 




GI 


4539660 




Score 


136 




Exons 


1. . 122 










GI Descrip. 


(AF061282) polyprotem 


[Sorghum bicolor] 




Seq. No. 


21068 




Seq. ID 


OJ990817_12.0103 


.C24 


Gene No. 


44006 




Strand 


+ 




Start 


1 




End 


122 




Name 


OJ990817__12 . 0103 . C24 . ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


122 




GI 


none 




Score 


92 




Exons 


2. .118, 2. .121, 3. .122, 


6. .122 






Seq. No. 


21069 




Seq. ID 


OJ990817__12.0103 


.C25 


Gene No. 


44007 




Strand 


+ 




Start 


218 




End 


244 




Name 


OJ990817_12 . 0103 . C25 . ol 


.gs 


Method 


GENS CAN 




Start 


218 




End 


244 




GI 


none 




Score 


.43 




Exons 


218 ..244 










Seq. No. 


21069 




Seq. ID 


OJ990817 12.0103 


.C25 


Gene No. 


44008 




Strand 






Start 


1 




End 


369 




Name 


OJ990817_12.0103.C25.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


369 




GI 


6907086 




Score 


384 




Exons 


1 . . 369 










GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


21070 




Seq. ID 


OJ990817 12.0103 


.C26 


Gene No. 


44009 




Strand 






Start 


106 




End 


338 




Name 


OJ990817_12 .0103.C26.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


100 




End 


338 




GI 


none 




Score 


168 




Exons 


100..240, 102..338, 104 


. .337 








Seq. No. 


21070 




Seq. ID 


OJ990817 12.0103 


. C26 


Gene No. 


44009 




Strand 






Start 


106 




End 


338 




Name 


OJ990817 12 . 0103 . C26 . ol 


.tc 


Method 


TBLASTX: Cress 




Start 


104 




End 


257 




GI 


none 




Score 


122 




Exons 


104 . . 256, 105 . . 257 










Seq. No. 


21070 




Seq. ID 


OJ990817JL2.0103 


.C26 


Gene No. 


44009 




Strand 






Start 


106 




End 


338 




Name 


OJ990817_12 .0103.C26.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


104 




End 


335 




GI 


none 




Score 


153 




Exons 


104. .325, 104.. 334, 105 


. .335 








Seq. No. 


21070 




Seq. ID 


OJ990817JL2.0103 


.C26 


Gene No. 


44009 




Strand 







21387 



Start 
Name 
Start 
GI 

Exons 



106 End 

OJ990817_12.0103.C26.ol.gs Method 

106 End 

none Score 
106. .325 



338 

GENSCAN 

325 

.42 



Seq. No. 21071 

Gene No. 44010 

Start 937 

Name OJ990917_15 . 0112 .C2 . ol . gs 

Start 937 

GI none 

Exons 937.. 1161, 1189.. 1338 

Seq. No. 21071 

Gene No. 44011 

Start 1942 

Name OJ990917_15 . 0112 . C2 . o2 . gs 

Start 1942 

GI none 

Exons 1942.. 2110 



Seq. ID OJ990917_15.0112.C2 

Strand + 

End 1338 

Method GENSCAN 

End 1338 

Score .71 



Seq. ID OJ990917_15.0112.C2 
Strand 

End 2110 

Method GENSCAN 

End 2110 

Score . 62 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ; ' 
GI 

Exons 



21072 
44012 
1 

OJ990917_15.0112.C3.ol.np 
1 

6598595 
1..28, 2059. .2509 

(AC006527) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. ID OJ990917_15.0112.C3 
Strand 

End 334 6 

Method AAT/NAP ' : 

End 2509 

Score 142 



21072 
44012 
1 

OJ990917_15 . 0112 . C3 . ol . gs 

242 

none 



Seq. ID OJ990917_15.0112.C3 
Strand 

End 3346 

Method GENSCAN 

End 334 6 

Score .53 



242. .266, 360. .420, 801. .1032, 1109. .1178, 1277, 
2621. .2679, 3239. .3346 



1775, 



Seq. No. 21073 

Gene No. 44013 

Start 778 

Name OJ990917_15 . 0112 . C4 . ol . gs 

Start 778 

GI none 

Exons 778.. 951 



Seq. ID OJ990917_15.0112.C4 

Strand 

End 951 

Method GENSCAN 

End 951 

Score .92 



Seq. No. 21074 

Gene No. 44014 

Start 712 

Name OJ990917JL5 . 0112 . C5 . ol . gs 

Start 712 

GI none 

Exons 712.. 733, 1227.. 1458 



Seq. ID OJ990917_15.0112.C5 
Strand 

End 1458 

Method GENSCAN 

End 1458 

Score .45 



21388 




Seq. No. 


21075 




Seq. ID 


OJ990917_15.0112 


.C6 


Gene No. 


44015 




Strand 


+ 




Start 


1379 




End 


6099 




Name 


OJ990917 15 


.0112.C6.ol.gs 


Method 


GENSCAN 




Start 


1379 




End 


2215 




GI 


none 




Score 


.66 




Exons 


1379. .1660, 


1829. .2215 








Seq. No. 


21075 




Seq. ID 


OJ990917_15.0112 


.C6 


Gene No. 


44015 




Strand 


+ 




Start 


1379 




End 


6099 




Name 


OJ990917 15 


.0112.C6.ol. hp 


Method 


AAT/NAP 




Start 


1379 




End 


3465 




GI 


4325357 




Score 


365 




Exons 


1379. .2031, 


2787. .3465 








GI Descrip. 


(AF128395) 


contains similarity to Arabidopsis thaliana 





retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 


21075 


Seq. ID 


OJ990917 


_15.0112.C6 


Gene No . 


44015 


Strand 


+ 




Start 


1379 


End 


6099 




Name 


OJ990917 15.0112.C6.o2.gs 


Method 


GENSCAN 




Start 


2487 


End 


6099 




GI 


none 


Score 


.91 




Exons 


2487.. 2604, 2644.. 2807, 3020. 


.3245, 3293.. 3401, 


4259. .4479, 




6020. .6099 








Seq. No. 


21075 


Seq. ID 


OJ990917 


_15.0112.C6 


Gene No. 


44016 


Strand 


+ 




Start 


7468 


End 


16600 




Name 


OJ990917 15.0112.C6.o3.gs 


Method 


GENSCAN 




Start 


7468 


End 


11327 




GI 


none 


Score 


.93 




Exons 


7468.. 7619, 7757.. 8166, 10705 


. .11327 






Seq. No. 


21075 


Seq. ID 


OJ990917 


_15.0112.C6 


Gene No. 


44016 


Strand 


+ 




Start 


7468 


End 


16600 




Name 


OJ990917 15.0112.C6.o2.np 


Method 


AAT/NAP 




Start 


9678 


End 


16600 




GI 


5852180 


Score 


943 




Exons 


9678.-9725, 10705 .. 108 12 , 10864. .11277 


, 11980.. 


12116, 




12290. .12866, 13375 13717 , 1514 0 .. 15227 , 16226 


. .16600 


GI Descrip. 


(AL117265) zhb00010.1 [Oryza 


sativa] 






Seq. No. 


21075 


Seq. ID 


OJ990917 


_15.0112.C6 


Gene No. 


44016 


Strand 


+ 




Start 


7468 


End 


16600 




Name 


OJ990917 15.0112.C6.o4.gp 


Method 


AAT/GAP 




Start 


15328 


End 


15849 




GI 


uC-osflM202048cl2bl 


Score 


826 




Exons 


15328. .15849 








GI Descrip. 


? 5257255/dbj | AP000364 . 1 | AP000364 2 . Oe- 


16 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 1 






Seq. No. 


21075 


Seq. ID 


OJ990917 


_15.0112.C6 



21389 



Gene No. 


44016 


Strand 


+ 




Start 


7468 


End 


16600 




Name 


OJ990917 15.0112.C6.o5.gp 


Method 


AAT/GAP 




Start 


15990 


End 


16060 




GI 


uC-osroM202024h08al 


Score 


82 




Exons 


15990. .16060 








GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 5.0e 


-84 Oryza sativa 






indica (GLA4) genomic DNA, chromosome 


4, BAC clone: tl7804 • 


Seq. No. 


21075 


Seq. ID 


OJ990917_15.0112 


.C6 


Gene No. 


44017 


Strand 






Start 


6911 


End 


21714 




Name 


OJ990917 15.0112.C6.o4.np 


Method 


AAT/NAP 




Start 


6911 


End 


16994 




GI 


5852175 


Score 


■147 




Exons 


6911.. 6970, 15366. .15478, 16331 16517, 16966.. 16994 




GI Descrip. 


(AL117265) zhbOOOS.l [Oryza 


sativa] 






Seq. No. 


21075 


Seq. ID 


OJ990917_15.0112 


.C6 


Gene No. 


44017 


Strand 






Start . 


6911 


End 


21714 




Name 


OJ990917 15.0112.C6.o2.gp 


Method 


AAT/GAP 




Start 


9574 


End 


9954 




GI 


uC-osf Icyp033a04bl . 


Score 


648 




Exons 


9574.. 9954 








GI Descrip. 


' 6016845/dbj | AP000570. 1 | AP000570 3.0e 


-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 






Seq. No. 


21075 


Seq. ID 


OJ990917__15.0112 


,C6 


Gene No. 


44017 


Strand 






Start 


6911 


End 


21714 




Name 


OJ990917 15.0112.C6.o4.gs 


Method 


GEN SCAN 




Start 


12017 


End 


21714 




GI 


none 


Score 


.66 




Exons 


12017. .12132, 12378. .12627, 


14593. .14622, 16380. .16458, 






16518. .16630, 16966. .16993, 


17753. .17993, 18177. .18263, 






19291. .19322, 20444 .. 20695, 


21638 '. .21714 




Seq. No. 


21075 


Seq. ID 


OJ990917_15.0112 


.C6 


Gene No. 


44017 


Strand . 






Start 


6911 


End 


21714 




Name 


OJ990917 15.0112.C6.o3.np 


Method 


. AAT/NAP 




Start 


17913 


End 


18434 




GI 


2129618 


Score 


176 




Exons 


17913. .18434 








GI Descrip. 


hypothetical protein 1 - Arabidopsis 


thaliana retrotransposon 




Athila gi| 806535 | emb | CAA57397 | (X81801) Athila ORF 1 






[Arabidopsis thaliana] 








Seq. No. 


21075 


Seq. ID 


OJ990917_15.0112 


.C6 


Gene No. 


44018 


Strand 






Start 


22939 


End 


23190 




Name 


OJ990917 15.0112.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1598 


End 


18324 




GI 


none 


Score 


75 




Exons 


1598.. 1702, 1733.. 2008, 17956 18219, 


18262. .18324 





21390 



Seq. No. 


21075 




Seq. ID 


OJ990917_15.0112.C6 


Gene No. 


44018 




Strand 




Start 


22939 




End 


23190 


Name 


OJ990917 15.0112.C6.ol.tw 




Method 


TBLASTX: Wheat 


Start 


1598 




End 


18318 


GI 


none 




Score 


96 


Exons 


1598.. 1714, 1733.. 1945, 1919. 


.1993, 18019. .18219, 18250.. 18318 


Seq. No. 


21075 




Seq. ID 


OJ990917 15. 0112. C6 


Gene No . 


44018 




Strand 




Start 


22939 




End 


23190 


Name 


OJ990917 15.0112.C6.ol.tc 




Method 


TBLASTX: Cress 


Start 


1745 




End 


18219 


GI 


none 




Score 


188 


Exons 


1745. .2053, 17911. .18219, 


18052. .18219 




Seq. No. 


21075 




Seq. ID 


OJ990917_15.0112.C6 


Gene No. 


44018 




Strand 




Start 


22939 




End 


23190 


Name 


OJ990917 15.0112.C6.o6.gp 




Method 


AAT/GAP 


Start 


22939 




End 


23190 


GI 


57713 5.R1084 




Score 


418 


Exons 


22939. .23190 








GI Descrip. 


1 6015116/sp |082653| ERG ARATH 


3.0e-34 GTP-BINDING PROTEIN ERG 




>gi_3 67 607 l_emb_CAA7 6 9 7 9_ 


(Y17969) -ERG 


protein [Arabidopsis 




thaliana] 1 








Seq. No. 


21076 




Seq. ID 


OJ990917_15.0112.C7 


Gene No. 


44019 




Strand 




Start 


670 




End 


12611 


Name 


OJ990917 15.0112.C7.ol.gs 




Method 


GENSCAN 


Start 


670 




End 


12611 


GI 


none 




Score 


.41 


Exons 


670. .768, 926. .1025, 1116. 


.1223, 1259. 


.1479, 1533.. 1586, 




2306.. 2338, 2699. .2866, 4761. 


.5433, 8116.. 8204, 8255.. 8364, 




8720.. 8893, 12596.. 12611 








Seq. No. 


21076 




Seq. ID 


OJ990917_15.0112.C7 


Gene No. 


44019 




Strand 




Start 


670 




End 


12611 


Name 


OJ990917 15.0112.C7.ol.gp 




Method 


AAT/GAP 


Start 


926 




End 


1556 


GI 


57713 5.R1084 




Score 


780 


Exons 


926. .1025, 1116. .1364, 1451.. 


1556 




GI Descrip. 


' 6015116/sp|O82653|ERG ARATH 


3.0e-34 GTP-BINDING PROTEIN ERG 




>g i_3 6 7 6 0 7 l_emb_CAA7 6 9 7 9_ 


(Y17969) ERG protein [Arabidopsis 




thaliana] ' 








Seq. No. 


21076 




Seq. ID 


OJ990917_15.0112.C7 


Gene No. 


44019 




Strand 




Start 


670 . 




End 


12611 


Name 


OJ990917 15.0112.C7.ol.np 




Method 


AAT/NAP 


Start 


4189 




End. 


4806 


GI ' • 


6721559 




Score 


401 


Exons 


4189.. 4324, 4352.. 4806 









GI Descrip. 



(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 Idbj IBAA90370.il (AP001081) hypothetical protein 



21391 



[Oryza sativa] 



Seq. No. 21076 

Gene No. 44019 

Start 670 

Name OJ990917__15 . 0112 . C7 . o2 . np 

Start 6087 

GI 4680183 

Exons 6087.. 6176, 6784.. 6881 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ990917_15.0112.C7 
Strand 

End 12611 

Method AAT/NAP 

End 6881 

Score 186 



Seq. No. 21077 

Gene No. 44020 

Start 1 

Name OJ990917JL5 . 0112 . C8 . ol . np 

Start 1 

GI 2642431 

Exons 1..1160 

GI Descrip. (AC002391) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ990917_15.0112.C8 
Strand 

End 1160 

Method AAT/NAP 

End 1160 

Score 994 



Seq. No. 21077 

Gene No. 44020 

Start 1 

Name OJ990917_15.0112.C8.o3.tc 

Start 1 

GI none 

Exons 1..114, 115.. 207, 214.. 387 



Seq. ID OJ990917__15.0112.C8 
Strand 

End 1160 

Method TBLASTX : Cress 

End 387 

Score 112 



Seq. No. 21077 

Gene No. 44020 

Start 1 

Name OJ990917JL5 . 0112 . C8 . ol . tm 

Start 4 

GI none 

Exons * 4.. 396, 41.. 142, 185.. 298 



Seq. ID OJ990917_15.0112.C8 
Strand 

End 1160 

Method TBLASTX: Maize 

End 396 

Score 62 



Seq. No. 21077 

Gene No. 44020 

Start 1 

Name OJ990917_15 . 0112 .C8 . ol . ts 

Start 4 

GI none 

Exons 4.. 378, 5.. 376, 10.. 378 



Seq /ID OJ990917_15.0112.C8 
Strand 

End 1160 

Method TBLASTX : Soybean 

End 378 

Score 178 



Seq. No. 21077 

Gene No. 44020 

Start 1 

Name OJ990917_15 . 0112 . C8 . ol . gs 

Start 24 

GI none 

Exons 24.. 987 



Seq. ID OJ990917_15.0112.C8 

Strand . - 

End 1160 

Method GEN SCAN 

End 987 

Score . 4 



Seq. No. 21077 

Gene No. 44020 

Start 1 

Name OJ990917 15 . 0112 . C8 . o2 . tw 



Seq. ID OJ990917_15.0112.C8 
Strand 

End 1160 

Method TBLASTX : Wheat 



21392 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



142 
none 

142. .387, 151. .186, 



End 528 
Score 42 
257.. 388, 409.. 528 



21077 
44020 
1 

OJ990917_15.0112.C8.o3.ts 

406 

none 

406. .585, 440.. 583 

21077 
44020 
1 

OJ990917_15.0112.C8.o2.tc 

442 

none 

442. .720, 446. .673 

21077 
44020 
1 

OJ990917_15 . 0112 . C8 . o2 . tm 

505 

none 

505. .945, 770. .832 



Seq. ID OJ990917_15.0112.C8 
Strand 

End 1160 

Method TBLASTX : Soybean 

End 585 

Score 124 



Seq. ID OJ990917_15.0112.C8 
Strand 

End 1160 

Method TBLASTX : Cress 

End 720 

Score 78 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_15.0112.C8 
1160 

TBLASTX: Maize 

945 

58 



21077 
44020 
1 

OJ990917_15.0112.C8.ol.tw 
538 
none 

538. .747, 575. .700, 739. .1083, 794. .925, 971. .1027 



Seq. ID OJ990917_15.0112.C8 
Strand 

1160 

TBLASTX: Wheat 
1083 
54 



End 

Method 

End 

Score 



21077 
44020 
1 

OJ990917_15.0112.C8.o2.ts 
764 

5509260 

764. .925, 769. .1155, 874. .1152 



Seq. ID OJ990917_15.0112.C8 
Strand 

End 1160 

Method TBLASTX : Soybean 

End 1155 

Score 109 



21077 Seq. ID 

44020 Strand 

1 End 

OJ990917_15 . 0112 . C8 . ol . tc Method 

865 End 

none Score 
865. .1134, 866. .1027, 874. .1113 

21077 Seq. ID 

44020 Strand 

1 End 

OJ990917 15.0112.C8.o3.tm Method 



OJ990917_15.0112.C8 
1160 

TBLASTX: Cress 

1134 

96 



OJ990917_15.0112.C8 
1160 

TBLASTX: Maize 



21393 




Start 


952 








End 


1155 


GI 


none 








Score 


75 


Exons 


952. .1155, 


961. . 


1137 








Seq. No. 


21078 








Seq. ID 


OJ990917_15.0112.C9 


Gene No. 


44021 








Strand 




Start 


1000 








End 


12211 


Name 


OJ990917 15 


.0112 


.C9.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


112 








End 


569 


GI 


none 








Score 


55 


Exons 


112. .192, 112. .201, 225 


. .428, 


226. .351 


, 229..462, 230. .463, 




478..S67, 480. .569, 501 


. .560 






Seq. No. 


91 H7fi 








Seq. ID 


OJ990917_15.0112.C9 


Gene No. 


*4 *i \J £. X 








Strand 




Start 


i nnn 








End 


12211 


Name 


OJ990917 15 


.0112 


.C9.o2. 


np 


Method 


AAT/NAP 


Start 


i nnn ~~ 








End 


2773 


GI 


fiRI Sfi71 








Score 


53 


Exons 


1000. .1144, 


2750 


. .2773 








GI Descrip. 


(AF184489) 


gag protein 


[Human 


immunodeficiency virus type 1] 


Seq. No. 










Seq. ID 


OJ990917_15.0112.C9 


\JC11C LNU • 


4 4021 








Strand 




Start 


1000 








End 


12211 


Name 


O.TQQnQI 7 IS 






tm 


Method 


TBLASTX: Maize 


Start 


1 fi^7 ~~ 

X UJ / 








End 


1944 


GI 










Score 


255 


Exons 


1637. .1933, 


1638 


. .1928, 


1645. 


.1944 




Seq. No. 


21078 








Seq. ID 


OJ990917_15.0112.C9 


Gene No. 


4 4n9i 








Strand 




Start 


i nnn 

i \j \j \j 








End 


12211 


Name 


O.TQQnQI 7 1 R 


.0112 


.C9.o2. 


gs 


Method 


GENSCAN 


Start 


9^Q ~~ 








End 


9363 


GI 


nunc 








Score 


,41 


Exons 


2339. .2548, 


5086 


. .5202, 


5738. 


.5921, 6155.. 6300, 6489.. 6692, 




6828. .6925, 


7455 


. .7874, 


8932. 


.9078, 9288.-9363 


Seq. No. 


21078 








Seq. ID 


OJ990917_15.0112.C9 


Gene No. 


44021 








Strand 




Start 


1000 








End 


12211 


Name 


OJ990917 15 


.0112 


.C9.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


5102 








End 


6446 


GI 


none 








Score 


101 


Exons 


5102. .5179, 


5237 


. .5299, 


5580. 


.5987, 5582.. 6007, 5980.. 6252, 




5987. .6178, 


6061 


. .6252, 


6247. 


.6339, 6345.. 6446 


Seq. No. 


21078 








Seq. ID 


OJ990917_15.0112.C9 




44021 








Strand 




Start 


1000 








End 


12211 


Name 


OJ990917 15 


.0112 


.C9.o4. 


tw 


Method 


TBLASTX: Wheat 


Start 


5579 








End 


5893 


GI 


none 








Score 


67 


Exons 


5579. .5761, 


5585 


. .5893 








Seq. No. 


21078 








Seq. ID 


OJ990917_15.0112.C9 



21394 






44021 






J Li ul 1U 




Start 


1000 






End 


12211 


Name 


OJ990917 15. 


0112. 


.C9.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5582 






End 


6174 


GI 


none 






Score 


103 


Exons 


5582. .6007, 


6004. 


, .6174 






Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112.C9 




44021 






Kr r And 




Start 


1000. 






End • 


12211 


Name 


OJ990917 15. 


0112. 


C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


5651 






End 


6007 


GI 


none 






Score 


215 


Exons 


5651. .6007 










Seq. No. 


21078 






Seq. £ID 


OJ990917_15.0112.C9 


UC11C LN U • 


44021 






Qf rand 




Start 


1000 






End 


12211 


Name 


OJ990917 15. 


0112. 


C9.o2. tc 


Method 


TBLASTX: Cress 


Start 


6226 






End 


6602 


GI 


none 






Score 


172 


Exons 


6226. .6345, 


6360. 


. 6602 






Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112.C9 




4 4021 






*?r rand 




Start 


1000 






End 


12211 


Name 


OJ990917 15. 


0112. 


C9.o2.ts 


Method 


TBLASTX : Soybean 


Start 


6256 






End 


6666 


GI 


none 






Score 


86 


Exons 


6256. .6342, 


6360. 


.6665, 6517. 


.6666 




Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112.C9 




44021 






Strand 




Start 


1000 






End 


12211 


Name 


OJ990917 15. 


0112. 


C9.o7.tm 


Method 


TBLASTX: Maize 


Start . 


6447 






End 


6923 


GI 


•none 






Score 


99 


Exons 


6447. .6725, 


6448. 


.6684, 6733. 


.6846, 6759.. 6848, 6885.. 6923 


Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112.C9 


Gene No. 


44021 






Strand 




Start 


1000 






End 


12211 


Name 


OJ990917 15. 


0112. 


C9.o3.np 


Method 


AAT/NAP 


Start 


9023 






End 


12211 


GI 


6466937 






Score 


1435 


Exons 


9023. .9080, 


9968. 


.12211 






GI Descrip. 


(AC011621) putative retroelement pol polyprotein [Arabidopsis 




thaliana] 










Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112.C9 


Gene No. 


44021 






Strand 




Start 


1000 






End 


12211 


Name 


OJ990917 15. 


0112. 


C9.o3.gs 


Method 


GENSCAN 


Start 


10046 






End 


12128 


GI 


none 






Score 


.75 


Exons 


10046. .10902 


, 11130.. 12128 







21395 




Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112 


.C9 


Gene No. 


44021 






Strand 






Start 


1000 






End . 


12211 




Name 


OJ990917 15. 0112. C9 


. 06 . tm 


Method 


TBLASTX : Maize 




Start 


10058 






End 


10540 




GI 


none 






Score 


238 




Exons 


10058. 


.10246, 10229 


. .10540 








Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112 


.C9 


Gene No . 


44021 






Strand 






Start 


1000 






End 


12211 




Name 


OJ990917 15. 0112. C9 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10424 






End 


11017 




GI 


none 






Score 


114 




Exons 


10424. 


.10540, 10631 


. .11017, 


10680. .10922 




Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112 


.C9 


Gene No. 


44021 






Strand 






Start 


1000 






End 


12211 




Name 


OJ990917 15. 0112. C9 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


10635 






End 


11271 




GI 


none 






Score 


129 




Exons 


10635. 


.10922, 10637 


.11017, 


10664 . .11008, 10937. .11269, 






. 11014. 


.11097, 11158 


.11271 








Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112 


.C9 




44021 






Strand 






Start 


1000 






End 


12211 




Name 


OJ990917 15. 0112. C9 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


10865 






End 


11250 




GI 


none 






Score 


152 




Exons 


10865. 


.11017, 10994 


.11239, 


11014. .11250, 11017.. 11241 




Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112 


.C9 


Gene No . 


44021 






Strand 






Start 


1000 






End 


12211 




Name 


OJ990917 15. 0112. C9. 


o2. tw 


Method 


TBLASTX: Wheat 




Start 


11111 






End 


11541 




GI 


none 






Score 


53 




Exons 


11111. 


.11320, 11152. 


.11313, 


11305. .11541, 11434.. 11535 




Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112 


.C9 


Gene No . 


44021 






Strand 






Start 


1000 






End 


12211 




Name 


OJ990917 15. 0112. C9. 


08 .tm 


Method 


TBLASTX: Maize 




Start 


11272 






End 


11676 




GI 


none 






Score 


70 




Exons 


11272. 


.11316, 11305. 


.11502, 


11347. .11484, 11521. .11676 




Seq. No. 


21078 






Seq. ID 


OJ990917_15.0112 


.C9 


Gene No. 


44021 






Strand 






Start 


1000 






End 


12211 




Name 


OJ990917 15. 0112. C9. 


o5 . tw 


Method 


TBLASTX: Wheat " 




Start 


11563 






End 


11836 




GI 


none 






Score 


56 




Exons 


11563. 


.11835, 11630. 


.11746, 


11807. .11836 





21396 




Seq. No. 


21078 






Seq. ID 


OJ990917 


__15.0112 


.C9 


Gene No. 


44021 






Strand 








Of--, 

OLdl I 


1000 






End 


12211 






Name 


OJ990917 15. 0112. C9. 


o3 . tm 


Method 


TBLASTX: 


Maize 




Start 


11677 






End 


12189 






GI 


none 






Score 


79 






Exons 


11677 


..11961, 11717. 


.11902, 


11945. .12154, 11962 


. .12189, 






12001 


. .12177 












Seq. No. 


21078 






Seq. ID 


OJ990917 


_15.0112 


.C9 




44021 






Strand 








Start 


1000 






End 


12211 






Name 


OJ990917 15. 0112. C9. 


o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


11693 






End 


11934 






GI 


none 






Score 


40 






Exons 


11693 


..11755, 11695. 


.11934, 


11786. .11902 






Seq. No. 


21078 






Seq. ID 


OJ990917 


_15.0112 


.C9 


(7ono Mo 


44021 






Strand 








Start 


- 1000 






End 


12211 






Name 


OJ990917 15. 0112. C9. 


o3 . tw 


Method 


TBLASTX : 


Wheat 




Start 


11845 






End 


12204 






GI ' 


none 






Score 


85 






Exons 


11845 


..11973, 11965. 


.12204, 


12007. .12195 






Seq. No. 


21078 






Seq. ID 


OJ990917 


_15.0112 


.C9 


("2. ^ n ^ M o 


44021 






Strand 








Start 


1000 






End 


12211 






Name 


OJ990917 15. 0112. C9. 


o5. ts 


Method 


TBLASTX: 


Soybean 




Start 


11965 






End 


12210 






GI 


none 






Score 


77 






Exons 


11965 


..12210, 11969. 


.12199 










Seq. No. 


21079 






Seq. ID 


OJ990917 


_15.0112 


.Cll 


ucl it; iMvj . 


44022 






Strand • 


+ 






Start 


4144 






End 


5241 






Name 


OJ990917 15.0112.C11 


. o2 . gs 


Method 


GENSCAN 






Start 


4144 






End 


5241 






GI 


none 






Score 


.47 






Exons 


4144. 


.4357, 5066.. 5241 










Seq. No. 


21080 






Seq. ID 


OJ990917 


_15.0112 


.C13 


Con d Mo 


44023 






Strand 


+ 






Start 


917 






End 


1228 






Name 


OJ990917 15.0112.C13 


.ol.gs 


Method 


GENSCAN 






Start 


917 






End 


1228 






GI 


none 






Score 


.73 






Exons 


917.. 971, 1079.. 1228 












Seq. No. 


21081 






Seq. ID 


OJ990917 


JL5.0112 


.C14 


Gene No. 


44024 






Strand 


+ 






Start 


534 






End 


1067 






Name 


OJ990917 15.0112.C14 


. ol . gs 


Method 


GENSCAN 






Start 


534 






End 


1067 






GI 


none 






Score 


.75 







Exons 534.. 1067 



21397 



Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 


Gene No. 


44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15 


.0112 


.C14.o2 


.gs 


Method 


GENSCAN 


Start 


1637 








End 


7250 


GI 


none 








Score 


.75 


Exons 


1637. .1668, 


1996 


. .2319, 


2334. 


.2772, 3660.. 3747, 4035.. 6385, 




6574. .6682, 


6704 


. .6892, 


6897. 


.7099, 7236.. 7250 


Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 


Gene No. 


44025 








Strand 




^it art 


1637 








End 


7250 


Name 


OJ990917 15 


.0112 


.C14.o6 


.tm 


Method 


TBLASTX: Maize 


Start 


1973 








End 


2479 


GI 


none 








Score 


66 


Exons 


1973. .2044, 


1974 


. .2054, 


2179. 


.2235, 21? 


37. .2234, 2258. .2314, 




2282. .2341, 


2335 


. .2478, 


2335. 


.2478, 2339.-2479 


Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 


VJCllC • 


4 4025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15 


.0112 


.C14.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


2524 








End 


2778 


GI 


none 








Score 


199 


Exons 


2524. .2778, 


2526 


. .2774, 


2527. 


.2778 




Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 




44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15 


.0112 


.C14 .o5 


. tm 


Method 


TBLASTX: Maize 


Start 


3654 








End 


4018 


GI 


none 








Score 


154 


Exons 


3654. .3752, 


3830 


. .4018, 


3846. 


.4016 




Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 


Gene No. 


44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15 


.0112 


.C14.ol 


.np 


Method ' 


AAT/NAP 


Start 


4007 








End 


6394 


GI 


5911167 








Score 


1534 


Exons 


4007. .6004, 


6050 


. .6394 








GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 


Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 




44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15 


.0112 


,C14.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4049 








End 


4444 


GI 


none 








Score 


130 


Exons 


4049. .4444, 


4053 


. .4442 








Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 


Gene No/ 


44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15 


.0112 


.C14.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4097 








End 


4591 


GI 


none 








Score 


235 



21398 




Exons 


4097. .4519, 


4097. 


.4591, 


4098. 


.4589 




Seq. No. 


.21081 








Seq. ID 


OJ990917_15.0112.C14 


Gene No. 


44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15 


0112. 


C14.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4145 








End 


4550 


GI 


none 








Score 


122 


Exons 


4145. .4387, 


4146. 


.4304, 


4148. 


4354, 4400. .4549, 4412. .4534, 




4425. .4550 












Seq. No. 


21081 








Seq. ID 


OJ990917 15.0112.C14 


Gene No. 


44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15 


0112. 


C14 .ol 


. tm 


Method 


TBLASTX: Maize 


Start 


4622 








End 


5080 


GI 


none 








Score 


428 


Exons 


4622. .5080, 


4625. 


.5077 








Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 


Gene No. 


44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15. 


0112. 


C14 .o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5195 








End 


5497 


GI 


.none 








Score 


131 


Exons 


5195. .5497, 


5195. 


.5497 








Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 


Gene No - 


44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15. 


0112. 


C14.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


5237 








End 


5705 


GI 


none 








Score 


307 


Exons 


5237. .5539, 


5237. 


.5545, 


5238. 


5546, 5549.. 5704, 5556.. 57.05 


Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 


Gene No. 


44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15. 


0112. 


C14.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


5282 








End 


5632 


GI 


none 








Score 


82 


Exons 


5282. .5503, 


5304. 


.5438, 


5525. . 


5632, 5526.. 5618 


Seq. No. 


21081 








Seq. ID 


OJ990917_15.0112.C14 


Gene No. 


44025 








Strand 




Start 


1637 








End 


7250 


Name 


OJ990917 15. 


0112. 


C14.o3 


.gp 


Method 


AAT/GAP 


Start 


6594 








End 


7052 


GI 


LIB3432-044- 


■Pl-Kl 


-F5 




Score 


808 


Exons 


6594. .7052 












GI Descrip. 


, 4959460/gb|AF126053.1|AF126053 6.0e-10 Zea mays RACB small 




binding protein mRNA, complete cds ' 




Seq. No. 


21082 








Seq. ID 


OJ990917_15.0112.C15 


Gene No. 


44026 








Strand 




Start 


388 








End 


608 


Name 


OJ990917 15. 


0112. 


C15.ol 


. gs 


Method 


GENSCAN 



21399 



Start 


388 




End 


608 


GI 


none 




Score 


.53 


Exons 


388. .608 








Seq. No. 


21083 




Seq. ID 


OJ990917_15.0112.C16 


Gene No. 


44027 




Strand 


+ 


Start 


1 




End 


693 


Name 


OJ990917 15.0112.C16.ol.gp 




Method 


AAT/GAP 


Start 


1 




End 


693 


GI 


553 1.R1084 




Score 


946 


Exons 


1..179, 266. .448, 545. .693 








GI Descrip. 


'218179/dbj |BAA01058| 0.0e+00 


(D10207) 


H-ATPase [Oryza sativa^ 




>gi_4 44339_prf 1906387A H 


ATPase [Oryza sativa] 1 


Seq. No. 


21083 




Seq. ID 


OJ990917_15.0112.C16 


Gene No. 


44027 




Strand 


+ 


Start 


1 




End 


693 


Name 


OJ990917 15-0112. C16.ol.np 




Method 


AAT/NAP 


Start 


1 




End 


693 


GI 


218179 




Score 


796 


Exons 


1..179, 266. .448, 545. .693 








GI Descrip. 


(D10207) H-ATPase [Oryza sativa] gi | 444339 | prf | | 1906387A H 




ATPase [Oryza sativa] 








Seq. No. 


21083 




Seq. ID 


OJ990917_15.0112.C16 


Gene No. 


44027 




Strand 


+ 


q+- art 


1 




End 


693 


Name 


OJ990917 15.0112.C16.ol.ts 




Method 


TBLASTX : Soybean 


Start 


8 




End 


691 


GI 


none 




Score 


214 


Exons 


8. .172, 9. .191, 259. .447, 265 


..459, 266. .451, 539. .691, 




544. .639, 545. .688 








Seq. No. 


21083 




Seq. ID 


OJ990917_15.0112.C16 


Gene No. 


44027 




Strand 


+ 




1 




End 


693 


Name 


OJ990917 15.0112.C16.ol.tm 




Method 


TBLASTX: Maize 


Start 


' 10 




End 


693 


GI 


none 




Score 


181 


Exons 


10. .177, 11. .178, 12. .191, 


53 


..178, 261. .431, 262. .447, 




265. .459, 266. .451, 539. .691, 


543. . 689 


, 544. .693 


Seq. No. 


21083 




Seq. ID 


OJ990917_15.0112.C16 


Gene No. 


44027 




Strand 


+ 


Start 


1 




End 


693 


Name 


OJ990917 15.0112.C16.ol.tc 




Method 


TBLASTX: Cress 


Start 


60 




End 


607 


GI 


none 




Score 


135 


Exons 


60. .191, 62. .190, 248. .445, 


253. .438, 


254. .451, 268. .459, 




539. .607, 545. .607 








Seq. No. 


21083 




Seq. ID 


OJ990917_15.0112.C16 


Gene No. " 


44 027 




Strand 


+ 


Start 


1 




End 


693 


Name 


OJ990917 15.0112.C16.ol.gs 




Method 


GENSCAN 


Start 


266 




End 


671 


GI 


none 




Score 


. 94 



21400 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



266. .448, 545. .671 

21083 
44027 
1 

OJ990917_15.0112.C16.ol.tw 
266 
none 



Seq. ID OJ990917_15.0112.C16 

Strand + 

End 693 

Method TBLASTX : Wheat 

End 64 9 

Score 254 

266. .448, 268. .429, 272. .445, 544. .639, 548. .640, 563. .649 



21084 
44028 
1 

OJ990917_15.0112.C17.ol.gp 
1 

702460 

1..103, 219. .317, 425. .531 

2213597 2.0e-16 (AC000348) T7N9.17 [Arabidopsis thaliana] 



Seq. ID OJ990917_15.0112.C17 

Strand + 

End 1040 

Method AAT/GAP 

End 531 

Score 393 



21084 
44028 
1 

OJ990917_15.0112.C17.ol.np 
1 

2213597 



Seq. ID OJ990917_15.0112.C17 

Strand + 

End 1040 

Method AAT/NAP 

End 1040 

Score ; 350 



1..103, 219. .317, 425. .526, 883. .1040 
(AC000348) T7N9.17 [Arabidopsis thaliana] 



21084 
44028 
1 

OJ990917_15.0112.C17 .ol.gs 
219 
none 

219. .317, 425. .526, 883. ,1026 



Seq. ID OJ990917_15.0112.C17 

Strand + 

End 1040 

Method GENSCAN 

End 1026 

Score .83 



Seq. No. 21084 

Gene No. 44029 

Start 898 

Name OJ990917_15 . 0112.C17 .ol . tm 

Start 258 

GI none 
Exons 



Seq. ID OJ990917_15.0112.C17 
Strand 

End 1040 

Method TBLASTX : Mai ze 

End 1032 

Score 87 



258. .320, 267. .332, 419. .529, 422. .526, 436.. 528, 874. .1032, 
877. .1032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



21084 
44029 
898 

OJ990917_15.0112.C17.ol.ts 

385 

none 



Seq. ID OJ990917_15.0112.C17 
Strand 

End 1040 

Method TBLASTX : Soybean 

End 1032 

Score .136 



385. .498, 422. .529, 422. .526, 850. .1023, 871. .1032, 906. .1031 



21084 
44029 
898 

OJ990917_15.0112.C17.o2.gp 



Seq. ID OJ990917_15.0112.C17 
Strand 

End 1040 

Method AAT/GAP 



21401 





Start 


o o o 


End 


1040 




GI 


ft ft ft "7 O 1 ni Afl ^ 

20973_1 . R1084 


Score 


236 




Exons 


o ft o i r\ a o 

898 . . 1040 








GI Descrip. 


lftft"1ftCft"7 ft ft 1 * <— J-m f\ f\ f\ ~\ M fk \ 

■2213597 2.0e-16 (AC000348) 


T7N9.17 [Arabidopsis thaliana] 1 




Seq. No. 


ft n ft o c 

21085 


Seq. ID 


OJ990917_15.0112.C18 




Gene No. 


44030 


Strand 


+ 




Start 


313 


End 


420 




Name 


/°\ TOft.ft.ft.1T 1 C ft 1 "1 ft /~i T CI 1 

OJ990917_15 .0112.C18.ol.gs 


Method 


GENSCAN 




Start 


313 


End 


420 . 




GI 


none 


Score 


.93 




Exons 


"51 n a o ft 

313 . . 420 








Seq. No. 


ft 1 ft O £ 

21086 


Seq. ID 


OJ990917_15.0112.C19 




Gene No. . 


44031 


Strand 


+ 




Start 


1 


End 


650 




Name 


OJ990917 15.0112.C19.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


650 




GI 


6498441 


Score 


385 




Exons 


1..650 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) corresponds to a region of the 






predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 






retrotransposon RetroSorl . 


(AF098806) 


[Oryza sativa] 


i.J 


Seq. No. 


21086 


Seq. ID 


OJ990917_15.0112.C19 




Gene No. 


44031 


Strand 


+ 




Start 


1 


End 


650 


:: ; z 


Name 


OJ990917 15.0112.C19.ol.tw 


Method 


TBLASTX : Wheat 


o 


Start 


9 


End 


348 




GI 


none 


Score 


14 3 


: "E 


Exons 


y..ioZ/ io/..J4o 






:s ; c 
i ^: 


Seq. No. 


21086 


Seq. ID 


OJ990917_15.0112.C19 




Gene No. 


44031 


Strand 


+ 




Start 


1 


End 


650 


: "J 


Name 


OJ990917 15.0112.C19.ol.gs 


Method 


GENSCAN 


j: 


Start 


15 


End 


597 




GI 


none 


Score 


.99 


Exons 


15. .231, 284. .597 






O 


Seq. No. 


21087 


Seq. ID 


OJ990917_15.0112.C21 




Gene No. 


44032 


Strand 


+ 




Start 


338 


End - 


473 




Name 


OJ990917 15.0112.C21.ol.gs 


Method 


GENSCAN 




Start 


338 


End 


473 




GI 


none 


Score 


.47 




Exons 


338. .473 








Seq. No. 


21088 


Seq. ID 


OJ990917_15.0112.C22 




Gene No. 


44033 


Strand 


+ 




Start 


210 


End 


569 




Name 


OJ990917 15.0112.C22.ol.gs 


Method 


GENSCAN 




Start 


210 \ 


End 


569 




GI 


none 


Score 


.76 




Exons 


210. .325, 439. .569 








Seq. No. 


21089 


Seq. ID 


OJ990917_15.0112.C24 



21402 



UC11C Vi\J • 


44CR4 












Start 


35 


End 


466 








Name 


OJ990917 15.0112.C24.ol.gs 


Method 


GENSCAN 








Start 


35 


End 


466 








GI 


none 


Score 


.97 








Exons 


35. .83, 88. .256, 283. .466 












Seq. No. 


21090 


Seq. ID 


OJ990917 


_15. 


0112 


.C25 


Hon p Ma 


44035 


St rand 










Start 


61 


End 


718 








Name 


OJ990917 15.0112.C25.ol.gs 


Method 


GENSCAN 








Start 


61 


End 


718 








GI 


none 


Score 


. 68 








Exons 


61. .328, 464. .561, 585. .718 












Seq. No. 


21091 


Seq. ID 


OJ990917 


_15. 


0112 


.C26 


OC11C IM u « 


44036 


Strand 










Start 


473 


End 


532 








Name 


OJ990917 15.0112.C26.ol.gs 


Method 


GENSCAN 








Start 


473 


End 


532 








GI 


none 


Score 


.44 








Exons 


473. .532 












Seq. No. 


21092 


Seq. ID 


OJ990917 


_15. 


0112 


.C27 


Gene No. 


.44037 


Strand • 


■ + 








Start 


1 


End 


642 








Name 


OJ990917 15.0112.C27.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


642 








GI 


5777617 


Score 


74 








Exons 


1..65, 557. .642 












GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza : 


sativa] 








Seq. No. 


21093 


Seq. ID 


OJ990917 


_15. 


0112 


.C29 


Gene No. 


44038 


Strand 










Start 


1 


End 


659 









Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990917_15.0112.C29.ol.np Method AAT/NAP 
1 End 655 

2792238 Score 288 

1..54, 156. .655 

(AF032697) NBS-LRR type resistance protein [Oryza sativa] 



21093 
44038 
1 

OJ990917_15.0112.C29.ol.gs 
39 

none 
39. .659 



Seq. ID OJ990917_15.0112.C29 
Strand 

End 659 

Method GENSCAN 

End 659 

Score .73 



Seq. No. 21093 Seq. ID 

Gene No. 44038 Strand 

Start 1 End 

Name OJ990917_15 . 0112 . C29 . ol . tc Method 

Start 156 End 

GI none Score 

Exons 156.. 209, 225.. 275, 309.. 491, 328.. 444 



OJ990917_15.0112.C29 
659 

TBLASTX: Cress 

626 

46 

, 534. .626, 535. .612 



21403 




Seq. No. 


21093 


Seq. ID 


OJ990917_15.0112.C29 


Hpnp Ma 


*4 *i V J O 


Cf r And 




Start 


1 


End 


659 


Name 


OJ990917 15.0112.C29.ol.ts 


Method 


TBLASTX: Soybean 


Start 


159 


End 


620 


GI 


none 


Score 


67 


Exons 


159. .209, 234. .482, 247.. 495, 


495. .620, 


529. . 606 


Seq. No. 


21093 


Seq. ID 


OJ990917_15.0112.C29 




*i *! U JO 






Start 


1 


End 


659 


Name 


OJ990917 15.0112.C29.ol.tm 


Method 


TBLASTX: Maize 


Start 


237 


End 


632 


GI 


none 


Score 


115 


Exons 


237. .299, 273. .632, 313. .609 






Seq. No. 


21093 


Seq. ID 


OJ990917_15.0112.C29 




4 4 phr 


O L. X. CH1V-J. 




Start 


1 


End 


659 


Name 


OJ990917 15.0112.C29.ol.tw ■ 


Method 


TBLASTX: Wheat 


Start 


336 


End 


623 


GI 


none 


Score 


94 


Exons 


336. .467, 486. .623 






Seq. No. 


21094 


Seq. ID 


OJ990917_15.0112.C31 




4 4 O^Q 

4 4 U J J 


Oil CL1 1U 




Start 


251 


End 


423 


Name 


OJ990917 15.0112.C31.ol.gs 


Method 


GENSCAN 


Start 


251 


End 


423 


GI 


none 


Score 


.94 


Exons 


251. .423 






Seq. No. 


21095 


Seq. ID 


OJ990917_15.0112.C32 


Gene No. 


44040 


Strand 




Start 


1 


End 


683 


Name 


OJ990917 15.0112.C32.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


226 


GI 


2792244 


Score 


110 


Exons 


1. .226 






GI Descrip. 


(AF032700) NBS-LRR type resistance protein [Oryza sativa] 


Seq. No. 


21095 


Seq. ID 


OJ990917_15.0112.C32 


V3C 1 1G 1NU • 


44040 


Strand 




Start 


1 


End 


683 


Name 


OJ990917 15-0112. C32.ol.gs 


Method 


GENSCAN 


Start 


23 


End 


683 


GI 


none 


Score 


.84 


Exons 


23. .257, 263. .424, 463. .683 






Seq. No. 


21096 


Seq. ID 


OJ990907_14.0114.C1 


Gene No. 


44041 


Strand 




Start 


1 


End 


1002 


Name 


OJ990907 14:0114. CI. ol.np 


Method- 


AAT/NAP 


Start 


1 


End- 


1002 


GI 


5032119 


Score 


96 


Exons 


1..88, 331.. 723, 917. .1002 






GI Descrip. 


Ser/Arg-related nuclear matrix protein 


(plenty of prolines 



21404 



101-like) gi | 3005587 (AF048977) Ser/Arg-related nuclear matrix 
protein [Homo sapiens] 



Seq. No. 


21096 




Seq. ID 


OJ990907_14 


.0114. CI 


Gene No. 


44041 




Strand 


- 




Start 


1 




End 


1002 




Name 


OJ990907 14. 0114. CI. ol. 


gs 


Method 


GENSCAN 




Start 


400 




End 


783 




GI 


none 




Score 


.8 




Exons - 


400. .647, 692. .783 










Seq. No. 


21097 




Seq. ID 


OJ990907 14 


.0114. C3 




44042 




Strand 


+ 




Start 


1 




End 


97 




Name • 


OJ990907 14.0114.C3.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


97 




GI 


LIB3477-003-P1-K1-E9 




Score 


147 




Exons 


1..97 










GI Descrip. 


, 2498586/sp|Q40638 IMP01 ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 










Seq. No. 


21098 




Seq. ID 


OJ990907_14 


.0114. C4 


Gene No. 


44043 




Strand 






Start 


87 




End 


1226 




Name 


OJ990907 14.0114.C4.ol. 


gs 


Method 


GENSCAN 




Start 


87 




End 


1226 




GI 


none 




Score 


.98 




Exons 


87. .1226 










Seq. No. 


21098 




Seq. ID 


OJ990907_14 


.0114. C4 


Gene No. 


44044 




Strand 






Start 


2876 




End 


6318 




Name 


OJ990907 14.0114.C4.o2. 


gs 


Method 


GENSCAN 




Start 


2876 




End 


6318 




GI 


none 




Score 


.55 




Exons 


2876. .3430, 3489. .3740, 


3835. 


.4727, 4788. .4820, 4909. .5407, 




5432.. 5820, 5955.. 6014, 


6210. 


.6318 






Seq. No. 


21099 




Seq. ID 


OJ990907_14 


.0114. C5 


Gene No. 


44045 




Strand 






Start 


41 




End 


2216 




Name 


OJ990907 14.0114.C5.ol. 


gs 


Method 


GENSCAN 




Start 


41 




End 


2216 




GI 


none 




Score 


.52 






41. .279, 384. .502, 2029 


. .2216 








Seq. No. 


21100 




Seq. ID 


OJ990907_14 


.0114. C6 


Gene No. 


44046 




Strand 






Start 


476 




End 


582 




Name 


OJ990907 14.0114.C6.ol. 


gs 


Method 


GENSCAN 




Start 


476 




End 


582 




GI 


none 




Score 


.45 




Exons 


476. .582 










Seq. No. 


21101 




Seq. ID 


OJ990907_14 


.0114 .C7 


Gene No. 


44047 




Strand 


+ 





21405 




Start 


186 


End 


2384 


Name 


OJ990907 14.0114.C7.ol.gs 


Method 


GENSCAN 


Start 


186 


End 


. 2384 


GI 


none 


Score 


. 5 


Exons 


186. .250, 444. .517, 1847. .2119, 2267.. 


2384 


Seq. No. 


21102 


Seq. ID 


OJ990907_14 . 0114 .C8 


Gene No. 


44048 


Strand 




Start 


704 


End 


1428 


Name 


OJ990907 14.0114.C8.ol.gs 


Method 


GENSCAN 


Start 


704 


End 


1428 


GI 


none 


Score 


. 4 


Exons 


704.. 725, 1289.. 1428 






Seq. No. * 


21103 


Seq. ID 


OJ990907_14 .0114 .C10 


Gene No. 


44049 


Strand 


+ 


Start 


5 


End 


438 


Name 


OJ990907 14.0114.C10.ol.np 


Method 


AAT/NAP 


Start 


5 


End 


438 


GI - 


4680185 


Score 


454 


Exons 


5. .438 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


.21103 


Seq. ID 


OJ990907_14 . 0114 .C10 


Gene No. 


44049 


Strand 


+ 


Start 


5 


End 


438 - 


Name 


OJ990907 14.0114.C10.ol.gs 


Method 


GENSCAN 


Start 


46 


End 


398 


GI 


none 


Score 


. 96 


Exons 


46. .96, 141. .398 






Seq. No. 


21104 


Seq. ID 


OJ990907_14 . 0114 .Cll 


Gene No. 


44050 


Strand 




Start 


1 


End 


694 


Name 


OJ990907 14.0114.Cll.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


694 


GI 


6907087 


Score 


435 


Exons 


1..694 






GI Descrip. 


(AP001129) ESTs C72771 (E2215 ) , AU082313 (E2215 ) correspond to 




region of the predicted gene. 


; hypothetical protein [Oryza 




sativa] 






Seq. No. 


21105 


Seq. ID 


OJ990907_14.0114.C12 


Gene No. 


44051 


Strand 


+ 


Start 


171 


End 


400 


Name 


OJ990907 14.0114.C12.ol.gs 


Method 


GENSCAN 


Start 


171 


End 


400 


GI 


none 


Score 


.56 


Exons 


171. .400 






Seq. No. 


21106 


Seq. ID 


OJ990907_14.0114.C13 


Gene No. 


44052 


Strand 


+ 


Start 


659 


End 


749 


Name 


OJ990907 14.0114.C13.ol.gs 


Method 


GENSCAN 


Start 


.659 


End 


749 


GI 


none 


Score 


.63 


Exons 


659. .749 







21406 



Spct No 


21106 




Seq. ID 


OJ990907_ 


14 0114 C13 


Gene No. 


44053 * 




Strand 


+ 




Start 


8263 




End 


13460 




Name 


OJ990907 14 


.0114 


.C13.o3.gs Method 


GENSCAN 




Start 


8263 




End 


10283 




GI 


none 




Score 


.51 




Exons 


8263. .8634, 


8728 


..8942, 9142. .9240, 9371. .9531, 


9703. .10283 


Seq. No. 


21106 




Seq. ID 


OJ990907_ 


14.0114.C13 


Gene No. 


44053 




Strand 


+ 




Start 


8263 




End 


13460 




Name 


OJ990907 14 


.0114 


.C13.o3.np Method 


AAT/NAP 




Start 


8263 




End 


13460 




GI 


5922631 




Score 


4826 




Exons 


8263. .8382, 


8620 


..8893, 9161.. 9320, 9366.. 10367, 


10973. . 13460 


GI Descrip. 


(AP000492) 


ESTs 


C26347 (C12145) ,AU078074 (C12145) 


correspond to 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi| 6016864 | dbj |BAA85207.1| "(AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


21106 




Seq. ID 


OJ990907_ 


_14.0114.C13 


Gene No. 


44053 




Strand 


+ 




Start 


8263 




End 


13460 




Name 


OJ990907 14.0114.C13.o4.gs 


Method 


GENSCAN 




Start 


10439 




End 


12265 




GI 


none 




Score 


.41 




Exons 


10439. 


.10658, 10700. .10974, 


11081. .11259, 11560. 


.12265 


Seq. No. 


21106 




Seq. ID 


OJ990907_ 


_14.0114.C13 


Gene No. 


44054 




Strand 






Start 


2640 




End 


8318 




Name 


OJ990907 14.0114.C13.o2.gs 


Method 


GENSCAN 




Start 


2640 




End 


6769 




GI 


none 




Score 


.75 




Exons 


2640. . 


2707, 3086. .3293, 4889 


..5088, 5143. .5429, 


5506. .5798, 



5885. .6086, 6135. .6769 



Seq. No. 21106 
Gene No. 44054 
Start 2640 

Name OJ990?07_14 . 0114 . C13 . o2 . np 

Start 3019 
GI 6691716 
Exons 3019.. 3061, 

5881. .6769 . 
GI Descrip. (AP0004 92) hypothetical 

gi I 6691717 | dbj IBAA89397 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_14.0114.C13- 

8318 
AAT/NAP 
6769 
1738 



4705. .4814, 4889. .5083, 5143. .5429, 5506. .5683, 



protein [Oryza sativa] 
1| (AP000570) hypothetical protein 



Seq. No. 21106 

Gene No. 44054 

Start 2640 

Name OJ990907_14 . 0114 . C13 . ol . np 



Seq. ID OJ990907_14 .0114 .C13 
Strand 

End 8318 

Method AAT/NAP 



21407 




Start 3085 End 8318 

GI 5257279 Score 219 

Exons 3085.. 3312, 8234.. 8318 

GI Descrip. (AP000364) Similar to Transposon MAGGY gag and pol gene 





homologues . (L35053) 


[Oryza 


sativa] 






Seq. No. 


21106 




Seq. ID 


OJ990907_14.0114 


-C13 


Gene No. 


44054 




Strand 






Start 


2640 




End 


8318 




Name 


OJ990907 14.0114.C13 


.ol.gp 


Method 


AAT/GAP 




Start 


7804 




End 


8216 




GI 


5816562 




Score 


672 




Exons 


7804 . .8216 










fl T HpQrri n 
\j x lvc o J- * 


6016845/dbj IAP000570 


.1IAP000570 3.0e- 


59 Oryza sativa genomic 




DNA, chromosome 1, clone : P0711E10 






Seq. No. 


21106 




Spa ID 


OJ990907_14 .0114 


.C13 


Gene No. 


44055 




Strand 


- 




Start 


13204 




End 


14462 




Name 


OJ990907 14.0114.C13 


.08. tw 


Method 


TBLASTX: Wheat 




Start 


6359 




End 


6649 






none 




Score 


200 




Exons 


6359. .6649 










Seq. No. . 


21106 




Seq. ID 


OJ990907JL4.0114 


-C13 


Gene No. 


44055 




Strand 






Start 


13204 




End 


14462 




Name 


OJ990907 14.0114.C13 


. 06. tw 


Method 


TBLASTX: Wheat 




Start 


9741 




End 


10142 




\J -L 


none 




Score 


337 




Exons 


9741. .10142, 9884. .10126 








Seq. No. 


21106 




Seq. ID 


OJ990907_14.0114 


.C13 


Gene No. 


44055 




Strand 






Start 


' 13204 




End 


14462 




Name 


OJ990907 14.0114.C13 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


10016 




End 


10194 




GI 


none 




Score 


187 




Exons 


10016. .10162, 10017. 


.10193, 


10017. .10193, 10069. .10194 




Seq. No. 


21106 




Seq. ID 


OJ990907_14 .0114 


.C13 


Gene No. 


44055 




Strand 






Start 


13204 




End 


14462 




Name 


OJ990907 14.0114.C13 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


10384 




End 


10839 






none 




Score 


221 




Exons 


10384. .10626, 10385. 


.10648, 


10627. .10839, 10644.. 10838 




Seq. No. 


21106 




Seq. ID 


OJ990907_14.0114 


.C13 


Gene No. 


44055 




Strand 






Start 


13204 




End 


14462 




Name 


OJ990907 14.0114.C13 


.o3.tm 


Method 


TBLASTX: Maize 




Start 


10555 




End 


10869 




GI 


none 




Score 


285 




Exons 


10555. .10650, 10627. 


.10869, 


10629. .10859 




Seq. No. 


21106 




Seq. ID 


OJ990907_14.0114 


.C13 



21408 




^Zona XT /~« 
vjciie INO. 


44055 








OLIdllU 






Start 


13204 








End 


14462 




Name 


OJ990907 14. 


0114. C13 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


10840 








End 


11119 




GI 


none 








Score 


191 




Exons 


10840. 


.11022 


, 10843. 


.11010, 


11018. .111 


19, 11020.. 11118 




Seq. No. 


21106 








Seq. ID 


OJ990907JL4.0114 


.C13 


(~2_ rt -rt rt M rt 


44055 








Strand 






Start 


13204 








End 


14462 




Name 


OJ990907 14. 


0114. C13 


.ol . ts 


Method 


TBLASTX : Soybean 




Start 


11017 








End 


11395 




GI 


none 








Score 


283 




Exons 


11017. 


.11154 


, 11018. 


.11395, 


11027. .11308 




Seq. No. 


21106 








Seq. ID 


OJ990907_14.0114 


-C13 


Gene No. 


44055 








Strand 








13204 








End 


14462 




Name 


OJ990907 14. 


0114. C13 


.o2.tm 


Method 


.TBLASTX : Maize 




Start 


* 11062 








End 


11506 




GI 


none 








Score 


267 




Exons 


11062. 


.11316 


, 11063. 


.11317, 


11063. .11320, 11338. .11469, 






11339. 


.11488 


, 11480. 

- 


.11506 








Seq. No. 


21106 








Seq. ID 


OJ990907_14 .0114 


.C13 


rt y\ rt H/™\ 

UCUC INO . 


44055 








Strand 






Start 


13204 








End 


14462 




Name 


OJ990907 14. 


0114. C13 


,o2.tw 


Method 


TBLASTX: Wheat 




Start 


11158 








End 


11593 




GI 


none 








Score 


90 




Exons 


11158. 


.11574 


, 11164. 


.11592, 


11165. .115 


93 




Seq. No. 


21106 








Seq. ID 


OJ990907_14 .0114 


.C13 




44055 








Strand 






Start 


13204 








End 


14462 




Name 


OJ990907 14. 


0114. C13 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11591 








.End 


12009 




GI 


none 








Score 


88 




Exons 


11591. 


.11725 


, 11629. 


.11715, 


11761. .12009, 11765.. 12007 




Seq. No. 


21106 








Seq. ID 


OJ990907_14.0114 


.C13 




44055 








Strand 






Start 


13204 








End 


14462 




Name 


OJ990907 14. 


0114. C13 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11630 








End 


12052 




GI 


none 








Score 


406 




Exons 


11630. 


.12052 


, 11635. 


.11976 








Seq. No. 


21106 








Seq. ID 


OJ990907_14.0114 


.C13 


(~* rt f-i rt KI /"\ 

uene ino . 


44055 








Strand 






Start 


13204 








End 


14462 




Name 


OJ990907 14. 


0114. C13 


. o5. tm 


Method 


TBLASTX: Maize 




Start 


11684 • 








End 


11956 " 




GI 


none 








Score 


128 




Exons 


11684. 


.11854 


, 11858. 


.11956 








Seq. No. 


21106 








Seq. ID 


OJ990907_14 .0114 


.C13 



21409 



Gene No. 


44055 




Strand 

u at 




Start 


13204 




End 


14462 


Name 


OJ990907 14.0114.C13 


.o9.tw 


Method 


TBLASTX: Wheat 


Start 


12068 




End 


12367 


GI 


none 




Score 


135 


Exons 


12068. .12202, 12269. 


.12367 






Seq. No. 


21106 




Seq. ID 


OJ990907_14 .0114 


Gene No. 


44055 




Strand 




Start 


13204 




End 


14462 


Name 


OJ990907 14.0114.C13 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


12364 




End 


12726 


GI 


none 




Score 


115 


Exons 


12364. .12456, 12365. 


.12457, 


12462. .12671, 124 63 .. 12672, 




.,.12679. .12726 








Seq. No. 


21106 




Seq. ID 


OJ990907_14.0114 


Gene No. 


44055 




Strand 




Start 


13204 




End 


14462 


Name 


OJ990907 I4..0114.C13 


.o5 . tw 


Method 


TBLASTX: Wheat 


Start 


12371 




End 


12758 


GI 


none 




Score 


107 


Exons 


12371. .12457, 12460. 


.12756, 


12465. .12680, 12565 .. 12756, 




12711. .12758 








Seq. No. 


21106 




Seq. ID 


OJ990907_14.0114 


Gene No. 


44055 




Strand 




Start 


13204 




End 


14462 


Name 


OJ990907 14.0114.C13 


. o 6 . t m 


Method 


TBLASTX: Maize 


Start 


12837 




End 


13100 


GI 


none 




Score 


88 


Exons 


12837. .12926, 12839. 


.12925, 


12917. .12991, 12921. .13004, 




13014. .13100 








Seq. No. 


21106 




Seq. ID 


OJ990907_14.0114 


Gene No. 


44055 




Strand 




Start 


13204 




End 


14462 


Name 


OJ990907 14.0114.C13 


. o4 . tw 


Method 


TBLASTX: Wheat 


Start 


12870- 




End 


13481 


GI 


none 




Score 


260 


Exons 


12870. .13130, 12890. 


.12979, 


13031. .13132, 13182. .13361, 




13353. .13481 








Seq. No. 


21106 




Seq. ID 


OJ990907_14 .0114 


Gene No . 


44055 




Strand 




Start 


13204 




End 


14462 


Name 


OJ990907 14.0114.C13 


. o4 . tm 


Method 


TBLASTX: Maize 


Start 


13182 




End 


13445 


GI 


none 




Score 


168 


Exons 


13182. .13364, 13238. 


.13363, 


13343. .13444, 13344. .13445 


Seq. No. 


21106 




Seq. ID 


OJ990907_14.0114 


Gene No. 


44055 




Strand 




Start 


13204 




End 


14462 


Name 


OJ990907 14.0114.C13 


. o5.gs 


Method 


GENSCAN 


Start 


13204 




End 


14275 


GI 


none 




Score 


.7 



21410 



Exons 



13204. .13325, 14060.. 14275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21106 Seq. ID OJ990907_14 . 0114 . C13 

44055 Strand 

13204 End 14462 

OJ990907_14 . 0114 .C13 .o4 .np Method AAT/NAP 

13837 End 14462 

6691716 Score 560 

13837. .14275, 14349.. 14462 

(AP000492) hypothetical protein [Oryza sativa] 

gii 6691717 | dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21107 
44056 
1 

OJ990907_14 .0114.C14.ol.np 
1 

6630685 



Seq. ID OJ990907_14.0114.C14 

Strand + 

End 8685 

Method AAT/NAP 

End 8 685 

Score 2090 



1..1083, 1119. .1335, 7284. .8685 

(AP000969) Similar to copia-type pol polyprotein, 
[Oryza sativa] 



(AF105716) 



Seq. No. 21107 ' ■ Seq. ID 

Gene No. 44056 . • strand 

Start - 1 End 
Name OJ990907_14 . 0114 . C14 . ol . gs Method 

Start 353 End 

GI none Score 

Exons 353.. 358, 849.. 959, 1045.. 1146, 1685. 

2217. .2317, 2391. .2452, 2817. .2878 



OJ990907_14 .0114 .C14 
+ 

8685 
GENSCAN 
2878 
.64 . 

1715, 2025.. 2212, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21107 
44056 
1 

OJ990907_14 . 0114 .C14 .ol.gp 



Seq. ID 

Strand 

End 

Method 
: End 
Score 



OJ990907_ 
+ 

8685 
AAT/GAP 
3478 
672 



14.0114.C14 



3046 
2428185 
3046.. 3478 

5852170/emb|AL117265.1|OST17804 1.0e-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17 804 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



21107 Seq. ID OJ990907_14 . 0114 . C14 

44056 Strand + 

1 End 8685 

OJ990907_14 .0114.C14 .o2.gp Method AAT/GAP 

4024 End 4196 

LIB3433-026-P1-K1-C1 Score 254 

4024. .4196 

•5852170/emb|AL117265. 1IOST17804 1.0e-44 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome. 4, BAC clone : 1 17804 1 



Seq. No. 
Gene No. 
Start 
Name 
Start 



21107 Seq. ID 

44057 Strand 

10620 End 

OJ990907_14 . 0114 . C14 . o2 . np Method 

10620 End 



OJ990907_14.0114.C14- 
+ 

12173 
AAT/NAP 
12173 " 



'21411 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



6539588 Score 124 

10620. .10884, 12127.. 12173 

(AP000837) hypothetical protein [Oryza sativa] 



21107 Seq. ID 

44058 Strand 

18392 End 

OJ990907_14 .0114 .C14.o5.np Method 

18392 End 

6907087 Score 



OJ990907_14.0114.C14 
+ 

20145 
AAT/NAP 
20145 
841 



18392. .18888, 18927 .. 19502, 20044.. 20145 

(AP001129) ESTs C72771 (E2215) , AU082313 (E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_ 
+ 

20991 
AAT/GAP 
20991 
623 



14.0114.C14 



21107 
44059 
20610 

OJ990907_14 . 011-4 . C14 . o5 . gp 
20610 

uC-osflcyp033a04bl 
20610.. 20991 

1 6016845/dbj IAP000570. 1 IAP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10' 

21107 Seq. ID OJ990907_14 . 0114 . C14 

44060 Strand 

4222 End 4496 

OJ990907_14 .0114 .C14 .o3.gp Method AAT/GAP 

4222 End 4496 

61605_1.R1084 Score 468 

4222. .4496 

, 5852170/emb|AL117265.1|OST17804 1.0e-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAC clone : tl7804 1 



21107 Seq. ID 

44061 Strand 
5414 End 
OJ990907_14 .0114 . C14 .o4 ; gp Method 
5414 End 
101153_1.R1084 Score 
5414.. 5643, 5961.. 6150 

, 5852170/emb|AL117265.1|OST17804 1.0e-115 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : 1 17804 1 



OJ990907_14.0114.C14 

6150 
AAT/GAP 
6150 
667 



21107 
44062 
11988 

OJ990907_14.0114.C14.o3.np 

11908 

4206306 



Seq. ID OJ990907_14.0114.C14 
Strand 

End 17297 
Method . -AAT/NAP 
End 14674 
Score 1182 



11908. .11-948,- 12677. .1404 4, 1424 8. .14 674 
(AF049110) prpol [Zea mays] 



21107 
44062 
11988 



Seq. ID 

Strand 

End 



OJ990907 14.0114.C14 



17297 



21412 



Name 

Start 

GI 

Exons 



OJ990907_14 .0114. C14 . o4 . gs Method 



11988 
none 



End 
Score 



GEN SCAN 

17036 

.63 



11988. .12797, 12858 13244 , 13661 .. 13821 , 13826 14088, 
14145. .14935, 14960 15555, 15664 15874 , 16009 16239, 
16775. .16883, 16918.. 17036 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21107 Seq. ID OJ990907_14 . 0114 . C14 

44062 Strand 

11988 End 17297 

OJ990907_14 . 0114 . C14 . o4 . np Method AAT/NAP 

15061 End 17297 

6721562 Score 267 

15061. .15866, 16897.. 17297 

(AP001073) Similar to Zea mays 22-kDa alpha zein gene cluster; 
hypothetical protein. (AF031569) [Oryza sativa] 

gi| 6815087 | dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
alpha zein gene cluster; hypothetical protein. (AF031569) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



21107 Seq. ID 

44063 Strand 

20538 End 

OJ990907_14 .0114 . C14 . 06 .np Method 

20538 End 

4680186 • Score 

20538. .20743 

(AF111709) unknown [Oryza sativa subsp. indica] 



OJ990907_14.0114.C14 

20743 
AAT/NAP 
20743 
247 



21107 
44064 
21864 

OJ990907_14.0114.C14 .o5.tw 

145 

none 

145. .444, 450. .569, 597. .677 

21107 
44064 
21864 

OJ990907_14 . 0114 .C14 . o3. tm 

187 

none 

187. .252, 192. .254, 315. .479, 
450. .674 

21107 
44064 
.21864 

OJ990907_14.0114.C14.o4.ts 

361 

none 



Seq. ID OJ990907_14.0114.C14 
Strand 
End 

Method 
End 
Score 



21935 

TBLASTX: Wheat 

677 

135 



Seq. ID OJ990907_14.0114.C14 
Strand 
End 

Method 
End 
Score 
331. .465, 



21935 

TBLASTX : Maize 

674 

84 

334. .669, 443. .673, 



Seq. ID OJ990907 14.0114.C14 



Strand 
End 

Method 

End 

Score 



21935 

TBLASTX : Soybean ' 

785 

67 



361. .444, 443. .664, 450. .671, 693. .785 



21107 
44064 
21864 



Seq. ID 

Strand 

End 



OJ990907 14.0114.C14 



21935 



21413 



• • 

Name OJ990907_14 . 0114 . C14 . ol . ts Method TBLASTX: Soybean 

Start 1119 End 7659 " 

GI 5509j^6agr--. -v > v * . ■ Score . • .40 - :~ •■ 

Exons lll^^pfsV^-Mis: ._ii69,- 1191^:1*3.31/' 1266*. . 1330, "7-280.*" 7-39%, 

7297.?h*8b^7'376 r . o7654, 7378.. 7659 

GI Descrip. 



Seq. No. 


21107 








Seq. ID 


OJ990907_14.0114 


-C14 


Gene No. 


44064 








Strand 






Start 


21864 








End 


21935 




Name 


OJ990907 14 


.0114.C14.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1247 








End 


7645 




GI 


none 








Score 


80 




Exons 


1247 . . 1327, 


1248 


. . 1349, 


1248. 


.1331, 7289. .7315, 7316.. 7381, 




7324 . .7380, 


7376 


. .7645, 


7378. 


.7635 






Seq. No. 


21107 








Seq. ID 


OJ990907_14.0114 


-C14 


Gene No. 


44064 








Strand 






Start 


21864 








End 


21935 




Name 


OJ990907_14 


. 0114 


.C14 .o2 


.tm 


Method 


TBLASTX: Maize 




Start 


7459 








End 


7897 




GI 


none 








Score 


473 




Exons 


7459. .7695, 


7460 


. .7897, 


7463. 


.7699, 7732. .7884, 7781. .7894 


Seq. No. 


21107 








Seq. ID 


OJ990907_14.0114 


.C14 


Gene No. 


44064 








Strand 






Start 


21864 








End 


21935 




Name 


OJ990907_14 


. 0114 


. C14 .o4 


.tw 


Method 


TBLASTX: Wheat 




Start 


7835 








End 


8266 




GI 


none 








Score 


103 




Exons 


7835. .7984, 


8009 


. .8266 










Seq. No. 


21107 








Seq. ID 


OJ990907_14 .0114 


.C14 


Gene No. 


44064 . 








Strand 






Start 


21864 








End 


21935 




Name 


OJ990907_14 


. 0114 


.C14 .ol 


. tm 


Method 


TBLASTX: Maize 




Start 


8012 








End 


8667 




GI 


none 








Score 


429 




Exons 


8012 . . 8395, 


8020 


. .8388, 


8388 . 


.8657, 8395.. 8667 




Seq. No. 


21107 








Seq. ID 


OJ990907_14.0114 


.C14 


Gene No. 


44064 








Strand 






Start 


21864 








End 


21935 




Name 


OJ990907_14 


.0114 


.C14.o2 


ts 


Method 


TBLASTX : Soybean 














End 


8694 




GI 


none 








Score 


267 




Exons 


8030. .8395, 


8437 


. .8694 










Seq. No.. 


21107 








Seq. ID 


OJ990907_14.0114 


.C14 


Gene No. 


44064 








Strand 






Start 


21864 








End 


21935 




Name 


OJ990907 14 


.0114 


.C14.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


8303 








End 


8622 




GI 


none 








Score 


77 




Exons 


8303. .8389, 


8431 


. .8622, 


8446. 


.8622 






Seq. No. 


21107 








Seq. ID 


OJ990907_14.0114 


.C14 



21414 




uCUC LNU . 


4 4064 

*i *4 \J \J *i 




Of- ranH 






Start 


21864 




End 


21935 




Name* 


-OJ990907 14.0114.C14 


,o7 . tm 


Method 


TBLAS.TX: Maize 




Start 


1200? *.*" " *• 




• End- 


12269 - ' * I 




GI 


none * 




Score 


88 




Exons 


12009. .12269, 12034: 


.12168 








Seq. No. 


21107 




Seq. ID 


OJ990907JL4 .0114 


.C14 




4 4 064 

*i 1 U O *s 




Oil CLilU 






Start 


21864 




End 


21935 




Name 


OJ990907 14.0114.C14 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


12276 




End 


12518 




GI 


none 




Score 


196 




Exons 


12276. .12518 










Seq. No. 


21107 




Seq. ID 


OJ990907_14.0114 


.C14 




4 A 064 




Of- -ranH 






Start 


21864 




End 


21935 




Name 


OJ990907 14.0114.C14 


.o3. ts 


Method 


TBLASTX: Soybean 




Start 


12699 




End 


13040 




GI 


none 




Score 


89 




Exons 


12699. .13040, 12865. 


.12990 








Seq. No. 


21107 




Seq. ID 


OJ990907_14.0114 


.C14 


OCllC INtJ • 






Of r anH 






Start 


21864 




End 


21935 




Name 


OJ990907 14.0114.C14 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12759 




End 


13142 




GI 


none . 




Score 


222 




Exons 


12759. .13142, 12772. 


.13119 








Seq. No. 


21107 




Seq. ID 


OJ990907_14.0114 


.C14 




4 4 064 




Strand 






Start 


21864 




End 


21935 




Name 


OJ990907 14.0114.C14 


.ol.tw 


Method 


TBLASTX: Wheat 




Start 


12882 




End 


13299 




GI 


none 




Score 


141 




Exons 


12882. .13289, 12883. 


.13098, 


13068. .13289, 13132.. 13299 




Seq. No. 


21107 




■ Seq. ID 


OJ990907_14 .0114 


.C14 


VJCllC 1NU ■ 


44064 




Strand 






Start 


21864 




End 


21935 




Name 


OJ990907 14.0114.C14 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


13170 




End 


13540 




GI 


none 




Score 


197 




Exons 


13170. .13445, 13171. 


.13446, 


13445. .13540 




Seq. No. 


21107 




Seq. ID 


OJ990907_14.0114 


.C14 


Gene No. 


44064 




Strand 






Cf 2 t+- 
O Lai I 


91 R64 
C. X 0 Of! 




End 


21935 




Name 


OJ990907 14.0114.C14 


. o3. tw 


Method 


TBLASTX: Wheat 




Start 


13300 




End 


13669 




GI 


none 




Score 


130 




Exons 


13300. .13446, 13302. 


.13439, 


13313. .13447, 134 4 8 .. 13669, 






13449. .13643 










Seq. No. 


21107 




Seq. ID 


OJ990907_14 .0114 


.C14 



21415 




OCllC LNU • 


4 4 U D4 




Strand 






Start 


21864 




End 


21935 




Name 


OJ990907 14.0114.C14. 


08'. tw 


Method 


TBLASTX: 


Wheat 


Start 






EfM^ ; 


144?8 * 




GI 


none " 




Score 


81 




Exons 


13866. .14087, 13867.. 


14088, 


14099. . 14290, 14300 


. .14428 


Seq. No. 


21107 




Seq. ID 


WU -J Zs K/ Zs \J 1 


_14.0114.C14 




AAfifLA 




OLI cli 1U. 






Start 


21864 




End 


21935 




Name 


OJ990907 14.0114.C14. 


o7 . tw 


Method 


TBLASTX: 


Wheat 


Start 


15218 




End 


15562 

-L «J «J \J C 




GI 


none 




OLUI ts 






Exons 


15218. .15562, 15288.. 


15464 








Seq. No. 


21107 




c prr t n 




_14.0114.C14 


uene ino . 


H H U Oft 










Start 


21864 










Name 


OJ990907 14.0114.C14. 


o6.gs 


Method 


GENSCAN 




Start 


21864 




End 


21935 




GI 


none 




Score 


.87 




Exons 


21864. .21935 










Seq. No. 


21108 




Seq. ID 


OJ990907 


_14.0114.C15 


Gene No. 


44065 




Strand 


+ 




Start 


645 ' 




End 


1026 




Name 


OJ990907 14.0114.C15. 


o2.gp 


Method 


AAT/GAP 




Start 


645 




End 


1026 




GI 


uC-osflcyp033a04bl 




Score 


651 




Exons 


645. .1026 










GI Descrip. 


, 6016845/dbj IAP000570 


.1IAP000570 3.0e- 


59 Oryza 


sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


21108 


Seq. ID 


OJ990907_14 


.0114. C15 


Gene No. 


44066 


Strand 


+ 




Start * 


934 


End 


5876 




Name 


OJ990907 14.0114.C15.ol.gs 


Method 


GENSCAN 




Start 


934 


End 


5876 




GI 


none 


Score 


.52 




Exons 


934. .978, 2204. .2306, 4852.. 


4949, 5196 


..5279, 5652 


.5876 


Seq. No. 


21108 


Seq. ID 


OJ990907_14 


0114. C15 


Gene No. 


44066 


Strand 


+ 




Start 


934 


End 


5876 




Name 


OJ990907 14.0114.C15.o3.gp 


Method 


AAT/GAP 




Start 


4804 


End 


5535 




GI 


4969338 


Score 


791 




Exons 


4804.. 4949, 5143. .5279, 5383 


. .5535 






Seq. No. 


21108 


Seq. ID 


OJ990907_14 


0114. C15 


Gene No. 


44067 


Strand 






Start 


578 


End 


796 




Name 


OJ990907 14 .0114 .C15.ol.np 


Method 


AAT/NAP 




Start 


578 


End 


796 




GI 


4680186 


Score 


331 




Exons 


578. .796 









GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



21416 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21108 
44068 

5374 ' 
OJ990907_14 .0114 .C15.o2.np 
5374 
5852181 
5374. .5460, 6646. .6792 
(AL117265) zhbOOll.l [Oryza sativa] 



Seq. ID OJ990907_14.0114.C15 
Strand 

6792 '' - ' ■ 

AAT/NAP 
6792 
146 



End - 
Method 
End 
Score 



21109 
44069 
1 

OJ990907_14.0114.C16.o2.np 
1 

6623974 



Seq. ID OJ990907_14.0114.C16 

Strand + 

End 2341 

Method AAT/NAP 

End 2341 

Score 77 



1..47, 1598. .1901, 2323. .2341 

(AC007505) Similar to Athila ORF1 [Arabidopsis thaliana] 



21109- 
44069 
1 

OJ990907_14.0114.C16.ol.np 
1086 
4417306 
1086. .1644, 2314. .2341 

(AC006446) putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



Seq. ID OJ990907_14.0114.C16 

Strand + 

End 2341 

Method AAT/NAP 

End 2341 

Score 191 



21109 
44070 
104 

OJ990907_14 .0114.C16.ol.gp 
104 

4879016 
104. .522, 544. .690 

6041757/gb | AC011806. 1 | AC011806 0.0e+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



Seq. ID OJ990907_14.0114.C16 
Strand 

End 690 

Method AAT/GAP 

End 690 

Score 837 



Seq. . No. 


21109 








Seq. ID 


OJ990907_14.0114 


.C16 


Gene No. 


44071 








Strand 






Start 


1339 








End 


1662 




Name 


OJ990907 14 


.0114. 


C16.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1339 








End 


1662 




GI 


none 








Score 


99 




Exons 


1339. .1455, 


1471. 


.1662 










Seq. No. 


21110 








Seq. ID 


OJ990907_14.0114 


.C17 


Gene No. 


44072 








Strand 


+ 




Start 


1398 








End 


1873 




Name 


OJ990907 14, 


.0114. 


C17.ol 


.gs 


Method - 


GENSCAN 




Start 


1398 








End 


1873 




GI 


none 








Score 


.9 




Exons 


1398. .1480, 


1675. 


.1873 










Seq. No. 


21111 








Seq. ID 


OJ990907_14 .0114 


-C18 



21417 




Gene No. 


44073 






Strand 


+ 








Start 


105 






End 


1031 








Name- 


OJ990907 14 


.0114.C18.Q.1. 


gs 


Method 


GENS CAN 








Start 


105 **■="■ 7 




End 


1031 








GI 


none 






Score 


.76 








Exons 


105.. 158, 255.. 1031 














Seq. No. 


21111 






Seq. ID 


OJ990907 


14 


. 0114 


.C18 


Gene No. 


44074 






Strand 


+ 








Start 


3261 






End 


4744 








Name 


OJ990907_14 


.0114.C18.ol 


np 


Method 


AAT/NAP 








Start 


3084 






End 


4744 








GI 


6907086 






Score 


1226 








Exons 


3084. .3850, 


3911. .4149, 


4382. 


.4744 










GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


21111 






Seq. ID 


OJ990907 


_14 


.0114 


.C18 


Gene No. 


44074 






Strand 


+ 








Start 


3261 






End 


4744 








Name 


OJ990907 14 


.0114 .C18 .o3 . 


gs 


Method 


GENSCAN 








Start 


3261 






End 


3825 








GI 


none 






Score 


. 94 








Exons 


3261. .3320, 


3385. .3825 














Seq. No. 


21111 






'* ff S'eq. ID 


OJ990907 


14 


. 0114 


.C18 


Gene No. 


44075 






Strand 










Start 


1494 






End 


2069 








Name 


OJ990907 14 


. 0114 . C18 . o2 . 


gs 


Method 


GENSCAN 








Start 


1494 






End 


2069 








GI 


none 






Score 


.57 








Exons 


1494. .1547, 


1815. .1861, 


1927. 


.1974, 2015. .2069 








Seq. No. 


21111 






Seq. ID 


OJ990907 


14 


. 0114 


.C18 


Gene No. 


44076 






Strand 










Start 


4376 






End 


5495 








Name 


OJ990907 14 


. 0114 .C18 . o4 . 


gs 


Method 


GENSCAN 








Start 


4376 






End 


5495 








GI 


none 






Score 


.51 








Exons 


4376. .4606, 


5116. .5311, 


5383. 


.5495 










Seq. No. 


21112 






Seq. ID 


OJ990907 


_14 


. 0114 


.C19 


Gene No. 


44077 






Strand 


+ 








Start 


9 






End 


385 








Name 


OJ990907 14 


. 0114 .C19.ol. 


gs 


Method 


GENSCAN 








Start 


9 






End 


385 








GI 


none 






Score 


. 67 








Exons 


9. .91, 286. 


.385 














Seq. No. 


21113 






Seq. ID 


OJ990907_ 


_14 


. 0114 


.C20 


Gene No. 


44078 






Strand 


+ 








Start 


81 






End 


159 








Name 


OJ990907 14 


.0114.C20.ol. 


gs 


Method 


GENSCAN 








Start 


81 




End 


159 








GI 


none 






Score 


.83 








Exons 


81. .159 
















Seq. No. 


21113 






Seq. ID 


OJ990907_ 


_14 


.0114 


.C20 



21418 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44079 Strand + 

4521 End 9898 

OJ990907_14.0114.C20.o3.gs Method GENSCAN 
■4521 *; • End 9898 

none Score .76 

4521.. 4640, 4688.. 4801, 4933.. 5856, 5890.. 6429, 6528.. 6665, 

6745.. 7218, 7690.. 7926, 8871.. 9231, 9792.. 9898 



21113 Seq. ID 

44079 Strand 
4 521 End 
OJ990907_14 . 0114 . C20 . ol . gp Method 
9432 End 
72524_1.R1084 Score 
9432.. 9741 

'5091496/dbj | AB023482 . 2 | AB023482 3.0e-84 Oryza sativa genomic 
DNA, chromosome 6, clone P0680A03, complete sequence' 



OJ990907_14.0114.C20 
+ 

9898 
AAT/GAP 
9741 
399 



Seq. No. 


21113 


Seq. ID 


OJ990907 


_14.0114.C20 


Con o NTf* 


44080 


Strand 


+ 




Start 


20596 


End 


23971 




Name 


OJ990907 14.0114.C20.o2.np 


Method 


AAT/NAP 




Start 


19976 


End 


23844 




GI 


3645898 


Score 


402 




Exons 


19976. .20007, 21243 . .22240, 


23818. .23844 




GI Descrip. 


(U68408) in-frame stop codon; possibly 


a post-transposition 




mutation [Zea mays] 








Seq. No. 


21113 


Seq. ID 


OJ990907 


_14.0114.C20 


Gene No. 


44080 


Strand 


+ 




O U a J_ U 


20596 


End 


23971 




Name 


OJ990907 14.0114.C20.o6.gs 


Method 


GENSCAN 




Start 


20596 


End 


23971 




GI 


none 


Score 


.4 




Exons 


20596. .20686, 21159 .. 21345, 


21472. .21936, 23872 


. .23971 


Seq. No. 


21113 


Seq. ID 


OJ990907 


_14.0114.C20 


Gene No. 


44081 


Strand 






Start 


1853 


End 


3916 




Name 


OJ990907 14.0114.C20.o2.gs 


Method 


GENSCAN 




Start 


1853 


End 


3916 




GI 


none 


Score 


.54 




Exons 


1853.. 1875, 1989.. 2066, 3462 


..3493, 3831. .3916 




Seq. No. 


21113 


Seq. ID 


OJ990907_ 


_14.0114.C20 


Gene No. 


44082 


Strand 






Start • 


8283 


End 


19327 




Name 


OJ990907 14.0114.C20.ol.np 


Method 


AAT/NAP 




Start 


8283 


End 


19327 




GI 


4378066 


Score 


2458 




Exons 


8283. .9292, 15082. .19020, 19101. .19327 






GI Descrip. 


(AF098806) polyprotein [Sorghum bicolor] . 






gi|4680208 | gb | AAD2757 1 . 1 | AF114171 12 (AF114171) 


polyprotein 




[Sorghum bicolor] 








Seq. No. 


21113 


Seq. ID 


OJ990907_ 


_14.0114.C20 


Gene No. 


44082 


Strand 







21419 




Start 


8283 






End 


19327 




Name 


OJ990907 14.0114 


.C20.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


.4B334 






End 


8594 




GI . 


none • 






Score 


96 




Exons 


8334.. 8594, 8359 


. .8532 










Seq. No. 


21113 






Seq. ID 


OJ990907_14 .0114 


.C20 




44082 






Strand 






Start 


8283 






End 


19327 




Name 


OJ990907 14.0114 


.C20..O5. 


tw 


Method 


TBLASTX: Wheat 




Start 


8772 






End 


9149 




GI 


none 






Score 


74 




Exons 


8772.. 8966, 8958 


. ."9149, 


8970. 


.9128 






Seq. No. 


21113 






Seq. ID 


OJ990907_14 .0114 


.C20 




44082 






Strand 






Start 


8283 






End 


19327 




Name 


OJ990907 14.0114 


.C20.O2. 


ts 


Method 


TBLASTX: Soybean 




Start 


8859 






End 


9233 




GI 


none 






Score 


93 




Exons 


8859.. 9083, 9090 


. .9233 










Seq. No. 


21113 






Seq. ID 


OJ990907_14.0114 


.C20 


\j cue inu < 


44082 












Start 


8283 






End 


19327 




Name 


OJ990907 14.0114 


.C20.O1. 


tm 


Method 


TBLASTX: Maize 




Start 


8874 






End 


9237 




GI 


none 






Score 


91 




Exons 


8874. .8996, 8875 


. .9237, 


8883. 


.9236 






Seq. No. 


21113 






Seq. ID 


OJ990907_14.0114, 


.C20 




4 4082 






Strand 






Start 


8283 






End 


19327 




Name 


OJ990907 14.0114 


.C20.O4. 


gs 


Method 


GENSCAN 




Start 


11533 






End 


11688 




GI 


none 






Score 


.91 




Exons 


11533.. 11688 












Seq. No. 


21113 






Seq. ID 


OJ990907_14.0114, 


.C20 


Gene No. 


44082 






Strand 






Start 


8283 






End 


19327 




Name 


OJ990907 14.0114 


.C20.o3. 


gp 


Method 


AAT/GAP 




Start 


14779 






End 


15082 




GI 


72524 1.R1084 






Score 


410 




Exons 


14779. .15082 












GI Descrip. 


• 50914 96/dbj | AB023482 . 2 | AB023482 3.0e- 


8 4 Oryza sativa genomic 




DNA, chromosome ' 


6, clone 


! P0680A03, complete sequence 1 




Seq. No. 


21113 






Seq. ID 


OJ990907_14.0114, 


.C20 


UC11C LNVj. 


44082 






Strand 






Start 


8283 






End 


19327 




Name 


OJ990907 14.0114 


.C20.o3. 


tw 


Method 


TBLASTX: Wheat 




Start • 


15493 






End 


15925 




GI 


none 






Score 


185 




Exons 


15493. .15924, 15500.. 15925 








Seq. No. 


21113 






Seq. ID 


OJ990907_14.0114. 


.C20 



21420 



Gene No. 44082 

Start 8283 

Name . OJ990907_14 . 0114 . C20 .ol . ts 

Start 16157 ^ — 

GI none 

Exons ' 16157. .16267, 16192 .. 164 10, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21113 
44082 
8283 

OJ990907_14 . 0114 . C20 . o2 . tw 

16201 

none 

16201. .16410, 16307. .16411, 



21113 
44082 
8283 

OJ990907_14.0114.C20. 
16294 



none 

16294. .16410, 16399. 



o3. tm 
16539, 



21113 

44082- 

8283 

OJ990907_14.0114.C20.b2.tm 

16541 

none 

16541. .16678, 16592 . .16684 , 
16679. .16876 



Strand 

End 19327 

- Method TBLASTX: Soybean 

End 16529 

Score 67 
16410. .16529, 16417. .16512 

Seq. ID OJ990907_14 .0114.C20 
Strand 

End 19327 

Method TBLASTX : Wheat 

End 16596 

Score 69 
16410. .16595, 16417.. 16596 

Seq. ID OJ990907_14.0114.C20 
Strand 

End 19327 

Method TBLASTX : Mai ze 

End 16539 

Score 134 
16410. .16538 

Seq. ID OJ990907_14 .0114 .C20 
Strand 

End 19327 

Method TBLASTX : Mai ze 

End 16876 

Score 56 
16670. .16804, 16678 .. 16875, 



Seq. No. 21113 

Gene No. 4 4082 

Start 8283 

Name OJ990907_14 . 0114 . C20 , 

Start 16598 

GI none 

Exons 16598. .16681, 16599., 
16687. .16980 ' 



Seq. ID OJ990907_14 .0114.C20 
Strand 

19327 

TBLASTX: Wheat 
16980 
102 



End 

Method 
End 
Score 



ol.tw 

16685, 16676. .16954, 16678 .. 16980, 



Seq. No. 21113 

Gene No. 44082 

Start 8283 

Name OJ990907_14 . 0114 . C20 . 06 . tw 

Start 17209 

GI none 

Exons 17209. .17430, 17210 .. 17431 , 

Seq. No. 21113 

Gene No. 44083 

Start 21284 

Name OJ990907_14 . 0114 . C20 . o4 . tw 

Start 21284 

GI none 

Exons 21284. .21382, 21286 .. 21384 , 



Seq. ID OJ990907_14 .0114 .C20 
Strand 

End 19327 

Method TBLASTX : Wheat 

End 17568 

Score 109 
17479. .17568 

Seq. ID OJ990907_14.0114.C20 
Strand 

End 21838 

Method TBLASTX: Wheat 

End 21679 

Score 223 
21287. .21679 



21421 




Seq. No. 


21113 




Seq. ID 


OJ990907_14.0114 


.C20 


Gene No . 


44083 




btrano 






Start 


21284 




. End 


. 21838 •. 




Name ^ 


OJ990907 14.0114.C20.o4 


. tm • - 


Method 


""TBLASTX: Maize 




Start 


21485 




End 


21838 




GI 


none 




Score 


199 




Exons 


21485. .21838, 21578.. 21823 








Seq. No. 


O T 1 1 A 
Zl 1 14 




Seq. ID 


OJ990907_14.0114 


.C22 


Gene No. 


44084 




btrana 






Start 


354 




End 


919 




Name 


ujyyuyu/ 14 . uii4 .<^zz .01 


.gs 


Method 


GENSCAN 




Start 


*a t: >i 
J04 




End 


919 




GI 


none 




Score 


.54 




Exons 


jo4..oo/, /ou..yiy 










Seq. No. 


Zl 110 




Seq. ID 


OJ990907_14.0114 


.C23 


Gene No. 


44U80 




C+- -v , _ -J 

btrana 


+ 




Start 


517 




End 


1326 




Name 


OJ990907_14 .0114 .C23.ol 


.gs 


Method 


GENSCAN 




Start 


CI T 

01 / 




End 


1326 




GI 


none 




Score 


.91 




Exons 


Ol / . . LoZ 0 










Seq. No. 


01 1 1 C - ' 

zlllo 




Seq. ID 


OJ990907 14.0114 


.C23 


Gene No. 


4 4 Uo O 




Strand 


+ 




Of 

b car u 


13/4 










Name 


OJ990907 14.0114.C23.ol 


.np 


Method 


AAT/NAP 




Start 


1571 




End 


6079 




GI 


4 do u i / y 




Score 


5367 




Exons 


10/1..ZO44, ZD / o . . bu / y 










GI Descrip. 


tAriii/uyj poiyprotem 


[Oryza 


sativa : 


subsp. indica] 




Seq. No. 


oi 1 1 c 
Zl 1 10 




Seq. ID 


OJ990907JL4.0114 


.C23 


Gene No. 


y| /i HOC 
4 4 Uo O 




Strand 


+ 




Start 


10/4 




End 


11893 




Name 


OJ990907 14.0114.C23.o2 


.gs 


Method 


GENSCAN 




Start 


1574 




End 


7721 




GI 


none 




Score 


.58 




Exons 


1574. .2386, 2483. .5788, 


5849. 


.6065, 6537.. 7075, 7147.. 7237, 




7636. .7721 










Seq. . No . 


21115 




Seq. ID 


OJ990907_14 .0114 


.C23 


Gene No. 


44086 




Strand 


+ 




C -1 > >-+- 

otart 


1574 




End 


11893 




Name 


OJ990907 14 .0114 ,C23.o3 


. np 


Method 


AAT/NAP 




Start 


6738 




End 


11893 




GI 


5852180 




Score 


362 




Exons 


6738. .6942, 9437. .9550, 


9603. 


.9926, 10247. .10341, 11810 


. .11893 


GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


21115 




Seq. ID 


OJ990907_14.0114 


.C23 


Gene No. 


44086 




Strand 


+ 




Start 


1574 




End 


11893 




Name 


OJ990907 14.0114.C23.ol 


.gp 


Method 


AAT/GAP 




Start 


8150 




End 


8533 




GI 


uC-osflcyp033a04bl 




Score 


689 





21422 




Exons 8150.. 8533 

GI Descrip. 1 6016845/dbj I AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 


21115 








Seq. ID 


OJ990907 14.0114 


.C23 


Gene No. 


44086 








Strand 


+ 




Start 


1574 








End 


11893 




Name 


OJ990907 14 


.0114 


,C23.o3, 


.gs 


Method 


GENSCAN 




Start 


8330 








End 


11829 




GI 


none 








Score 


.65 




Exons 


8330. .8405, 


8440 


. .8485, 


9417. 


.9720, 9765. .10057, 11079. 


.111' 




11299. .11829 












Seq. No. 


oi i 1 c 
illlO 








Seq. ID 


OJ990907_14 .0114 


.C23 


Gene No. 


A A C\Q *7 








Strand 






Start 


i con 
X by U 








End 


8447 




Name 


uj yyuyu / x*i 


.0114 


.C23.o2, 


.np 


Method 


AAT/NAP 




Start 


i con 
x by u 








End 


8447 




GI 


5852180 








Score 


636 




Exons 


1690. .1750, 


6818 


. .7230, 


7282. 


.7399, 8382. .8447 




GI Descrip. 


/ m 1 1 "7 9 \ 
\/\XjX X /<cDD) 


zhbOOOlO.l [Oryza 


sativa] 






Seq. No. 


Ol 1 1 c 
Z111D 








Seq. ID 


OJ990907 14.0114 


.C23 


Gene No. 


A A n Q *7 








Strand 


- 




Start 


x by u 








End 


8447 




Name 


r\ t o q n q n n i / 
uj y y u y u / x h 


.0114 


.C23.o9, 


,tw 


Method 


TBLASTX: Wheat 




Start 


1781 








End 


2013 




C T 

bX 


none 








Score 


on a 
z U 4 




Exons 


1 7 R 1 1PH1 
1/01. . lOUl/ 


lol4 


. . zUll, 


lo3 / . 


.2013 






Seq. No. 


Z X X X O 








Seq. ID 


OJ990907_14 .0114 


.C23 


Gene No. 


A A HQ 1 








Strand 






Start 


1 fiQfi 
1D?U 








End 


8447 




Name 


Uij yyuyu/ x 4 


.0114 


.C23.o7. 


.tw 


Method 


TBLASTX: Wheat 




Start 


2047 








End 


2398 




C T 


none 








Score 


293 




Exons 


9 0/11 99/1 
Z U 3 / . . ZZ 4 X , 


2048 


. .2398 










Seq. No. 


O 1 1 "I c 

zlllO 








Seq. ID 


OJ990907_14.0114 


.C23 


Gene No. 


44087 








Strand 






Start 


1690 








End 


8447 




Name 


OJ990907 14 


.0114 


.C23.o6, 


. tm 


Method 


TBLASTX: Maize 




Start 


2048 








End 


2353 






none 








Score 


232 




Exons 


2048. .2353, 


2062 


. .2226 










Seq. No. 


21115 








Seq. ID 


OJ990907_14 .0114 


.C23 


Gene No. 


44087 








Strand 






Start 


1690 








End 


8447 




Name 


OJ990907 14 


.0114 


.C23.o7. 


,tm 


Method 


TBLASTX: Maize 




Start 


2699 








End 


3022 




GI 


none 








Score 


183 . 




Exons 


2699. .3022 














Seq. No. 


21115 








Seq. ID 


OJ990907_14 .0114 


.C23 


Gene No. 


44087 








Strand 






Start 


1690 








End 


8447 





21423 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start, 

Name 

Start 

GI 

Exons 

Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



OJ990907_14, 

2705 

none 

2705. .2914, 

21115 
44087 
1690 

OJ990907_14. 

3238 

none 

3238. .3531, 

21115 
44087 . 
1690 

OJ990907_14, 

3253 

none 

3253. .3528, 

21115 
44087 
1690 

OJ990907_14. 

3611 

none 

3611. .3790, 

21115 
44087 
1690 

OJ990907_14. 

3665 

none 

3665. .3697, 

21115 " 

44087 

1690 

OJ990907_14. 

3773 

none 

3773. .4075, 

21115 
44087 
1690 

OJ990907_14. 

4076 

none 

4076. .4498, 

21115 
44087 
1690 

OJ990907 14. 



0114.C23.o8.tw 



2761.. 2913, 2959. 



0114.C23.o4.tw 



Method TBLASTX : Wheat 

End 3127 

Score 162 - 

.3072, 2960. .3127 , * 

Seq. ID OJ990907_14.0114.C23 
Strand 

End 8447 

Method TBLASTX : Wheat 

. End" 3724 

Score 52 

3242.. 3292, 3347.. 3724, 3356.. 3658, 3583.. 3681 

Seq. ID OJ990907_14.0114.C23 
Strand 

End * 8447 

0114.C23.o5.tm Method TBLASTX : Maize 

End 3541 

Score 279 



3254. .3541 . 

Seq. ID OJ990907_14 .0114 .C23 
Strand 

End 8447 

01 14 . C23 . o3 . tm Method TBLASTX : Mai ze 

End 4111 

Score 158 
3619.. 3738, 3797.. 4111, 3937.. 3990, 4018.. 4068 



0114 .C23.ol.ts 
3667.. 3696, 3701. 

0114.C23.o5.tw 
3775. .4059 

0114 .C23.o3.tw 
4108. .4497 

0114 .C23.o3.ts 



Seq. ID OJ990907_14.0114.C23 
Strand 

End 8447 

Method TBLASTX : Soybean 

End 4 060 

Score 57 
.4060, 3703. .3738, 3769. .4059 

Seq. ID'--OJ990907_14.0114.C23 
Strand 

End 8447 

Method TBLASTX : Wheat 

End 4075 

Score 373 



Seq. ID OJ990907_14.0114.C23 
Strand 

End 8447 

Method TBLASTX : Wheat 

End 4 4 98 

Score 590 



Seq. ID OJ990907_14.0114.C23 
Strand 

End 8447 

Method TBLASTX : Soybean 



21424 




Start 


4082 








End 


4327 




GI 


none 








Score 


207 




Exons 


4082 . . 4327 , 


4099 


. . 4227 










Seq. No. 


21115 








Seq. ID 


OJ990907 14.0114 


.C23 


Gene No. 


44087 








Strand 






Start 


1690 








End 


8447 




Name 


OJ990907 14 


All* 

.0114 


. C23 . o2 


. tm 


Method 


TBLASTX :M§ize 




Start 


4147 








End 


4501 




GI 


none 








Score 


474 




Exons 


4147 . .4497, 


4148 


... 4501 










Seq. No. 


21115 








Seq. ID 


OJ990907 14.0114 


.C23 


Gene No. 


44087 








Strand 






Start 


1690 








End 


8447 




Name 


ojyyuyU7 14 


.0114 


. C23 . o2 


. tw 


Method 


TBLASTX : Wheat 




Start 


4501 








End 


5068 




GI 


none 








Score 


656 




Exons 


4501 . . 5067 , 


4532 


. . 5068 










Seq. No. 


21115 








Seq. ID 


OJ990907_14 .0114 


.C23 


Gene No. 


44087 








Strand 






Start 


1690 








End 


8447 




Name 


OJ990907 14 


. 0114 


. C23 . ol 


. tc 


Method 


TBLASTX: Cress 




: ~ Start 


4775 








End 


5092 




:=P GI 


none 








Score 


90 




11 Exons 


4775 . .4948, 


4949 


. . 5092, 


4951 . 


. 5091 






1 1 

=l Seq. No. 


21115 








Seq. ID 


OJ990907_14 . 0114 


.C23 


1 Gene No. 


44087 








Strand 






Jf Start 


1690 








End 


8447 




~ Name 


OJ9909Q7 14 


/"\ 1 1 A 

. 0114 


. C23 .o2 


. ts 


Method 


TBLASTX: Soybean 




Li Start 


4856 








End 


5117 




GI 


none 








Score 


296 




-~ Exons 

s? 


4856 . . 5116, 


4861 


. . 5115, 


4920. 


.5117 






. 5 

" 3 Seq. No. 


21115 








Seq. ID 


OJ990907_14 .0114 


-C23 


= ! Gene No. 


44087 








Strand 






3 Start 


1690 








End 


8447 




-s Name 


OJ99090 / 14 


.0114 


. C23 . o4 


. tm 


Method 


TBLASTX : Mai ze 




^ Start 


4 915 








End 


5206 




GI 


none 








Score 


374 




Exons 


4915 . . 5202, 


4 916 


. . 5206 










Seq. No. 


21115 








Seq. ID 


OJ990907 14 . 0114 


.C23 


Gene No. 


44087 








Strand 






Start 


1690 








End 


8447 




Name 


/"\ T A A A A A H -1 A 

OJ990907 14 


.0114 


. C23 . ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


5075 








End 


5701 




GI 


none 








Score 


705 




Exons 


5075 . .5701, 


5131 , 


. . 5589, 


5447 . 


.5698 






Seq. No. 


21115 








Seq. ID 


OJ9909'07_14 .0114 


.C23 


Gene No. 


44087 








Strand 






Start 


1690 








End 


8447 




Name 


OJ990907 14, 


.0114. 


,C23.ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


5255 








End 


5839 





21425 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 231 

5255. .5416, 5263. .5409, 5414. .5839, 5416. .5838 



21115 ~ Seq. ID 

44087 Strand 

1690 End 
OJ990907_14.0114.C23.o6.tw Method 

5701 End 

none Score 

5701... 5970, 5702.. 6034, 5705.. 6013 



OJ990907_14.0114.C23 
8447 

TBLASTX: Wheat * 

6034 

323 



Seq. No. 21116 

Gene No. 44088 

Start 1 

Name OJ990907_14 . 0114 *. C24 . ol . np 

Start - 1 

GI 4416302 

Exons 1..259 



Seq. ID OJ990907_14.0114.C24 



Strand 
End 

Method 

End 

Score 



+ 

1198 
AAT/NAP 
259 
285 



Exons 1..259 
GI Descrip. (AF105716) copia-type pol polyprotein [Zea mays] 



Seq. No. 21116 Seq. ID 

Gene No. 44088 Strand 

Start 1 End 

Name OJ990907_14 . 0114 .C24 . o2 .np Method 

Start 1 End 

GI ~ 4680183 Score 

Exons 1..67, 454. .524, 1130. .1198 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



OJ990907_14.0114.C24 
+ 

1198 
AAT/NAP 
1198 
132 



Seq. No. 


21116 








Seq. ID 


OJ990907_14.0114 


.C24 


Gene No. 


44089 








Strand 






Start 


797 








End 


1097 




Name 


OJ990907 


14.0114.C24 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1 








End 


259 




GI 


none 








Score 


328 




Exons 


1..240, 2 


..259, 66.. 


242 










Seq. No. 


. 21116 








Seq. ID 


OJ990907_14 .0114 


.C24 


Gene No. 


44089 








Strand 






Start 


797 








End 


1097 




Name 


OJ990907 


14.0114.C24 


.ol. 


gs 


Method 


GENSCAN 




Start 


797 








End 


1097 




GI 


none 








Score 


.82 




Exons 


797. .974, 


991. .1097 












Seq. No. 


21117 








Seq. ID 


OJ990907_14.0114, 


.C25 


Gene No. 


44090 








Strand 


+ 




Start 


182 . 








End 


576 




Name 


OJ990907 


14.0114.C25 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


175 








End 


576 




GI 


none 








Score 


393 




Exons 


175. .357, 


183. .446, 


184. 


.453, 


185. .433, 


278. .454, 282.. 


452, 




423. .566, 


423. .509, 


442. 


.570, 


463. .576 






Seq. No. 


21117 








Seq. ID 


OJ990907_14 .0114 


.C25 


Gene No. 


44090 








Strand 


+ 




Start 


182 








End 


576 





21426 



Name 


OJ990907_14 . 0114 .C25.ol .gs 


Method 


GEN SCAN 


Start 


182 


End 


515 




none 


Score 


.4 


Exons 


182. .515 






Seq. No. 


21117 


Seq. ID 


OJ990907_14 . 0114 . C25 


Gene No. 


44090 


Strand 


+ 


Start 


TOO 

182 


End 


576 


Name 


OJ990907 14.0114.C25.ol.np 


Method 


AAT/NAP 


Start . 


182 


End 


573 


GI 


6630685 


Score 


527 


Exons 


182. .573 






GI Descrip. 


(AP000969) Similar to copia- 


type pol polyprotein. (AF105716) 




[Oryza sativa] 






Seq. No. 


21117 


Seq. ID 


OJ990907_14 .0114.C25 


Gene No. 


44090 


Strand 


+ 


Start 


182 


End 


576 


Name 


OJ990907 14 .0114 .C25.ol.ts 


Method 


TBLASTX : Soybean 


Start 


189 


End 


431 . 


GI 


none 


Score 


119 


Exons 


189. .335, 194. .256, 342. .431 






Seq. No. 


21118 


Seq. ID 


OJ990907_10.0128.C1 


Gene No.. 


44091 


Strand' 


+ 


Start 


1 ' 


End 


659 


Name 


OJ990907 10.0128.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


659 


GI 


4415931 


Score 


175 


Exons 


1..60, 572. .659 






GI Descrip. 


(AC006418) putative ubiquitin [Arabidopsis thaliana] 


Seq. No. 


21119 


Seq. ID 


OJ990907_10.0128.C2 


Gene No. 


44092 


Strand 


+ 


Start 


728 


End 


2855 


Name 


OJ990907 10.0128.C2.ol.gp 


Method 


AAT/GAP 


Start 


728 


End 


2855 


GI 


72829 1.R1084 


Score 


1022 


Exons 


728. .921, 1900. .2138, 2693.. 


2855 




GI Descrip. 


'3157951 3.0e-35 (AC002131) 


Contains similarity to vesicle 




trafficking protein gb U91538 from Mus 


musculus. ESTs gb Fl 




and gb_F14097 come from this 


gene. [Arabidopsis thaliana] 1 


Seq. No. 


21119 


Seq. ID 


OJ990907_10.0128.C2 


Gene No. 


44092 


Strand 


+ 


Start 


728 


End 


2855 


Name 


OJ990907 10.0128.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1902 


End 


2148 


GI 


none 


Score 


332 


Exons 


1902.. 2144, 1903.. 2145, 1906 


. .2148 




Seq. No. . 


21119 


Seq. ID 


OJ990907_10.0128.C2 


Gene No. 


44092 


Strand 


+ 


Start 


728 


End 


2855 


Name 


OJ990907 10.0128.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1926 


End 


2146 


GI 


none 


Score 


286 



21427 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1926. .2126, 1942. .2142, 1943. .2134, 1949. .2146, 1951. .2142 



21119 

44092' 

728 

OJ990907_10.0128.C2.ol.tc 

1945 

none 



Seq. ID OJ990907_10.0128.C2 

Strand + 

End 2855 

Method TBLASTX : Cress 

End 2852 

Score 271 



1945.. 2142, 1950.. 2138, 1951.. 2142, 2689.. 2769, 2693.. 2770, 
2694.. 2771, 2781.. 2801, 2804.. 2851, 2805.. 2852 



21119 Seq. ID OJ990907 

44092 Strand + 

728 End 2855 

OJ990907_10 . 0128 . C2 . ol . gs Method GEN SCAN 

1951 End 2148 

none Score .71 
1951. .2148 



10. 0128. C2 



Seq. No. 21119 Seq. ID OJ990907_10 . 0128 . C2 

Gene No. 44092 Strand + 

Start 728 End 2855 

Name OJ990907_10 . 0128 . C2 . ol . np Method AAT/NAP 

Start 1951 End 2855 

GI 3157951 Score 47.7 

Exons 1951.. 2140, 2567.. 2855 

GI Descrip. (AC002131) Contains similarity to vesicle trafficking protein 

gb|U91538 from Mus musculus. ESTs gb|F15494 and gb|F14097 come 

from this gene. [Arabidopsis thaliana] 



Seq. No. 


21119 








Seq. ID 


OJ990907_10.0128.C2 


Gene No. 


44092 








Strand 


+ 


Start 


728 








End 


2855 


Name 


OJ990907 10 


.0128. 


C2.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


2654 








End 


2853 


GI 


none 








Score 


213 


Exons 


2654. .2845, 


2654. 


.2851, 


2656. . 


,2853, 2664.. 2852 


Seq. No. 


21119 








Seq. ID 


OJ990907_10.0128.C2 


Gene No. 


44092 








Strand 


+ 


Start 


728 








End- 


2855 


Name 


OJ990907 10 


.0128. 


C2 . o2 . 


ts 


Method 


TBLASTX : Soybean 


Start 


• 2693 








End 


2853 


GI 


none 








Score 


90 


Exons 


2693. .2851, 


2693. 


.2851, 


2694. . 


2852, 2716.. 2853 


Seq. No. 


21120 








Seq. ID 


OJ990907 10. 0128. C3 


Gene No. 


44093 








Strand 


+ 


Start 


1 








End. 


1440 


Name 


OJ990907 10 


.0128. 


C3.ol. 


np 


Method 


AAT/NAP 


Start 


1 






End 


1437 


GI 


3157951 








Score 


359 


Exons 


1..133, 637 


. .713, 


1357. 


.1437 






GI Descrip. 


(AC002131) Contains similarity to vesicle trafficking protein 



gb|U91538 from Mus musculus. ESTs gb|F154 94 and gb|F14097 come 
from this gene. [Arabidopsis thaliana] 



21428 



Seq. No. 21120 Seq. ID 

Gene No. 44093 Strand 

Start 1 End 

Name OJ990907JL0 . 0128 .C3 .ol . gs Method 

Start 589 End 

GI none Score 

Exons 589.. 713, 1357.. 1440 



OJ990907_ 
+ 

1440 
GENSCAN 
1440 
.52 



10. 0128. C3 



Seq. No. 21120 Seq. ID OJ990907_10 . 0128 . C3 

Gene No. 44094 Strand + 

Start 1357 End 2116 

Name OJ990907_10 . 0128 . C3 . ol . gp Method AAT/GAP 

Start 1357 End 2116 

GI 72829JL.R1084 Score 1335 

Exons 1357.. 2116 

GI Descrip." '3157951 3.0e-35 (AC002131) Contains similarity to vesicle 

trafficking protein gb_U91538 from Mus musculus. ESTs gb_F154 94 
and gb F14097 come from this gene. [Arabidopsis thaliana] 1 



Seq. No. 


21120 


Seq. ID 


OJ990907_10.0128 


.C3 


Gene No . 


44095 


Strand 


- 




Start 


922 


End 


3128 




Name 


OJ990907 10.0128.C3.ol.tc 


Method 


TBLASTX: Cress 




:3 start 


1 


End 


135 






none 


Score 


209 




=rt Exons 


1..132, 3. .92, 7. .135 








Seq. No. 


21120 


Seq. ID 


OJ990907_10.0128 


.C3 


:J Gene No. 


44095 


Strand 






: J Start 


922 


End 


3128 




1 Name 


OJ990907 10.0128.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


148 




* GI 


none 


Score 


228 




Exons 


1..141, 1..141, 2. .148, 2.. 


148 






J Seq. No. 


21120 


Seq. ID 


OJ990907_10.0128 


.C3 


Gene No. 


44095 


Strand 






*l Start 


922 


End 


3128 




:? Name 


OJ990907 10.0128.C3.ol.ts 


Method 


TBLASTX: Soybean 




f Start 


1 


End 


1439 




5 GI 


none 


Score 


194 




Exons 


1..129, 1..123, 1354.-. 1437, 


1356. .1439 






Seq. No. 


21120 


Seq. ID 


OJ990907_10.0128 


.C3 


Gene No. 


44095 


Strand 






Start 


922 


End 


3128 




Name 


OJ990907 10.0128.C3.o2.np 


Method 


AAT/NAP 




Start 


922 


End 


2955 




GI 


6633834 


Score 


238 




Exons 


922. .949, 2510. .2955 








GI Descrip. 


(AC009519) F1N19.3 [Arabidopsis thaliana] 




Seq. No. 


21120 


Seq. ID 


OJ990907_10.0128 


.C3 


Gene No. 


44095 , 


Strand 






Start 


922 


End 


3128 




Name 


OJ990907 10.0128.C3.o2.gs 


Method 


GENSCAN 




Start 


2340 


End 


3119 





21429 



GI 

Exons 



none 

2340. .3119 



Score 



.64 



Seq. No. ■ 21120 Seq. ID 

Gene No. 44095 Strand 

Start 922 End 

Name OJ990907_10.0128.C3.o3.np Method 

Start 2481 End 

GI 322759 Score 

Exons 2481.. 2834, 2997.. 3128 

GI Descrip. pistil extensin-like protein (clone pMG14) - common tobacco 

(fragment) gi i 19927 | emb | CAA78393 | (Z14015) pistil extensin like 
protein [Nicotiana tabacum] 



OJ990907_ro.0128.C3 

3128 
AAT/NAP 
3128 
75 





Seq. No. 


21120 


Seq. ID 


OJ990907_10 .0128 


.C3 




Gene No. 


44095 


Strand 








Start 


922 


End 


3128 






Name 


OJ990907_10.0128.C3.o2. ts 


Method 


TBLASTX : Soybean 






Start 


ATA Jl 

2584 


End 


2831 






GI 


none 


Score 


79 






Exons 


2584.. 2766, 2601.. 2777, 2775. 


.2831 








Seq. No. 


21121 


Seq. .ID 


OJ990907_10.0128 


.C4 




.-.Gene Nol . 


: 4.4 09.6 . . 


Strand 


• + 








\jK39;. ' ' " '"■ ^, _ *-■' 


'End 


'2057- . • 




: ; 

IT! 


Name 


OJ990907 10. 0128i*C4 .ol.gs 


Method 


GENSCAN 






Start 


139 


End 


2057 




I s ! » " 


GI 


none 


Score 


. 69 






Exons 


139. .175, 1921.. 2057 








: : i:r 


Seq. No. 


21121 


Seq. ID 


OJ990907_10.0128 


.C4 




Gene No. 


44097 


Strand 


+ 






Start 


8327 


End 


8778 






Name 


OJ990907 10.0128.C4.o2.gp 


Method 


AAT/GAP 






Start 


8093 


End 


8150 






GI 


2312838 


Score 


69 






Exons 


8093. .8150 










GI Descrip. 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 








4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence 






Seq. No. 


21121 


Seq. ID 


OJ990907_10.0128 


.C4 




Gene No. 


44097 


Strand 


+ • 






Start 


8327 


End 


8778 






Name 


OJ990907 10.0128.C4.o4.gs 


Method 


GENSCAN 






Start 


8327 


End 


8778 






GI 


none 


Score 


.76 






Exons 


8327. .8369, 8390. .8529, 8674. 


.8778 







Seq. No. 21121 

Gene No. 44098 

Start 9033 

Name OJ990907_10 . 0128 . C4 . o2 . np 

Start 8994 

GI 1174740 

Exons 8994.. 9578, 11346 1164 1, 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
11762. . 11831, 



OJ990907_10.0128.C4 

+■ 

12305 
AAT/NAP 
12305 
871 

11926. .12305 



DNA TOPOISOMERASE II gi | 2 12 957 6 | pir | | S53599 DNA topoisomerase II 
- Arabidopsis thaliana gi 1474890 (L21015) topoisomerase II 



21430 




[Arabidopsis thaliana] 



Seq. No. 


21121 






Seq. ID 


OJ990907_10/0128.C4 


Gene No. 


44098 






Strand 


+ 


Start 


9033 






End 


12305 


Name 


OJ990907 10 


.0128. 


C4 ,o5.gs 


Method 


GENSCAN 


Start 


9033 






End 


12196 


GI 


none 






Score 


. 84 


Exons 


9033. . 9578, 


11346. .11641, 11762. .11831 


, 11926. .12196 


Seq. No. 


21121 






Seq. ID 


OJ990907JL0.0128.C4 


Gene No. 


44099 






Strand 


— 


Start 


3422 






End 


3879 


Name 


OJ990907 10 


.0128. 


C4 .o2.gs 


Method 


GENSCAN 


Start 


3422 






End 


3879 


GI 


none 






Score 


.77 


Exons 


3422. .3509, 


3563. 


.3879 






Seq. No. 


21121 






Seq. ID 


OJ990907_10.0128.C4 


Gene No. 


44100 






Strand 




Start 


5340 






End 


7324 


Name 


OJ990907 10 


.0128. 


C4 .o3.gs 


Method 


GENSCAN 


Start 


5340 






End 


7291 


GI 


none 






Score 


.96 


Exons 


'.5340. ;6liS', 


6139. 


.-.7291 ■ 






Seq. No. 


21121 






Seq. ID 


OJ990907 10. 0128. C4 


Gene No. 


44100 






Strand 




Start 


5340 






End 


7324 


Name 


OJ990907 10 


.0128. 


C4 . ol .np 


Method 


AAT/NAP 


Start 


5343 






End 


7324 


GI 


6723392 






Score 


1259 


Exons 


5343. .6052, 


6139. 


.6733, 6770. 


.7324 




GI Descrip. 


(AL132956) pectinesterase-like protein 


[Arabidopsis thaliana] 


Seq. No. 


21121 






Seq. ID 


OJ990907_10.0128.C4 


Gene No. 


44100 






Strand 




Start 


5340 






End 


7324 


Name 


OJ990907 10 


.0128. 


C4 .ol.ts' ' 


Method 


TBLASTX : Soybean 


Start 


5346 






End 


5921 


GI 


none 






Score 


189 


Exons 


5346. .5663, 


5353. 


.5628, 5706. 


.5831, 5722..5832, 5832. .5921, 




5833. .5919 










Seq. No. 


21121 






Seq. ID 


OJ990907_10.0128.C4 


Gene No. 


44100 






Strand 




Start 


5340 






End 


7324 


Name 


OJ990907 10. 


.0128. 


C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


5367 






End 


6730 


GI 


none 






Score 


109 


Exons 


5367. .5654, 


5368. 


.5631, 5709. 


.6038, 5722. .6039, 6170. .6400, 




6189. .6377, 


6665. 


.6730 






Seq. No. 


21121 






Seq. ID 


OJ990907_10.0128.C4 


Gene No. 


44100 






Strand 




Start 


5340 






End 


7324 


Name 


OJ990907 10, 


,0128. 


C4 .ol.tm 


Method 


TBLASTX: Maize 



21431 



Start 
GI 

Exons 



5431 End 6451 

none Score 55 

5431.. 5601, 5445.. 5528, 5553... 5663, 5706.. 6038, 5710.. 6039, 

6179,. 6379, 6189.. 6383, 6410.. 6451 



Seq. No. 


21121 


Seq. ID 


OJ990907_10.0128.C4 


Gene No. 


44100 


Strand 




Start 


5340 


End 


7324 


Name 


OJ990907 10 . 0128 . C4 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


5589 


End 


6012 


GI 


none 


Score 


39 


Exons 


5589.. 5663, 5602.. 5631, 5706. 


.6008, 5713.. 6012 


Seq. No. 


21121 


Seq. ID 


OJ990907_10.0128.C4 


Gene No. 


44100 


Strand 




Start 


5340 


End 


7324 


Name 


OJ990907_10.0128 .C4 .o2. ts 


Method 


TBLASTX : Soybean 


Start 


5922 


End 


6457 


GI 


none 


Score 


73 


Exons 


5922.. 6038, 5923.. 6039, 6141. 


.6377, 6164.. 6403, 6362.. 6457 


Seq. No. 


21121 


Seq. ID 


OJ990907_10.0128.C4 


Gene No. 


44101 


Strand 




Start 


9117 


End 


12195 


Name • ' ' 


OJ990907 -10.0128.C4 .o2.te- 


Method 


TBLASTX : Cress . 


Start 


9117 


Efid ' 


12195 


GI 


none 


Score 


56 


Exons 


9117. .9170, 9162. .9311, 9203. 


.9304, 9387. .9587, 9512. .9586, 




11337. .11588, 11343. .11645, 11345 .. 11644 , 11760 .. 11813, 




11893. .12192, 11923.. 12195 






Seq. No. 


21121 


Seq. ID 


OJ990907_10.0128.C4 


Gene No. 


44101 


Strand 




Start 


9117 


End 


12195 


Name 


OJ990907 10.0128.C4.o2.tm 


Method 


TBLASTX: Maize 


Start 


9354 


End 


11621 


GI 


none 


Score 


205 


Exons 


9354. .9401, 9387. .9581, 9387. 


.9437, 9512. .9580, 11343. .1162 




11343. .11621 






Seq. No. 


21122 


Seq. ID 


OJ990907_10.0128.C6 


Gene No. 


44102 


Strand 




Start 


528 


End 


1074 


Name 


OJ990907 10.0128.C6.ol.gp 


Method 


AAT/GAP 


Start 


518 


End 


1074 


GI 


30964 1.R1084 


Score 


1059 


Exons 


518. .1074 






GI Descrip. 


1 1420932/gb|U61383|ORU61383 7 


.0e-21 Oryza rufipogon 




4-coumarate-CoA ligase gene, 


intron 1, 


partial sequence' 


Seq. No. 


21122 


Seq. ID 


OJ990907_10.0128.C6 


Gene No. 


44102 


Strand 




Start 


528 


End 


1074 *" 


Name 


OJ990907 10.0128.C6.ol.gs 


Method 


GENSCAN 


Start 


528 


End 


1001 


GI 


none 


Score 


.82 


Exons 


528.. 1001 







21432 




Seq. No. 


21123 










Seq. ID 


OJ990907_10 .0128 


. C7 


Gene No. 


44103 










Strand 


+ 




Start 


1 










End 


662 




Name 


OJ990907_10 


.0128 


.C7 


.ol. 


np 


Method . 


AAT/NAP 




Start 


1 










End . 


662 




GI 


4415931 










Score ; 


337 




Exons 


1 . . 662 
















GI Descrip. 


(AC006418) 


putative 


ubiquitin 


[Arabidopsis thaliana] 




Seq. No. 


21123 










Seq. ID 


OJ990907_10.0128 


.CI 


Gene No. 


44103 










Strand 


+ 




Start 


1 










End 


662 




Name 


OJ990907 10 


.0128 


.C7 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


14 










End 


402 




GI 


none 










Score 


317 




Exons 


14 . . 331, 22 


. .402 














Seq. No. 


21123 










Seq. ID 


OJ990907_10.0128 


.C7 


Gene No. 


44103 










Strand 


+ 




Start 


1 










End 


662 




Name 


OJ990907 10 


.0128 


.C7 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


52 










End 


238 




GI 


none 










Score 


206 




Exons 


52;.237, 53 


. .238 














Seq. No. 


21123 










Seq. ID 


OJ990907_10. 0128 


.C7 


Gene No. • 


44103 










Strand 


+ 




Start 


1 










End 


662 




Name 


OJ990907_10 


.0128 


.CI 


.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


52 










End 


339 




GI 


none 










Score 


271 




Exons 


CO n O A CO 

52 . . 339, 53 


. .337 














Seq. No. 


21123 










Seq. ID 


OJ990907_10.0128 


-C7 


Gene No. 


44103 










Strand 


+ 




Start 


1 










End 


662 




Name 


OJ990907_10 


.0128, 


.C7 


.ol. 


gs 


Method 


GENSCAN 




Start 


53 








End 


629 




GI 


none 










Score 


.96 




Exons 


53 . .629 
















Seq. No. 


21124 










Seq. ID 


OJ990907_10.0128 


.C8 


Gene No. 


44104 










Strand 


+ 




Start 


1563 










End 


3931 




Name 


*"*\ T A A A A A H -1 

OJ990907 10 


.0128, 


,C8. 


.ol. 


gs 


Method 


GENSCAN 




Start 


1563 










End 


3931 




GI 


none 










Score 


.42 




Exons 


1563. . 1624, 


2047, 


. .2299, 


2310. . 


,2484, 3747.. 3931 




Seq. No. 


21124 










Seq. ID 


OJ990907_10. 01-28 


.C8 


Gene No. 


44105 










Strand 


+ 




Start 


4703 










End 


7891 




Name 


OJ990907 10 


.0128. 


,C8. 


.02. 


np 


Method 


AAT/NAP 




Start 


4624 










End 


7891 




GI 


6587806 










Score 


426 




Exons 


4624. .5071, 


5229. 


.5411, 


6293. . 


6421, 6699.. 6912, 6982.. 7100, 



21433 



7613. .7891 

GI Descrip. (AC010924) Contains similarity to gb|M82916 MRS 2 protein from 
Saccharomyces cerivisae. ESTs gb|N96043, gb|AI998651, 
gb|AA585850, gb|T42027 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 21124 

Gene No. 44105 

Start 4703 

Name OJ990907_10 . 0128 . C8 . o2 . gs 

Start 4703 

GI none 
Exons 



Seq. ID OJ990907_10.0128 .C8 

Strand + 

End 7891 

Method GENSCAN 

End 7124 

Score . 62 



4703. .5119, 5274.. 5411, 6293.. 6421, 6699.. 6829, 6929.. 7124 



Seq. No. 21124 

Gene No. 44105 

Start 4703 

Name OJ990907JL0 . 0128 . C8 . ol . gp 

Start 5238 

GI uC-osroM202031e04bl 

Exons 5238.. 5411, 6293.. 6421, 

GI Descrip. 1 4406759/gb | AAD20070 | 8 
[Arabidopsis thaliana] 1 



Seq. ID OJ990907_10.0128.C8 
Strand + 
End 7891 
Method AAT/GAP 
End 7034 
Score 984 
6699. .6829, 6941. .7034 
0e-15 (AC006836) hypothetical protein 



■Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 



21124 " 

44106 

9687 

OJ990907_10.0128.C8.o4 . gs 

9687 

none 



Seq. ID CTJ990907_ld.0128.C8 



Strand 
End 

Method 

End 

Score 



+ 

12555 
GENSCAN 
12555 
.57 



9687.. 11587, 12129 .. 12288 , 12499.. 12555 



Seq. No. 21124 Seq. ID 

Gene No. 44107 Strand 

Start 12975 End 

Name OJ990907_10 . 0128 . C8 . o2 . gp Method 

Start 12975 End 

GI none Score 

Exons 12975.. 13330 



OJ990907_10.0128.C8 
+ 

13330 
AAT/GAP 
13330 
664 



Seq. No. 21124 Seq. ID 

Gene No. 44108 Strand 

Start 17287 End 21973 

Name OJ990907JL0 . 0128 . C8 . 06. gs Method GENSCAN 

Start . 17287 End 21973 

GI none Score .79 

Exons 17287. .17299, 17883 .. 17969, 18083 .. 18189, 20348 

20701. .20860, 20956 .. 21014 , 2 1103 .. 21313, 21917 



OJ990907_10.0128.C8 
+ 



,20421, 
.21973 



Seq. No. 21124 

Gene No. 44108 

Start 17287 

Name OJ990907_10 . 0128 . C8 . o4 . np 

Start 17876 

GI 5263329 

Exons 17876. .17969, 18083 .. 18189, 



Seq. ID OJ990907_10.0128 , 

Strand + 

End 21973 

Method AAT/NAP 

End 21526 V 

Score 832 



18482. . 18598, 18675. 



20348. .20421, 20615 .. 20668 , 20756 .. 20849, 20942, 



.18771, 
.21014, 



C8 



21434 



21103. .21313, 21470.. 21526 
GI Descrip. (AC007727) Contains PF 1 00.64 6 F-box domain. ESTs gb|Z37267, 
gb|R90412 / gb|Z37268 and gb|T88189 come from this gene. 
[Arabidopsis thaliana] 

Seq. No. 21124 Seq. ID OJ990907_10 . 0128 . C8 

Gene No. 44108 Strand + 

Start 17287 End 21973 

Name OJ990907_10 . 0128 . C8 . o4 . gp Method AAT/GAP 

Start 21243 End 21831 

GI uC-osflcyp079b01al Score 830 

Exons 21243. .21313, 21470.. 21831 

GI Descrip. ' 5263329/gb | AAD41431 . 1 | AC007727_20 2 . 0e-10 (AC007727) Contains 

PF_00646 F-box domain. ESTs gb_Z37267, gb_R90412, gb_Z37268 and 
gb_T88189 come from this gene. [Arabidopsis thaliana] * 



Seq. No. 


21124 


Seq. ID 


OJ990907 


Gene No. 


44109 


Strand 




u Lai L 


3499 


End 


3931 


Name 


OJ990907 10.0128.C8.ol.np 


Method 


AAT/NAP 


Start 


- 3499 


End 


3931 


GI 


6539570 


Score 


167 


Exons 


3499.. 3565, 3737.. 3931 






GI Descrip. 


,.(AP000836) hypothetical protein [Oryza 


sativa] 


Seq. No.' 


21124 


Seq. ID 


OJ990907 


Gene No. 


44110 


Strand 




Start 


7595 


End 


7930 


Name 


OJ990907 10.0128.C8.o3.gs 


Method 


GENSCAN 


Start 


7595 


End 


7930 


GI 


none 


Score 


.46 


Exons 


7595. .7930 






Seq. No. 


21124 


Seq. ID 


OJ990907 


Gene No. 


44111 


Strand 




Start 


13654 


End 


16070 


Name- 


OJ990907 10.0128.C8.o5/gs 


Method 


GENSCAN 


Start 


13654 


End 


15616 


GI 


none 


Score 


.81 


Exons 


13654. .13764, 14 160 14 621, 


15410. .15616 


Seq. No. 


21124 


Seq. ID 


OJ990907 


Gene No. 


44111 


Strand 




Start 


13654 


End 


16070 


Name 


OJ990907 10.0128.C8.o3.np 


Method 


AAT/NAP 


Start 


13717 


End 


16070 


GI 


4583546 


Score 


395 


Exons 


13717. .13927, 14 160 .. 14 616, 


16018. . 16070 


GI Descrip. 


(AJ010819) GrpE protein [Arabidopsis thaliana] 


Seq. No. 


21124 


Seq. ID 


OJ990907_ 


Gene No. 


44111 


Strand 




Start 


13654 


End 


16070 


Name 


OJ990907 10.0128.C8.o3~.gp 


Method 


AAT/GAP 


Start 


14148 


End 


15608 


GI 


9372 1.R1084 


Score 


1093 


Exons 


14148. .14621, 15410.. 15608 







21435 



GI Descrip. 1 4 58354 6/emb | CAB4 0381 . 1 1 1.0e-21 (AJ010819) GrpE protein 
[Arabidopsis thaliana] ' 



Seq. No. 


21124 




Seq. ID 


OJ990907 


_10.0128 


.C8 


Gene No. 


44112 




Strand 


- 






Start 


21938 




End • 


22044 






Name 


OJ990907 10. 0128. C8 


.o2.tc 


Method 


TBLASTX: 


Cress 




Start 


319 




End 


477 






GI 


none 




Score 


99 






Exons 


q Ann Ton A&a 












Seq. No. 


21124 




Seq. ID 


OJ990907 


_10.0128 


,C8 


Gene No. 


44112 




Strand 


- 






Start 


21938 




End 


22044 






Name 


OJ990907 10. 0128. C8 


.o4 . ts 


Method 


TBLASTX: 


Soybean 




Start 


319 




End 


475 






GI 


none 




Score 


117 






Exons 


319. .474, 320. .475 












Seq. No. 


21124 




Seq. ID 


OJ990907 


_10.0128 


.C8 


Gene No. 


44112 




Strand 








Start 


21938 




End 


22044 






Name 


OJ990907 10. 0128. C8 


. o5 . tm 


Method 


TBLASTX : 


Maize 




Start 


5322 




End 


7780 






G;I* 


& V hone 




• Score 


107 ■ 






Exons 


5322.. 5423, 5348.-5422, 6287 


..6421, 62£ 


8. . 6422, 


6290. . 6424, 




6292.. 6426, 6292.. 6465, 7017 


..7088, 7619. .7780 






Seq. No. 


21124 




Seq. ID 


OJ990907 


_10.0128 


.C8 


Gene No. 


44112 




Strand 








Start 


21938 




End 


22044 






Name 


OJ990907 10. 0128. C8 


.o3. ts 


Method 


TBLASTX: 


Soybean 




Start 


5340 




End 


7783 






GI 


none 




Score 


74 






Exons 


5340.. 5405, 6308.. 6424, 6322 


..6426, 7026. .7088, 


7619. .7783 




21124 




Seq. ID 


OJ990907 


_10.0128 


C8 


Gene No. 


44112 




Strand . 








Start 


21938 




End 


22044 






Name 


OJ990907 10. 0128. C8 


. o3 . tm 


Method 


TBLASTX : 


Maize 




Start 


10380 




End 


10979 






GI 


none 




Score 


109 






Exons 


10380. .10586, 10472 


. .10585, 


10575. .10721, 10588 


. .10704, 






10642. .10734, 10666 


. .10734, 


10671. .10964, 10738 


. .10917, 






10789. .10971, 10793 


. .10966, 


10800.. 10979 






Seq. No. 


21124 




Seq. ID 


OJ990907 


_10.0128 


C8 


Gene No. 


44112 




Strand 








Start 


21938 




End 


22044 






Name 


OJ990907 10. 0128. C8 


. o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


10997 




End 


12980 






GI 


none 




Score 


111 






Exons 


10997. .11143, 10998 


. .11141, 


11005. .11157, 11007 


. .11168, 






11137. .11265, 11139 


. .11291, 


11159. .11452, 11175 


. . 11447, 






11326. .11448, 11455 


. .11586, 


11460. .11582, 11463 


. .11588, 






11464. .11586, 12112 


. .12288, 


12139. .12288, 12147 


. .12293, 






12156. .12290, 12496 


. .12549, 


12498. .12548, 12933 


. .12980 





21436 




Seq. No. 


21124 






Seq. ID 


OJ990907_10.0128 


.C8 


Gene No. 


44112 






Strand 






Start 


21938 






End 


22044 




Name 


OJ990907 10. 0128. C8 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


13784 






End 


14456 




GI 


none 






Score 


8 6 




Exons 


13784. 


.13927, 14145 


. . 14456, 


14164. .14241, 14299. .14424 




Seq. No. 


21124 






Seq. ID 


OJ990907_10.0128 


.C8 


Gene No. 


44112 






Strand 






Start 


21938 






End 


22044 




Name 


OJ990907 10. 0128. C8 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


13793 






End 


14597 




GI 


none 






Score 


87 




Exons 


13793. 


.13927, 14145 


. . 14597, 


14158. .14241, 14299.. 14442 




Seq. No. 


21124 






Seq. ID 


OJ990907_10.0128 


.C8 


Gene No. 


44112 . 






Strand 






Start 


21938 






End 


22044 




Name 


OJ990907 10. 0128. C8 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


13835 






End 


14378 




GI 


none 






Score 


76 




Exons 


13835. 


.13927, 14145 


. . 14378, 


14147. .14284, 14166. .14369, 






14308. 


.14376 - 










Seq. No. 


21124 






Seq. ID 


OJ990907__10.0128 


.C8 


Gene No. 


44112 






Strand 






Start 


21938 






End 


22044 




Name 


OJ990907 10. 0128. C8 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14463 






End 


14648 




GI 


none 






Score 


172 




Exons 


14463. 


.14624, 14464 


. . 14625, 


14548. .14625, 1454 9 .. 14 626, 






14565. 


.14648 










Seq. No. 


21124 






Seq. ID 


OJ990907_10.0128 


,.C8 


Gene No. 


44112 






Strand 






Start 


21938 






End 


22044 




Name 


OJ990907 10. 0128. C8 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


17874 






End 


21532 




GI 


none 






Score 


142 




Exons 


17874. 


.17969, 17879 


. . 17989, 


17881. .17976, 17914. .17991, 






18084. 


.18176, 18084 


. . 18140, 


18085. .18192, 18086. .18175, 






18472. 


.18597, 18479 


. .18 604, 


18480. .18596, 18481. .18603, 






18672. 


.18776, 18672 


. . 18773, 


20346. .20423, 20347 .. 20412, 






20349. 


.20432, 20614 


. . 20667, 


20615. .20671, 20753 .. 20878, 






20755. 


.20859, 20953 


. .21024, 


20953. .21036, 21083 .. 21277 , 






21086. 


.21253, 21247 


. .21315, 


21252. .21314, 214 67 .. 21532, 






21469. 


.21528 










Seq. No. 


21124 






Seq. ID 


OJ990907_10.0128 


. C8 


Gene No. 


44112 






Strand 






Start' . 


21938 






End 


2204 4 ' %: ' 




Name 


OJ990907 10. 0128. C8, 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


18094 






End 


18773 




GI 


none 






Score 


80 




Exons 


18094. 


.18207, 18472. 


. .18582, 


18479. .18589, 184 87 .. 18 600, 





21437 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18681. .18773, 18693.. 18755 

21124 
44112 { - 
21938 

OJ990907_10.0128.C8.o2.ts 

18142 

none 



Seq. ID' OJ990907_10.0128.C8 
Strand 

End 22044 

Method TBLASTX : Soybean 

End 18740 

Score 68 



18142. .18192, 18479. .18601, 18479 18598, 18484 .. 18600, 
18681. .18740 



Seq. No. 21124 Seq. ID 

Gene No. 44112 Strand 

Start 21938 End 

Name OJ990907_10 . 0128 .C8 . o5 . gp • Method 

Start 21938 End 

GI none Score 

Exons 21938. .22044 



OJ990907_10.0128.C8 

22044 
AAT/GAP 
22044 
186 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



21125 
44113 
923 

OJ990907_10.0128.C9.ol.gs 

923 

none 



Seq. ID OJ990907_10.0128.C9 

Strand + 

End 3380 

Method GEN SCAN 

End 3380 

Score . .73. 



923. .1116, 1758. .1813, 2698.-2732, 2817. .3047, 3237. .3380 



Seq. No. 21125 
Gene No. 44114 
Start 22341 

Name OJ990907_10 . 0128 . C9 . 06 . gs 

Start 22341 
GI none 

Exons 22341. .22397, 224 11 .. 22451 , 

25047. .25109, 25484 .. 25524 , 
28866. .28967, 29056 .. 29109, 
30065. .30171, 32668. .32772, 
33642. .33722 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990907_10.0128.C9 
+ 



33722 
GENSCAN 
33722 
.52 

22981. .23258, 23372 .. 23509, 
28348. .28617, 28665 .. 28739, 
29166. .29307, 29865 .. 29957 , 
32856..32954, 33040 .. 33358 , 



Seq. No. 21125 Seq. ID 
Gene No. . 44114 Strand 
Start 22341 End- 
Name OJ990907_10 . 0128 . C9 . o3 . gp Method 
Start 28183 End 
GI 60901_1.R1084 Score 
Exons . 28183. .28540, 28665 .. 28739, 
29215.. 29307 

GI Descrip. ' 3046731/emb | CAA06503 | 3.0e-69 (AJ005373) protein kinase 
[Craterostigma plantagineum] • 



OJ990907__10.0128.C9 
+ 

33722 
AAT/GAP 
29307 
1211 



28866. .28967, 29056 29109, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21125 
44114 
22341 

OJ990907_10.0128.C9.o3.np 

28421 

1362051 



Seq. ID OJ990907_10. 012.8. C9 

Strand + 

End 33722 

Method AAT/NAP 

End 33375 

Score 1303 



28421. .28540, 28665.-28739, 28866 .. 28967, 29056 .. 29109, 



21438 



29215. .29307, 29865 .. 29957, 32668.-32772, 32856 .. 32954 , - 
33040. .33375 

GI Descrip. protein kinase 3 - -' soybean gi|310582 (L19361) protein kinase 3 
[Glycine max] 



Seq. No. 21125 

Gene No. 44114 

Start 22341 

Name OJ990907_10 . 0128 . C9 . o4 . gp 

Start 32873 

GI 70271_1.R1084 

Exons 32873. .32954, 33040.. 33639 



Seq. ID OJ990907_10.0128.C9 

Strand + 

End 33722 

Method AAT/GAP 

End 33639 

Score 1308 





GI Descrip. 


, 1362051/pir||S56716 4.0e-37 


protein 


kinase 3 - soybean 








>gi_310582 (L19361) protein 


kinase 3 


[Glycine max] 1 






Seq. No. 


21125 


Seq. ID 


OJ990907JL0.0128 


.C9 




Gene No. 


44115 


Strand 








Start 


821 


End 


1260 






Name 


OJ990907 10.0128.C9.ol.np 


Method 


AAT/NAP 






Start 


821 


End 


1191 






GI 


6382501 


Score 


173 






Exons 


821.. 1028, 1089.. 1191 










GI Descrip. 


(AC010704) unknown protein [Arabidopsis thaliana] 






Seq. Noi 


'£r± 1 Z 0 


Seq. ID 


OJ990907_10.0128 


.C9 


Us 


Gene No. 


'"44115 


Strand 






r -1 


Start 


821 


End 


1260 






Name 


OJ990907 10.0128.C9.ol.gp 


Method 


AAT/GAP 






Start 


992 


End 


1260 








none 


Score 


530 




y 


Exons 


992. .1260 










Seq. No. 


•21125 


Seq. ID 


OJ990907_10.0128 


.C9 


- .. 3 


Gene No. 


44116 


Strand 








Start 


5283 


End 


5963 




"a 


Name 


OJ990907 10.0128.C9.o2.gs 


Method 


GENSCAN 






Start 


5283 :--> 


End 


5963 








none 


Score 


.96 






Exons 


5283. .5963 








;3 


Seq. No. 


21125 


Seq. ID 


OJ990907_10.0128 


.C9 




Gene No. 


44117 


Strand 








Start 


7127 


End 


7863 






Name 


OJ990907 10.0128.C9.o3.gs 


Method 


GENSCAN 






Start 


7127 


End 


7863 






GI 


none 


Score 


.71 






Exons 


7127.. 7153, 7319.. 7475, 7542 


..7770, 7812. .7863 






Seq. No. 


21125 


Seq. ID 


OJ990907_10.0128 


.C9 




Gene No. 


44118 


Strand 








Start 


16409 


End 


21532 






Name 


OJ990907 10.0128.C9.o3.tm 


Method 


TBLASTX: Maize 






Start 


892 


End 


1155 






GI 


none 


Score 


155 






Exons 


892. .996, 892. .1032, 1123. .1155 








Seq. No. 


21125 


Seq. ID 


OJ990907_10.0128 


.C9 



21439 






4 4 1 1 fl 

H *i JL J- O 




Strand 








Start 


16409 




End .• 


^1532 






Name 


OJ99.0907 10. 0128. C9. 


o2.tm 


Method 


TBLASTX : i 


Maize 




Start 


14345 




End 


14608 






GI 


none 




Score 


181 






Exons 


14345. .14512, 14368. 


.14499, 


14507. .14608, 14518 


. .14592 




Seq. No. 


21125 




Seq. ID 


OJ990907 


_10.0128 


.C9 


Gene No. 


44118 




Strand 








Start 


16409 




End 


21532 






Ma m 

LX CLillG 


OJ990907 10. 0128. C9. 


o2 .gp 


Method 


AAT/GAP 






Start 


16173 




End 


17086 






GI 


uC-osflcypl70d07al 




Score 


1033 






Exons 


16173. .16654, 17028. 


.17086 










GI Descrip. 


, 2245058/emb|CAB10481.1| 2. 


Oe-09 (Z97342) hypothetical 


prot 




[Arabidopsis thaliana] ' 










Seq. No. 


21125 




Seq. ID 


OJ990907 


_10.0128 


-C9 


Gene No. 


44118 




Strand 








Start 


16409 




End 


21532 






Name 


OJ990907 10. 0128. C9. 


o2 . np 


Method 


AAT/NAP 






Start 


16398 




End 


17060 






GI 


2245058 




Score 


110 






Exons 


16398. .16654, 17028. 


.17060 










GI Descrip. 


(Z97342) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


21125 




Seq. ID 


OJ990907 


J.0.0128 


.C9 


Gene No. 


44118 




Strand 








Q -i- -j 
OldiL 


16409 




End 


21532 






Name 


OJ990907 10. 0128. C9. 


o5 . gs 


Method 


GEN SCAN 






Start 


16409 




End 


21532 






GI 


none 




Score 


.43 






Exons 


16409. .16654, 17028. 


.17138, 


18726. .18924, 20104 


. .20204, 






21509. .21532 












Seq. No. 


.21125 




Seq. ID 


OJ990907 


_10.0128 


.C9 


Gene No. 


44119 




Strand 








Start 


28379 




End 


33569 






Name 


OJ990907 10. 0128. C9. 


ol . tc 


Method 


TBLASTX : ' 


Cress 




Start 


28379 




End 


33384 






GI 


none 




Score 


157 






DAUIlo 


28379. .28525, 28421. 


.28540, 


28459..28539, 28662 


. .28742, 






28664. .28741, 28853. 


.28966, 


28863.-28973, 29046 


. .29114, 






29053. .29109, 29209. 


.29307, 


29214. .29306, 29215 


. .29307, 






29843. .29956, 29883. 


.29975, 


32665.-32757, 32671 


. .32769, 






32853. .32954, 32858. 


.32941, 


33028. .33141, 33039 


. .33137, 






33147. .33245, 33148. 


.33246, 


33337. .33384 






Seq. No. 


21125 




Seq. ID 


OJ990907 


_10.0128 


.C9 


Gene No. 


44119 




Strand 








Start 


28379 




End 


33569 






Name 


OJ990907 10. 0128. C9. 


ol . tm 


Method 


TBLASTX:] 


Maize 




Start 


28414 




End • 


33569 






GI 


none 




Score 


103 






Exons 


28414. .28539, 28415. 


.28540, 


28415. .28531, 28462 


. .28539, 






28659..28742, 28659. 


.28739, 


28664 . .28741, 28853 


. .28966, 






28863. .28973, 28911. 


.28967, 


28912. .29022, 29046 


. .29114, 





21440 



29053. .29109, 29213 29302, 29214 .. 29303, 29215 .. 29307, 

29215. .29307, 29843 .. 29956, 29883 .. 29975, 29891 .. 30007, 

32671. .32772, 32674.-32772, 3268.1 32815, 32855.-32953, 

32855. .32953, 32856. . 32954, 32856 .. 32954 , 33023 .. 33121, 

33027. .33149, 33028 .. 33174 , 33123 .. 33224 , 33123 .. 33245, 

33124. .33264, 33334.-33369, 33336 334 10, 33525.. 33569 



Seq. No. 21125 Seq. ID 

Gene No. 44119 Strand 

Start 28379 End 

Name OJ990907_10 . 0128 . C9 . ol . ts Method 

Start 28418 End 

GI none Score 

Exons 28418. .28540, 28421 .. 28531, 28459 

28664. .28741, 28853.-28966, 28863 

29053. .29109," 29201 .. 29302, 29208 

29209. .29307, 29843 29953, 29883 

32671. .32769, 32674 32769, 32853 

32858. .32950, 33027 33107 , 33028 



OJ990907 10. 0128. C9 



33569 

TBLASTX : Soybean 
33132 
173 

28533, 28662..28742, 
28973, 29046. .29114, 
29288, 29208. .29306, 
29975, 32666..32767, 
32945, 32856.-32954, 
33132 



Seq. No. 21125 Seq. ID 

Gene*' No. 44119 Strand 

Start 28379 End 

Name OJ990907_10 . 0128 . C9 . ol . tw . Method 

Start 28685 \; End 

GI none Score 

Exons 28685. .28741, 2868 6.-28742, 28686.-28742, 28% : 53 

28863. .28973, 2904 6 .. 29114 , 29053 .. 29109, 29214 

29215. .29307 



OJ990907 10. 0128. C9 



33569 

TBLASTX: Wheat 
29307 
99 

28966, 
29306, 



Seq. No. 21126 Seq. ID 

Gene No. 44120 Strand 

Start 1050 End 

Name OJ990907_10 . 0128 . C10 . ol . gs Method 

Start 1050 End 

GI none Score 

Exons 1050.. 1300, 1881.. 1905 



OJ990907_10. 
+ 

1905 
GENSCAN 
1905 
.5 



0128. C10 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21126 
44121 
2480 

OJ990907_10. 0128. C10. o2.gp 

2480 

2312838 

2480. .2541 

1420932/gb|U61383|ORU61383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907 
+ 

2541 
AAT/GAP 
2541 
75 



10. 0128. C10 



7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 



Seq. No. 
Gene No. 
Start 
Name 
Start 

;gi 

Exons 

GI Descrip. 



21126 Seq. ID 

44122 Strand 
2393 End 
OJ990907_10. 0128. C10. ol.gp Method 
2393 End 
5455354 Score 
2393.. 2477 

6016845/dbj | AP000570 . 1 | AP000570 6.0e-28 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 



OJ990907_10. 0128. C10 

2477 
AAT/GAP 
2477 
110 



21441 




oeq . NO . 


01 IOC 


beq. iu 




Gene No. 


44123 


Strand 




Start 


3002 


End 


3928 


Name 


OJ990907 10.0128.C10.o2.gs 


Method 


GENSCAN 


Start 


.3002 


End 


3868 


GI 


none 


Score 


1 


Exons 


3002.. 3868 






Seq. No. 


21126 


Seq. ID 


OJ990907_10. 0128. C10 




44123 


Strand 




Start 


3002 


End 


3928 


Name 


OJ990907 10.0128.C10.ol.np 


Method 


AAT/NAP 


Start 


3032 


End 


3928 


GI 


416,0441 


Score 


187 


Exons 


3032. .3240, 3271. .3447, 3484. 


.3778, 3839.. 3928 


GI Descrip. 


(AF098674) lateral suppressor protein 


[Lycopersicon esculentum] 


beq. no. 


21127 


Seq. ID 


OJ990907_10.0128.C11 


Gene No. 


4 4124 


Strand 


+ 


Start 


40 


End 


660 


Name 


OJ990907 10.0128.Cll.ol.gs 


Method 


GENSCAN 


Start 


40 


End 


660 


GI 


none 


Score 


.93 


Exons. 


40. . 660'; 






Seq. No. 


21128 


Seq. ID 


OJ990907_10.0128.C14 


Gene No. 


44125 


Strand 


+ 


buart 


844 


End 


2641 


Name 


OJ990907 10.0128.C14.o2.np 


Method 


AAT/NAP 


Start 


844 


End 


2641 


GI 


4415932 


Score 


827 


Exons 


844. .1727, 1896. .2641 






GI Descrip. 


(AC006418) putative bHLH transcription 


factor [Arabidopsis 




thaliana] 






Seq. No. 


21128 


Seq. ID 


OJ990907_10.0128.C14 


Gene No. 


4 4126 


Strand 




o tar c 


1 


End 


2466 


Name 


OJ990907 10.0128.C14.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2466 


GI 


5732634 


Score 


71 


Exons 


1..93, 225.. 334, 1102.. 1261, 


1480. .1734, 2414. .2466 


GI Descrip. 


(AF121009) hypothetical prote 


in Jv0534 


[Mycobacterium 




tuberculosis H37Rv] 






beq. no. 


21128 


Seq. ID 


OJ990907_10.0128.C14 


.Gene No. 


44127 


Strand 




Start 


2544 


End 


3033 


Name 


OJ990907 10-0128. C14.ol.tw 


Method 


TBLASTX: Wheat 


Start 


828 


End 


1234 


GI 


none 


Score 


538 


Exons 


828.. 1229, 828.. 1232, 845.. 1234, 856.. 


1233 


Seq. No. 


21128 


Seq. ID 


OJ990907_10.0128.C14 


Gene No. 


44127 


Strand 




Start 


2544 


End 


3033 



21442 



Name 

Start 

GI 

Exons 



OJ990907_10 . 0128 . C14 . ol . tm Method TBLASTX : Maize 

935 End 1658 

none Score 989 

935. .1306, 945. .1601, 945. .1601, 1589. .1657, 1590. .1658 



Seq. No. 21128 

Gene No. 44127 

Start 2544 

Name OJ990907_10 . 0128 . C14 . o2 . ts 

Start 1149 

GI none 

Exons 1149.. 1376, 1167.. 1370 

Seq. No. 21128 

Gene No. 44127 

Start 2544 

Name OJ990907_10 . 0128 .C14 . ol . ts 

Start 1427 

GI none 
Exons 



Seq. ID OJ990907_10.0128.C14 
Strand 

End 3033 

Method TBLASTX : Soybean 

End 1376 

Score 248 



Seq. ID OJ990907_10.0128.C14 
Strand 

End 3033 

Method TBLASTX : Soybean 

End 2609 

Score 348 



1427. .1510, 1625. .1654, 2128. .2316, 2139. .2369, 2172. .2333, 
2186. .2344, 2421. .2609 



Seq. No. 
Gene Nq. 
Start ; 
Name 
Start 
GI 

Exons 



21128 
44127 
2544 

OJ990907_10.0128.C14.o4.tm 

1715 

none 



Seq. ID OJ990907_10.0128.C14 
Strand 

End 3033 

Method TBLASTX : Maize 

End 1910 

Score 114 



1715. .1876, 1720. .1845, 1725. .1883, 1827. .1910, 1838. .1900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21128 
44127 
2544 

OJ990907_10.0128.C14.o3.tm 

2010 

none 



Seq. ID OJ990907_10.0128.C14 
Strand 

End 3033 

Method TBLASTX : Maize 

End 2339 

Score 307 

2010. .2207, 2015. .2224, 2016. .2222, 2156. .2335, 2181. .2339, 
2225.. 2335 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21128 
44127 
2544 

OJ990907_10.0128.C14.ol.tc 

2165 

none 



Seq. ID OJ990907_10.0128.C14 
Strand 

End 3033 
Method " TBLASTX: Cress 
End' 2603 
Score 108 



2165. .2350, 2166. .2372, 2186. .2344, 2424. .2603 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI " 

Exons 



21128 
44127 
2544 

OJ990907_10.0128.C14 .o2.tm 

2340 

none 



Seq. ID OJ990907_10.0128.C14 
Strand 

End 3033 
Method TBLASTX : Mai ze 
End 2807 
Score 124 

2340. .2423, 2370. .2423, 2424. .2564, 2468. .2566, 2474. .2563, 
2546.. 2656, 2552.. 2653, 2556.. 2660, 2557.. 2655, 2559.. 2807 



Seq. No. 



21128 



Seq. ID OJ990907_10.0128.C14 



21443 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44127 Strand 

2544 End 

OJ990907_10 . 0128 . C14 . o2 . tw Method 

2484 End 

none Score 



3033 

TBLASTX: Wheat 

2740 

215 



2484. .2660, 2486.-2674, 2502. .2735, 2503. .2661, 2690. .2740 



21128 
44127 
2544 

OJ990907_10.0128.C14.ol.gp 
2544 

46570_1.R1084 
2544. .3033 

'1420932/gb|U61383|ORU61383 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_10.0128.C14 

3033 
AAT/GAP 
3033 
934 



7.0e-21 Oryza rufipogon 



4-coumarate-CoA ligase gene, intron 1, partial sequence 1 





Seq. No. 


21129 




Seq. ID 


OJ990907_10.0128.C15 




Gene No. 


44128 




Strand 






Start 


1575 




End 


3232 




Name 


OJ990907 10 


.0128.C15.o2.gs ' 


Method 


GEN SCAN 




Start 


1575 




End 


3232 




GI 


none 




Score 


.7 




Exons 


1575. . 1647, 


1814. .1963, 2128. . 


,2388, 3149.. 3232 


"S 


Seq. No. 


21130 




Seq. ID 


OJ990907 10.0128.C16 




Gene No. 


44129 




Strand 


+ ~~ 


"U 


Start 


56 




End 


379 




Name 


OJ990907 10 


.0128.C16.ol.gs 


Method 


GENSCAN 




Start 


56 




End 


379 




GI 


none 




Score 


.93 


*"§ 
: :- : 

; : jj 

L3 


Exons 


56. .379 










Seq. No. 


21131 




Seq. ID 


OJ990907_10.0128.C18 


; vj. 
:-J 


Gene No. 


44130 




Strand 


+ 


: . 5 


Start 


263 




End 


352 


"H 


Name 


OJ990907 10 


. 0128.C18.ol.gs 


Method 


GENSCAN 


=3 


Start 


263 




End 


352 




GI 


none 




Score 


.81 


J 


Exons 


263. .352 








Seq. No. ■ 


21132 




Seq. ID 


OJ990907_10.0128.C20 




Gene No. 


44131 




Strand 


+ 




Start 


1 




End 


3216 




Name 


OJ990907 10 


,0128..C20.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3216 




GI 


4510377 




Score 


162 




Exons 


1..33, 151. 


.317, 587. .643, 767. .850, : 


1779. .1877, 1990. .2094, 






3163. .3216 










GI Descrip. 


(AC007017) putative ATP-dependent RNA 


helicase A [Arabidopsis 






thaliana] 










Seq. No. 


21132 




Seq. ID 


OJ990907_10.0128.C20 




Gene No. 


44131 




Strand 


+ 




Start 


1 




End 


3216 




Name 


OJ990907 10 


.0128.C20.o2.tm 


Method 


TBLASTX: Maize 




Start 


233 




End 


1826 



21444 





GI 


none 


Score 


126 






Exons 


233. .316, 234. .317, 262. .321, 


578. .646 


, 578. .646, 585.. 


653, 






765. .851, 766. .849, 767. .859, 


1776.. 1826, 1778.. 1825 






Seq. No. 


21132 


Seq. ID 


OJ990907 10 0128 


.C20 






44131 


Strand 


+ 






Start 


1 


End 


32.16 






Name 


OJ990907 10.0128.C20.ol.gs 


Method 


GEN SCAN 






Start 


587 


End 


2094 






GI 


none 


Score 


.66 






Exons 


587. .643, 767. .850, 1779. .187 


7, 1957.. 


2094 






Seq. No. 


21132 


Seq. ID 


OJ990907_10.0128 


.C20 




Gene No. 


44131 


Strand 


+ 








\ 


End 


3216 






Name 


OJ990907 10.0128.C20.ol.tm 


Method 


TBLASTX: Maize 






Start 


1854 


End 


2365 






GI 


none 


Score 


42 






Exons 


1854. .1877, 1854. .1877, 1941. 


.2087, 1954. .2088, 2285.-2365, 






2286. .2363 










Seq. No. 


21133 


Seq. ID 


OJ990907_10.0128 


.C21 






44132 


Strand 


+ 






Start 


438 


End 


2018 




. "= 


Name . 


OJ990907 10.0128.C21- ol.gs 


Method 


GENSCAN 






Start ' 


438 


End 


1852 




in 


GI 


none 


Score 


.92 




■' i s 


Exons 


438. .507, 1068. .1166, 1367. .1579, 1760 


. .1852 




□ 


Seq. No. 


21133 


Seq. ID 


OJ990907_10.0128 


.C21 




Gene No. 


44132 


Strand 


+ 




i !| 

1 : E 


Start 


438 


End 


2018 






Name 


OJ990907 10.0128.C21.ol.np 


Method 


AAT/NAP 






Start 


1503 


End 


2018 




" ' t 


GI 


3283912 


Score 


45 




'*. . 3 


Exons 


1503. .1579, 1760. .1852, 1994. 


.2018 








GI Descrip. 


(AF070639) unknown [Homo sapiens] 






... 


Seq. No. 


21134 


Seq. ID 


OJ990907__10.0128 


.C22 


: c? 




44133 


Strand 








Start 


601 


End 


928 






Name 


OJ990907 10.0128.C22.ol.gp 


Method 


AAT/GAP 






Start 


601 


End 


928 






GI 


2428516 


Score . 


639 






Exons 


601. .928 










Seq. No. 


21134 


Seq. ID 


OJ990907_10.0128 


.C22 






44133 


Strand 








Start 


601 


End 


928 






Name 


OJ990907 10. 0128. C22. ol.gs 


Method 


GENSCAN 






Start 


601 


End 


884 






GI 


none 


Score 


.83 






Exons 


601. .884 










Seq. No. 


21135 


Seq. ID 


OJ990907_10.0128 


.C23 




Gene No. 


44134- 


Strand 








Start 


1189 


End 


1411 





21445 



Name 

Start 

GI 

Exons 



OJ990907_10 . 0128 . C23 . ol . ts Method 

1189 End 

none Score 
1189.. 1332, 1193.. 1393 



TBLASTX : Soybean 

1393 

251 



Seq. No. 21135 

Gene No. -44134 

Start 1189 

Name OJ990907_10 . 0128 . C23 . ol . tc 

Start 1192 

GI none 

Exons 1192.. 1332, 1193.. 1405 



Seq. ' ID OJ990907_10.0128.C23 
Strand 

End 1411 

Method TBLASTX : Cress 

End 14 05 

Score 240 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. 

Exons 
Seq. No. 



21135 
44134 
1189 

OJ990907_10.0128.C23.ol.tm 
1213 
none 

1213. .1332, 1214. .1411, 1280. .1333 



Seq. ID OJ990907_10.0128.C23 
Strand 

End 1411 

Method TBLASTX : Mai ze 

End 1411 

Score 254 



21136 
44135 
1 

OJ990907_10.0128.C24 .ol.gp 
1 

33921 1.R1084 



Seq. ID OJ990907_10.0128.C24 

Strand + 

End 2199 

Method AAT/GAP 

End 2199 

Score 2179 



1..85, 1017. .1403, 1537. .2199 

, 5834248/gb|AAD53877.1|AF175124_l 1.0e-147 (AF175124) SINAH1 
protein [Gossypium hirsutum] ' 



21136 
44135 
1 

OJ990907_10.0128.C24.ol.tm 
1 

none 

1..81, 2. .85, 23. .85, 1014. 



Seq. ID OJ990907_10.0128.C24 

Strand + 

End 2199 

Method TBLASTX : Mai ze 

End 1408 

Score 123 
,1406, 1016.. 1408 



21136 
44135 
1 

OJ990907_10. 0128.C24 .ol.np 
1 

6850870 



Seq. ID OJ990907_10.0128.C24 

Strand + 

End .2199 

Method AAT/NAP 

End 1890 

Score - 1288 
1..85, 1017. .1403, 1537. .1890 

(AL132959) seven in absentia-like protein [Arabidopsis thaliana] 



21136 
44135 
1 

OJ990907_10.0128.C24.o2.tc 
none 



Seq. ID OJ990907_10.0128.C24 

Strand + 

End 2199 

Method TBLASTX : Cress 

' End 18:39 

Score 111 



25. .81, 26. .85, 1531. .1794, 1543. .1806, 1557. .1805, 1804. .1839 
21136 Seq. ID OJ990907_10 . 0128 . C24 



21446 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44135 Strand 

1 End 

GJ990907_10.0128.C24.ol.gs Method 

725 End 

none Score 



+ 

2199 
GENS.CAN 
1896 
.82 



725. .727, 1017. .1105, 1352. .1403, 1501. .1896 



21136 Seq. ID 

44135 Strand 

1 . End 

OJ990907_10 . 0128 . C24 . ol . ts Method 

1013 End 

none Score 



OJ990907_10.0128.C24 
+ 

2199 

TBLASTX: Soybean 

1911 

673 



1013. .1405, 1014, 
1846. .1911 



1406, 1530. .1868, 1536. .1682, 1537. .1869, 



Seq. No. 21136 

Gene No. 44135 

Start 1 

Name OJ990907JL0 . 0128 . C24 . ol . tc 

Start 1064 

GI none 

Exons 1064.. 1348, 1065.. 1346 

Seq. No. 21136 

Gene No. 44135 

Start 1 

Name OJ990907_10 . 0128 . C24 . o2 . tm 

Start 1530 

GI none 

Exons 1530.. 1919, 1535.. 1795, 1537. 



Seq. ID OJ990907_10.0128.C24 

Strand + 

End 2199 

Method TBLASTX: Cress • . ' 

End 1348 

Score 451 



Seq. ID OJ990907_10.0128.'C24 

Strand + 

End 2199 

Method TBLASTX : Mai ze 

End 1926 

Score 225 
.1926 



Seq. No. 21137 Seq. ID 

Gene No. 44136 Strand 

Start 524 End 

Name OJ990907_10 . 0128 . C25 . ol . gs Method 

Start - 524 End 

GI none Score 

Exons 524.. 628 



OJ990907_10.0128.C25 
+ 

628 

GENSCAN 

628 

.62 



Seq. No. 21138 Seq. ID 

Gene No. 44137 Strand 

Start 368 End 

Name OJ990907_10 . 0128 . C26 . ol . gs Method 

Start 368 End 

GI none Score 

Exons 368.. 430, 459.. 518 

Seq. No. 21139 Seq. ID 

Gene No. 44138 Strand 

Start 146 End 

Name OJ990907_10 . 0128 . C27 . ol . gs Method 

Start 146- End 

GI none Score 

Exons 146.. 175, 263.. 364 



OJ990907_10.0128.C26 
518 

GENSCAN 
.518 
. 69 



OJ990907_10.0128.C27 
+ 

584 

GENSCAN 

364 

.85 



Seq. No. 



21139 



Seq. ID OJ990907 10.0128.C27 



21447 



Gene No. 44138 Strand + 

Start 146 End 584 

Name OJ990907_10. 0128 .C27 .ol .np Method AAT/NAP 

Start 263 End 584 

GI 3913436 Score 72 

Exons 263.-364, 465.. 584 

GI Descrip. PROBABLE ATP-DEPENDENT RNA HELICASE A (NUCLEAR DNA HELICASE II) 
(NDH II) 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 
Exons 



21139 
44138 
146 

OJ990907_10.0128.C27.ol.tm 

275 

none 



Seq. ID OJ990907_10.0128.C27 

Strand + 

End 584 

Method TBLASTX: Maize 

End 584 

Score i ; 54 



275. .364, 275. .364, 276. .389, 464. .583, 465.-584 



Seq. No. 21139 

Gene No. 44138 

Start 14 6 

Name * OJ990907_10 . 0128 .C27 . ol . ts 

Start 293 

GI none 

Exons 29.3.. 364, 464.. 574, 465.-584 



Seq. ID OJ990907_10.0128.C27 

Strand + 

End 584 

Method TBLASTX : Soybean 

End 584 

Score 105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21140 
44139 
163 

OJ990907_10.0128.C31.ol.tw 
8 

none 



Seq. ID OJ990907_10.0128.C31 

Strand + 

End 380 

Method TBLASTX : Wheat 

End 354 

Score 125 



8. .148, 9. .149, 154. .354, 165. .305 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21140 
44139 
163 

OJ990907_10 . 0128 . C31 . ol . tm 
9 

none 



Seq. ID OJ990907_10.0128.C31 

Strand + 

End 380 

Method TBLASTX : Mai ze 

End - 372 

Score 113 



9. .155, 154. .228, 165. .317, 265. .372 



Seq. No. 21140 

Gene No. 44139 

Start 163 

Name OJ990907_10 . 0128 . C31 . ol . ts 

Start 45 

GI none 
Exons 



Seq. ID OJ990907_10.0128.C31 

Strand + 

End 380 

Method TBLASTX : Soybean 

End 375 

Score 102 



45. .152, 72. .128, 157. .375, 165. .317 



Seq. No. 21140 

Gene No. 44139 

Start 163 

Name OJ990907_10 . 0128 . C31 . ol . np 

Start 163 

GI 1419129 

Exons 163.. 380 

GI Descrip. (Z75517) reverse transcriptase [Oryza sativa 



Seq. ID OJ990907_10.0128.C31 

Strand + 

End 380 

Method AAT/NAP 

End 380 

Score 328 



21448 



Seq. No, 21141 Seq. ID 

Gene No. 44140 Strand 

Start 142 End 

Name OJ990907_10 . 0128 . C33 . ol . gs Method 

Start 142 End 

GI none Score 

Exons 142.. 195 



OJ990907__10.0128.C33 
+ 

195 

GENSCAN 

195 

."53 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21142 



Seq. ID OJ990907_10.0128.C37 



44141 Strand + 

606 End 3387 

OJ990907_10 . 0128 . C37 . ol . gs Method GENSCAN 

606 End 3387 

none , Score .71 * 

606. .743, 943. .1078, 1210. .1734, 1815. .2455, 2680, 
3382. .3387 



,2946, 



Seq. No. 


21142 






Seq. ID 


OJ990907_10.0128 


.C37 


Gene No. 


44141 






Strand 


+ 




Start 


606 






End 


3387 




Name 


OJ990907 10 


.0128.C37.ol 


.np 


Method 


AAT/NAP 




Start 


1245 






End- 


2958 




GI 


6358763 






Score 


558 




Exons 


1245. .1712, 


.1799. .2958' 










GI Descrip. 


(AC011665) 


unknown protein [Arabidopsis thaliana] 




Seq. No. 


21142 






Seq. ID 


OJ990907_10.0128 


.C37 


Gene No. 


44141 






Strand 


+ 




Start 


606 






End 


3387 




Name 


OJ990907 10 


.0128.C37.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2431 






End 


2907 




GI 


none 






Score 


70 




Exons 


2431. .2574, 


2524. .2631, 


2546. 


.2623, 2608.. 2907, 2610. .2906 


Seq. No. 


21142 






Seq. ID 


OJ990907_.10.0128 


.C37 


Gene No. 


44141 






Strand 


+ 




Start 


606 






End 


3387 




Name 


OJ990907 10 


.0128.C37.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


2431 






End 


2979 




GI 


none 






Score 


78 




Exons 


2431. .2544; 


2547. .2747, 


2548. 


.2979, 2862.. 2978 





Seq. No. 21142 Seq. ID 

Gene No. 4 4141 Strand 

Start 606 End 

Name OJ990907_10 . 0128 . C37 . ol . gp Method 

Start 2446 End 

GI 2799626 Score 

Exons 2446.-2664 



OJ990907_10.0128.C37 
+ 

3387 
AAT/GAP 
2664 
399 



Seq. No. 21143 Seq. ID 

Gene No. 44142 Strand 

Start 22 End 

Name OJ990907_10 . 0128 . C38 . ol . gs Method 

Start 22 End 

GI none Score 



OJ990907_10.0128.C38 

2504 
GENSCAN 
2457 
.6 



21449 



Exons 



22.. 225, 870.. 1065, 2249.. 2457 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21143' 

44142 

22 

OJ990907_10.0128.C38.ol.tm 

699 

none 



Seq. ID OJ990907_10.0128.C38 

Strand - " . 

End 2504 - 

Method TBLASTX : Mai ze 

End 2391 ' 

Score 208 



699. .749, 828. .1037, 829. .1038, 1027. .1110, 1034. .1096, 
1038. .1106, 1090. .1176, 1105. .1176, 1106. .1258, 1107. .1259, 
2251.. 2283, 2252.. 2284, 2284.. 2391, 2285.. 2371 



21143 
44142 
22 

OJ990907_10 . 0128 . C38 . ol . ts 

828 

none 



Seq. ID OJ990907_10.0128.C38 
Strand 

End 2504 

Method TBLASTX : Soybean 

End 237 9 

Score 35 



"-828.. 923, 829.. 861, 853.. 924, 946.. 1113, 948.. 1112, 1112.. 1258, 
1113.. 1259, 2251.. 2379, 2252.. 2371 



21143 
44142 

22 , - . 

OJ990907_10. 0*128. C38.ol.tc 
864 
none 

864. .935, 946. .1104, 948. .1103, 1112. .1258, 1113. .1256, 
2302. .2379 



Seq. ID OJ990907_10.0128.C38 
Strand 

End . 2504 

Method TBLASTX : Cress 

End 237 9 

Score 54 



Seq. No. 21143 

Gene No. 44142 

Start 22 

Name OJ990907_10 . 0128 . C38 . ol . gp 

Start 896 

GI 23859JL.R1084 

Exons ■ 896. .1256, 2249. .2504 -'^ [ 

GI Descrip. ' 5734756/gb | AAD5Q021 . 1 1 AC007651_16 5.0e-30 (AC007651) Similar to 
SOUL Protein [Arabidopsis thaliana] 1 



Seq. ID OJ990907_10.0128.C38 
Strand 

End . 2504 

Method AAT/GAP 

End 2504 

Score 1187 



Seq. No. 


21144 








Seq. ID 


OJ990907 


Gene No. 


44143 








Strand 


+ 


Start 


519 








End 


678 


Name 


OJ990907 


10.0128.C39. 


.ol 


.gs 


Method 


GENSCAN 


Start 


519 








End 


678 


GI 


none 








Score 


.46 


Exons 


519. .678 












Seq. No. 


. 21145 








Seq. ID 


OJ990907 


Gene No. 


44144 








' Strand 


+ 


Start 


840 








End 


1185 


Name 


OJ990907 


10.0128.C40. 


.■ol 


. gs 


Method 


GENSCAN 


Start 


840 








End 


1185 


GI 


none 








Score 


.89 


Exons 


840. .934, 


1079. .1185 










Seq. No. 


21146 








Seq. ID 


OJ990907 



21450 




Gene No. 


44145 




Strand 


+ 




Start 


666 




End 


1 ?qn 




Name 


OJ990907 10.0128.C41.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


657 




End 


1172 




GI 


none 




Score 


140 




Exons 


657.. 878, 675.. 890, 682 


. .891, 


695. .898, 


700.. 891, 1001. 


.117 




1005. .1172 










Seq. No. 


21146 




Seq. ID 


OJ990907_10.0128 


-C41 


Gene No. 


44145 




Strand 


+ 




Start 


666 




End 


1290 




Name 


OJ990907 10.0128.C41.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


659 




End 


1288 




GI 


none 




Score 


127 




Exons 


6S9..778, 669. .770, 725 


. .772, 


856. .891, 


857.. 898, 1001. 


.121 




1002.. 1196, 1003.. 1203,' 


1013. 


.1204, 1271. .1288 




Seq. No. 


21146 




Seq. ID 


OJ990907_10.0128 


.C41 


Gene No. 


44145 




Strand 


+ 




Start 


666 




End 


1290 




Name 


OJ990907 10.0128.C41.ol 


np 


Method 


AAT/NAP 




Start 


666 




End 


1290 




GI 


6723395 




. Score 


144 




Exons 


666.. 892, 1056.. 1290 










GI Descrip. 


(AL132956). . hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


21146 




Seq. ID 


OJ990907_10.0128 


.C41 


UC11C L\\J . 


4 4 1 4 S 




Strand 


+ 




Start 


666 




End 


1290 




Name 


OJ990907 10.0128.C41.ol 


gs 


Method 


GENSCAN 




Start 


683 




End 


1195 




GI 


none 




Score 


.81 




Exons 


683.. 891, 1004.. 1195 










Seq. No. 


21146 




Seq. ID 


OJ990907_10.0128 


.C41 


VjdlC til . 


44145 




Strand 


+ 




Start 


666 • 




End 


1290 ..." 




Name 


OJ990907 10.0128.C41.ol 


ts 


. Method 


TBLASTX : Soybean 




Start 


1002 




End 


1196 




GI 


none 




Score 


198 




Exons 


1002. .1196, 1010. .1195 










Seq. No. 


21147 




Seq. ID 


OJ990907_10.0128 


.C45 




4 414 6 




Strand 


+ 




Start 


8367 




End 


9926 




Name 


OJ990907 10.0128.C45.o2. 


gs 


Method 


GENSCAN 




Start 


8367 




End 


9926 




GI 


none 




Score 


1 




Exons 


8367. .8978, 9063. .9236, 


9342. 


.9926 






Seq. No. 


21147 




Seq. ID 


OJ990907_10.0128 


.C45 


Gene No. 


44147 




Strand 


+ 




Start 


27040 




End 


29094 




Name 


OJ990907 10.0128.C45.o4. 


gp 


Method 


AAT/GAP 




Start 


27040 




End 


29094 




GI 


none 




Score 


1169 




Exons 


27040. .27489, 28901.. 29094 









21451 



Seq. No. 21147 Seq. ID OJ990907_10 . 0128 . C4 5 

Gene No. 44148 Strand 

Start 1 End 5893 

Name OJ990907_10. 0128 .C4 5 .ol . gp Method AAT/GAP 

Start 1 End 1311 

GI uOosroM202041h08bl Score 575 

Exons 1. .130, 396.-482, 1189. .1311 

GI Descrip. ' 4510377/gb | AAD214 65 . 1 | 1.0e-33 (AC007017) putative RNA helicase 
A [Arabidopsis thaliana] 1 



Seq. No. 


21147 




Seq. ID 


OJ990907_10.0128.C4 5 


taene jno . 


44148 




Strand 




Start 


1 




End 


5893 


Name 


OJ990907 10.0128.C45 


. o 1 . np 


Method 


AAT/NAP 


Start 


1 




End 


5299 


GI 


4510377 




Score 


147 


Exons 


1..130, 396. .482, 11 


89. .1298 


, 5267.. 5299 


GI Descrip. 


(AC007017) putative 


ATP-dependent RNA 


helicase A [Arabidops 




thaliana] 








Seq. No. 


21147 




Seq. ID 


OJ990907_10.0128.C4 5 


Gene No. 


44148 




Strand 




Start 


1 




End 


5893 ' ' 


Name 


OJ990907 10.0128.C45 


. ol . gs 


Method 


GENSCAN 


Start 


390 




End 


5893 


GI 


none 




Score 


.89 


Exons 


390. .482, 1189. .1311 


, 1411.. 


1490, 1983 


. .2295, 2835. .3053, ' 




3641. .3852, 3992. .4091, 4670 


..4878, 5358. .5463, 5561. .5893 


Cprr Mn 

JCkjt IN (J ■ 


21147 




Seq. ID 


OJ990907_10.0128.C45 


Gene No. 


44149 




Strand 




Start 


12295 




End 


17163 


Name 


OJ990907 10.0128.C45 


. o3 . gs 


Method 


GENSCAN 


Start 


12295 




End 


16311 


GI 


none 




Score 


.9 


Exons 


12295. .12593, 13060. 


.13621, 


14882. .15316, ,15883 16311 


Seq. No. 


21147 




Seq. ID 


OJ990907_10 . 012-8 . C4 5 


Gene No. 


44149 




Strand 




Start 


12295 




End 


17163 


Name 


OJ990907 10.0128.C45 


. o3 . np 


Method 


AAT/NAP 


Start 


12298 




End 


17163 


GI 


5123703 




Score 


2008 


Exons 


12298. .12593, 13060. 


.13621, 


14882. .15316, 15883 .. 16266, 




17101. .17163 








GI Descrip. 


(AL079347) invertase 


-like protein [Arabidopsis thaliana] 


Seq. No.. 


21147 




Seq. ID 


OJ990907_10.0128.C45 


Gene No. 


44150 




Strand 




Start 


. 19890 




End 


25451* 


Name 


OJ990907 10.0128.C45 


. o4 . gs 


Method 


GENSCAN 


Start 


19890 




End 


25451 


GI 


none 




Score 


. 69 


Exons 


19890. .19937, 20628. 


.20729, 


20967. .21294, 21428 .. 21554 , 




21688. .21741, 23146. 


.23173, 


23453. .23760, 23990. .24360, 




24453. .24528, 25035. 


.25186, 


25243. .25451 



21452 





91 1 47 




Gene No. 


44150 




Start 


19890 




Name 


OJ990907 10.0128.C45 


. o3. gp 


Start 


22534 




GI 


none 




Exons 


22534. .22942 






21147 




Gene No. 


44151 




Start 


27273 




Name 


OJ990907 10.0128.C45 


.ol. ts 


Start 


9339 




GI 


none 




Exons 


9339.. 9899, 9341.. 9691 




91 1 47 
Z J. ± fi / 




Gene No. 


4 a 1 m 

H 1 1 D X 




Start 


27273 




Name 


OJ990907_10.0128.C45 


. o7 . tm 


Start 


Q7 ^ft 




GI 


none 




Exons 


y / Jo . . yy\JD 




Seq. No. 


til's / 




Gene No. 


4 4 1 m 




Otal L 


9 7 97 "3 
Z / Z / j 




Name 


OJ990907 10.0128.C45 


. ol . tm 


Start 


12290 




GI 


none 




Exons 


T99Gfi 19/179 i o;ni 

±ZZ y U . . ±Z4 /z , jUI . 


. iz o y / , 




1 Ort^O 1 01 ci 1 qoTI 
iJUDZ . . IJlOl, Ijzoj. 


1 "3 c 0 c 




1 yt QQO 1 CnylQ 1/IQQT 
Ifl 0 OZ . . 10U 4 y , lftOOO. 




0 « iw • 


21147 




Gene No. 


44151 




Start 


27273 




Name 


OJ990907 10.0128.C45 


.o3.tc 


Start 


12304 




GI 


none 




Exons 


12304. .12351, 12337. 


.12597, 


Seq. No. 


21147 




Con 0 M /-\ 


44151 




Start 


27273 




Name 


OJ990907 10.0128.C45 


.o3.ts 


Start 


12331 




GI 


none 




Exons 


12331. .12597, 12347. 


.12601, 




13236. .13331 




Seq. No. 


21147 




Gene No. 


44151 




Start 


27273 




Name 


OJ990907 10.0128.C45 


.ol.tc 


Start 


13067 





Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_10.0128.C45 

25451 
AAT/GAP 
22942 
781 



OJ990907_10.0128.C45 
30168 

TBLASTX : Soybean 

9899 

689 



OJ990907_10.0128.C45 
30168 

TBLASTX: Maize 

9905 

194 



OJ990907_10.0128.C45 
30168 

TBLASTX: Maize 

15059 

288 



Seq. ID OJ990907_10.0128.C45 
Strand 

End 30168 

Method TBLASTX : Cress 

End 12601 

Score 157 



Seq. ID OJ990907_10.0128.C45 
Strand 

End 30168 * 

Method TBLASTX : Soybean 

End 13345 

Score 105 



Seq. ID 

Strand 

End 

Method 
End 



OJ990907_10.0128.C45 
30168 

TBLASTX: Cress 
13522 



21453 



GI 

Exons 



none 

13067. .13114, 13068. .13115, 
13233. .13502 



Score 55 
13100. .13177, 13190. .13522, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21147 
44151 
27273 

OJ990907_10.0128 .C45.ol.tvf 

13340 

none 

13340. .13558, 1334 1 .. 13541, 
14882. .15025, 14883.. 15026 

21147 
44151 
27273 

OJ990907_10.0128.C45.o2.ts 

13347. 

none 

133471.13622, 1334 9 .. 13621, 
14883. .15113, 15134. .15211, 



Seq. ID OJ990907_10.0128.C45 
Strand 

End 30168 

■ Method TBLASTX: Wheat 

End 15026 

Score 200 
13538. .13639, 13539 .. 13622, 



Seq. ID OJ990907_10.0128.C45 
Strand 

End 30168 

Method TBLASTX : Soybean 

End 15212 

Score 252 
13508. .13639, 14882 15124 , 
15153. .15212 



Seq. No. 21147 

Gene No. 4 4151 

Start 27273 

Name OJ990907_10 . 0128 . C45 . o2 . tc 

Start 14948 

GI none 

Exons 14948. .15124, 14 976 .. 15125, 
15251. .15319, 15877. .16056, 



Seq. ID OJ990907_10.0128.C45 
Strand 

End ^30168 

Method TBLASTX: Cress 

End 16212 

Score 164 
15134. .15325, 15135 15317 , 
15881. .16054, 16150. .16212 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

" Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



21147 
44151 
27273 

OJ990907_10.0128 .C45.o3.tw 

15029 

none 

15029. .15124, 15030. .15125, 

21147 
44151 
27273 

OJ990907_10.0128.C45.o6.tm 

15062 

none. 

15062. .15130, 15063. .15131, 

21147 
44151 
27273 

OJ990907_10.0128 .C45.o8.ts 
15228 

none . 

15228. .15317, 15242. .15325, 

21147 
44151 



Seq. ID OJ990907_10.0128.C45 
Strand 

End 30168 

Method TBLASTX : Wheat 

End 15202 

Score 129 
15134. .15202, 15138. .15200 

Seq. ID OJ990907_10. 0128.C45 
Strand 

End 30168 

Method TBLASTX : Maize 

End 15269 

Score 83 
15120. .15269, 15131.. 15268 

Seq. ID OJ990907_10.0128.C45 
Strand 

End 30168 

Method TBLASTX : Soybean 

End 16030 

Score 103 
15877. .16029, 15881. .16030 

Seq. ID OJ990907_10.0128.C45 
Strand 



21454 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



27273 End 

OJ990907_10 . 0128 . C4 5 . o4 . tm Method 

15269 End 

none Score 



30168 

TBLASTX : Maize 

16251 

87 



15269. .15325, 15269 15325, 15877 .. 16089, 15881 .. 16087 , 
16102. .16188, 16108. .16212, 16216.. 16251 



21147 
44151 
27273 

OJ990907JL0 . 0128 . C4 5 . o2 . tm 
22915 
none 
22915 
23145 
23458 
23991 



23139, 22916. 

23192, 23450. 

23763, 23975. 

24359, 23992. 

24436. .24558, 24452. 

25218. .25346, 25432. 



.23152, 
.23755, 
.24142, 
.24360, 
.24559, 
.25482 



Seq. ID OJ990907_10.0128.C45 

Strand 
. End 30168 

Method TBLASTX : Mai ze 

End 25482 

Score 303 
22917. .23156, 2314 4 .. 23173, 
23450. .23758, '23458.-23763,. 
23977. .24357, 23991 .. 24359, 
24435. .24557, 24 435.-24557, 
24457. .24558, 25212 .. 25334 , 



21147 
44151 
27273 

OJ990907_10.0128.C45.o7.ts 

22949 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_10.0128.C45 
30168 

TBLASTX : Soybean 

23698 

102 



22949. .23173, 22998 .. 23174 , 23459 .. 23503, 23505 .. 23666, 
23509. .23673, 23513 23695, 23513.. 23698 



21147 
44151 
27273 

OJ990907_10.0128.C45.o5.ts 

24180 

none 

24180. .24368, 24184 24354 , 
25218. .25346, 25225.. 25266 

21147 
44151 
27273 

OJ990907_10.0128.C45.o3.tm 

27069 

none 

27069. .27122, 27070 .. 27123, 
27277. .27489, 27437 .. 274 90, 



21147 

44151 

27273 

OJ990907 

27268 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_10.0128.C45 
30168 

TBLASTX : Soybean 

25346 

160 



24452. .24559, 24 453.-24557, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

27173. 

28903. 



OJ990907 10.0128.C45 



30168 

TBLASTX: Maize 
29056 
63 

27271, 27273. .27485, 
28989, 29024. .29056 



10.0128.C45.o6.ts 



Seq. ID OJ990907_10.0128.C45 
Strand 
End 

Method 
End 
Score 



30168 

TBLASTX: Soybean 

27485 

169 



27268. .27450, 27270 .. 274 49, 27444.-27485 



21147 
44151 



Seq. ID 
Strand 



OJ990907 10.0128.C45 



21455 




P4- -j — J- 






End 


30168 




Name 


OJ990907 10.0128.C45 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


27269 




End 


29092 




GI 


none 




Score 


62 




Exons 


27269. .27322, 27270. 


.27308, 


27309. .27485, 27355 274 89, 






28903. .28998, 29027. 


.29092 








Seq. No. 


21147 




Seq. ID 


OJ990907_10.0128 


.C45 


Gene No. 


H fl 101 




Strand 






Start 


27273 




End 


30168 




Name 


OJ990907 10.0128.C45 


.o5.gs 


Method 


GENSCAN 




Start 


27273 




End 


30080 




GI 


none 




Score 


.64 




Exons 


27273. .27487, 28150. 


.28323, 


29155. .29200, 29490.. 30080 




Seq. No. 


21147 




Seq. ID 


OJ990907_10.0128 


.-C45 


t^ene no . 


A A 1 ^ 1 
H ft 101 




Strand 






Start 


27273 




End 


30168 




Name 


OJ990907 10.0128.C45 


.o5 . tc 


Method 


TBLASTX: Cress 




Start 


27273 




End 


27503 




GI 


none 




Score 


40 




Exons 


27273. .27449, 27277. 


.27303, 


27376. .27456, 27435.. 27503 




Seq. No. 


21147 




Seq. ID 


OJ990907._10.0128 


.C45 


Gene No. 


44151 




Strand' 






Oldl L 


27273 




End 


30168 




Name 


OJ990907 10.0128.C45 


. o4 . np 


Method 


AAT/NAP 




Start 


29378 




End 


30168 




GI 


4558664 




Score 


471 




Exons 


29378. .30168 










GI Descrip. 


(AC007063) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


21147 




Seq. ID 


OJ990907__10.0128 


.C45 


ucJlc wo . 


44151 




Strand 






Start 


27273 




End 


30168 




Name 


OJ990907 10.0128.C45 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


29475 




End 


30014 




GI 


none 




Score 


292 




Exons 


29475.. 30014 










Seq. No. 


21147 




Seq. ID 


OJ990907_10.0128 


.C45 


Gene No. 


44151 




Strand 






Start 


27273 




End 


30168 




Name 


OJ990907 10.0128.C45 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


29475 




End 


30129 




GI 


none 




Score 


125 




Exons 


29475. .30125, 29563. 


30129 








Seq. No. 


21147 




Seq. ID 


OJ990907_10.0128 


.C45 


Gene No . 


44151 




Strand 






Start 


27273 




End 


30168 




Name 


OJ990907 10.0128.C45 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


29499 




End 


30122 




GI 


none 




Score 


151 




Exons 


29499. .30122, 29500. 


30027 








Seq. No. 


21148 




Seq. ID 


OJ990907_10.0128 


.C46 



21456 



ucllc ISO . 


44152 








C-f- y-o r>H 


x 

T 


Start 


515 








End 


669 


Name 


OJ990907 10 


.0128 


.C46.ol 


.gs 


Method 


GENSCAN 


Start 


515 








End 


669 


GI 


none 








Score 


.49 


Exons 


515.. 553, 659.. 669 








Seq. No. 


91 1 4ft 








Seq. ID 


OJ990907 


Gene No. 


441 








Strand 


+ 




Z jjj 








End 


3747 


Name 


OJ990907 10 


.0128 


.C46.ol 


.np 


Method 


AAT/NAP 


Start 


2333 








End 


3511 


GI 


fif^^ft 1 1 

DDjJOJ.1 








Score 


512 


Exons 


oooo 94*}ft 


94 ft 7 

Z *i O / 


. .3093, 


3124 


. .3511 




GI Descrip. 




n mi q 
r xnx y 


.7 [Arabidopsis thaliana] 


Seq. No. 


91 1 4ft 
Z X X fi 0 








beq. id 


uu yyuyu / 


i^ene no . 


ft f± ± 3 O 








Strand 


+ 


Start 


2333 








End 


3747 


Name 


OJ990907_10 


.0128 


. o . Oz 


. gs 


Method 


GENSCAN 


Start 


9 "3*3? 








End 


3508 


GI 


none 








Score 


1 


Exons 


oooo "3 c: Oft 












V 

Seq. No. 


9114ft 
z x x fi o 








Seq. ID 


OJ990907 


Gene No . 


//ICO 
H H 1 JJ 








Strand 


+ 


Start 


2333 








End 


3747 


Name 


OJ990907JL0 


.0128 


.C46.ol 


• gp 


Method 


AAT/GAP 


Start 


9 671 
Z 0 / X 








End 


3146 


GI 


none 








Score 


894 


Exons 


9 671 "31 

Z 0 / X . .JXflD 












Seq. No. 


91 1 4ft 
Z X X ft 0 








Seq. ID 


OJ990907 


bene ino . 


44153 








Strand 


+ 


Start 


2333 








End 


3747 


Name 


OJ990907 10 


.0128 


.C46.ol 


.ts 


Method 


TBLASTX: 


Start 


3140 








End 


3502 - 


GI 


none 








Score 


75 


Exons 


3140. .3193, 


3197 


. .3313, 


3353 


..3418, 3452. .3502 


Seq. No. 


21148 








Seq. ID 


OJ990907 


Gene No. 


44153 








Strand 


+ 


Start 


2333 








End 


3747 


Name 


OJ990907 10 


.0128 


.C46.o2 


.gp 


Method 


AAT/GAP 


Start 


3279 








End 


3747 


GI 


32973 1.R1084 






Score 


874 


Exons 


3279. .3747 












GI Descrip. 


•4115916 4.' 


Oe-10 


(AF118222) 


F3H7 . 9 gene product 



10.0128.C46 



10.0128.C46 



thaliana ] >gi_4 53 94 4 l_emb_CAB4 002 9 . 1_ 
protein [Arabidopsis thaliana] ' 



(AL049523) putative 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21149 
44154 
815 

OJ990907 
815 

6721519 



10.0128.C47.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990907_ 
+ 

1489 
AAT/NAP 
1489 
126 



10.0128.C47 



21457 




Exons 815.. 1053, 1468.. 1489 

GI Descrip. (AP001072) EST AU082116 (E4026) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


21149 


Seq. ID 


OJ990907_10.0128, 


,C47 


Gene No. 


44155 


Strand 


— 




Start 


316 


End 


1341 




Name 


OJ990907 10.0128.C47 .ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


346 




GI 


none 


Score 


61 




Exons 


1..159, 3. .200, 203. .346 








Seq. No. 


21149 


Seq. ID 


OJ990907_10.0128. 


,C47 


Gene No. 


44155 


Strand 


- 




Start 


316 


End 


1341 




Name 


OJ990907 10.0128.C47.ol.gs 


' Method 


GENSCAN 




Start 


316 


End 


1341 




GI 


none 


Score 


.86 




Exons 


316. .472, 1208. .1341 








Seq. No. 


21150 


Seq. ID 


OJ990907 10.0128. 


C48 


Gene No. 


44156 


Strand 


+ 




Start 


1 


End 


2689 




Name 


OJ990907 10.0128.C48.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2551 




GI 


4415933 


Score 


2210 




Exons 


1..2551 








GI Descrip. 


(AC006418) putative cellular 


apoptosis 


susceptibility protein 




[Arabidopsis thaliana] 








Seq. No. 


21150 


Seq. ID 


OJ990907_10.0128. 


C48 


Gene No. 


44156 


Strand 


+ 




Start 


1 


End 


2689 




Name 


OJ990907 10.0128.C48.ol.gs 


Method' 


GENSCAN 




Start 


133 


End 


2554 




GI 


none 


Score 


.86 




Exons 


133. .2554 








Seq. No. 


21150 


Seq. ID 


OJ990907_10.0128. 


C48 


Gene No. 


44156 


Strand 


+ 




Start 


1 


End 


2689 




Name 


OJ990907 10.0128.C48.ol.tc 


Method 


TBLASTX: Cress 




Start 


224 


End 


550 




GI 


none 


Score 


198 




Exons 


224. .394, 259. .366, 422. .550, 


463. .543 






Seq. No. 


21150 


Seq. ID 


OJ990907_10.0128. 


C48 


Gene No. 


44156 


Strand 


+ 




Start 


1 ■ 


End 


2689 




Name 


OJ990907 10.0128.C48.ol.tm 


Method 


TBLASTX: Maize 




Start 


628 


End 


1304 




GI 


none 


Score 


881 




Exons 


628. .1290, 629.. 1303, 630.. 1304 






Seq. No. 


21150 


Seq. ID 


OJ990907_10.0128. 


C48 


Gene No. 


44156 


Strand 


+ 




Start 


1 


End 


2689 





21458 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990907_10 . 0128 . C48 . ol . ts Method 
1331 End 
none *- - Score 



TBLASTX: Soybean 

1753 

122 



1331. .1474, 1333. .1395, 1457. .1696, 1465. .1752, 1466. .1753 



21150 
44156 
1 

OJ990907_10.0128.C48.o2.tm 

1513 

none 



Seq. ID OJ990907_10.0128.C48 

Strand + 

End 2689 

Method TBLASTX: Maize 

End ' 2084 

Score 777 



1513. .2061, 1514. .2002, 2001. .2084, 2006. .2083 



21150 
44156 
1 

0 J990907_10 . 0128 . C4 8 . o3 . t s 

1753 

none 

1753.. 1989, 1754.. 1993 

21150 
44156 
1 

OJ990907_10.0128.C48.o2.tc 

1873 

none 

1873.. 2166, 1874.. 2167 

21150 
44156 
1 

OJ990907_10.0128.C48.o2.ts 

2093 

none 



Seq. ID OJ990907_10.0128.C48 

Strand + 

End 268 9 

Method TBLASTX : Soybean 

End 1993 

Score 205 



Seq. ID OJ990907_10.0128.C48 

Strand + 

End 268 9 

Method. TBLASTX: Cress 

End 2167 

Score 276 



Seq. ID OJ990907_10.0128.C48 

Strand + 

End 2689 

Method TBLASTX : Soybean 

End 24 67 

Score 203 



2093. .2266, 2093. .2260, 2107. .2262, 2330. .2467, 2332. .2463 



Seq. ID' OJ990907_10.0128.C48 

Strand + 

End 268 9 

Method AAT/GAP 

End 2689 

Score 8 65 



21150 
44156 
1 

OJ990907_10.0128.C48.ol.gp 
2114 

26330_1.R1084 
2114. .2567, 2662. .2689 

*4415933/gb|AAD20163| 3.0e~33 (AC006418) putative cellular 
apoptosis susceptibility protein [Arabidopsis thaliana] 
>gi_4559390_gb_AAD23050. 1_AC006526_15 (AC006526) putative 
cellular apoptosis susceptibility protein [Arabidopsis 
thaliana] 1 



21150 
44156 
1 

OJ990907_10 . 0128 . C48 . o3 . tm 

2335 

none 



Seq. ID OJ990907_10.0128.C48 

Strand + 

End 2689 

Method TBLASTX : Maize 

End 2557 

Score 24 6 



2335.. 2556, 2335.. 2556, 2336.. 2557 



21459 



Seq. No. 21151 

Gene No. 4 4157 

Start 1587 

Name OJ990827_09 . 0103 . CI. ol . gs 

Start 1587 

GI none 
Exons 



Seq. ID OJ990827_09.0103.C1 



Strand 
End 

Method 

End 

Score 



+ 

3217 
GENSCAN 
2996 
.87 



1587. .2112, 2127. .2197, 2311. .2751, 2850. .2996 



Seq. No. 21151 Seq. ID OJ990827JD9 . 0103 . CI 

Gene No. 44157 . Strand + 

Start 1587 End 3217 

Name OJ990827_09 . 0103 . CI . ol . gp Method AAT/GAP 

Start 2026 End 3217 

GI 681JL.R1084 . Score 1903 

Exons 2026.. 2197, 2311.. 2751, 2850.. 3217 

GI Descrip. 1 1076757/pir | | S52642 7.0e-66 WSI18 protein - rice 

>gi_537402_dbj_BAA05537_ (D26536) WSI18 protein induced by water 

stress [Oryza sativa] ' 

Seq. No. 21151 Seq. ID OJ990827JD9 . 0103 . CI 

Gene No. 4 4157 Strand + 

Start 1587 End 3217 

Name OJ990827_09 . 0103 . CI . ol . np Method AAT/NAP 

Start 2138 . End ' 2993 

GI 1076757 Score. - 991 

Exons 2138.. 2197, 2311.. 2751, 2850.. 2993 

GI Descrip. WSI18 protein - rice gi | 537402 | dbj | BAA05537 | (D26536) WSI18 

protein induced by water stress [Oryza sativa] 



Seq. No. 


21151 








Seq. ID 


OJ990827 


_09 


.0103 


.CI 


Gene No. 


44158 








Strand 


+ 








Start 


6682 








End 


8488 








Name 


OJ990827 09. 


0103 


.Cl.o4. 


gs 


Method 


GENSCAN 








Start 


6682 






End 


8488 








GI 


none 








Score 


.75 








Exons 


6682. .6760, 


6905 


. .7055, 


7215. 


.7371, 8396. .8488 








Seq. No. 


21151 








Seq. ID 


OJ990827 


_09 


.0103 


.CI 


Gene No. 


44159 








Strand 


+ 








Start 


9845 








End 


10343 








Name 


OJ990827 09. 


0103 


.Cl.o2. 


gp 


Method 


AAT/GAP 








Start 


9845 








End 


10343 








GI 


none 








Score 


954 








Exons 


9845. .10343 


















Seq. No. 


21151 








Seq. ID 


OJ990827^ 


_09 


.0103 


.CI 


Gene No. 


44160 








Strand 


+ 








Start 


10894 








End 


11510 








Name 


OJ990827 09. 


0103 


.Cl.o3. 


gp 


Method 


AAT/GAP 








Start 


10894 








End 


11510 








GI 


none 








Score . 


1187 








Exons 


10894. .11510 


















Seq. No. 


21151 








Seq. ID 


OJ990827_ 


_09 


.0103 


-CI 


Gene No. 


44161 








Strand 


+ 








Start 


12554 








End 


13074 









21460 



Name OJ990827_09 . 0103 . CI . o4 .gp Method AAT/GAP 

Start 12554 End 12884 

GI LIB3434-044-P1-K1-C9 Score 610 

Exons 12554. . 12884 

GI Descrip. ' 6069643/dbj | AP000616. 1 1 AP000616 1.0e-152 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 1 



Seq. No. "21151 Seq. ID 

Gene No. 44161 Strand 

Start 12554 End 

Name OJ990827_09 .0103 . CI . o3 . np Method 

Start 12716 End 

GI 5103838 Score 

Exons 12716. . 12740, 12886.. 13074 

GI Descrip. (AC007591) ESTs gb|H37295 and gb|R64895 come from this gene. 
[Arabidopsis thaliana] 



OJ990827_09.0103.C1 
+ 

13074 
AAT/NAP 
13074 
86 



Seq. No. 


21151 








Seq. ID 


OJ990827_09.0103 


.CI 


\JC11C llVJ • 


44162 








Strand 






Start 


3691 








End 


4365 




Name 


OJ990827 09, 


.0103. 


Cl.o2. 


gs 


Method 


GENS CAN 




Start 


3691 








End 


4365 




GI 


none 








Score 


.85 




Exons 


3691. .4365 














Seq. No. 


21151 








Seq. ID 


OJ990827_09.0103 


.CI 


f^on^ No 


44162 








Strand 






Start 


3691 








End 


4365 




Name 


OJ990827 09. 


,0103. 


Cl.o2. 


np 


Method 


AAT/NAP 




Start 


3691 








End 


4341 




GI 


6689034 








Score 


499 




Exons 


3691. .4341 














GI Descrip. 


(AJ250832) germin-like 


protein [Pisum 


sativum] 




Seq. No. 


21151 








Seq. ID 


OJ990827_09.0103 


.CI 


Gene No. 


44163 








Strand 






Start 


5051 








End 


5904 




Name 


OJ990827 09,. 


,0103. 


Cl.o3. 


gs 


Method 


GENSCAN 




Start 


5051 








End 


5904 




GI 


none 








Score 


.81 




Exons 


5051. .5198, 


5389. 


.5587, 


5730. 


.5904 






Seq. No. 


21151 








Seq. ID 


OJ990827JD9.0103 


.CI 


Gene No. 


44164 








Strand 






Start 


15044 








End 


17321 




Name 


OJ990827 09. 


0103. 


Cl.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


3587 








End 


4278 




GI 


none 








Score 


321 




Exons 


3587. ..3607, 


3700. 


.4197, 


3701. 


.4270, 4192. .4278, 4201. .4278 


Seq. No. 


21151 








Seq. ID 


OJ990827_09.0103 


.CI 


Gene No. 


44164 








Strand- 






Start 


15044 








End 


17321 




Name 


OJ990827 09. 


0103. 


Cl.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3700 








End 


4278 




GI 


none 








Score 


66 




Exons 


3700. .3873, 


3701. 


.3856, 


3871. 


.4278, 3878. .4267 





21461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



21151 
44164 
15044 

OJ990827_09.0103.Cl.o2.ts 

3700 

none 

3700.. 4278, 3701.. 4270 

21151 
44164 
15044 

OJ990827_09.0103.Cl.ol.tw 

3718 

none 

3718. .4116, 3719. .4123 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_09.0103.C1 
17321 

TBLASTX: Soybean 

4278 

267 



OJ990827_09.0103.C1 
17321 

TBLASTX: Wheat 

4123 

264 



OJ990827 09. 0103. CI 



21151 Seq. ID 

44164 Strand 

15044 ' End 17321 

OJ990827_09 . 0103 ,C1 . o4 . np Method AAT/NAP 

15044 End 17321 

3080407 Score 806 

15044. .15241, 15763. .16312, 16430 .. 16904 , 17250. .17321 
(AL022604) hypothetical protein (fragment) [Arabidopsis 
thaliana] 

21151 Seq. ID OJ990827_09 . 0103 . CI 

44164 Strand 

15044 End 

OJ990827_09.0103.Cl.o2.tm Method 

15887 End 

none Score 

15887. .16078, 15892 .. 16038, 15893 16078 , 16067 .. 16309, 
16091.. 16309 



17321 

TBLASTX: Maize 

16309 

128 



Seq. No. 21151 
Gene No. 44164, 
Start 15044 

Name OJ990827_09 . 0103 . CI . ol . ts 

Start 16169 
GI none 
Exons 16169, 

16428. 

16569. 



.16309, 16169, 
.16460, 16430. 
.16868 



.16312, 
.16552, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16176. .16313, 
16506. .16571, 



OJ990827 09. 0103. CI 



17321 

TBLASTX: Soybean 
16870 
55 

16427. .16570, 
16556. . 16870, 



Seq. No. 21152 Seq. ID 

Gene No. 44165 Strand 

Start 93 End 

Name OJ990827_09 . 0103 . C2 . ol . gs Method 

Start 93 End 

GI none Score 

Exons 93.. 388 



OJ990827_09.0103.C2 
388 

GENSCAN 
388 
. 66 



Seq. No. 
Gene No. 
Start 



21153 
44166 
1 



Seq. ID 

Strand 

End 



OJ990827 09. 0103. C3 



509 



21462 



Name 


OJ990827 09.0103.C3.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


474 


GI 


4680190 




Score 


o c n 

269 


Exons 


1..220, 392. .474 








GI Descrip. 


(AF111710) putative dnaJ-like 


protein 


[Oryza sativa subsp. 




indica] 








Seq. No. 


21153 




Seq. ID 


OJ990827_09. 0103 . C3 


Gene No. 


44166 




Strand 




Start 


1 




End 


509 


Name 


OJ990827 09.0103.C3.ol. 


tm 


Method 


TBLASTX : Maize 


Start 


21 




End 


485 


GI 


none 




Score 


185 


Exons 


21. .71, 22. .207, 22. .186, 108 


..200, 391. .477, 396. .485, 411 


Seq. No. 


21153 " 




Seq. ID 


OJ990827_09.0103.C3 


Gene No. 


44166 




Strand 




Start 


1 




End 


509 


Name 


OJ990827_09.0103.C3.ol. 


gs 


Method 


GENSCAN 


Start 


22 




End 


509 


GI 


none 




Score 


.58 


Exons 


22. .184, 392. .509 








Seq. No. 


21154 




Seq. ID 


OJ990827 09. 0103. C5 


Gene No. 


44167 




Strand 


+ 


Start 


1026 




End 


1697 


Name 


OJ990827 09.0103.C5.ol. 


gs 


Method 


GENSCAN 


Start 


1026 




End 


1697 


GI 


none 




Score 


.74 


Exons 


1026. .1697 








Seq. No. 


21154 




Seq. ID 


OJ990827_09.0103.C5 


Gene No. 


44168 




Strand 


+ 


Start 


5259 




End 


9109 


Name 


OJ990827 09.0103.C5.o2. 


gs 


Method 


GENSCAN 


Start 


5259 




End 


9109 


GI 


none 




Score 


.92 


Exons 


5259. .5332, 5444.. 5523, 


5630. 


.5791, 6609. .6714, 6765. .7353, 




7450. .7547, 7637. .7882, 


7985. 


.8099, 8210. .8423, 8520. .9109 


Seq. No. 


21154 




Seq. ID 


OJ990827_09.0103.C5 


Gene No. 


44168 




Strand 


+ 


Start 


5259 




End 


9109 


Name 


OJ990827 09.0103.C5.ol. 


np 


Method 


AAT/NAP 


■Start 


5630 




End 


9097 


GI 


4218991 




Score 


1289 


Exons 


5630. .5791, 6609.. 6714, 


6804. 


.7329, 7435. .7547, 7637. .7882, 




7985.. 8099, 8210.. 8423, 


8520. 


.9097 




GI Descrip. 


(AF098632) subtilisin-like protease [Arabidopsis thaliana] 


Seq. No. 


21154 




Seq. ID 


OJ990827_09.0103.C5 


Gene No . 


44169 




Strand 


+ 


Start 


10841 




End 


■ 12036 


Name 


OJ990827 09.0103.C5.o2. 


np 


Method 


AAT/NAP 


Start 


10841 ' 




End 


12036 


GI 


6553921 




Score 


308 


Exons 


10841. .10957, 11046. .11130, 11651 11792, 11916. .12036 



21463 




GI Descrip. 


(AC012329) : 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


21154 






Seq. ID 


OJ990827_09.0103.C5 


Gene No 


44169 






Strand 


+ 


Start 


10841 






End 


12036 


Name 


OJ990827 09 


.0103. 


C5.o3.gs 


Method 


GENSCAN 


Start 


10841 






End 


12000 


GI 


none 






Score 


. 6 


Exons 


10841. .10957, 11046. .11130, 11843. .12000 


Seq. No. 


21154 






Seq. ID 


OJ990827 09. 0103. C5 


Gene No. 


44170 






Strand 




Start 


294 






End 


720 


Name 


OJ990827 09 


.0103. 


C5.ol.gp 


Method 


AAT/GAP 


Start 


294 






End 


720 


GI 


4878407 






Score 


648 


Exons 


294. .720 










GI Descrip. 


6069643/dbj 


|AP000616.1|AP000616 l.Oe- 


152 Oryza sativa genomic 




DNA, chromosome 6 


;, clone:P0514G12 




Seq. No. 


21154 






Seq. ID 


OJ990827_09.0103.C5 


Gene No. 


44171 






Strand 




Start 


5635 






End 


9093 


Name 


OJ990827 09 


. 0103. 


C5 . ol . tc 


Method 


TBLASTX: Cress 


Start 


5635 ~ 






End 


9037 


GI 


none 






Score 


67 


Exons 


5635 5724, 


6608 . 


6649, 6653 


.6700, 6868. .7326, 6897.. 7091, 




7155 7325. 


7652 . 


7834. 7653 


.7835, 7986.. 8099, 8021.. 8098, 




8200 8421. 


8201 . 


8422. 8557 


.8679, 8561.. 8692, 8777.. 8803, 




8870 9037 










Seq. No. 


21154 






Seq. ID 


OJ990827_09.0103.C5 


Gene No. 


44171 






Strand 




Start 


JDJJ 






End 


9093 


Name 


OJ990827 09 


.0103. 


C5.o2.ts 


Method 


TBLASTX: Soybean 


Start 


6607 






End 


7131 


GI 


none 






Score 


54 


Exons 


6607. .6645, 


6608. 


.6646, 6653. 


.6715, 6655.. 6720, 6805.. 6840, 




6895. .7044, 


6897. 


.7010, 6976. 


.7131 




Seq. No. 


21154 






Seq. ID 


OJ990827_09.0103-C5 


Gene No . 


44171 






Strand 




Start 


5635 






End 


9093 


Name 


OJ990827 09 


.0103. 


C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6884 






End 


• 7326 


GI 


none 






Score 


34 


Exons 


6884. .6925, 


7048. 


.7131, 7050. 


.7091, 7114. .7326, 7155. .7325 


Seq. No. 


21154 






Seq. ID 


OJ990827_09.0103.C5 


Gene No. 


44171 






Strand 




Start 


5635 






End 


9093 


Name 


OJ990827 09 


.0103. 


C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


7051 






End 


9037 


GI 


none 






Score 


235 


Exons 


7051. .7287, 


7053. 


.7286, 7279. 


.7326, 7286. .7309, 7653.. 7868, 




7971. .8099, 


8021. 


.8098, 8197. 


.8421, 8! 


201. .8422, 8284. .8424, 




8393. .8425, 


8554. 


.8691, 8561. 


.8677, 8' 


762. .8800, 8812. .8916, 








21464 









8813.. 8890, 8957.. 9037 






Seq. No. 


21154 


Seq. ID 


OJ990827_09.0103.C5 


Gene No. 


44171 


Strand 




Start 


5635 


End 


9093 


Name . 


OJ990827 09.0103.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


7132- 


End 


9093 


GI 


none 


Score 


192 


Exons 


7132.. 7326, 7155.. 7325, 7655 


..7825, 7656. .7880, 7977. .8099, 




8201.. 8320, 8320.. 8421, 8321 


..8422, 8516. .8683, 8545. .8676, 




8771.. 8794, 8818.. 8922, 8819 


..8971, 8912. .8971, 9011. .9037, 




9056.. 9088, 9061.. 9093 






Seq. No. ■ 


21155 


Seq. ID 


OJ990827_09.0103.C6 


Gene No. 


44172 


Strand 


+ 


Start 


1 


End 


12757 


Name 


OJ990827 09.0103.C6.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


7265 


GI 


6553921 


Score 


761 


Exons 


1..123, 304. .375, 526. .622, 


2073. .2306 


, 2529. .2610, 4805. .4981, 




5532.. 5624, 5704.. 5769, 5884 


..5930, 6057. .6740, 6884. .7265 


GI Descrip. 


(AC012329) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


21155 


Seq. ID 


OJ990827_09.0103.C6 


Gene No. 


44172 


Strand 


+ 


Start 


1 


End 


12757 


Name 


OJ990827 09.0103.C6.ol.gs 


Method 


GENSCAN 


Start 


306 


End 


12545 


GI 


none 


Score 


.71 


pvnn c; 


306. .389, 519. .622, 1414. .1675, 1870.. 


2306, 2529. .2610, 




3459.. 3567, 5884.. 5930, 6013 


:.6737, 6884. .7158, 7624. .7687, 




7792. .7917, 7939. .8011, 8142 


..8229, 8928. .9078, 9286. .9448, 




9586.. 9715, 9907.. 10065, 10186. . 10355, 


10481. .10561, 




10595. .10602, 11127. .11349, 


11383. .11427, 11488. .12237, 




12315. .12545 






Seq. No. 


21155 


Seq. ID 


OJ990827_09.0103.C6 


Gene No. 


44172 


Strand 


+ 


Start 


1 


End 


12757 


Name 


OJ990827 09.0103.C6.o2.np 


Method 


AAT/NAP 


Start 


4431 


End 


10561 


GI 


4680190 * 


Score 


840 


Exons 


4431.. 4450, 7907.. 8011, 8142 


..8201, 8996. .9078, 9250. .9448, 




9586.. 9715, 9907.. 9978, 10186.~;10355, 


10481. .10561 


GI Descrip. 


(AF111710) putative dnaJ-like protein 


[Oryza sativa subsp. 




indica] 






Seq. No. 


21155 


... Seq. ID 


OJ990827_09.0103.C6 


Gene No. 


44172 


Strand 


+ 


Start 


1 


End 


12757 


Name 


OJ990827 09.0103.C6.ol.gp 


Method 


AAT/GAP 


Start 


6932 


End 


7283 


GI 


LIB3434-056-P1-K1-H9 


Score 


681 


Exons 


6932. .7283 






GI Descrip. 


'5042437/gb| AC007789. 1 IAC007789 1.0e-34 Oryza sativa BAC T49B20 



genomic sequence, complete sequence* 



21465 



Seq. No. 21155 Seq. ID 

Gene No. 4 4172 Strand 

Start 1 End 

Name OJ990827_09.0103.C6.o2.gp Method 

Start 11697 End 

GI 304_1.R1084 Score 

Exons 11697. .12237, 12315.. 12757 

GI Descrip. 1 231984 /sp | P30287 | DH25_ORYSA 1.0e-64 DEHYDRIN RAB25 
>gi_100709_pir S19132 rab25 protein - rice 

>gi_20320_emb_CAA40604^_ (X57327) rab25 product [Oryza sativa] 1 



OJ990827_09.0103.C6 
+ 

12757 
AAT/GAP 
12757 
1884 



Seq. No. 21155 Seq. ID OJ990827_09 . 0103 . C6 

Gene No. 44172 Strand + 

Start 1 End 12757 

Name OJ990827_09,.0103.C6.o3.np Method AAT/NAP 

Start 11782 End -12542 

GI 231984 Score '1152 

Exons 11782. .12237, 12315.. 12542 

GI Descrip. DEHYDRIN RAB25 gi | 100709 | pir | | S19132 rab25 protein - rice 

gi | 20320 | emb | CAA40604 | (X57327) rab25 product [Oryza sativa] 



Seq. No. 


21155 






Gene No. 


44173 






Start 


12926 






Name 


OJ990827 09. 


0103. 


C6.ol. 


Start 


1412 








none 






Exons 


1412. .1522, 


1866. 


.2306, 


Seq. No. 


21155 






Gene No. 


44173 






Start 


12926 






Name 


OJ990827 09. 


0103. 


C6.o4. 


Start 


4813 






GI 


none 






Exons 


4813. .4983, 


4814. 


.4984, 


Seq. No. 


21155 






Gene No. 


44173 






Start 


12926 






Name 


OJ990827 09. 


0103. 


C6.06. 


Start 


5562 






GI 


none 






Exons 


5562. .5630, 


5685. 


.5771, 




5884. .5931, 


5888. 


.5935, 


Seq. No. 


21155 






Gene No. 


44173 






Start 


12926 






Name 


OJ990827 09. 


0103. 


C6.05. 


Start 


6267 






GI 


none 






Exons 


6267. .6377, 


6271. 


. 6387, 


Seq. No. 


21155 






Gene No. 


44173 






Start 


12926 







Seq. ID OJ990827_09.0103.C6 

Strand + 

End 15916 

tm Method TBLASTX: Maize 

End 2 613 ' : 

Score 8 9 
1903. .2304, 252T..2613, 2533. .2610 

Seq. ID OJ990827_09.0103.C6 

Strand + 

End 15916 

tm Method TBLASTX : Mai ze 

End 5113 

Score 177 
4814. .4984, 5047. .5112, 5051. .5113 

Seq. ID OJ990827_09.0103.C6 

Strand + 

End 15916 
tm Method TBLASTX : Mai ze 

End 6090 

Score 64 
5691. .5771, 5692. .5772, 5883. .5930, 
6054. .6089, 6055. .6090, 6057. .6089 

Seq. ID OJ990827_09.0103.C6 

Strand + 

End 15916 

tm Method TBLASTX : Mai ze 

End 6480 

Score 146 
6385. .6480, 6393. .6479 

Seq. ID OJ990827_09.0103.C6 
Strand + 
End 15916 



21466 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start < 
GI 

Exons 



OJ990827 09.0103. C6.o3.tra 



Method TBLASTX : Mai ze 



6543 ~ End 7250 

none Score 105 

6543.. 6737, 6544.. 6738, 6547.. 6738, 6590.. 6739, 6626.. 6739, 

6902.. 6970, 6903.. 6974, 7005.. 7139, 7005.. 7130, 7012.. 7131, 

7025.. 7201, 7155.. 7250, 7166.. 7246 



21155 Seq. ID 

44173 Strand 
12926 End 
OJ990827_09 . 0103 . C6 . ol . ts Method 
7921 End 
none Score 
7921.. 8034, 7925.. 8032, 8133.. 8204, 8150.. 8188, 8999.. 9073, 
9293.. 9370, 9580.. 9732, 9903.. 10067, 9911.. 10066, 9921.. 10070, 
10185. .10226, 10230. .10358, 10481. .10561 



OJ990827_09.0103.C6 
+ 

15916 

TBLASTX : Soybean 

10561 

112 



21155 
44173 
12926 

OJ990827_09.0103.C6.o2.tm 

8126 

none 

8126. .8206, 
9263. .9448, 
9585. .9659, 
10174 
10283 



8.130.. 8201, 8985 
9284.. 9448, 9285 
9622.. 9708, 9903 
10233, 10185. .10280, 10236 
10366, 10480. .10560, 10481 



Seq. ID OJ990827_09.0103.C6 

Strand + 

End 15916 

Method TBLASTX : Mai ze 

End 11170 

Score 97 

9074, 8993.. 9079, 8994.. 9062, 
9455, 9580.. 9714, 9584.. 9721, ' 
10067, 9905.. 10066, 9913.. 10068, 
10358, 10236. .10355, 
10561, 11123. .11170 



21155 
44173 
12926 

OJ990827 09.0103.C6.ol.tc 



Seq. ID OJ990827_09.0103.C6 

Strand + 

End 15916 

Method TBLASTX : Cress 

End 10358 

Score 113 



9284 
none 

9284.. 9421, 9293.. 9382, 9580.. 9714, 9903.. 10067, 9905.. 10066, 
10224.. 10358 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21155 Seq. ID 

44173 . Strand 

12926 End 

OJ990827_09 . 0103 . C6 . ol . tw Method 

9904 End 

none Score 



OJ990827_09.0103.C6 
+ 

15916 

TBLASTX: Wheat 

10543 

146 



9904.. 10029, 9905.. 10057, 9905.. 10066, 9906.. 10067, 
10180. .10233, 10185. .10232, 10211 .. 10357 , 10230 .. 10358, 
10230. .10355, 10283. .10366, 10480 .. 10542, 10481. .10543 



21155 
44173 
12926 

OJ990827_09.0103.C6.o2.gs 

12926 

none 

12926. .13058, 13214 .. 13309, 
14836. .14920, 15141 .. 15756, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

13357 

15784 



OJ990827_09.0103.C6 
+ 



15916 
GENSCAN 
15916 
' .55 
13484, 14336. 
15916 



, 14752, 



21467 




Seq. No. 


21156 






Seq. ID 


OJ990827_09.0103.C7 


Gene No. 


44174 






Strand 


+ 


Start 


1551 






End 


2710 


Name 


OJ990827 09. 


,0103 


.C7.ol.gs 


Method 


GENSCAN 


Start 


1551 






End 


2710 


GI 


none 






Score 


.58 


Exons 


1551. .1704, 


2565 


. .2710 






Seq. No. 


21156 






Seq. ID 


OJ990827_09.0103.C7 


Gene No. 


. 44175 






Strand 




Start 


3162 






End 


4368 


Name 


OJ990827 09. 


0103 


.C7.o2.tm 


Method 


TBLASTX: Maize 


Start 


1378 






End 


1860 


GI 


none 






Score 


168 


Exons 


1378. .1554, 


1392 


..1544, 1648. 


.1860 




Seq. No. 


21156 






Seq. ID 


OJ990827_09.0103.C7 


Gene No . 


44175 






Strand 




Start 


3162 






End 


4368 


Name 


OJ990827 09. 


0103, 


.C7.o2.gs 


Method 


GENSCAN 


Start 


3162 






End 


4291 


GI 


none 






Score 


.96 


Exons 


3162. .3795, 


3917. 


,.4046, 4147. 


.4291 




Seq. No. 


21156 






Seq. ID 


OJ990827_09.0103.C7 


Gene No. 


44175 






Strand 




Start 


3162 






End 


4368 


Name 


OJ990827 09. 


0103. 


.C7 .ol.np 


Method 


AAT/NAP 


Start 


3198 






End 


4291 


GI 


421980 






Score 


739 


Exons 


3198. .3795, 


3917. 


..4046, 4150. 


.4291 




GI Descrip. 


transforming protein (myb3) - 


barley gi | 19059 | emb | CAA50223 | 




(X70878) MybHv33 


[Hordeum vulgare] 




Seq. No. 


21156 






Seq. ID 


OJ990827_09.0103.C7 


Gene No. 


44175 






Strand 




Start 


3162 






End 


4368 


Name 


OJ990827 09. 


0103. 


.C7.ol.tm 


Method 


TBLASTX: Maize 


Start 


3687 






End 


4344 


GI 


none 






Score 


127 


Exons 


3687. .3806, 


3717. 


..3797, 3718. 


.3798, 3856. .4047, 3902. .4054, 




3983. .4048, 


4142. 


,.4297, 4148. 


.4300, 4149. .4301, 4150. .4344, 




4219. .4314 










Seq. No. 


21156 






Seq. ID 


OJ990827_09.0103.C7 


Gene No. 


44175 






Strand 




Start 


3162 






End 


4368 


Name 


OJ990827 09. 


0103. 


C7.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3708 






End 


4261 


GI 


none 






Score 


91 


Exons 


3708. .3797., 


3709. 


.3798, 3856., 


.4047, 3899. .4048, 4146. .4250, 




4148. .4261 










Seq. No. 


21156 






Seq. ID 


OJ990827_09.0103.-C7 


Gene No. 


44175 






Strand 




Start 


3162 






End 


4368 


Name 


OJ990827 09. 


0103. 


C7 .ol.tc 


Method 


TBLASTX: Cress 



21468 



Start 
GI 

Exons 



3711 End 4258 

none Score 108 

3711. .3770, 3759. .3797, 3901. ,4047, 3902. .4048, 4146. .4256, 
4148. .4258 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



21156 Seq. ID 

44175 Strand 
3162 End 
OJ990827_09.0103.C7.ol.gp Method 
3737 End 
65698_1.R1084 Score 
3737. .3795, 3917. .4046, 4150. .4368 

, 421980/pir| IS35419 4.0e-43 transforming protein (myb3) - barley 
>gi_19059_emb_CAA50223_ (X70878) MybHv33 [Hordeum vulgare] ' 



OJ990827_09.0103.C7 

4368 
AAT/GAP 
4368 
735 



21156 Seq. ID 

44175 Strand 

3162 End 

OJ990827_09.0103.C7.ol.tw Method 

3913 End 

none Score 



OJ990827_09.0103.C7 
4368 

TBLASTX: Wheat 

4327 

108 



3913. 
4274. 



4047, 3914, 
,4327 



,4048, 3995. .4051, 4148. .4249, 4157. .4234, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21157 Seq. ID 

44176 Strand 

1 End 

OJ990827_09.0103.C8.ol.np Method 

1 End 

5852093 Score 
1..66, 588. .677 

(AL117264) zwhl6.1 [Oryza sativa] 



OJ990827_09.0103.C8 
+ 

677 

AAT/NAP 

677 

54 



21157 Seq. ID 

44176 Strand 

1 End 

OJ990827_09 . 0103 . C8 . ol . gp Method 

89 End 

5004566 Score 
89. .203 

5042437/gb|AC007789.1|AC007789 1.0e-34 Oryza sativa BAC T49B20 

genomic sequence, complete sequence 



OJ990827_09.0103.C8 
+ 

677 

AAT/GAP 

203 

141 



21157 Seq. ID 

44177 Strand 

7010 End 

OJ990827_09 . 0103 . C8 . o2 . gs Method 

7010 End 

none Score 
7010.. 7405 



OJ990827_09.0103.C8 
+ 

7405 
GENSCAN 
7405 
.94 



Seq. No. 21157 . Seq. ID 

Gene No. 44178 Strand 

Start 8817 End 

Name OJ990827_09 . 0103 . C8 . o4 . gs Method 

Start 8817 End 

GI none Score 



OJ990827_09.0103.C8 
+ 

11960 
GENSCAN 
11960 
.53 



21469 



Exons 



8817.. 8880, 9072.. 9306, 9308.. 9599, 10143 .. 10219, 10402 10567 , 
10749. .10847, 11026 11223, 11307 11359, 11873. .11960 



Seq. No. 21157 

Gene No. 44179 

Start 12787 

Name OJ990.827_09. 0103 .C8 .o5.gs . 

Start 12787 

GI none 

Exons 12787. .13199, 13275 . . 13632, 
15262. .15450, 17248.. 17412 



Seq. ID OJ990827_09.0103.C8 

Strand- + 

End . 17412 

Method GENSCAN 

End 17412 

Score . 65 
14696. .14769, 14884 .. 15028 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



21157 
44180 
18418 

OJ990827_09.0103.C8.o3.gp 
18312 

185_1.R1084 
18312. .18561, 
20944. .21032, 
21768. .21851 

, 2073375/dbj IBAA19856I 0.0e+00 (D85317) farnesyl pyrophosphate 
synthase [Oryza sativa] >gi_4063829_dbj_BAA3627 6_ (AB021747) 
farnesyl diphosphate synthase [Oryza sativa] 1 .'- 



20168. .20308, 
21277. .21327, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20408. .20492, 
21433. .21528, 



OJ990827_09.0103.C8 
+ 

21851 
AAT/GAP 
21851 
1715 

20735. .20851, 
21601. .21645, 



Seq. No. 


21157 


Seq. ID 


OJ990827_ 


09.0103. 


C8 


Gene No. 


44180 


Strand 


+ 






Start 


18418 


End 


21851 






Name 


OJ990827 09.0103.C8.o3.np 


Method 


AAT/NAP 






Start 


18418 


End 


21851 






GI 


2073375 


Score 


1208 






Exons 


18418. .18561, 20168. .20308, 


20408. .20493, 20735. 


.20851, 






20944. .21032, 21277 .. 21327 , 


21433. .21528, 21601. 


.21645, 






21768. .21851 










GI Descrip. 


(D85317) farnesyl pyrophosphate synthase [Oryza 


sativa] 






gi|4063829|dbj |BAA36276| (AB021747) farnesyl diphosphate 




synthase [Oryza sativa] 










Seq. No. 


21157 


Seq. ID 


OJ990827_ 


09.0103. 


C8 


Gene No. 


44180 


Strand 


+ * 






Start 


18418 


End 


21851 






Name 


OJ990827 09.0103.C8.o6.gs 


Method 


GENSCAN 






Start 


18418 


End 


21032 






GI 


none 


Score 


.78 






Exons 


18418. .18561, 20168. .20308, 


20735. .20851, 20944. 


.21032 




Seq. No. 


21157 


Seq. ID 


OJ990827_ 


09.0103. 


C8 


Gene No. 


44181 


Strand 








Start 


6969 


End 


7426 






Name 


OJ990827 09.0103.C8.o2.gp 


Method 


AAT/GAP 






Start 


6969 


End 


7426 






GI 


none 


Score 


84 8 






Exons 


6969. .7426 










Seq. No. 


21157 


Seq. ID 


OJ990827_ 


09.0103. 


C8 


Gene No. 


44182 


Strand 








Start 


7604 


End 


9635 







21470 




Name 


OJ99082 7_09 


. 0103 .C8 . o3 . 


gs 


Method 


GENSCAN 


Start 


7604 






End 


8134 


GI 


none 






Score 


. 63 


Exons 


7604 . .7727 , 


7749. .8134 








Seq. No. 


21157 






* Seq. ID 


OJ990827_09 . 0103 .C8 


Gene No. 


44182 






Strand 




Start 


7604 






End 


9635 


Name 


OJ990827_09 


.0103.C8.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7640 






End 


7942 


GI 


none 






Score 


68 


Exons 


7640. .7693, 


7719. .7820, 


7735 . 


.7821, 7806. .7940, 7814. .7942 


Seq. No. 


21157 






Seq. ID 


OJ990827_09.0103.C8 


Gene No. 


44182 






Strand 




Start 


7604 






End 


9635 


Name 


OJ990827_09 


. 0103 . C8 .ol . 


tm 


Method 


TBLASTX: Maize 


Start 


7640 






End 


8024 


GI 


none 






Score 


70 


Exons 


7640. .7693, 


7719. .7820, 


7732 . 


.7821, 7806. .8024, 7814. .8020 


Seq. No. 


21157 






Seq. ID 


OJ990827__09.0103.C8 


Gene No. 


44182 






Strand 




Start 


7604 






End 


9635 


Name 


OJ990827_09 


. 0103 .C8 .o2 . 


tw 


Method 


TBLASTX: Wheat 


Start 


7646 






End 


7883 


GI 


none 






Score 


73 


Exons 


7646. .7693, 


7719. .7820, 


7806. 


.7883, 7814. .7882 


Seq. No. 


21157 






Seq. ID 


OJ990827_09.0103.C8 


Gene No. 


44182 






Strand 




Start 


7604 






End 


9635 


Name 


OJ990827_09 


.0103.C8.o2. 


np 


Method 


AAT/NAP 


Start 


7710 






End 


9635 


GI 


3643598 






Score 


358 


Exons 


7710. .8168, 


9614. .9635 








GI Descrip". 


(AC005395.) ] 


putative poly (A) polymerase 


[Arabidopsis thaliana] 


Seq. No. 


21157 






Seq. ID 


OJ990827_09.0103.C8 


Gene No. 


44182 






Strand 




Start 


7604 






End 


9635 


Name 


OJ990827 09 


.0103.C8.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


7719 






End 


8140 


GI 


none 






Score 


60 


Exons 


7719 . . 7820, 


7743. .7820, 


7806. 


.8024, 78 


14. .8020, 8084. .8140 


Seq. No. 


21157 






Seq. ID 


OJ990827_09.0103.C8 


Gene No. 


44183 - 






■Strand 




Start 


9653 






End 


10019 


Name 


OJ990827_09 


.0103.C8.o3. 


tm 


Method 


- TBLASTX: Maize 


Start 


9653 






End 


10019 


GI 


none 






Score 


165 


Exons 


9653. .9883, 


9676. .9888, 


9677. 


.9877, 98 


80. .9936, 9971. .10018, 




9972. .10019 










Seq. No: 


21157 






Seq. ID 


OJ990827_09.0103.C8 


Gene No. 


44184 






Strand 





21471 




Start 


12816 




End 


14362 




Name 


OJ990827 09. 0103. C8. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


12816 




End 


13191 




GI 


none 




Score 


498 




Exons 


12816. .13148, 12817. 


.13149, 


13161. .13190, 13162.. 13191 




Seq. No. 


21157 




Seq. ID 


OJ990827 09 0103 


.C8 


Gpne No 


44184 




Strand 






Start 


12816 




End 


14362 




Name 


OJ990827 09. 0103. C8. 


o2.ts 


Method 


TBLASTX : Soybean 




Start 


12835 




End 


13110 




GI 


none 




Score 


270 




Exons 


12835. .13110, 12861. 


.13100 








Seq.- No. 


21157 




Seq. ID 


OJ990827_09.0103 


.C8 


Gene No . 


44184 




Strand 






Start 


12816 




End 


14362 




Name 


OJ990827 09. 0103. C8. 


o4 . tm 


Method 


-TBLASTX: Maize 




Start 


13051 




End 


14362 


- 


GI 


none 




Score 


85 




Exons 


13051. .13128, 13240. 


.13371, 


14224. .14358, 14228. .14362 




Seq. No. 


21157 




Seq. ID 


OJ990827 09 0103 


.C8 


VJ I 1 ! \J . 


44184 




Strand 






Start 


12816 




End 


14362 




Name 


OJ990827 09.0103.C8. 


06. ts 


Method 


TBLASTX : Soybean 




Start 


13278 




End 


13520 




GI 


none 




Score 


209 




Exons 


13278. .13520, 13282. 


.13449 








Seq. No. 


21157 




Seq. ID 


OJ990827_09.0103 


.C8 


Gene No . 


44184 




Strand 






Start 


12816 




End 


14362 




Name 


OJ990827 09. 0103. C8 . 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


14224 




End 


14362 




GI 


none 




Score 


234 




Exons 


14224. .14358, 14225. 


.14362 








Seq. No. 


21157 




Seq. ID 


OJ990827_09.0103 


-C8 


Gene No . 


44184 




Strand 






Start 


12816 




End 


14362 




Name 


OJ990827 09. 0103. C8. 


o4 . ts 


Method 


TBLASTX: Soybean 




Start 


14224 




End 


14362 




GI 


none 




Score 


234 




Exons 


14224. .14355, 14225. 


.14362 








Seq. No. 


21157 




Seq. ID 


OJ990827_09.0103 


.C8 


Gene No. 


44185 




Strand 






Start 


18463 




End 


21851 




Name 


OJ990827 09 0103 C8 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


18463 




End 


21033 




GI 


none 




Score 


109 




Exons 


18463. .18567, 20161. 


.20310, 


20162. .20311, 20164. .20328, 






20392. .20430, 20408. 


.20431, 


20419. .20487, 20427 .. 2048 6, 






20733. .20852, 20735. 


.20854, 


20928. .21020, 20932.. 21033 




Seq. No. 


21157 




Seq. ID 


OJ990827_09.0103 


.C8 



21472 



Gene No. 44185 
Start 18463 

Name OJ990827_09 . 0103 .C8 .o3. ts 

Start 18463 
GI none 

Exons 18463. .18567, 18472 .. 18564 , 

•20408. .20431, 20419 .. 20487, 
20721. .20852, 20727 .. 20852, 
20928. .21038, 20931 .. 20969, 



Strand 

End 21851 

Method TBLASTX : Soybean 

End 21039 

Score 114 
20161. .20310, 20162. .20311, 
20419. .20487, 20430 .. 204 92, 
20734. .20853,. 20735 .. 20854 , 
20932. .21039 



Seq. No. 21157 
Gene No. 44185 
Start 18463 

Name OJ990827_09 . 0103 . C8 . o2 . tm 

Start 20279 
GI none 
Exons 20279. 

20419. 

20735. 

21282. 

21433. 

21753. 



,20311, 20279 

,20487, 20727 

,20854, 20928 

,21329, 21283 

,21528, 21433 

.21851, 21766 



.20308, 
.20852, 
.21032, 
.21348, 
.21528, 
.21849, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

20413 

20727 



OJ990827 09. 0103. C8 



21851 

TBLASTX: Maize 
21851 
52 

20487, 20415 
20852, 20734 



,21033, 20977, 



20486, 
20853, 
21036, 



20932 

21283. .21345, 21432 .. 21524 , 
21598. .21645, 21599 .. 21640, 
21767.. 21850 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21157 
44185 
18463 
OJ990827 
21279 
none 
21279 
21433 
21753 



09.0103.C8.o2.tc 



21323, 21279. 
21528, 21434. 
21851 



.21329, 
.21553, 



Seq. ID OJ990827JD9.0103.C8 
Strand 

End 21851 

Method TBLASTX : Cress 

End 21851 

Score ' 4 4 
21280. .21348, 21432 .. 21524 , 
21598. .21645, 21752 .. 21835, 



Seq. No. 21157 Seq. ID 

Gene No. 44185 Strand 

Start 18463 End 

Name * OJ990827_09 . 0103 . C8 . o5 . ts Method 

Start 21282 End 

GI none Score 

Exons 21282. .21329, 21283 .. 21348 , 21432 

21433. .21528, 21596 .. 21631, 21598 



21524, 
21645 



OJ990827_09.0103.C8 
21851 

TBLASTX: Soybean 

21645 

91 

21433. .21528, 



Seq. No. 21158 Seq. ID OJ990827_09 . 0103 . C9 

Gene No. 44186 Strand + 

Start 2002 End 2262 

Name OJ990827_09. 0103 . C9 . ol . gp Method AAT/GAP 

Start 2002 End 2262 

GI 427610 Score 401 

Exons 2002.. 2262 

GI Descrip. 5852172/emb | CAB55410 . 1 | 4.0e-ll (AL117265) zhb0002.1 [Oryza 
sativa] 



Seq. No. 21158 Seq. ID 

Gene No. 44187 Strand 

Start 2881 End 

Name OJ990827_09 . 0103 . C9 . o2 . gp Method 

Start 2881 End 



OJ990827_09.0103.C9 
+ 

7192 

AAT/GAP 

4031 



21473 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16878JL.R1084 Score 1431 

2881. .3234, 3336. .3485, 3573. .3635, 3728. .3904, 3984. .4031 
•2462748 4.0e-91 (AC002292) putative Clathrin Coat Assembly 
protein [Arabidopsis thaliana] ' 



21158 
44187 
2881 

OJ990827_09.0103.C9.o2.gs 

3106 

none 

3106.. 3234, 3336.. 3485, 3573. 
5330.. 5437, 5524.. 5620, 5728. 
6349. .6421, 6474. .6636, 7171. 



OJ990827_09.0103.C9 
+ 



Seq. ID 
Strand 
End 7192 
Method GENSCAN 
End 7192 
Score . 8 

.3635, 3728.. 3904, 3984.. 4087, 
.5825, 5906.. 6047, 6129.. 6251, 
.7192 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21158 Seq. ID OJ990827_09 . 0103 . C9 

44187 Strand + 

2881 End 7192 

OJ990827_09 . 0103 . C9 . o3 . np Method AAT/NAP 
3106 End 6444 

2462748 Score 1712 

3106.. 3234, 3336.. 3485, 3573.. 3635, 3728.. 3904, 
5330. .5437, 5524. .5620, 5728. .5825, 5906. .6047, 
6349.. 6444 

(AC002292) putative Clathrin Coat Assembly protein [Arabidopsis 
thaliana] 



3984. 
6129. 



.4087, 
.6251, 



21158 Seq. ID 

44187 Strand 

2881 End 

OJ990827_09 . 0103 . C9 . o3 . gp Method 

5565 End 

17471 1.R1084 Score 



OJ990827_09.0103.C9 
+ 

7192 
AAT/GAP 
6874 
1679 



5565. .5620, 5728. .5825, 5906. .6047, 6129. .6251, 6349. .6874 
1 2462748 5.0e-77 (AC002292) putative Clathrin Coat Assembly 
protein [Arabidopsis thaliana] 1 



Seq. No. 


21158 




Seq. ID 


OJ990827_ 


_09. 


0103 


.C9 


Gene No. 


44188 




Strand 










Start 


2081 




End 


6741 








Name 


OJ990827 09 


.0103.C9.ol.gs 


Method 


GENSCAN 








Start 


2081 




End 


3015 








GI 


none 




Score 


.82 








Exons 


2081. .2239, 


2866. .3015 












Seq. No. 


21158 




Seq. ID 


OJ990827_ 


_09. 


0103 


.C9 


Gene No. 


44188 




Strand 










Start 


2081 




End 


6741 








Name 


OJ990827 09 


.0103.C9.ol.np 


Method 


AAT/NAP 








Start 


2111 




End 


5303 








GI 


5852172 




Score 


131 








Exons 


2111. .2188, 


2316.. 2381, 5109 


. .5303 










GI Descrip. 


(AL117265) 


zhb0'002.1 [Oryza 


sativa] 










Seq. No. 


21158 




Seq. ID 


OJ990827_ 


_09. 


0103 


.C9 


Gene No. 


44188 




Strand 










Start 


2081 




End 


6741 









21474 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990827_09.0103.C9.o2.np Method 
2111 End 
5852172 Score 
2111.. 2188, 2316.. 2381 
(AL117265) zhb0002.1 [Oryza sativa] 



21158 
44188* 
2081 

OJ990827 

3078 

none 



09.0103.C9.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



AAT/NAP 

2381 

130 



OJ990827_09.0103.C9 
6741 

TBLASTX: Maize 

3398 

219 



3078.. 3233, 3091.. 3234, 3324.. 3398, 3335.. 3397 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827 09. 0103. C9 



21158 
44188 
2081 

OJ990827_09.0103.C9.o2.ts 
3091 
none 

3091. .3234, 3102. .3146, 3198. .3233, 3324. .3374, 3371. .3487, 
3372. .3488 



6741 

TBLASTX: Soybean 

3488 

202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
.Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21158 
44188 
2081 

OJ990827_09.0103.C9.o2.tc 

3105 

none 

3105.. 3233, 3106.. 3234, 3324. 
3567. .3626, 3728. .3754 



21158 
44188 
2081 
OJ9908 
3399 
none 
3399. . 
3727. . 
5325. . 
5550. . 
5903. . 
6117. . 
6347. . 
6599. . 



27 09.0103.C9.ol.tm 



3488, 
3906, 
5459, 
5633, 
6049, 
6251, 
6481, 
6670, 



3401. 
3728. 
5327. 
5717. 
5904. 
6128. 
6348. 
6655. 



3493, 
3907, 
5443, 
5821, 
6047, 
6253, 
6482, 
6735, 



3552. 
3981. 
5522. 
5725. 
5905. 
6129. 
6591. 
6671. 



21158 
44188 
2081 

OJ990827_09.0103.C9.ol.ts 

3585 

none 

3585.. 3626, 3585.. 3635, 3715. 
3981. .4085, 3983. .4087, 3983. 
5328. .5444, 5522.. 5623, 5523. 
5727. .5798, 5740.. 5829, 5900. 



Seq. ID OJ990827_09.0103.C9 
Strand 

End 6741 

Method TBLASTX : Cress 

End 3754 

Score 199 

.3374, 3371. .3493, 3372. .3488, 



Seq. ID OJ990827_09.0103.C9 
Strand 

End 6741 

Method TBLASTX : Mai ze 

End 6741 

Score 145 

.3635, 3567.. 3626, 3715.. 3906, 
.4085, 3986. .4087, 3988. .4086, 
.5623, '5523.. 5621, 5524.. 5622, 
.5823, 5725.. 5838, 5901.. 5939, 
.6048, 5905.. 6051, 5976.. 6077, 
.6254, 6134.. 6253, 6343.. 6474, 
.6668, 6592.. 6669, 6592.. 6669, 
.6727, 6676. .6741 

Seq. ID OJ990827_09.0103.C9 
Strand 

End 6741 

Method TBLASTX : Soybean 

End 6166 

Score 73 

.3906, 3728. .3907, 3981. .4085, 
.4087, 5312. .5443, 5325. .5459, 
.5621, 5524.. 5655, 5725.-5823, 
.6049, 5904.. 6047, 6129.. 6164, 



21475 



6134. .6166 



Seq. No. 21158 
Gene No. 44188 
Start 2081 

Name OJ990827_09.0103-C9.ol.tc 
Start ) 5727 
GI none 

Exons 5727.. 5798, 5728.. 5823, 5734. 

6117.. 6251, 6129.. 6254, 61.34, 
6348. .6413 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.5838, 
.6253, 



OJ990827 09. 0103. C9 



6741 

TBLASTX: Cress 
6414 
140 

5900.. 6049, 5904, 
6343. .6414, 6347, 



.6047, 
.6409, 



Seq. No. 21158 Seq. ID 

Gene No. 44188 Strand 

Start . 2081 End 

Name OJ990827_09 . 0103 . C9 . ol . tw ' Method 

Start 5906 End 

GI none Score 

Exons 5906.. 6049, 5907.. 6047, 5912.. 6049, 

6117. .6251, 6129. .6254, 6134. .6253, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



OJ990827_09.0103.C9 
6741 

TBLASTX: Wheat 

6435 

234 



5914. 
6343. 



.6051, 
.6435, 



5976. .6077, 
6348. .6434 



OJ990827_09. 0103 -C10 
+ 

4889 
AAT/NAP 
3176 
301 
.3176 
sativa] 
hypothetical protein 



21159 Seq. ID 

44189 Strand 
916 End 
OJ990827_09. 0103. C10. ol.np Method . 
916 • End 

5922623 Score 
916. .996, 1383. .1541, 1709. .1784, 3068 
(AP0004 92) hypothetical protein [Oryza 
gil 6016856 | dbj | BAA85199.il (AP000570) 
[Oryza sativa] 

21159 Seq. ID 

44189 Strand 
916 End 
OJ990827_09. 0103. C10. o2.np Method 
916 End 
5922623 Score 
916. .996, 1383. .1541, 1709. .1784 
(AP0004 92) hypothetical protein [Oryza sativa] 
gil 6016856 | dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



OJ990827_09. 0103. C10 
+ 

4889 
AAT/NAP 
1784 
297 



21159 Seq. ID 

'44189 Strand 

916 End 
OJ990827_09. 0103. C10. o2.gs Method 

2623 'End 

none ' Score 

2623.-3884, 4017. .4224 

21159 Seq. ID 

44189 Strand 

916 End 
OJ990827_09. 0103. C10. o3.np Method 

2623 End 

5803259 Score 



OJ990827_09. 0103. C10 
+ 

4889 
GENSCAN 
4224 
.86 



OJ990827_09. 0103. C10 
+ 

4889 
AAT/NAP 
4889 
2478 



21476 



Exons 

GI Descrip. 



# • 

2623.. 3884, 3983.. 4359, 4834.. 4889 

(AP000399) hypothetical protein [Oryza sativa] 



Seq. No. 


21159 


Seq. ID 


OJ990827J39. 


0103 


.C10 


Gene No. 


44189 


Strand 


+ 






Start 


916 


End 


4889 






Name 


OJ990827 09.0103.C10.o4.np 


Method 


AAT/NAP 






Start 


3407 


* End 


4889 






GI 


5042454 


Score 


111 






Exons 


3407.. 3480, 4543. .4667, 4850 


. .4889 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


21159 


Seq. ID 


OJ990827_09. 


0103 


.C10 


Gene No. 


44190 


Strand 


- 






Start 


4699 


End 


4754 






Name 


OJ990827 09.0103.C10.o5.np 


Method 


AAT/NAP / 






Start 


4699 


End 


4754 






GI 


5042454 


Score 


68 






Exons 


4699. .4754 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sat iva ] 






Seq. No. 


21160 


Seq. ID 


OJ990827_09. 


0103 


.Cll 


Gene No. 


44191 


Strand 


+ 






Start 


529 


End 


1236 






Name 


OJ990827 09.0103.Cll.ol.gs 


* Method 


GEN SCAN 






Start 


529 


End 


1236 






GI 


none 


Score 


.78 






Exons 


529. .743, 862. .1051, 1186. .1236 








Seq. No. 


21161 


Seq. ID 


OJ990827_09. 


0103 


.C14 


Gene No. 


44192 


Strand 


+ 






Start 


9576 


End 


12717 






Name 


OJ990827 09.0103.C14.o2.gs 


Method 


GEN SCAN 






Start 


9576 


End 


12657 






GI 


none 


Score 


.92 






Exons 


9576.. 9868, 9944. .10027, 10351 .. 104 66, 


12596. . 12657 






Seq. No. 


21161 


Seq. . ID 


OJ990827_09. 


0103 


-C14 


Gene No. 


44192 


Strand 


+ 






Start 


9576 


End 


12717 






Name 


OJ990827 09.0103.C14.ol.gp 


Method 


AAT/GAP 






Start 


9577 


End 


10009 






GI 


none 


Score 


847 






Exons 


9577. .10009 










Seq. No. 


21161 


Seq. ID 


OJ990827_09. 


0103 


.C14 


Gene No. 


44192 


Strand 


+ 






Start 


9576 


End 


12717 






Name 


OJ990827 09.0103.C14.o2.np 


Method 


AAT/NAP 






Start 


10329 


End 


10755 






GI 


4539302 


Score 


45 






Exons 


10329. .10470, 10547.. 10755 










GI Descrip. 


(AL049480) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


21161 


Seq. ID 


OJ990827_09. 


0103 


.C14 


Gene No. 


44192 


Strand 


+ 






Start 


9576 


End 


12717 







21477 



Name 


OJ990827 09.0103.C14.o2.gp 


Method 


AAT/GAP 






Start 


10756 


End 


12717 






GI 


none 


Score 


1995 . 






Exons 


10756. .11050, 11772. .12080, 


12243. .12717 






Seq. No. 


21161 


Seq. ID 


OJ990827_09. 


0103. 


C14 


Gene No. 


44193 


Strand 








Start 


249 


End 


3454 






Name 


OJ990827 09.0103.C14.ol.np 


Method 


AAT/NAP 






Start 


249 


End 


3454 






GI 


5830786 


Score 


510 






Exons 


249. .445, 931. .1237, 1795.. 


1876, 3426.. 


3454 






GI Descrip. 


(AL117188) putative protein 


[Arabidopsis thaliana] 






Seq. No. 


21161 


Seq. ID 


OJ990827_09. 


0103. 


C14 


Gene No. 


44194 


Strand 








Start 


13777 


End 


14984 






Name 


OJ990827 09.0103.C14.ol.ts 


Method 


TBLASTX : Soybean 




Start 


311 


End 


1239 






GI 


none 


Score 


55 






Exons 


311. .358, 314. .352,. 378. .446, 379. .447, 


914. .1018, 


914. . 


1111, 




930.. 1070, 1073.. 1237, 1095 


..1238, 1114 


:. .1239 






Seq. No. 


21161 


Seq. ID 


OJ990827_09. 


0103. 


C14 ' 


Gene No. 


44194 


Strand ■ ■ 








Start 


13777 


End 


14984 






Name 


OJ990827 09.0103.C14.o3.gs 


Method 


GEN SCAN 






Start 


13777 


End 


14984 






GI 


none 


Score 


.77 






Exons 


13777. .13980, 14040 .. 14101, 


14873. .14984 






Seq. No. 


21162 


Seq. ID 


OJ990827_09. 


0103. 


C15 


Gene No. 


44195 


Strand 


+ 






Start 


217 


End 


941 






Name 


OJ990827 09.0103.C15.ol.gs 


Method 


GENSCAN 






Start 


217 


End 


941 






GI 


none 


Score 


.95 






Exons 


217. .941 










Seq. No. 


21162 


Seq. ID 


OJ990827_09. 


0103. 


C15 


Gene No. 


44196 


Strand 








Start 


625 


End 


1114 






Name 


OJ990827 09.0103.C15.ol.tm 


Method 


TBLASTX: Maize 




Start 


368 


End 


686 






GI 


none 


Score 


193 






Exons 


368.. 463, 369.. 506, 483.. 530, 534.. 656, 


534. .686 






Seq. No. 


21162 


Seq. ID 


OJ990827_09. 


0103. 


C15 


Gene No. 


44196 


Strand 








Start 


625 


End 


1114 






Name 


OJ990827 09.0103.C15.ol.gp 


Method 


AAT/GAP 






Start 


625 


End 


1114 






GI 


none 


Score 


925 






Exons 


625.. 1114 










Seq. No. 


21162 


Seq. ID 


OJ990827_09. 


0103. 


C15 


Gene No. 


44196 


Strand 









21478 




Start 


625 






End 


1114 




Name , 


OJ990827 09.0103 


.C15.o2, 


tm 


Method 


TBLASTX: Maize 




Start 


717 






End 


906 




GI 


none 






Score 


78 




Exons 


717. .779, 718. .780, 750. 


.782, 


786. . 905, 


786. . 905, 790. . 


906 


Seq. No. 


21163 






Seq. ID 


OJ990827_09.0103 


-C16 


Gene No. 


44197 






Strand 


+ 




Start 


9193 






End 


9670 




Name. 


OJ990827 09.0103 


.C16.ol. 


gp 


Method 


AAT/GAP 




Start 


9193 






End 


9670 




GI 


none 






Score 


900 




Exons 


9193. .9670 












Seq. No. 


21163 






Seq. ID 


OJ990827_09.0103 


.C16 


Gene No. 


44198 






Strand 


+ 




Start 


15060 






End 


15466 




Name 


OJ990827 09.0103 


.C16.o3. 


gs 


Method 


GENSCAN 




Start 


15060 






End 


15459 




GI 


none 






Score 


. 4 




Exons 


15060. .15127, 15173.. 15459 








Seq. No. 


21163 






Seq. ID 


GJ990827_09. 0103 


-C16 


Gene No. 


44198 






Strand 


+ 




Start 


15060 






End 


15466 




Name 


OJ990827 09.0103 


,C16.o4. 


QP 


Method 


AAT/GAP 




Start 


15178 






End 


15466 




GI 


none 






Score 


534 




Exons 


15178. .15466 












Seq. No. 


21163 






Seq. ID 


OJ990827_09.0103 


.C16 


Gene No. 


44199 






Strand 






Start 


2029 






End 


8065 




Name 


OJ990827 09.0103 


.C16.ol. 


gs 


Method 


GENSCAN 




Start 


2029 




End 


8065 




GI 


none 






Score 


.68 




Exons 


2029.. 2229, 2240 


. .2420, 


5486. 


.5517,. 5564. .5716, 6266.-6453, 




6965.. 7354, 7954 


. .8065 










Seq. No. 


21163 






Seq. ID 


OJ990827_09.0103 


.C16 


Gene No. 


44200 






Strand 






Start 


9518 






End 


11272 




Name 


OJ990827 09.0103 


,C16.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


5680 






End 


6467 




GI 


none 






Score 


61 




Exons 


5680. .5712, 6266 


. .6457, 


6266. 


.6466, 6267. .6467 




Seq. No. 


21163 






Seq. ID 


OJ990827_09.0103 


.C16 


Gene No. 


•44200 






Strand 






Start 


9518 






End 


11272 




Name 


OJ990827 09.0103 


.C16.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


9486 






End 


10111 




GI 


none 






Score 


50 




Exons 


9486. .9554, 9564 


. .9851, 


9575. 


.10111, 9581. .9940, 9894.. 


1010 


Seq. No. 


21163 






Seq. ID 


OJ990827_09.0103 


.C16 


Gene No. 


44200 






Strand 







21479 




Start 


9518 


End 


11272 


Name 


OJ990827 09 . 0103 . C16 . o2 . gs 


Method 


GENSCAN 


Start 


9518 


End 


11068 


GI 


none 


Score 


.86 


Exons 


9518 . . 11068 






Seq. No. 


21163 


Seq. ID 


OJ990827_09. 01 03. CI 6 


Gene No. 


44200 


Strand 




Start 


9518 


End 


11272 


Name 


OJ990827 09.0103.C16.ol.np 


Method 


AAT/NAP 


Start 


9521 


End 


11124 


GI 


3641661 


Score 


1569 


Exons 


9521. . 11124 






GI Descrip. 


(AB008519) high affinity nitrate transporter [Oryza sativa] 


Seq. No. 


21163 " * 


Seq. ID 


OJ990827_09.0103.C16 


Gene No. 


44200 


Strand 




Start 


9518 


End 


11272 


Name 


OJ990827 09.0103.C16.ol.ts 


Method 


TBLASTX : Soybean 


Start 


9530 


End 


11078 


GI 


none 


Score 


45 


Exons 


9530. .9694, 9576. .9644, 9698. .9997, 9699. .9806, 9897. .9998, 




9963.. 10511, 10040. .10513, 


10241. .10513, 10563. .11078, 




10577. .11008 






Seq. No. 


21163 


Seq. ID 


OJ990827_09.0103.C16 


Gene No. 


44200 


Strand 




Start 


9518 


End 


11272 


Name 


OJ990827 09.0103.C16.ol.tc 


Method 


TBLASTX: Cress 


Start 


9545 


End 


11008 


GI 


none 


Score 


42 


Exons 


9545. .9691, 9588. .9626, 9704. .9997, 9705. .9845, 9978. .10511 




10040. .10513, 10241. .10513, 


10577. .11008, 10584. .11006 


Seq. No. 


21163 


Seq. ID 


OJ990827_09.0103.C16 


Gene No. 


44200 


Strand 




Start 


9518 


End 


11272 


Name 


OJ990827 09.0103.C16.o2.gp 


Method 


AAT/GAP 


Start 


10075 


End 


10543 


GI 


uC-osroM202031e01bl 


Score 


926 


Exons 


10075. .10543 






GI Descrip. 


'3005576 1.0e-54 (AF047718) 


putative high affinity nitrate 




transporter; GmNRT2 [Glycine max] 1 




Seq. No. 


. 21163 


Seq. ID 


OJ990827_09.0103.C16 


Gene No. 


44200 


Strand 




Start 


9518 


End 


11272 


Name 


OJ9.90827 09.0103.C16.o2.tm 


Method 


TBLASTX: Maize 


Start 


10577 


End 


11051 


GI 


none 


Score 


308 


Exons- 


10577. .11050, 10584.. 11051 






Seq. No. 


21163 


Seq. ID 


OJ990827_09.0103.C16 


Gene No. 


44200 


Strand 




Start 


9518 


End 


11272 


Name 


OJ990827 09.0103.C16.o3.gp 


Method 


AAT/GAP 


Start 


10749 


End 


11272 



21480 



GI 


52955 1.R1084 


Score 


1033 


Exons 


10749. .11272 






GI Descrip. 


•3608364 7.0e-26 (AF019749) 


high-affinity nitrate transporter 




ACH2 [Arabidopsis thaliana] 1 






Seq. No. 


21163 


Seq. ID 


OJ990827_09.0103.C16 




4 4900 
1 1 \j \j 


Strand 


- 


Start 


9518 


End 


11272 


Name 


OJ990827 09.0103.C16.ol.tw 


Method 


TBLASTX: Wheat 


Start 


10842 


End 


11008 


GI 


none 


Score 


165 


Exons 


10842. .11006, 10847.. 11008 






Seq. No. 


21164 


Seq. ID 


OJ990827_09.0103.C17 




44201 


Strand 


+ 


Start 


1 


* End 


422 


Name 


OJ990827 09.0103.C17.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


241 


GI 


none 


Score 


463 


Exons 


1..241 






Seq. No. 


21164 


Seq. • ID 


OJ990827_09.0103.C17 




4 4 ?m 


Strand 


+ 


Start 


1 


End 


422 


Name 


OJ990827 09.0103.C17.ol.gs 


Method 


GENSCAN 


Start 


96 


End 


422 


GI 


none 


Score 


.85 


Exons 


96. .422 






Seq. No. 


21164 


Seq. ID 


OJ990827_09.0103.C17 




44202 


Strand 


- 


Start 


292 


End 


694 


Name 


OJ990827 09.0103.C17.o2.gp 


Method 


AAT/GAP 


Start 


292 


End 


694 


GI 


none 


Score 


798 


Exons 


292. .694 






Seq. No. 


21164 


Seq. ID 


OJ990827_09.0103.C17 


VJ C11C LNU . 


44203 

"4 1 jL- \J «J 


Strand 


- 


Start 


712 


End 


842 


Name 


OJ990827 09.0103.C17.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


416 


GI 


none 


Score 


74 


Exons 


1..54, 6. .53, 144. .416, 149, 


41 R 




Seq. No. 


21164 


Seq. ID 


OJ990827_09.0103.C17 


LNU • 




Strand 


- 


Start 


712 


End 


842 


Name 


OJ990827 09.0103.C17.o3.gp 


Method 


AAT/GAP 


Start. 


712 


End 


842 


GI 


none 


Score 


202 . 


Exons 


712. .842 






Seq. No. 


21165 


Seq. ID 


OJ990827_09.0103.C18 


Gene No. 


44204 


Strand 




Start 


1 


End 


2477 


Name 


OJ990827 09.0103.C18.ol.gp 


Method 


AAT/GAP 



21481 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



843 
1594 



18382_1.R1084 
1. .843"^ 

■1871192 2.0e-14 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] 1 



21165. 
44204 
1 

OJ990827_09.0103.C18.o4 . tm 
10 

none 



Seq. ID OJ990827_09.0103.C18 
Strand 

End 2477 

Method TBLASTX : Mai ze 

End 309 

Score 79 . 



10. .123, 11. .127, 141. .224, 148. .267, 150. .266, 246. .302, 
263. .304, 265. .309 



21165 
44204 
1 

OJ990827_09.0103.C18.o2.tw 

251 • 

none 



Seq. ID OJ990827_09.0103.C18 
Strand 

End 2477 

Method TBLASTX : Wheat 

End 620 

Score 71 



251. .349, 259. .303, 305. .334, 383. .595, 386. .595, 557. .619, 
561. .620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No; 

Gene No. 

Start 

Name 

Start 

GI 



21165 
44204 
1 

OJ990827_09.0103.C18.ol.tm 

352 

none 



Seq. ID OJ990827_09.0103.C18 
Strand 

End 2477 
Method TBLASTX : Mai ze 
End 1004 
Score 155 

352. .510, 365. .532, 374. .511, 378. .533, 512. .715, 513. .635, 
514. .771, 580. .771, 769. .987, 772. .849, 777. .1004, 779. .1003 



21165 
44204 
1 

OJ990827_09.0103.C18.ol.gs 

401 

none 



Seq. ID OJ990827_09.0103.C18 
Strand 

End 2477 

Method GENSCAN 

End 2354 

Score . 67 



401. .1191, 1302. .1516, 1738. .2354 



Seq. ID OJ990827_09.0103.C18 
Strand 

End- 2477 

Method AAT/NAP 

End 2477 

Score 1611 



21165 
44204 
1 

OJ990827_09.0103.C18.ol.np 
407 

1871192 
407. .524, 564 . .2477 

(U90439) putative CCCH-type zinc finger protein [Arabidopsis 
thaliana] 



21165 
44204 
1 

OJ990827_09.0103.C18.ol.ts 

425 

none 



Seq. ID OJ990827_09.0103.C18 

Strand - - 

End 2477 

Method TBLASTX : Soybean 

End 1911 

Score 35 



21482 



Exons 



425. .466, 471. .512, 587. .682, 588. .635, 662. .712, 702. .743, 
791. .952, 825. .869, 981. .1178, 1045. .1179, 1064. .1210, 
1079. .1183, 1234. .1317, 1317. .1364, 1318. .1443, 1321. .1434, 
1322. .1447, 1425. .1460, 1503. .1910, 1507. .1911 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990827_09.0103.C18 
Strand 

End 2477 

Method AAT/GAP 

End 1380 

Score 699 



21165 
-44204 
1 

OJ990827_09.0103.C18.o2.gp 
1003 
2310056 
1003. .1380 

1871192 2.0e-14 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] 



21165 
44204 
1 

OJ990827_09.0103.C18.o3.tm 

1068 

none 



Seq. ID OJ990827_09.0103.C18 
Strand 

End 2477 

Method TBLASTX : Maize 

End 1548 

Score 191 



1068.. 1211, 1069.. 1212, 1070.. 1210, 1204.. 1317, 1209.. 1325, 
1210. .1320, 1317. .1457, 1318. .1548, 1318. .1545 



Seq. No. 21165 

Gene No. 44204 

Start 1 

Name OJ990.827_09. 0103.C18 .ol . tc 

Start 1375 

GI none 
Exons 



Seq. ID OJ990827_09.0103.C18 
Strand 

End 2477 

Method TBLASTX : Cress 

End 1860 

Score 56 



1375. .1446, 1410. .1856, 1507. .1857, 1522. .1860 



Seq. No. 21165 

Gene No. 44204 

Start 1 

Name OJ990827_09 . 0103 . C18 . ol . tw 

Start 1521 

GI hone 
Exons 



Seq. ID OJ990827_09.0103.C18 
Strand 

End 2477 

Method TBLASTX : Wheat 

End 1913 

Score 139 



1521. .1691, 1522. .1689, 1530. .1691, 1698. .1913, 1705. .1863 



Seq. No. 21165 

Gene No. 44204 

Start 1 

Name OJ990827_09 . 0103 .C18 . o5 . tm 
Start * 1548 

GI none 

Exons 1548.. 1664, 1549.. 1659 



Seq. ID OJ990827_09.0103.C18 
Strand 

End 2477 

Method TBLASTX : Maize 

End 1664 

Score 119 



Seq. No. 21165 

Gene No. 44204 

Start 1 

Name OJ990827_09 . 0103 . C18 . o3 . gp 

Start 1601 

GI 30799_1.R1084 

Exons 1601.. 2477 

GI Descrip. 1 1871192 1.0e-89 (U90439) Cys3His zinc finger protein isolog 
[Arabidopsis thaliana] 1 



Seq. ID OJ990827_09.0103.C18 
Strand 

End 2477 

Method AAT/GAP 

End 2477 

Score 1730 



21483 




Seq. No. 


21165 




Seq. ID 


OJ990827 09.0103 


.C18 


Gene No. 


44204 




Strand 






Start 


1 




End 


2477 




Name 


OJ990827 09.0103.C18.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1669 




End 


2040 




GI 


none 




Score 


518 




Exons 


1669.. 2040, 1671.. 2039 










Sea No 


21165 




Seq. ID 


OJ990827_09.0103 


.C18 


Gene No. 


44204 




Strand 






Start 


1 




End 


2477 




Name 


OJ990827 09.0103.C18.o2. 


tc 


Method 


TBLASTX : Cress 




Start 


1968 




End 


2382 




GI 


none 




Score 


36 




Exons 


1968. .2054, 2082. .2378, 


2122. 


.2157, 2230.. 2382 




Sea No 


21166 




Seq. ID 


OJ990827 09.0103 


.C19 


Gene No. 


44205 




Strand 


+ ~ 




Start 


4397 




End 


5222 




Name 


OJ990827 09.0103.C19.o2. 


gs 


Method 


GENSCAN 




Start 


4397 


- 


End 


5222 




GI 


none 




Score 


. 69 




Exons 


4397. .4477, 4554. .4623, 


4824. 


.5222 






Sea No 


21167 




Seq. ID 


OJ990827 09.0103 


.C20 


Gene No. 


44206 




Strand 


+ ~~ 




Start 


57 




End 


295 




Name 


OJ990827 09.0103.C20.ol. 


gp 


Method 


AAT/GAP 




Start 


57 




End 


295 




GI 


none 




Score 


390 




Exons 


57. .295 










Seq. No. 


21167 




Seq. ID 


OJ990827 09.0103 


.C20 


Gene No. 


44207 




Strand 






Start 


351 




End 


933 




Name 


OJ990827 09.0103.C20.o2. 


gp 


Method 


AAT/GAP 




Start 


280 




End 


630 




GI 


LIB3433-051-P1-K1-B3 




Score 


394 




Exons 


280. .435, 575. .630 










GI Descrip. 


, 4895260/gb|AAD32844.1|AC007658 3 9.0e 


-16 (AC007658) 






thioredoxin-like protein 


[Arabidopsis 


thaliana] 1 




Seq. No. 


21167 




Seq. ID 


OJ990827_09.0103 


.C20 


Gene No . 


44207 




Strand . 






Start 


351 




End 


933 




Name 


OJ990827 09.0103.C20.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


325 




End 


794 




GI 


none 




Score 


95 




Exons 


325. .438, 325. .447, 327. 


.449, 


572. .631 


, 574. .630, 706.. 


789, 




708. .794 










Seq. No. 


21167 




Seq. ID 


OJ990827_09.0103 


.C20 


Gene No. 


44207 




Strand 






Start 


351 




End 


933 




Name 


OJ990827 09.0103.C20.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


345 




End 


816 





21484 






GI 


none 




Score 


68 






Exons 


345. .422, 405. .443, 572 


. .649, 


574. .630, 


703. .816, 708.. 


815 




Seq. No. 


21167 




Seq. ID 


OJ990827_09.0103 


.C20 




Gene No. 


44207 




Strand 








Start 


351 




End 


933 






Name 


OJ990827 09.0103.C20.ol 


.gs 


Method 


GENSCAN 






Start 


351 




End 


833 






GI 


none 




Score 


.81 






Exons 


351.. 435, 575.. 630, 708 


. .833 










Seq. No. 


21167 




Seq. ID 


OJ990827_09.0103 


.C20 




Gene No. 


44207 




Strand 








Start 


351 




End 


933 






Name 


OJ990827 09.0103.C20.ol 


.rip 


Method 


AAT/NAP 






Start 


354 




End 


933 






GI 


4895260 




Score 


211 






Exons 


354.. 435, 575.. 630, 708 


. .933 










GI Descrip. 


(AC007658) unknown protein [Arabidopsis thaliana] 






Seq. No. 


21168 




Seq. ID 


OJ990827_09.0103 


.C21 




Gene No . 


44208 




Strand 








Start 


448 




End 


548 






Name 


OJ990827 09.0103.C21.ol 


. gs 


Method 


GENSCAN 




13 


Start 


448 




End 


548 






GI 


none 




Score • 


.67 




n 


Exons 


448. .548 












Seq. No. 


21169 




Seq. ID . 


OJ990827_09.0103 


.C22 




Gene No. 


44209 




Strand 


+ 






Start 


1 




End 


2657 






Name 


OJ990827 09.0103.C22.ol 


.np 


Method 


AAT/NAP 




! 5 


Start 


1 




End 


2657 






GI 


4680179 




Score 


4309 




~; 


Exons 


1. .2657 










c 


GI Descrip. 


(AF1 11709) polyprotein 


[Oryza 


sativa subsp. indica] 




'"1 


Seq. No. 


21169 




Seq. ID 


OJ990827_09.0103 


.C22 


3 


Gene No . 


44209 




Strand 


+ 




"g 


Start 


1 




End 


2657 






Name 


OJ990827 09.0103.C22.o4 


.tw 


Method 


TBLASTX: Wheat 






Start 


26 




End 


376 






GI 


none 




Score 


65 






Exons 


26. .109, 37. .84, 91. .171, 92. 


.175, 175. 


.303, 179. .376, 


206. 




Seq. No. 


21169 




Seq. ID 


OJ990827_09.0103 


.C22 




Gene No . 


44209 




Strand 


+ 






Start 


1 




End 


2657 






Name 


OJ990827 09.0103.C22.o4 


-tm 


Method 


TBLASTX: Maize 






Start ■ 


188 




End 


688 . 






GI 


none 




Score 


157 






Exons 


188. .367, 353. .688, 440 


. .679 










Seq. -No. 


21169 




Seq. ID 


OJ990827_09.0103 


.C22 




Gene No. 


44209 




Strand 


+ 






Start 


1 




End 


2657 






Name 


OJ990827 09.0103.C22.ol 


.ts 


Method 


TBLASTX: Soybean 





21485 



Start 
GI 

Exons 



242 End 646 

none Score 57 

242. .274, 242. .274, 278. .637, 281. .646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21169 
44209 
1 

OJ990827_09.0103.C22.o5.tw 

378 

none 



Seq. ID OJ990827_09.0103.C22 

Strand + 

End 265.7 

Method TBLASTX : Wheat 

End 652 

Score 55 



378. .431, 378. .434, 379. .651, 380. .652, 383. .652 



Seq. No. 21169 

Gene No. 44209 

Start 1 

Name OJ990827_09 . 0103 .C22 . o2 . tw 

Start 653 

GI none 

Exons 653.. 1162, 685.. 1071 

Seq. No. ' 21169 

Gene No. 44209 

Start 1 

Name OJ990827_09 . 0103 . C22 . o3 . ts 

Start 662 

GI none 

Exons 662.. 904 



Seq. ID OJ990827_09.0103.C22 

Strand + 

End 2657 

Method TBLASTX : Wheat 

End 1162 

Score 643 



Seq. 'ID OJ990827_09.0103.C22 

Strand + 

End 2657 

Method TBLASTX: Soybean 

End 904 

Score 197 



Seq. No. 21169 . Seq. ID 

Gene No. 44209 Strand 

Start 1 End 

Name OJ990827_09 .0103. C22 . o2 . tm Method 

Start 725 End 

GI none Score 

Exons 725. .1078, 727. .993, 767. .1063 



OJ990827_09.0103.C22 
+ 

2657 

TBLASTX: Maize 

1078 

483 



Seq. No. 21169 Seq. ID 

Gene No. 44209 Strand 

Start 1 End 

Name OJ990827_Q9 . 0103 . C22 . o3 . tw Method 

Start 1166 End 

GI none Score 

Exons 1166. .1645, 1184. .1639, 1261. .1644 



OJ990827_09.0103.C22. 
+ 

2657 

TBLASTX: Wheat 

1645 

589 



Seq. No. 21169 

Gene No. 44209 

Start 1 

Name OJ990827_09 . 0103 . C22 . ol . tc 

Start 1343 

GI ' none 

Exons 1343.. 1525, 1526.. 1669 

Seq. No. 21169 

Gene No. 44209 

Start 1 

Name OJ990827_09 . 0103. C22 . o2 . ts 

Start 1433 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ990827_09.0103.C22 
+ 

2657 

TBLASTX: Cress 

1669 

90 



OJ990827_09.0103.C22 
+ 

2657 

TBLASTX : Soybean 
1693 



21486 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 

1433.. 1693, 1438.. 1539, 1625.. 1693 

21169 Seq. ID 

44209 Strand 
1 End 
OJ990827_09 . 0103 . C22 . o3 . tm Method 
14 93 End 
none Score 

1493.. 1783, 1562. .1.774, 1594.. 1779 

21169 Seq. ID 

44209 Strand 
1 End 
OJ990827_09.0103.C22.ol.tw Method 
1652 End 
none Score 

1652.. 2278, 1708.. 2277 



294 



OJ990827_09.0103.C22 
+ 

2657 

TBLASTX: Maize 

1783 

384 



OJ990827_09.0103.C22 
+ 

2657 

TBLASTX: Wheat 

2278 

668 



21169 
44209 
1 

OJ990827_09.0103.C22.ol.tm 

1832 

none 

1832. .1993, 1838. .1984, 1840. 
1993.. 2088, 2107.. 2403, 2150. 



Seq. ID OJ990827_09.0103.C22 

Strand + 

End 2657 

Method TBLASTX: Maize 

End 2419 

Score 226 

1986, 1991. .2089, 1991. .2059, 
2419, 2158. .2418 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No,. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21169 Seq. ID 

44209 Strand 

1 End 
OJ990827_09.0103.C22.o6.tw Method 

2278 End 

none Score 

2278..2487, 2279.. 2539, 2490.. 2612 



OJ990827_09.0103.C22 
+ 

2657 

TBLASTX: Wheat 

2612 

227 



OJ990827 09.0103.C23 



21170 Seq. ID 

44210 Strand 

1 End 821 

OJ990827JD9 . 0103 . C23 . ol . np Method AAT/NAP 

1 End 821 

5295955 Score 201 
1..187, 729. .821 

(AB026295) Similar to Epstein-Barr virus (EBV) genome . (V01555) 
[Oryza sativa] 



Seq. No. 21170 

Gene No. 44210 

Start 1 

Name OJ990827_09 . 0103 . C23 . ol . gs 

Start 64 

GI none 

Exons .64.. 187, 661.. 798 

Seq. No. 21171 

Gene No. 44211 

Start 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990827_09. 0103.C23 
821 

GENS CAN 
798 



OJ990827 09.0103.C24 



180 



21487 



Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990827_09 . 0103 . C24 . ol . np Method AAT/NAP 
1 End 180 

6539555 Score 187 

1. .180 

(AP000836) Similar to mariner transposase (AF078934) [Oryza 
sativa] gi | 6539592 | dbj I BAA88208 . 1 1 (AP000837) Similar to mariner 





transposase (AF078934 ) 


[Oryza 


sativa] 




Seq. No. 


21171 




Seq. ID 


OJ990827_09.0103.C24 


Gene No. 


44212 . 




Strand 


- 


Start 


138 




End 


551 


Name 


OJ990827 09.0103.C24.ol 


.gs 


Method 


GENSCAN 


Start 


138 


End 


551 


GI 


none 




Score 


.63 • 


Exons 


138. .374, 494. .551 








- 

Seq. No. 


21172 




Seq. ID 


OJ990827_09.0103.C26 


Gene No. 


44213 




Strand 


+ 


Start 


154 




End 


702 


Name 


OJ990827 09.0103.C26;ol 


.np 


Method 


AAT/NAP 


Start 


154 




End 


702 


GI 


3025299 




Score 


256 


Exons 


154. .250, 336. .702 








GI Descrip. 


HYPOTHETICAL 62 . 3 KD PROTEIN 


T29M21.25 


gil 2088660 |gb|AAB95294 




(AF002109) putative ABC 


transporter ' [Arabidopsis thaliana] 


Seq. No. 


21172 




Seq. ID 


OJ990827_09.0103.C26 


Gene No. 


44213 




Strand 


+ 


Start 


154 




End 


702 


Name 


OJ990827 09.0103.C26.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


203 




End 


501 


GI 


none 




Score 


78 


Exons 


203.. 250, 203.. 250, 331 


. .501, 


333. .482 




Seq. No. 


21172 




Seq. ID 


OJ990827_09.0103.C26 


Gene No. 


44213 




Strand 


+ 


Start 


154 




End 


702 


Name 


OJ990827 09.0103.C26.ol 


.gs 


Method 


GENSCAN 


Start 


330 




End 


515 


GI 


none 




Score 


.6 


Exons 


330. .515 








Seq. No. 


21173 




Seq. ID 


OJ990827_09.0103.C27 


Gene No. 


44214 




Strand 


+ 


Start 


1 




End 


340 


Name 


OJ990827 09.0103.C27.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


340 


GI 


3025299 




Score 


117 


Exons 


1..55, 143. .340 








GI Descrip. 


HYPOTHETICAL 62.3 KD PROTEIN 


T29M21.25 


gi| 2088660 |gb|AAB95294 




(AF00210?) putative ABC 


transporter [Arabidopsis thaliana] 


Seq. No. 


21173 




Seq. ID 


OJ990827_09.0103.C27 


Gene No. 


44215 




Strand 


+ 


Start 


509 




End 


779" 


Name 


OJ990827 09.0103.C27.o2 


.gp 


Method 


AAT/GAP 


Start 


509 




End 


779 



21488 



GI 

Exons 



3762197 
509. .779 



Score 



507 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21173 Seq. ID OJ990827_09 . 0103 . C27 

44216 Strand 

142 End 456 

OJ990827_09 . 0103 . C27 . ol . gp Method AAT/GAP 

142 End 456 

2431222 Score 563 

142. .456 

3025299/sp| 004212 | YT25_ARATH 3.0e-29 HYPOTHETICAL 62.3 KD 
PROTEIN T29M21.25 >gi_2088660 (AF002109) ABC1 isolog 
[Arabidopsis thaliana] >gi_4895258_gb_AAD32842 . 1_AC007 658_1 
(AC007658) putative ABC1 protein [Arabidopsis thaliana] 



21173 
44217 
1203 

OJ990827 

142 

none 



09.0103.C27.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_09.0103.C27 
2633 

TBLASTX: Maize 

333 

188 



142. .210, 143. .292, 167. .286, 277. .333 



21173 Seq. ID 

44217 Strand 

1203 End 
OJ990827_09 . 0103 . C27 . ol . gs Method 

1203 End 

none Score 
1203. .2633 



OJ990827_09.0103.C27 

2633 
GENSCAN 
2633 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21174 Seq. ID 

44218 Strand 

396 End 
OJ990827_09 . 0103 . C28 . ol . gs Method 

396 End 

none Score .8 

396.. 658, 1444.. 1696, 1789.. 1922, 1992.. 3303 



OJ990827_09.0103.C28 

3303 
GENSCAN 
3303 



21174 
44219 
3518 

OJ990827_09.0103.C28.o2.gs 

3518 

none 

3518.. 3616, 4256.. 4576, 5125, 
6120. .6381, 6486. .6784, 6844. 
7806.. 7959, 8424.. 8795, 9218. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990827 09.0103.C28 



9757 
GENSCAN 
9584 
.65 

5421, 5772.. 5873, 5920. 
6983, 7017.. 7278, 7364. 
9584 



,6027, 
,7730, 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



21174 
44219 
3518 

OJ990827_09.0103.C28.ol.np 
5119 
5441880 
5119. .5330, 
7806. .7945, 



5634. .5881, 6120. 
8545.. 8901, 9160. 



Seq. ID OJ990827_09.0103.C28 
Strand 

End 9757 
Method AAT/NAP 
End 9757 
Score 1560 

.6381, 6486. .6784, 7364. .7697, 
.9179, 9623..9757 



21489 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] . 



21174 
44219 
3518 

OJ990827_09.0103.C28.ol.gp 
5440 

LIB3433-020-P1-K1-A6 
5440. .5872 

'5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ990827_09.0103.C28 
Strand 

End 9757 

Method AAT/GAP 

End ... 5872 

Score 688 



21174 
44219 
3518 

OJ990827_09.0103.C28.ol.tw 

9396 

none 



Seq. -ID OJ990827_09.0103.C28 
Strand 

End 9757 

Method TBLASTX : Wheat 

End 9755 

Score 73 



9396. .9569, 9407.. 9547, 9502.. 9570, 9594.. 9755, 9619.. 9747 



Seq. No. 21175 
Gene No. 44220 
Start 1 

Name OJ990827_09. 0103 ,C29.ol .np 

Start 1 
GI 5441880 
Exons 1..74 9 

GI Descrip. (AP000367) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
(AC003981) [Oryza sativa] 



Seq. ID OJ990827_09.0103.C29 
Strand 

End 749 

Method • AAT/NAP 

End 749 

Score 8 65 



Seq. No. 


21176 




Seq. ID 


OJ990827 


_09. 


0103 


.C30 


Gene No. 


44221 




Strand 


+ 








Start 


3993 




End 


7921 








Name. 


OJ990827 09.0103. 


C30.ol.np 


Method 


AAT/NAP 








Start 


3993 




End 


7921 








GI 


4206306 




Score 


3011 








Exons 


3993. .7921 














GI Descrip. 


(AF049110) prpol 


[Zea mays] 












Seq. No. 


21176 




Seq. ID 


OJ990827 


_09. 


0103 


.C30 


Gene No. 


44221 




Strand 


+ 








Start ' ' 


3993' 




End 


7921 








Name 


OJ990827 09.0103. 


C30.o3.gs 


Method 


GENSCAN 








Start 


4883 




End 


7297 








GI 


none 




Score 


.85 








Exons 


4883. .6047, 6141. 


.6676, 6725. 


.7297 










Seq. No. 


21176 




Seq. ID 


OJ990827 


_09. 


0103 


.C30 


Gene No. 


44222 




Strand 










Start 


57 




End 


734 








Name 


OJ990827 09.0103. 


C30.ol.gs 


Method 


GENSCAN 








Start 


57 




End 


734 








GI 


none 




Score 


.6 








Exons 


57. .239, 279. .734 















21490 




Seq. No. 


21176 








Seq. ID 


OJ990827_09.0103 


.C30 


Gene No. 


44223 








Strand 






Start 


oz yi 








bno 


IzUU / 




Name 


OJ99002/ oy 


ft 1 ft "3 

. 0103 


/^O ft ~ £T 

. C30 . Ob 


. tw 


Method 


TBLASTX : wneat 




Start 


A ft ft 

4239 








End 


X C ft o 

4 598 




GI 


none 








Score 


74 




Exons 


4239 . . 43 /0, 


A "3 1 C 

4 3 / b 


A C QT 


43 / / . 


/COO 

. 4byo 






Seq. No. 


21176 








Seq. ID 


OJ990827_09.0103 


.C30 


Gene No. 


44223 








Strand 






Start 


Q O Q 1 

o2y i 








hna 


1ZU0 / 




Name 


/*\TftOftOOT AO 

ojyyUo2 /_oy 


ft 1 ft "3 

. 0103 


f* *3 ft 1 

. C30 . 02 


. tw 


Method 


TBLASTX : wneat 




Start 


>l O ft O 

4802 








End 


CI cc 

bibb 




GI 


none 








Score 


33o 




Exons 


4 802 . . bibb , 


A Q O Q 
4 82b 


c 1 cyi 

. .5154, 


4 y 4 y . 


.blob 






Seq. No. 


21176 








Seq. ID 


OJ990827_09.0103 


.C30 


Gene No. 


44223 








Strand 






Start 


o o m 

y^y 1 








Lna 


T ft ft ft H 

lzOO / 




Name 


/*\TftftnooT ftft 

ojyyuoz / uy 


ft 1 ft O 

. 0103 


r> o ft o 

. C30 . Oz 


. tm 


Metnoa 


I BiiAb l X : Mai ze 




Start 


vi ft o ft 
4 y30 








hna 


C O O "7 

bzo / 




GI 


none 








Score 


"3 O O 

38 o 




Exons 


X ft O ft c o o c 

4 930 . . b2o b, 


4 931 


COOT 

. . 528 / 










Seq. No. 


21176 








Seq. ID 


OJ990827_09.0103 


.C30 


Gene No. 


44223 








Strand 






Start 


o291 








End 


"1 O ft ft H 

1200 / 




Name 


OJ990827_09 


ft T ft O 

. 0103 


. C30 . ol 


. tw 


Method 


TBLASTX : Wheat 




Start 


C 1 c c 

bibb 








T-l ^ 

End 


C C *7 C 

bb /b 




GI 


none 








Score 


/ice 
4 bb 




Exons 


CI CC C C T C 

bibb . . bb / b, 


bibb 


CCT) 

. . bb /2 , 


CTCQ 

b3by . 


. bb /4 






Seq. No. 


21176 








Seq. ID 


OJ990827_09.0103 


.C30 


Gene No. 


44223 








Strand 






btart 


oz yi 








End 


1 ft ft ft -7 

1Z00 / 




Name 


/"\TOftftOOT ftft 

ojyyooz /_oy 


ft 1 ft *3 

. 0103 


O ft — 1 

. C30 . Ol 


. tm 


Method 


TBLASTX : Maize 




Start 


c o i c 

b31b 








End 


C C ft o 

bb9o 




GI 


none 








Score 


^ ft A 

4 04 




Exons 


b31b . . bbyo , 


C A O C 

5425 


. . 5bob 










Seq. No. 


21176 








Seq. ID 


OJ990827_09.0103 


.C30 


Gene No. 


44223 








Strand 






Start 


O ft ft 1 








End 


1 ft ft ft "7 

1200 / 




Name 


a Tfinnon ftft 

ojy yoo2 / o y 


ft 1 ft o 

.0103 


/"^ O ft a 1 

. C30 . Ol 


. ts 


Method 


TBLASTX : boyoean 




Start 


b4 65 








End 


581 / 




GI 


none 








Score 


ft 1 A 

2.1 4 




Exons 


C A S~ C COftft 

54 65 . . 5800, 


54 67 


C ^~ 1 ft 

. . 5610, 


C "7 ft C 

5725 . 


. 5817 






Seq. No. 


O 1 1 "7 C 








beq. ID 


ujyyuoz/ uy.uiuo 


- LjU 


Gene No. 


44223 








Strand . 






Start 


8291 








End 


12007 




Name 


OJ990827 09 


.0103 


.C30.O5 


.tw 


Method * 


TBLASTX: Wheat 




Start 


5576 








End 


5791 




GI 


none 








Score 


212 




Exons 


5576. .5791, 


5581 


. .5685 











21491 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



21176 
44223 
8291 

OJ990827_09. 

6065 

none 

6065. .6163, 

21176 
44223 
8291 

OJ990827_09. 

6067 

none 

6067. .6183, 

21176 
44223 
8291 

OJ990827_09, 

6434 

none 

6434. .6679 

21176 
44223 
8291 

OJ990827_09, 

6713 

none 

6713. .6967, 

21176 
44223 
8291 

OJ990827_09, 

6809 

none 

6809. .7198 

21176 
44223 
8291 

OJ990827_09. 

6968 

none 

6968. .7330, 

21176 
44223 
8291 

OJ990827_09. 

6971 

none 

6971. .7111, 



0103.C30.o2.ts 



6203.. 6427, 6205. 



0103.C30.o3.tw 



Seq. ID OJ990827_09.0103.C30 
Strand 

12007 

TBLASTX : Soybean 
6427 
62 



End 

Method 
End 
Score 
.6426 



Seq. ID OJ990827_09.0103.C30 
Strand 

End 12007 

Method TBLASTX : Wheat 

End 64 92 

Score 327 



6068.. 6490, 6208.. 6303, 6325.. 6492 



0103.C30.o5.tm 



0103.C30.o4.tm 



6808. .6966 



0103.C30.o4.tw 



0103.C30.o3.tm 
7060. .7329 

0103.C30.o3.ts 
7127. .7345 



Seq. ID OJ990827_09.0103.C30 
Strand 

End 12007 

Method TBLASTX : Mai ze 

End 6679 

Score 186 



Seq. ID OJ990827_09.0103.C30 
Strand 

End 12007 

Method TBLASTX: Maize 

End 6967 

Score 203 



Seq. ID OJ990827_09.0103.C30 
Strand 

End 12007 

Method TBLASTX : Wheat 

End 7198 

Score 237 



Seq. ID OJ990827_09.0103.C30 

Strand - 

End " 12007 

Method TBLASTX : Mai ze 

End 7330 

Score 341 



Seq. ID '.OJ990827_09.0103.C30 
Strand 

End 12007 

Method TBLASTX : Soybean 

End 7345 

Score 82 



Seq. No. 



21176 



Seq. ID OJ990827_09.0103.C30 



21492 



Gene No. 
Start 
Name . 
Start 
GI 

Exons 



44223 Strand 

8291 End 

OJ990827_09 . 0103 . C30 . o4 . gs Method 

8291 End 

none Score 



• 



12007 
GENSCAN 
12007 • 
.65 



8291. .8338, 8928. .9017, 9316. .10130, 10487 10823, 10874 .. 11036, 
11050. .11099, 11209. .11748, 11920.. 12007 



Seq. No. 21177 

Gene No. 44224 

Start 117 

Name OJ990827_09 . 0103 .C31 . ol . gs 

Start 117 

GI none 

Exons 117.. 354 



Seq. ID OJ990827_09.0103.C31 
Strand 

End 413 

Method GENSCAN 

End 354 

Score .41 



Seq. No. 21177 

Gene No. 44224 

Start 117 

Name OJ990827_09 . 0103 . C31 . ol . tm 

Start 243 

GI none 

Exons 243.. 413, 243.. 392 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21178 
44225 
10 

OJ990827_09.0103.C33.ol.gs 
10 

none 

10. .72, 214. .270 



Seq. ID OJ990827_09.0103.C31 
Strand 

End 413 

Method TBLA'STX: Maize 

End 413 

Score 256 



Seq. ID OJ99O827_09.0103.C33 

Strand + 

End 270 

Method GENSCAN 

End 270 

Score .82 



21179 
44226 
215 

OJ990827_09.0103.C34.ol.np 
215 

2182267 
215. .462 

(L37359) lipoxygenase [Hordeum vulgare] 



Seq. ID OJ990827_09.0103.C34 
Strand 

End 481 

Method AAT/NAP 

End 4 62 

Score 258 



21179 
44226 
215 

OJ990827_09.0103.C34.ol.tm 

248 

none 

248. .481, 265 : . .468 



Seq. ID OJ990827_09.0103.C34 

Strand 

End 481 

Method TBLASTX: Maize 

End 481 

Score 205 



21179 
44226 
215 

OJ990827_09.0103.C34.ol.gp 
251 

uC-osroM202028b09bl 
251. .454 

' 2182267/gb | AAB60715 . 1 1 2.0e-58 (L37359) lipoxygenase [Hordeum 



Seq. ID OJ990827_09.0103.C34 
Strand 

End 4 81 

Method AAT/GAP 

End 4 54 

Score 384 



21493 



• # 

I 





vulgare] 1 














Seq. No. 


21179 








Seq. ID 


OJ990827_09 . 0103 . 


C34 


Gene No. 


44226 








Strand 






Start 


215 








End 


481 




Name 


OJ990827 09. 


0103 . 


C34 .ol 


. gs 


Method 


GENSCAN 




Start 


252 








End 


-462 




GI 


none 








Score 


.79 




Exons 


252 . . 462 














Seq. No. 


21180 








Seq. ID 


OJ990827 09.0103. 


C37 


Gene No. 


44227 








Strand 


+ 




Start 


31 








End 


205 




Name 


OJ990827_09 . 


0103 . 


C37 .ol 


.gs 


Method 


GENSCAN 




Start 


31 








End 


205 




GI 


none 








Score 


. 9 




Exons 


31 . . 65, 67 . . 


205 












Seq. No. 


21181 








Seq. ID 


OJ990827_09 . 0103 . 


C39 


Gene No. 


44228 








Strand 






Start 


1 








End 


1648 




Name 


OJ990827 09. 


0103. 


C39.ol 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1431 




GI 


4895260 








Score 


163 




Exons 


1..50, 1127. 


.1201 


., 1336 


. .1431 








GI Descrip. 


(AC007658) unknown protein [Arabidopsis thaliana] 




Seq. No. 


21181 








Seq. ID . 


OJ990827_09.0103. 


C39 


Gene No. 


44228 








Strand 






Start 


1 








End 


1648 




Name 


OJ990827 09. 


0103. 


C39.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1146 








End 


1432 




GI 


none 








Score 


66 




Exons 


1146. .1196, 


1157. 


.1198, 


1157. 


.1210, 1322. .1432, 1336. .1431 


Seq. No. 


21181 








Seq. ID 


OJ990827_09.0103. 


C39 


Gene No. 


44228 








Strand 






Start 


1 








End 


1648 




Name 


OJ990827 09. 


0103. 


C39.ol 


. gs 


Method 


GENSCAN 




Start 


1154 








End 


1431 




GI 


none 








Score 


.79 




Exons 


1154. .1201, 


1336. 


.1431 










Seq. No. 


21181 








Seq. ID 


OJ990827_09.0103. 


C39 


Gene No. 


44228 








Strand 






Start 


1 








End 


1648 




Name 


OJ990827 09. 


0103. 


C39.ol 


.tin 


Method 


TBLASTX: Maize 




Start 


1157 








End 


1444 




GI 


none 








Score 


68 




Exons 


1157. .1225, 


1158. 


.1226, 


1331. 


.1444, 1336. .1443 




Seq. No. 


21181 








Seq. ID 


OJ990827_09.0103. 


C39 


Gene No. 


44228 








Strand 






Start 


1 








End 


1648 




Name 


OJ990827 09. 


0103. 


C39.ol 


.gp 


Method 


AAT/GAP 




Start 


1158 








End 


1648 




GI 


17868 2.R1084 






Score 


650 





21494 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1158.. 1201, 1336.. 1648 

1 3025299/sp | 004212 | YT25_ARATH 3.0e-29 HYPOTHETICAL 62.3 KD 
PROTEIN T29M21.25 >gi_2088660 (AF002109) ABC1 isolog 
[Arabidopsis thaliana] >gi_4895258_gb_AAD32842 . 1_AC007658_1 
(AC007658) putative ABC1 protein [Arabidopsis thaliana] ' 



21182 Seq. ID 

44229 Strand 

473 End 
OJ990827_09.0103.C40.ol.gs Method 

473 End 

none Score 
473. .574 



OJ990827_09.0103.C40 
574 

GENSCAN . 

574 

.72 



Seq. No. 21183 Seq. ID 

Gene No. 44230 Strand 

Start 4 68 End 

Name OJ990827_09 . 0103 . C42 . ol . gs Method 

Start 4 68 End 

GI -.^none Score 

Exons 468.-726, 817.. 975 



OJ990827_09 . 0.103 .C42 
975 

GENSCAN 

975 

.91 



Seq. No. 21184 Seq. ID 

Gene No. 44231 Strand 

Start 418 End 

Name OJ990827_09 . 0103 . C43 . ol . gs Method 

Start 418 End 

GI none Score 

Exons 418. .690, 794. .924, 1369. .1468 



OJ990827_09.0103.C43 

1468 
GENSCAN 
1468 
.66 



Seq. No. 21185 Seq. ID 

Gene No. 44232 Strand 

Start 266 End 

Name OJ990827_09 . 0103 . C44 . ol . gs Method 

Start 266 • End 

GI none Score 

Exons 266.. 506 



OJ990827_09.0103.C44 
+ 

506 

GENSCAN 
506 ■ 
.57 



Seq. No. 21186 Seq. ID 

Gene No. 44233 Strand 

Start 363 End 

Name OJ990827_09 . 0103 . C45 . ol . gs Method 

Start 363 End 

GI none Score 

Exons 363.. 685 



OJ990827_09.0103.C45 
+ 

685 

GENSCAN 

685 

.56 



Seq. No. 21187 
Gene No. 44234 
Start 1 

Name OJ990827_09 . 0103 . C4 6 . ol . np 

Start 1 
GI 2506825 

Exons 1..350, 429;. 736, 844.. 950, 

2737. .3035, 3165. .3201 

GI Descrip. LIPOXYGENASE 1 gi 1532572 (L35931) 
vulgare] gi 11094924 |prf | I2107185A 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1046. .1131, 



OJ990827 09.0103.C46 



3201 
AAT/NAP 
3201 
2105 
1220. .1561, 



1820. .2051, 



lipoxygenase 
lipoxygenase 



1 [Hordeum 
[Hordeum vulgare] 



21495 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21187 
44234 
1 

OJ990827_09.0103.C46.ol.gs 
57 

none 



Seq. ID OJ990827_09.0103.C46 
Strand 

End 3201 

Method GENSCAN 

End 3035 

Score .86 

57. .167, 169. .350, 429. .736, 844. .950, 1220. .1555, 1632. .1678, 
1813.. 2051, 2247.. 2362, 2624.. 2642, 2737.. 3035 



21187 
44234 
1 

OJ990827_09.0103.C46.ol.tc 
87 ' ' 

none 



Seq. ID OJ990827_09.0103.C46 
Strand 

End 3201 
Method TBLASTX : Cress 
End 3039 
Score 39 

87. .134, 132. .176, 133. .177, 168. .344, 170. .349, 206. .352, 
428. .511, 429. .512, 521. .643, 522. .647, 665. .739, 844. .945, 
851. .946, 1049. .1132, 1212. .1517, 1221. .1391, 1348. .1512, 
1458. .1514, 1515. .1562, 1863. .1895, 1905. .1970, 1980. .2054, 
2740. .2817, 2824. .2907, 2825. .2908, 2914. .2979, 2915. .2968, 
2977. .3039 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21187 
44234 
1 

OJ990827_09.0103.C46.ol.ts 
87 

none 



Seq. ID OJ990827_09.0103.C46 
Strand 

End 3201 

Method TBLASTX : Soybean 

End 3006 

Score 63 



87. .173, 88. .174, 168. .350, 182. .349, 428. .643, 429. .644, 
665. .739, 844. .945, 1058. .1126, 1335. .1400, 1404. .1517, 
1536. .1562, 1896. .1976, 1977. .2054, 2740. .2817, 2827. .2916, 
2828. .2908, 2920. .3006 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21187 
44234 
1 

OJ990827_09.0103.C4 6.ol.tw 

115 

none 



Seq. ID OJ990827_09.0103.C46 
Strand 

End 3201 

Method TBLASTX : Wheat 

End 670 

Score 76 



115. .177, 115. .171, 117. .176, 171. .350, 173. .352, 173. .349, 
225. .350, 428. .514, 429. .512, 513. .659, 518. .670, 521. .670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 



21187 
44234 
1 

OJ990827_09.0103.C4 6.ol.tm 

168 

none 



Seq. ID OJ990827_09.0103.C46 
Strand 

End 3201 

Method TBLASTX : Mai ze 

End 736 

Score 123 



168. .350, 182. .349, 188. .352, 428. .643, 429. .647, 665. .736 



21187 
44234 
1 

OJ990827_09.0103.C4 6.o2.tw 

695 

none 



Seq. ID - OJ990827_09.0103.C46 
Strand 

End 3201 

Method TBLASTX : Wheat 

End . 1385 

Score 61 



695. .739, 696. .740, 842. .931, 843. .935, 844. .945, 844. .945, 



21496 




845.-946, 1044. .1100, 1044. .1070, 1046. .1132, 1215. .1385, 
1221.. 1385 



Seq. No. 


21187 








Seq. ID 


OJ990827_09.0103.C46 


Gene No. 


44234 








Strand 




Start 


1 








End 


3201 


Name 


OJ990827_09 


.0103. 


C4 6.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


1044 








End 


1382 


GI 


none 








Score 


57 


Exons 


1044. .1100, 


1046. 


.1132, 


.1212. 


.1382, 1221. .1379 


Seq. No. 


21187 








Seq. ID 


OJ990827_09.0103.C46 


Gene No. 


44234 








Strand 




Start 


1 








End 


3201 


Name 


OJ990827_09 


. 0103. 


C46. o4 


. tm 


Method 


TBLASTX: Maize 


Start - * 


1383 








End 


1559 


GI 


none 








Score 


120 


Exons 


1383. .1517, 


1384. 


.1518, 


14 58. 


.1535, 1521. .1559, 1524. .1556 


Seq. No. 


21187 








Seq. ID 


OJ990827_09.0103.C46 


Gene' No. 


44234 








Strand 




Start 


1 








End 


3201 


Name 


OJ990827_09 


.0103 . 


C46.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


2731 








End 


3033 


GI 


none 








Score 


79 


Exons 


2731 . . 2817, 


2732 . 


.2818, 


2809. 


.2907, 2825.. 2908, 2977.. 3033 


Seq. No. 


21188 








Seq. ID 


OJ990827_09.0103.C47 


Gene No. 


44235 








Strand 




Start 


1 








End 


492 


Name 


OJ990827_09 


.0103. 


C47.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


492 


GI 


6721517 








Score 


679 


Exons 


1 . .4 92 












GI Descrip. 


(AP001072) 


Similar to polyprotein. (AF061282) [Oryza sativa] 


Seq. No. 


21188 








Seq. ID 


OJ990827_09.. 0103 . C47. 


Gene No. 


44235 








Strand 




Start 


1 








End 


492 


Name 


OJ990827_09 


.0103. 


C47.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


50 








End 


404 


GI 


none 








Score 


76 


Exons 


50. .403, 86 


. .220, 


309. . 


404 






Seq. No. 


21188 








Seq. ID 


OJ990827_09.0103.C47 


Gene No. 


44235 








Strand 




Start 


1 








End 


492 


Name 


OJ990827 09 


.0103. 


C47-ol 


. tm 


Method 


TBLASTX: Maize 


Start 


137 








End 


457 


GI 


none 








Score 


188 


Exons 


137. .457 












Seg>\ No. 


21189 








Seq. ID 


OJ990827_09.0103.C48 


Gene No. 


44236 








Strand 


+ 


Start 


93 








End 


3112 


Name 


OJ990827 09 


.0103. 


C48.ol 


.gs 


Method 


GENSCAN 


Start 


93 








End 


3112 



21497 



GI 


none 




Score 


.81 


Exons 




OO *7 

. yy / , 


1905.. 2179, 2984.. 3112 


Seq. No. 


01 1 on 




Seq. ID 


OJ990827_09. 


Gene No. 


44237 




Strand 


+ 


Start 


47 




End 


224 


Name 


/"\TGGnQOT no mno p/i q 

uj y yuoz / uy.u1uj.u4y. 01 


.gs 


Method 


GENSCAN 


Start 


ill 




■ End 


224 


GI 


none 




Score 


.86 


Exons 


4 / . . z^4 








Seq. No. 


011m 




Seq. ID 


OJ990827_09. 


Gene No. 


44238 




Strand 


+ 


Start 


194 




End 


487 


Name 


cjjyyuo^: / uy . uiuo . cou . 01 


. gs 


Method 


GENSCAN 


Start 


1 O A 

iy 4 




End 


487 


GI 


none 




Score 


.96 


Exons 


1 Q A A Q 1 

iy4 . . 4 0 / 








Seq. No. 


01 1 no 

^1 1 y^ 




Seq. ID 


OJ990827_09. 


Gene No. 


44239 




Strand 


+ 


Start 


53 




End 


203 


Name 


cjjyyuoz / uy . uiu j . Loi . 01 


.gs 


Method 


GENSCAN 


Start 






End 


203 


GI 


none 




Score 


,91 


Exons 


co 0 n 0 








Seq. No. 


0 1 1 a 0 

^liy^ 




Seq. ID 


OJ990827JD9. 


Gene No. 


44240 




Strand 


- 


Start 


730 




End 


2302 


Name 


OJ990827 09.0103.C51.o2 


. gs 


Method 


GENSCAN 


Start 


730 




End 


2302 


GI 


none 




Score 


.59 


Exons 


730.. 802, 995.. 1092, 1993.. 2302 




beq. No. 


21193 




Seq. ID 


OJ990827_09. 


Gene No . 


44241- 




Strand 




O Ldi. L. 


1 




End 


552 


Name 


OJ990827 09.0103.C53.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


552 


GI 


16071 1.R1084 




Score 


1075 


Exons 


1..552 








GI Descrip. 


, 2506825/sp|P29114 IL0X1 


_H0RVU 


1.0e-119 


LIPOXYGENASE 



09.0103.C49 



(L35931) lipoxygenase 1 [Hordeum vulgare] 

>gi_1094 924_prf 2107185A lipoxygenase [Hordeum vulgare] 1 

Seq. No. 21193 Seq. ID OJ990827_09 . 0103 . C53 

Gene No. 44241 Strand 

Start 1 ^ End 552 

Name OJ990827_09.0103.C53.ol.np Method AAT/NAP 

Start 1 End 552 

GI 2506825 Score 832 . 

Exons 1. .552 

GI Descrip. LIPOXYGENASE 1 gi | 532572 (L35931) lipoxygenase 1 [Hordeum 

vulgare] gi | 1094924 | prf | | 2107185A lipoxygenase [Hordeum vulgare] 



Seq. No. 



21193 



Seq. ID OJ990827_09.0103.C53 



21498 




VJCI1C IrlKJ . 


44241 


Strand 






Start 


1 


End 


552 




Name 


OJ990827 09.0103.C53.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


547 




GI 


none 


Score 


85 




Exons - 


2. .547, 3. .140, 197. .529, 213, 


. .536 






Seq. No. 


21193 


Seq. ID 


OJ990827_09.0103 


.C53 




44241 


Strand 






Start 


1. 


End 


552 




Name 


OJ990827 09.0103.C53.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2 


End 


547 




GI 


none 


Score 


81 




Exons 


2. .136, 2. .547, 6. .539 








Seq. No. 


21193 


Seq. ID 


OJ990827_09.0103 


.C53 


Cpnp No 


44241 


Strand 






Start 


1 


End 


552 




Name 


OJ990827 09.0103.C53.ol.tm 


Method ■ 


TBLASTX: Maize 




Start 


3 


End 


541 




GI 


none 


Score 


60 




Exons 


3. .152, 8. .172, 182. .367, 189, 


..308, 351. .530, 365. .532, 


371. 


Seq. No. 


21193 


Seq. ID 


OJ990827_09.0103 


.C53 




44241 


Strand 






Start 


1 


End 


552 




Name 


OJ990827 09.0103.C53.ol.gs 


Method 


GENSCAN 




Start 


49 


End 


427 




GI 


none 


Score 


.54 




Exons 


49. .427 








Seq. No. 


21193 


Seq. ID 


OJ990827_09.0103 


.C53 


O CI 1 C 


44241 


Strand 






Start 


1 


End 


552 




Name 


OJ990827 09.0103.C53.ol.tw 


Method 


TBLASTX: Wheat 




Start 


161 


End 


430 




GI 


none 


Score - 


330 




Exons 


161. .427, 192. .428, 197. .430 








Seq. No. 


21194 


Seq. ID 


OJ990827_09.0103 


.C54 


Gene No. 


44242 


Strand 






Start 


1431 


End 


2163 




Name 


OJ990827 09.0103.C54 .ol.gp 


Method 


AAT/GAP 




Start 


1255 


End 


2163 




GI 


1009 1.R1084 


Score 


1788 




Exons 


1255.. 2163 








GI Descrip. 


»3334279/sp|Q40646|OLE2 ORYSA 


2.0e-25 


OLEOSIN 18 KD (OSE721) 




>gi_1171354 (U43931) 18 kDa oleosin [Oryza sativa] >gi_ 


41029 




(AF019212) 18 kDa oleosin [Oryza sativa subsp. indica] f 




Seq. No. 


21194 


Seq. ID 


OJ990827_09.0103 


.C54 


Gene No. 


44242 


Strand 






Start 


1431 


End 


2163 




Name 


OJ990827 09.0103.C54.ol.gs 


Method 


GENSCAN 




Start 


1431 


End 


2141 




GI 


none 


Score 


.9 




Exons 


1431. .1545, 1627.. 2141 









21499 



Seq. No. 


21194 


Seq. ID 


OJ990827_09. 0103 .C54 


Gene No. 


44242 


Strand 




Start 


1431 


End 


2163 


Name 


OJ990827 09.0103.C54.ol.np 


Method 


AAT/NAP 


Start 


1626 


End 


2141 


GI 


3334279 


Score 


831 


Exons 


1626.. 2141 






GI Descrip. 


OLEOSIN 18 KD (OSE721) gi 11171354 (U43931) 18 kDa oleosin [Oryza 


- 


sativa] gi 14102969 (AF019212) 


18 kDa oleosin [Oryza sativa 




subsp. indica] 






Seq. No. 


21194 


Seq. ID 


OJ990827_09.0103.C54 


Gene No. 


44242 


Strand 




Start 


1431 


End 


2163 


Name 


OJ990827_09.0103.C54 .ol.tm 


Method 


TBLASTX: Maize 


Start 


1749 


End 


2090 


GI 


none 


Score 


87 


Exons 


1749. .1829, 1764. .1940/ 1771. 


.2088, 2010. .2090 


Seq. No. 


21195 


Seq. ID 


OJ990827_09.0103.C55 


Gene No. 


44243 


Strand • 




Start 


30 


End 


4146 


Name 


OJ990827_09.0103.C55.ol.gs 


Method 


GENSCAN 


Start 


30 


End 


2978 


GI 


none 


Score 


.74 


Exons 


30. .192, 402. .450, 544. .611, 


699. .767, 


882. .951, 1047. .1159, 




1197. .1275, 1440. .1516, 1601. 


.1727, 1969.. 2065, 2192.. 2230, 




2525.-2633, 2766. .2978 






Seq. No. 


21195 


Seq. ID 


OJ990827_09.0103.C55 


Gene No. 


44243 


Strand 




Start 


30 


End 


4146 


Name 


OJ990827 09.0103.C55.ol.ts 


Method 


TBLASTX : Soybean 


Start 


529 


End 


968 


GI 


none 


Score 


64 


Exons 


529. .615, 543. .611, 696. .773, 


699. .773, 


882. .968, 886. .966 


Seq. No. 


21195 


Seq. ID 


OJ990827_09.0103.C55 


Gene No. 


44243 


Strand 




Start 


30 


End 


4146 


Name 


OJ990827 09.0103.C55.ol.np 


Method 


AAT/NAP 


Start' 


614 


End 


4146 


GI 


3123171 


Score 


27 


Exons 


614. .756, 1989. .2065, 4092. .4146 




GI Descrip. 


HYPOTHETICAL 80.3 KD TRP-ASP 


REPEATS CONTAINING PROTEIN K10B2.1 




IN CHROMOSOME II gi 1860695 (U28730) similar to beta-transducin 




[Caenorhabditis elegans] 






Seq. No. 


21195 


Seq. ID 


OJ990827_09.0103.C55 


Gene No. 


44243 


Strand 




Start 


30 


End 


4146 


Name 


OJ990827 09.0103';C55.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1742 


End 


2225 


GI 


none 


Score 


95 


Exons 


1742. .1873, 1771. .1866, 1773. 


.1889, 1773. .1871, 1775. .1873, 




1935. .2063,. 1970. .2065, 1971. 


.2066, 2183.. 2218, 2187.. 2225, 



21500 



2189. .2221 



Seq. No. 21196 Seq. ID 

Gene No. 44244 Strand 

Start 556 End 

Name OJ990827_09.0103.C56.ol .gs Method 

Start 556 End 

GI none Score 

Exons 556. .718 



OJ990827_09.0103.C56 
+ 

718 

GENSCAN 

718 

.97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21197 
44245 
270 

OJ990827_09.0103.C57.ol.gp 
270 

42478 1.R1084 



Seq. ID OJ990827_09.0103.C57 
Strand + 
End 2830 
Method AAT/GAP 
End - 1757 
_ Score 821 

270. .401, 1118. .1237, 1319. .1444, 1662. .1757 

, 3080524/emb|CAA18653| 7.0e-39 (AL022599) hypothetical protein 
[Schizosaccharomyces pombe] ? 



21197 
44245 
270 

OJ990827_09.0103.C57.ol.np 
270 

2194203 ■ 
270. .401, 1118. .1237, 1319 
2526.-2637, 2798.. 2830 
(U78310) pescadillo '[Homo sapiens] 
gi|5739569|gb|AAD50516.1|AC005006_l 
sapiens] 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1444, 1661 



OJ990827_09.0103.C57 
+ 

2830 
AAT/NAP 
2830 
358 

,.1745, 1850. .1959, 



(AC005006) pescadillo [Homo 



Seq. No. 


21197 




Seq. ID 


OJ990827_09.0103.C57 


Gene No. 


44245 




Strand 


+ 


Start 


270 




End 


2830 


Name 


OJ990827 


09.0103.C57.ol.gs 


Method 


GENSCAN 


Start 


273 




End 


2619 


GI 


hone 




Score 


.76 


Exons 


273. .401, 


1118. .1237, 1319. . 


1444, 1661 


..1745, 2526. .2619 


Seq. No. 


21197 




Seq. ID 


OJ990827_09.0103.C57 


Gene No. 


44246 




Strand 


+ . 


Start 


2754 




End 


2830 


Name 


OJ990827 


09.0103.C57.ol.tc 


Method 


TBLASTX: Cress 


Start 


261 




End 


402 


GI 


none 




Score 


76 


Exons 


261. .401, 


276. .401, 277. .402 







Seq. No. 21197 

Gene Noi 44246 

Start 2754 

Name OJ990827_09 . 0103 . C57 . o2 . ts 

Start 264 

GI none 

Exons 264.. 401, 271.. 423, 1068.. 1241, 1317.. 1358 



Seq. ID . OJ990827_09.0103.C57 



Strand 
End 

Method 
End . 
Score 



+ 

2830 - 

TBLASTX: Soybean 
1358 
178 



Seq. No. 



21197 



Seq. ID OJ990827_09.0103.C57 



21501 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44246 Strand 

2754 End 

OJ990827_09.0103.C57.ol.tm Method 

267 End 

none Score 



2830 

TBLASTX: Maize 

2792 

229 



267. .401, 271. .402, 272. .406, 1074.; . 1262, 1101. .1241, 
1316. .1444, 1317. .1445, 1321 .. 144 6, 1512 .. 1592, 1655. .1744, 
1659. .1754, 1659. .1745, 1841. .1903, 1847. .1903, 1893. .1958, 
1894.. 1977, 2502.. 2618, 2506.. 2628, 2525.. 2614, 2760.. 2792 



21197 Seq. ID 

44246 Strand 

2754 End 

OJ990827_09 . 0103 . C57 . ol . ts Method 

1630 End 

none Score 



OJ990827_09.0103.C57 
+ 

2830 

TBLASTX: Soybean 

2618 

69 



1630. .1737, 1661. .1741, 1662. .1754, 1662. .1745, 1841. .1891, 
1894.. 1977, 2502.. 2618, 2531.. 2614 



21197 Seq. ID 

44246 Strand 
2754 End 
OJ990827_09 . 0103 . C57 . o2 . gp Method 
2754 End 
uC-osflcyp030g01bl Score 
2754. .2830 

•2194203 2.0e-13 (U78310) pescadillo 
>gi_5739569_gb_AAD50516 . 1_AC005006_1 
sapiens] ' 



OJ990827_ 
+ 

2830 
AAT/GAP 
2830 
135. 



[Homo sapiens] 



09.0103.C57 



(AC005006) pescadillo [Homo 



Seq. No. 


21198 




Seq. ID 


OJ990827_09.0103.C58 


Gene No. 


44247 




Strand 


+ 


Start 


769 




End 


889 


Name 


OJ990827 09. 


0103.C58.ol.gs 


Method 


GENSCAN 


Start 


769 




End 


889 


GI 


none 




Score 


.84 


Exons 


769. .889 








Seq. No. 


21199 




Seq. ID 


OJ990827_09.0103.C60 


Gene No. 


44248 




Strand 


+ 


Start 


337 




End 


636 


Name 


OJ990827 09. 


0103.C60.ol.gs 


Method 


GENSCAN 


Start 


337 




End 


636 


GI 


none 




Score 


.85 


Exons 


337. . 636 








Seq. No. 


21200 




Seq. ID 


OJ990827_09.0103.C61 


Gene No. 


44249 




Strand 




Start 


1 




End 


2228 


Name 


OJ990827 09. 


0103.C61.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


2228 


GI 


2506825 




Score 


1653 


Exons 


1. .253, 333. 


.640,- 733. .840, 


-937. .1022, 


1108. .1443, 1545. .1848, 




2118. .2228 








GI Descrip. 


LIPOXYGENASE 


1 gi 1532572 (L35931) lipoxygenase 1 [Hordeum 




vulgare] gi | 


1094924 |prf| I2107185A lipoxygenase [Hordeum vulgare 



21502 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21200 
44249 
1 

OJ990827_09.0103.C61.ol.tm 
1 

none- 



Seq. ID OJ990827_09.0103.C61 
Strand 

End 2228 

Method TBLASTX : Maize 

End 1767 

Score 69 



,1..102, 2. .103*, -103-.-i-.252, 104.-.* 253, 33-2.. ..397, 440. .502, . 
465.. 518, 563. .'643, 569. .625,- 704 .. 8387 7.33 .'840, 937. .1044, 
938. .1045, 1382/.1444, 1561". . 1617 , • 1633 .. 1713, 1708. .1767 



21200 
44249 
1 

OJ990827_09.0103.C61.ol.ts 
1 

none 



Seq. ID OJ990827_09.0103.C61 
Strand 

End 2228 

Method TBLASTX : Soybean 

End 1800 

Score 144 



1..252, 2. .253, 332. .535, 332. .547, 333.-548, 566. .643, 
587. .643, 724. .858, 740. .856, 935. .1012, 940. .1032, 1109. .1201, 
1220. .1297, 1289. .1405, 1424. .1444, 1546. .1629, 1630. .1707,' 
1708. .1800 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21200 
44249 

1 . 

OJ990827_09.0103.C61.ol.tw 
32 

none 



Seq. ID OJ990827_09.0103.C61 
Strand 

End 2228 

Method TBLASTX : Wheat 

End 1265 

Score 225 



32. .253, 34. .255, 34. .252, 316. .402, 331. .414, 332. .421, 
333. .410, 408. .500, 413. .499, 1107. .1265 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21200 
44249 
1 

OJ990827_09.0103.C61.ol.tc 
33 

none 



Seq. ID OJ990827_09.0103.C61 
Strand 

End 2228 

Method TBLASTX: Cress 

End 1800 

Score 175 



33. .149, 34. .252, 35. .247, 332. .415, 333. .416, 404. .550, 
426.-557, 566. .643, 707. .841, 724 . 1843, 733. .840, 935. .1012, 
940. .1032, 967. .1023, 1098. .1400, 1109. .1405, 1244. .1402, 
1403. .1444, 1546. .1626, 1627. .1701, 1711. .1800 



21200 
44249 
1 

OJ990827_09.0103.C61.ol.gs 

105 

none 



Seq. ID OJ990827_09.0103.C61 
Strand 

End 2228 

Method GEN SCAN 

End 1764 

Score .95 



105. .253, 333. .640, 733. .840, 937. .1022, 1108. .1443, 1545. .1764 



21200 
44249 
1 

OJ990827_09.0103.C61.o2.tw 

596 

none 



.Seq. ID OJ990827_09.0103.C61 
Strand 

End 2228 

Method TBLASTX : Wheat 

End 1032 

Score 47 



596. .643, 596.-643, 733. .837, 733. .840, 734. .859, 935. .1018, 
937.. 1023, 937.. 1032 



21503 



Seq. No. 21200 Seq. ID 

Gene No. 44249 Strand 

Start 1 H End 

Name OJ990827_09 . 0103 . C61 . o2 . tm Method 

Start 1108 End 

GI none v • Score 

Exons ■" " .1108*. .1263, *1109/Ci267*'""ll09. .1270 ■ 



OJ990827_09.0103.C61 
2228 

TBLASTX: Maize 
1270 

65 . • - 



Seq. No. 21201 Seq. ID OJ990827_09 . 0103 . C62 

Gene No. 44250 Strand 

Start 1 End 375 

Name OJ990B27_09 . 0103 . C62 . ol . np Method • AAT/NAP 

Start 1 End 375 

GI 126401 Score 108 

Exons 1. .85, 189. .375 

GI Descrip. LIPOXYGENASE L-2 gi | 100690 | pir | | S23454 lipoxygenase (EC 
1.13.11.12) L-2 - rice gi | 20267 | emb | CAA4 5738 | (X64396) 
lipoxygenase [Oryza sativa] 



Seq. No. 


21202 


Seq. ID 


OJ990827_09.0103. 


C63 


Gene No. 


44251 


Strand 






Start 


312 


End 


621 




Name 


OJ990827 09.0103.C63.ol.tc 


Method 


TBLASTX: Cress 




Start 


312 


End 


587 




GI 


none 


Score 


82 




Exons 


312. .587, 334. .549 








Sea. No. 


21202 


Seq. ID 


OJ990827_09.0103. 


C63 


Gene No. 


44251 


Strand 






Start 


312 


End 


621 




Name 


OJ990827 09.0103.C63.ol.tm 


Method 


TBLASTX: Maize 




Start 


312 


End 


621 




GI 


none 


Score 


71 




Exons 


312.. 593, 321.. 374, 322 v; 621 








Seq. No. 


21203- ^v;v ' ' 


Seq. ID*! 


;W99^27_09.0103. 


C64 ; : 


Gene No. 


44252 • ^ 


Strand 


+ 




Start 


1272 


End 


2048 




Name 


OJ990827 09.0103.C64.ol.gs 


Method 


GENSCAN 




Start 


1272 


End 


1878 




GI 


none 


Score 


.66 




Exons 


1272.. 1340, 1533.. 1709, 1788 


. .1878 






Seq. No. 


21203 


Seq. ID 


OJ990827_09.0103. 


C64 


Gene No. 


44252 


Strand 


+ 




Start 


1272 


End 


2048 




Name 


OJ990827 09.0103.C64.ol.gp 


Method 


AAT/GAP 




Start 


1532 


End 


1878 




GI 


26021 1.R1084 


Score 


497 




Exons 


1532. .1709, 1788. .1878 








GI Descrip. 


f 4587562/gb|AAD25793.1|AC006550 1 4 . 0e- 


-60 (AC006550) Belongs 




PF_00583 Acetyltransfersase 


(GNAT) family. [Arabidopsis 






thaliana] 1 








Seq. No. 


21203 


Seq. ID 


OJ990827_09.0103. 


C64 


Gene No. 


44252 


Strand 


+ 





21504 




Start 


1272 




End 


2048 




Name 






Method 


TBLASTX: Cress 




b tart 






End 


1886 




C T 


none 




Score 


121 




Exons 


idji . . i / uo , iojz. .i / uy , 


1 "7 1 f\ 
1 / 1U . 


.1886, 1788. .1877 




beq . no ., - 


91 9fi"5 * 
Z1ZUO 




Seq. ID 


OJ990827_09.0103. 




Gene No'. 


44252 ' 




Strand 


+ ■ * 




Start 


1272 




End 


2048 




Naine 


OTQQHR97 HQ H1 0^ C&A r\*\ 


. tm 


Method 


TBLASTX: Maize 




btart 


1 C*31 




End 


1882 






none 




Score 


121 




Exons 




1 TOO 

1 / o o . 


.1877, 1790. .1882 




beq. NO. 






Seq. ID 


OJ990827_09.0103. 




Gene No. 


44252 




Strand 


+ ' ■ 




Start 


1272 




End 


2048 




Name 


riTQQHQ9"7 HQ fH fi 1 PC/1 /^1 

ujyyuoz/ uy.uiuo.uofi.oi 


t s 


Method 


TBLASTX : Soybean 




o tart 


1 dl 
IDjI 




End 


1880 




c t 
Lil 


none 




Score 


132 




Exons 


idi i7ii ido m o 

IDJI . .1/11, lojZ . . 1 / 1Z , 


1 / / y . 


.1880, 1788. .1880 




beq. wo. 


919m 




Seq. ID 


OJ990827_09.0103. 


c* a a 


Gene No. 






Strand 


+ 




Of ar f 


1272 




End 


2048 




Name 


OJ990827 09.0103.C64.ol 


np 


Method 


AAT/NAP 




Start 


1632 




End 


2048 




r* t 


4587562 




Score 


213 




Exons 


1632. .1709, 1788. .1878, 


1987. 


.2048 






GI Descrip. 


(AC006550) Belongs to PF 100583 Acetyltransf ersase (GNAT) 


family 




[Arabidopsis thaliana] 










beq. no. 


21204 




Seq. ID 


OJ990827_09.0103. 






44253 




Strand 






Start 


188 




End 


3347 




Name 


OJ990827. 09.0103.C65.ol 


gs 


Method 


GENSCAN . 




Start, . 


■188 




* End ' 


'3347 




GI' 


none 




Score 


.61' 




Exons 


188. .365, 926. .1008, 1148. .1459, 1538. 


.1795, 1975.. 2156, 





3320. .3347 



Seq. No. 21204 

Gene No. 44253 

Start 188 

Name OJ990827_09 . 0103 . C65 . ol . tm 

Start 769 

GI none 
Exons 



Seq. ID OJ990827_09.0103.C65 
Strand 

End 3347 

Method TBLASTX : Mai ze 

End 2236 

Score 197 . 

1460, 1145.. 1459, 



769. .1008, 837. .1031, 839. .1015, 1143 
1261. .1461, 1499. .1786, 1536. .1793, 1669. .1857, 1759. .2229, 
1790.. 2236, 1799.. 2230 



Seq. No. 21204 Seq. ID 

Gene No. 44253 Strand 

Start 188 End 

Name OJ990827_09 . 0103 .C65 . ol . tc Method 

Start 838 End 

GI none Score 



OJ990827_09.0103.C65 
3347 

TBLASTX: Cress 

2256 

186 



21505 



Exons 



838.. 1008, 839. .1033, 1140. .1460, 1145. .1459, 1290. .1463, 
1499. .1786, 1529. .1735, 1536. .1781, 1759. .2229, 1799. .2254, 
1862.. 2236, 1864.. 2256, 2037.. 2255 



Seq. No. 
Gene No. 
.Start ,. - 
Name '~f'' 
Start ' 
GI 

Exons 

GI Descrip. 



21204 
44253 

188 . 
OJ990827 0)9 . 0103 . C6'5". ol . rip 
841 

6685803 



Seq. ID OJ990827_09.0103.C65 
Strand 

End • 334 7 
Method AAT/NAP 
End 2229 
Score 1596 
841. .1008, 1148. .1459, 1538. .2229 

ADENYLOSUCCINATE SYNTHETASE PRECURSOR ( IMP--ASPARTATE LIGASE) 
(ADSS) (AMPSASE) gi 11616659 (U49387) adenylosuccinate synthetase 
[Triticum aestivum] 



Seq. No. 


21204 




Seq. ID 


OJ990827_09.0103.C65 


Gene No. 


44253 




Strand 




Start 


188 




End 


3347 


Name 


OJ990827 09.0103.C65.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1202 




End 


2255 


GI 


none 




Score 


101 


Exons 


1202. .1345, 1224.*. 1346, 


1257. 


.1349, 1346. .1459, 1347. .1460, 




1499. .1786, 1529. .1732, 


1536. 


.1790, 1759.. 2229, 1862.. 2230, 




1862.. 223.6, 1965.. 2237, 


1965. 


.2255 




Seq. No". 


21204 




Seq. ID 


OJ990827_09.0103.C65 


Gene No. 


44253 




Strand 




Start 


188 




End 


3347 


Name 


OJ990827 09.0103.C65.ol. 


gp 


Method 


AAT/GAP 


Start 


1571 




End 


1979 


GI 


uC-osflcyp097c03bl 




Score 


738 


R von «5 


1571. .1979 








GI Descrip. 


•1616659 3.0e-46 (U49387) adenylosuccinate synthetase [Tritici 




aestivum] ' 








Seq. No. 


21205 




Seq. ID 


OJ990827_09.0103.C66 


Gene No. 


4-4254 ■ . 




'Strand 


* + 


.Start 


28 




End 


385 


Name 


OJ990827 09.0103.C66.ol. 


gs 


Method 


GENSCAN 


Start 


28 




End 


385 


GI 


none 




Score 


. 66 


Exons 


28. .260, 280. .385 








Seq. No. 


21205 




Seq. ID 


OJ990827_09.0103.C66 


Gene No. 


44255 




Strand 




Start 


8 62 




End 


1728 


Name 


OJ990827 09.0103.C66.ol. 


gp 


Method 


AAT/GAP 


Start 


614 




End 


1343 


GI 


24113 1.R1084 




Score 


992 


Exons 


614.. 951, 1166.. 1343 








GI Descrip. 


'5803242/dbj |AP000399.1| 


AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone 


:P0535G04' 




Seq. No. 


21205 




Seq. ID 


OJ990827_09.0103.C66 


Gene No. 


44255 




Strand 




Start 


862 




End 


1728 


Name 


■ OJ990827 09.0103.C66.o2. 


gs 


Method 


GENSCAN 



21506 




Start 


862 


End 


1716 


GI 


none 


Score 


. 95 


Exons 


862. .951, 1166. .1432, 1506.. 


1716 




Seq. No. 


21205 


Seq. ID 


OJ990827_09.0103.C66 


Gene No. 


44255 


Strand 




Start 


'862 v • 


End 


1728 


Name- 


OJ9%0827 09.0103:C66.61-.np 


■ Method 


AAT/NAP ' "*V 


Start 


868 


End 


1565 


GI 


3551251 


. Score 


96 


Exons 


868. .951, 1166. .1360, 1497.. 


1565 




GI Descrip. 


(AB012705) 85 [Daucus carota] 




Seq. No. 


21205 


Seq. ID 


OJ990827_09. 0103.C66 


Gene No. 


44255 


Strand 




Start 


862 


End 


1728 


Name 


OJ990827 09.0103.C66.ol.tm 


Method 


TBLASTX: Maize 


Start 


1160 ~ 


End 


1719 


GI 


none 


Score 


68 


Exons " 


1160.. 1258, 1163.. 1267, 1180 


..1266, 1367.. 1396, 1373.. 1396, 




1503.. 1718, 1504.. 1719 






Seq. No. 


21205 


Seq. ID 


OJ990827_09.0103.C66 


Gene No. 


44255 


Strand 




Start 


862 


End 


1728 


Name 


OJ990827 09.0103.C66.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1190 


End 


1719 


GI 


none 


Score 


51 


Exons 


1190.. 1270, 1210.. 1242, 1217 


..1369, 1329.. 1370, 1526.. 1597, 




1527.. 1718, 1536.. 1718, 1645 


. .1719 




Seq. No. 


21205 


Seq. ID 


OJ990827_09.0103.C66 


Gene No . 


44255 


Strand 




Start 


862 


End 


1728 


Name 


OJ990827 09.0103.C66.ol.tc 


Method 


TBLASTX: Cress 


Start 


1587 ~~ 


End 


1728 


GI 


none "■*■ - ■ ' . 


Score 


82 ...... 


Exons 


1587..'?1706, 1590. .1718/ 1594 


..1719, 1597. .1728 -." 


Seq. No. 


21206 


Seq. ID 


OJ990827_09.0103.C67 


Gene No. 


44256 


Strand 




Start 


416 


End 


550 


Name 


OJ990827 09.0103.C67.ol.gs 


Method 


GENSCAN 


Start 


416 


End 


550 


GI 


none 


Score 


.68 


Exons 


416. .550 






Seq. No. 


21207 


Seq. ID 


OJ990827 09.0103.C69 


Gene No. 


44257 


Strand 


+ 


Start 


686 


End 


840 


Name 


OJ990827 09.0103.C69.ol.gp 


Method 


AAT/GAP 


Start 


686 


End 


762 . 


.GI 


26021 i.R1084 


Score 


105 


Exons 


686. .762 






GI Descrip. 


? 4587562/gb|AAD25793.1|AC006550 1 4 . Oe 


-60 (AC006550) Belongs to 




PF_00583 Acetyltransfersase 


(GNAT ) family . [Arabidopsis 



21507 



Seq. No. 21207 

Gene No. 44257 

Start 686 

Name OJ990827_09.0103.C69.ol.gs 

Start 686 

GI none 

Exons 68 6. .755 V ' 



Seq. ID OJ990827_09.0103.C69 

Strand + 

End 840 

Method GENSCAN 

End 755 

Score .85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990827_09.0103.C69 

Strand + 

End 840 

Method AAT/NAP 

End 840 

Score 56 



21207 
44257 
686 

OJ990827_09.0103.C69.ol.np 
686 

4587562 
686. .840 

(AC006550) Belongs to PF| 00583 Acetyltransf ersase (GNAT) family. 
[Arabidopsis thaliana] 



21208 
44258 
997 

OJ990827_09.0103.C70.ol.gs 

997 

none 

997. .1419, 2073. .2114 



Seq. ID OJ990827_09.0103.C70 
Strand 

End 2114 

Method GENSCAN 

End 2114 

Score .87 



Seq. No. 21209 

Gene No. 44259 

Start 1 

Name OJ990827_09.0103.C71 .ol.np 

Start 1 

GI 3025299 

Exons 1..22, 276.. 401, 519.. 662 

GI Descrip. HYPOTHETICAL 62.3 KD PROTEIN T29M21.25 gi | 2088660 | gb | AAB95294 . 1 | 
(AF002109) putative ABC transporter [Arabidopsis thaliana] 



Seq. ID OJ990827_09.0103.C71 
Strand 

End 662 

Method AAT/NAP 

End 662 

Score 254 



Seq. No. 


21209 








Seq. ID 


OJ990827_09.0103 


.C71 


Gene No. 


44259 








Strand 






Start 


1 








End 


662 




Name 


OJ990827 


09.0103.C71 


.ol 


.gs 


Method 


GENSCAN 




Start 


123 








End 


578 




GI 


none 








Score 


. 68 




Exons 


123. .401, 


456. .578 












Seq. No. 


21209 








Seq. ID 


OJ990827_09.0103 


.C71 


Gene No. 


44259 








Strand 






Start 


1 








End 


662 




Name 


OJ990827 


09.0103.C71 


.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


274 








End 


402 




GI 


none 








Score 


187 




Exons 


274. .402, 


291. .401 












Seq. No. 


21210 








Seq. ID 


OJ990827_09.0103 


.C72 


Gene No. 


44260 








Strand 






Start 


4 








End 


137 




Name 


OJ990827 


09.0103.C72 


.ol 


. gs 


Method 


GENSCAN 





21508 




Start 


4 


End 


137 




GI 


none 


Score 


.75 




Exons 


4. .137 








Seq. No. 


21211 


Seq. ID 


OJ990827_09.0103. 


C73 


Gene No. 


44261 - 


Strand 


+ 




Start 


■1 . \ 


End 


420 




Name 


•OJ990827 09.0103.C73.ol.np 


Method 


AAT/NAP 




Start 


' 1 


End 


420 




GI 


130997 


Score 


49 




Exons 


1..420 








GI Descrip. 


REPETITIVE PROLINE-RICH CELL 


WALL PROTEIN 1 PRECURSOR 






gi|81809|pir | IA29324 proline 


-rich protein precursor - soybe 




gi (170049 (J02746) proline-rich protein [Glycine max] 




Seq. No. 


21212 


Seq. ID 


OJ990827_09.0103. 


C74 


Gene No. 


44262 


Strand 






Start 


1 


End 


1331 




Name 


OJ990827 09.0103.C74.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


430 




GI 


21315 1.R1084 


Score 


808 




Exons 


1. .430 








GI Descrip. 


I 2832683/emb|CAA16783.1| 1.0e-102 (AL021712) putative prote 




[Arabidopsis thaliana] 1 








Seq. No. 


21212 


Seq. ID 


OJ990827_09.0103. 


C74 


Gene No. 


44262 


Strand 






Start 


1 


End 


1331 




Name 


OJ990827 09.0103.C74.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1331 




GI 


2832683 


Score 


559 




Exons 


1..492, 1303.. 1331 








GI Descrip. 


(AL021712) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


21212 


Seq. ID 


OJ990827_09.0103. 


C74 


Gene No. 


44262 


Strand 






Start 


1 


End - 


1331 




Name 


OJ990827 09.0103.C74.ol.tiff 


Method * 


TBLASTX : Maize 




Start 


1 


End 


492 




GI 


none 


Score 


451 




Exons 


1..492, 2. .430 








Seq. No. 


21212 


Seq. ID 


OJ990827_09.0103. 


C74 


Gene No. 


44262 


Strand 






Start 


1 


End 


1331 




Name 


OJ990827 09.0103.C74.o2.tc 


Method 


TBLASTX: Cress 




Start 


1 


End 


165 




GI 


none 


Score 


114 




Exons 


1..165, 2.. 163 








Seq. No. 


21212 


Seq. ID 


OJ990827_09.0103. 


C74 


Gene No. 


44262 


Strand 






Start ' 


1 . 


End 


1331 




Name 


OJ990827 09.0103.C74.ol.gs 


Method 


GENS CAN 




Start 


92 


End 


192 




GI 


none 


Score 


.46 




Exons 


92. .192 









21509 



Seq. No. 


21212 


Seq. ID 


OJ990827_09. 0103 


.C74 


Gene No. 


44262 


Strand 






Start 


1 


End 


1331 




Name 


OJ990827 09.0103.C74.ol.ts 


Method 


TBLASTX : Soybean 




Start. 


160 


End 


492 




GI 


„ none ...... . . 


Score-. 


56 . 




Exons 


160. .492, 164":. 265, 169. .426/ 


291. .428 






Seq. No. 


21212 


Seq. ID 


OJ990827_09. 0103 


.C74 


Gene No. 


44262 


Strand 






Start 


1 


End 


1331 




Name 


OJ990827 09.0103.C74.ol.tc 


Method 


TBLASTX: Cress 




Start 


166 


End 


440 




GI 


none 


Score 


63 




Exons 


166. .426, 170. .265,- 184 . .426, 


207. .440 






Seq. No. 


21213 


Seq. ID 


OJ990827_09. 0103 


.C75 


Gene No. 


4.4263 


Strand 


+ 




Start 


5 


End 


226 




Name 


OJ990827 09.0103.C75.ol.gs 


Method 


GEN SCAN 




Start 


5 


End 


226 




GI 


none 


Score 


.54 




Exons 


5. .226 








Seq. No. 


21213 


Seq. ID 


OJ990827_09.0103 


.C75 


Gene No. 


44264 


Strand 


+ 




Start 


292 


End 


397 




Name 


OJ990827 09.0103.C75.ol.gp 


Method 


AAT/GAP 




Start 


292 


End 


397 




GI 


21315 1.R1084 


Score 


162 




Exons 


292. .397 








GI Descrip. 


'2832683/emb ICAA16783.il l.Oe- 


-102 (AL021712) putative prote 




[Arabidopsis thaliana] 1 








Seq. No. 


21214 


Seq. ID 


OJ990827_09.0103 


.C76 


Gene No. 


44265 


Strand 






Start 


147 


End ■ 


441' 




Name 


OJ990827 09.0103.C76.ol.gs 


Method 


GENSCAN 




Start 


147 


End 


441 




GI 


none 


Score 


.66 




Exons 


147. .153, 194. .441 








Seq. No. 


21215 


Seq. ID 


OJ990827 01.0103 


.CI 


Gene No. ' 


44266 


Strand 


+ • 




Start 


891 


End 


6377 




Name 


OJ990827 01.0103.Cl.ol.np 


Method 


AAT/NAP 




Start 


891 


End 


1682 ' 




GI 


4512231 


Score 


1268 




Exons 


891.. 1682 








GI Descrip. 


(AB014741) ORF0 protein [Oryza sativa] 






Seq. No. 


21215 


Seq. ID 


OJ990827_01.0103 


.CI 


Gene No. 


44266 


Strand 


+ 




Start 


891 


End 


6377 




Name 


OJ990827 01.0103.Cl.o2.np 


Method 


AAT/NAP 




Start 


1361 


End 


6377" 





21510 



GI 4680179 

Exons 1361.. 1406, 1953.. 6377 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 21215 

Gene No. 44267 

Start :; ' 6597 

Name ' ." OJ990827_01 . 0103 . CI . o9 . tw 

Start 2120 

GI none 

Exons 2120.. 2317, 2121.. 2318 

Seq. No. 21215 

Gene No. 44267 

Start 6597 

Name OJ990827_01 .0103 . CI . 06 . tm 

Start 2370 

GI none 

Exons 2370.. 2675 

Seq. No. 21215 

Gene No. 44267 

Start 6597 

Name OJ990827_01 . 0103 . CI . o7 v . tw 

Start 2370 

GI none 

Exons 2370.. 2720 

Seq. No. 21215 

Gene No. 44267 

Start 6597 

Name OJ990827_01 .0103 . CI . 08 . tw 

Start 3054 

GI none 

Exons 3054. .3407 

Seq. No. 21215 ' - 

Gene No. 4 4267 

Start 6597 

Name OJ990827J31 . 0103 . CI . o7 . tm 

Start 3411 

GI none 

Exons 3411.. 3602, 3449.. 3604 

Seq. No. 21215 

Gene No. 44267 

Start 6597 

Name OJ990827__01 .0103 . CI . o4 . tw 

Start 3539 

GI none 

Exons 3539.. 3979, 3540.. 4022, 3543. 

Seq. No. 21215 

Gene No. 44267 

Start 6597 

Name OJ990827_01 . 0103 . CI . o4 . ts 

Start 3576 



Score 5698 

sativa subsp. indica] 

Seq. ID OJ990827_01.0103.C1 
Strand 

End 7061 ' 

Method TBLASTX : Wheat 

End 2318 

Score 215 



Seq. ID OJ990827_01.0103.C1 
Strand- 
End 7061 
Method TBLASTX : Maize 
End 2675 
Score 24 6 



Seq. ID OJ990827_01.0103.C1 
Strand 

End 7061 

Method TBLASTX : Wheat 

End 2720 

Score 312 . 



Seq. ID OJ990827_01.0103.C1 
Strand 

End 7061 

Method TBLASTX : Wheat 

End 3407 

Score 256 



Seq. ID OJ990827_01.0103.C1 
Strand 

End 7061 

Method TBLASTX : Mai ze 

End 3604 

Score 188 



Seq. ID OJ990827_01.0103.C1 
Strand 

End 7061 

Method TBLASTX : Wheat 

End 4023 

Score 535 
.4019, 3649. .4023 

Seq. ID OJ990827_01.0103.C1 
Strand 

End 7 061 

Method TBLASTX : Soybean 

End 3890 



21511 




GI 


none 








Score 


198 




Exons 


3576. .3890 














Seq. No. 


21215 








Seq. ID 


OJ990827_01.0103. 


CI 


bene wo . 


A AO CI 








bLiana 






Start 


6597 








End 


7061 




Name 


OJ990827 01. 


0103. 


Cl.o4. 


tm 


Method:/ 


TBLASTX: Maize 




Start 


3605 








End 


4052 




GI 


none 








Score 


373 




Exons 


3605. .4042, 


3609. 


.4052 










Seq. No. 


21215 








Seq. ID 


OJ990827JU.0103. 


CI 


Gene No. 


44267 








Strand 






o tar u 


do y / 








End 


7061 




Name 


OJ990827 01. 


0103. 


Cl.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3963 








End 


4358 




GI 


none 








Score 


57 




Exons 


3963. .3995, 


3963. 


.3995, 


3999. 


.4052, 4001. .4042, 4107. .4358 




4115. .4348 














Seq. No. 


21215 








Seq. ID 


OJ990827 01.0103. 


CI 


Gene No . 


A A O CI 








Strand 


- 




Start 


6597 








End 


7061 




Name 


OJ990827 01. 


0103. 


Cl.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4107 








End 


4439 




GI 


none 








Score 


302 




Exons 


4107. .4439, 


4160. 


.4438 










Seq. No. 


21215 








Seq. ID 


OJ990827 01.0103. 


CI 


bene wo . 


A A OC1 
H H Z O / 








Strand 


- 




Start 


6597 








End 


7061 




Name 


OJ990827 01. 


0103. 


Cl.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4110 








End 


4373 




GI 


none 








Score 


367 




Exons 


4110. .4373, 


4112. 


.4372 










Seq. No.,. 


21215 








Seq. ID 


OJ990827_01.0103. 


CI 


bene wo . 


A A OC1 
H ft Z D / 








Strand 






Start 


6597 








End 


7061 




Name 


OJ990827 01. 


0103. 


Cl.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4374 








End 


4799 




GI 


none 








Score 


603 




Exons 


4374. .4799, 


4376. 


.4792, 


4449. 


.4799 






Seq. No. 


21215 








Seq. ID 


OJ990827_01.0103. 


CI 


uene wo. 


A AO 








Strand 






Start 


6597 








End 


7061 




Name 


OJ990827 01. 


0103. 


Cl.o3. 


ts 


Method 


TBLASTX : Soybean 




Start 


4383 








End 


4628 




GI 


none 








Score 


204 




Exons 


4383. .4628 














Seq. No. 


21215 








Seq. ID 


OJ990827_01.0103. 


CI 


Gene No. 


44267 








Strand 






Start 


6597 








End 


7061 




Name 


OJ990827 01. 


0103. 


Cl.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4446 








End 


4799 





21512 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name.. 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 



none 

4446. .4799, 

21215 
44267 
6597 

OJ990827_01. 

4827 

none 

4827. .5366, 

21215 
44267 
6597 

OJ990827JU. 

5064 

none 

5064. .5246, 

21215 
44267 
6597 

OJ990827_01. 

5154 

none 

5154. .5414, 

21215 
44267 
6597 

OJ990827_01. 

5212 

none 

5212. .5499, 

21215 
44267 
6597 

OJ990827_01. 

5373 

none 

5373. .5999, 

21215 
44267 
6597 

OJ990827_01. 

5552 

none 

5552. .5707, 

21215 
44267 
6597 

OJ990827_01. 

5999 

none 



4451. .4-792 

0103.Cl.o2.tw 
5009. .5362 

0103.Cl.ol.tc 
5247.. 5390, 5249. 

0103.Cl.o2.ts 
5165. .5413 

0103.Cl.o3.tm 
5213.. 5500, 5214. 

0103.Cl.ol.tw 
5432.. 5878, 5939. 

0103.Cl.ol.tm 



Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5389 

Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5504 

Seq. ID 

Strand 
"End 

Method 

End 

Score 
.5998 



4 63 



OJ990827_01.0103.C1 
7061 

TBLASTX: Wheat 
: 536.6 
634 



OJ990827_01.0103.C1 
7061 

TBLASTX: Cress 

5390 

89 



OJ990827_01.0103.C1 
7061 

TBLASTX : Soybean 

5414 

300 



OJ990827_01.0103.C1 
7061 

TBLASTX: Maize 

5504 

411 



OJ990827_01.0103.C1 
7061 

TBLASTX: Wheat 

5999 

723 



Seq. ID OJ990827_01.0103.C1 
Strand 

End 7061 

Method TBLASTX: Maize 

End 6137 

Score 229 
5553. .5714, 5711. .5875, 5712. .6137, 5939. .6136 

Seq. ID OJ990827_01.0103.C1 
Strand 

End 7061 

0103.Cl.o6.tw Method TBLASTX : Wheat 

End 6332 

Score 318 



21513 




Exons 


5999. .6280, 6000. .6332 










Seq. No. 


21215 Seq. ID 


OJ990827 


_01. 


0103 


.CI 


Gene No. 


44267 Strand 










Start 


6597 End 


7061 








Name 


OJ990827 01.0103.Cl.o2.gs Method 


GENSCAN 








Start 


6597 ~ - " v . End 


7061 








GI 


none" Score 


.44 








Exons 


6597.. 7061 










Seq. No. 


21216 Seq. ID 


OJ990827 


_01. 


0103 


.C2 


Gene No. 


44268 Strand 










Start 


981 End 


6102 








Name 


OJ990827 01.0103.C2.ol.gs Method 


GENSCAN 








Start 


981 _ End 


3894 








GI 


none Score 


. 64 








Exons 


.981.. 1037, 2270.. 2455, 2667.. 2780, 3301 


. . 3651, 


3790 


. .3894 


Seq. No. 


21216 Seq. ID 


OJ990827 


01. 


0103 


.C2 


Gene No; 


44268 Strand 










Start 


981 End 


6102 








Name 


OJ990827 01.0103.C2.ol.np Method 


AAT/NAP 








Start 


2387 End 


6102 








GI 


5042454 Score 


218 








Exons 


2387. .2440, 2667. .2780, 5795. .5853, 6040. .6102 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 








Seq. No. 


21217 Seq. ID 


OJ990827 


_01. 


0103 


.C3 


Gene No. 


44269 Strand 


+ 








Start 


716 End 


4014 








Name 


OJ990827 01.0103.C3.ol.gs Method 


GENSCAN 








Start 


716 End 


4014 








GI 


none Score 


.47 








Exons 


716. .769, 971. .1977, 2073. .2991, 3095.. 


3659, 3683.. 


4014 




Seq. No. 


21217 Seq. ID 


OJ990827 


_01. 


0103 


.C3 


Gene No. 


44269 Strand 


+ 








Start • 


716 ' End 


4014 








Name 


OJ990827 01.0103.C3.ol.np Method 


AAT/NAP 








Start 


716 End 


4011 








GI 


5803259 Score 


4998 








Exons 


716. .1977, 2073. .2302, 2345. .4011 










GI Descrip. 


(AP000399) hypothetical protein [Oryza 


sativa] 








Seq. No. 


21217 . Seq. ID 


OJ990827 


_01. 


0103 


.C3 


Gene No. 


44270 Strand 










Start 


4022 End 


4485 








Name 


OJ990827 01.0103.C3.ol.gp Method . 


AAT/GAP 








Start 


4022 End 


4485 








GI 


2428323 Score 


806 








i-J V_/ 1 lO 


4022. .4485 










GI Descrip. 


5803242/dbj IAP000399.1 IAP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone: P0535G04 










Seq. No. 


21217 Seq. ID 


OJ990827 


_01. 


0103 


.C3 


Gene No. 


44271 . Strand 










Start 


4 648 End 


11733 









21514 



Name OJ990827_01 . 0103.C3.o2 .np Method AAT/NAP 

Start 4648 End 10303 

GI 6498441 Score 6896 

Exons 4648.. 4929, 5023.. 6420, 6592.. 6974, 7167.. 7507, 7682.. 7816, 

8000.. 8373, 8437.. 89.00, 9231.. 10303 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) .[Oryza sativa] 



beq. no. 


O 1 O 1 *7 
^1^1 / 








Seq. ID 


OJ990827_01.0103..C3 


Gene No. 


44271 








Strand 




Start 


4648 








End 


11733 


Name 


uj yyuo^ / ui 




P"3 /->7 




Method 


TBLASTX: Wheat 


C +- -»~ 4- 

btart 


4 bbu 








End 


5259 


H T 
bl 


none 








Score 


81 


Exons 


4 DDU . . 4 lO£.f 


4 bbl 


/I *7 Q "5 


A Q/l Q 

4 y 4 y . 


.5119, 4975.. 5259, 4976.. 5119 




CI COC/1 

3 1 3D . . 0*04 , 


R 1 Q A 
D 1 O 4 


R 9 C C 








Seq. No. 


21217 








Seq. ID 


OJ990827_01.0103.C3 


Gene No. 


4427-1 








Strand 




b tar z 


4 b4 o 








End 


11733 


Name 


to Qno o "7 m 
UJ yyub<: / U 1 


mm 
• UIUJ 


. Lj . 04 . 


4- T T 

tw 


Method 


TBLASTX: Wheat 


C4- -i 


bU 








End 


5641 




none 








Score 


169 


Exons 


DZDU. . 0 o4 U , 


COQ1 

oz y i 


. . jj j y , 


ozy y . 


.5544, 5585. .5641 


Seq. No. 


21217 








Seq. ID 


OJ990827_01.0103.C3 


Gene No. 


44271 








Strand 




b car z 


A £A Q 
4 0 4 O 








End 


11733 


Name 


uj yyuo^ / ui 


n i m 


. . OZ . 


tm 


Method 


TBLASTX: Maize 


btart 










End 


5778 


bl 


none 








Score 


204 


Exons 


0 4 ID . . 0 4 Dj , 


C yl C C 

J40D 


CT-JQ 

. . o / / 0 , 


04 DO . 


.5749 




Seq. No. 


21217 








Seq. ID 


OJ990827_01.0103.C3 


Gene No. 


44271 








Strand 






. 4 04 O 








End ; 


11733 


Name 




.UIUJ 


. Lj . Oo . 


+■ t 1 


Method 


TBLASTX: Wheat 


otart 


oy / 1 








End 


6283 


C T 


none 








Score 


65 


Exons 


o y / 1 . . dz ji , 


b 1U / 


. . bZo J 








oeq . NO . 


91917 








Seq. ID 


OJ990827JD1.0103.C3 


Gene No. 


44271 








Strand 




Start ' 


4648 








End 


11733 - 


Name 


OJ990827 01 


.0103 


.C3.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6286 








End 


9754 


GI 


none 








Score 


87 


Exons 


6286. .6435, 


6287 


. .6424, 


6469. 


.6720, 6479. .6721, 9701. .9754 


Seq. No. 


21217 








Seq. ID 


OJ990827_01.0103.C3 


Gene No. 


44271 








Strand 




Start 


4648 








End 


11733 


Name 


OJ990827 01 


.0103 


.C3.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


- 7345 








End 


7716 


GI 


none 








Score 


93 


Exons 


7345. .7716, 


7556 


. .7699 









21515 




Seq. No. 


21217 








Seq. ID 


OJ990827 01.0103. 


C3 


Gene No. 


44271 








Strand 






Start 


^4648 








End 


11733 




Name 


OJ990827 01 


.0103 


.C3.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


7375 








End 


..7795 




GI 


none 








Score 






Exons 


7375.-77*94, 


7382 


. .7795 








■ 


Seq. No. 


21217 








Seq. ID 


OJ990827 01.0103. 


C3 


Gene No. 


44271 








Strand 






Start 


4648 








End 


11733 




Name 


OJ990827 01 


.0103 


.C3.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


7468 








End 


7852 




GI 


none 








Score 


239 




Exons 


7468. .7851, 


7487 


. .7852 










Seq. No. 


21217 








Seq. ID 


OJ990827 01.0103. 


C3 


Gene No. 


44271 








Strand 






Start 


4648 








End 


11733 




Name 


OJ990827 01 


.0103 


.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


7879 








End 


8235 




GI 


none 








Score 


121 




Exons 


7879. .8184, 


7879 


. .8235, 


7889. 


.8200 






Seq. No. 


21217 








Seq. ID 


OJ990827_01.0103. 


C3 


Gene No. 


44271 








Strand 






Start 


4648 








End 


11733 




Name - 


OJ990827 01 


.0103 


.C3.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


7903 








End 


8366 




GI 


none 








Score 


223 




Exons 


7903. .8364, 


7909 


. .8364, 


7910. 


.8365, 7923.. 8366 




Seq. No. 


21217 








Seq. ID 


OJ990827_01.0103. 


C3 


Gene No. 


44271 








Strand 






Start 


4648 








End 


11733 




Name 


OJ990827 01 


.0.103 


.C3.o2 . 




Method 


TBLASTX : Soybean 




Start 


7960 








End 


8325 




GI 


none 








Score 


117 




Exons 


7960. .8094, 


8101, 


. .8325 










Seq. No. 


21217 








Seq. ID 


OJ990827_01.0103. 


C3 


Gene No. 


44271 








Strand 






Start 


4648 








End 


11733 




-Name 


OJ990827 01 


.0103. 


.C3.o3. 


gs 


Method 


GENSCAN 




Start 


8374 








End 


11378 




GI 


none 








Score 


.63 




Exons 


8374 . . 9482, 


9593. 


. .9856, 


9953. 


.10826, 10883. .11104, 11316 


i. .11378 


Seq. No. 


21217 








Seq. ID 


OJ990827_01.0103. 


C3 


Gene No. 


44271 








Strand 






Start 


4648 








End 


11733 




Name 


OJ990827 01, 


.0103, 


,C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start . 


8557 








End 


9016 




GI 


none 








Score 


112 




Exons 


8557. .8964, 


8557. 


, .9015, 


8879. 


.9016 







21516 




Seq. No. 


21217 


Seq. ID 


OJ990827_01.0103 


.C3 


Gene No. 


44271 


Strand 






Start 


4648 


End 


11733 




Name 


OJ990827 01.0103.C3.o6.tw 


Method 


TBLASTX : Wheat 




Start 


9762 


End 


10154 




GI 


none 


Score 


96 




Exons 


9762. .10019, 9796;,;, 10035, 10002. .10100, 


10:003. . 10095, ' 






10107. ^p-154 ' 








Seq. No. 


21217 


Seq. ID 


OJ990827_01.0103 


.C3 


Gene No. 


44271 


Strand 






Start 


4648 


End 


11733 




Name 


OJ990827 01.0103.C3.o4.tm 


Method 


TBLASTX: Maize 




Start 


9864 


End 


10149 




GI 


none 


Score 


107 




Exons 


9864.. 10112, 9865.. 10149 








Seq. No. 


21217 


Seq. ID 


OJ990827_01.0103 


.C3 


Gene No. 


44271 


Strand 






Start 


4648 


End 


11733 




Name 


OJ990827 01-0103. C3.o3.np 


Method 


AAT/NAP 




Start 


11036 


End 


11733 




GI 


5042454 


Score 


262 




Exons 


11036. .11089, 11316. .11488, 


11675. .11733 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 




Seq. No. 


21218 


Seq. ID 


OJ990827_01.0103 


.C4 


Gene No . 


44272 


Strand 






Start 


1101 


End 


2688 




Name 


OJ990827 01.0103.C4 .ol.gs 


Method 


GENSCAN 




Start 


1101 


End 


2688 




GI 


none 


Score 


.44 




Exons 


1101. .1514, 1589. .1722, 2079 


..2134, 2660. .2688 




Seq. No. 


21218 


Seq. ID 


OJ990827_01.0103 


-C4 


Gene No. 


44273 


Strand 






Start 


3684 


End 


4390 




Name 


OJ990827 01.0103.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


1041 


End 


1681 




GI 


none 


Score 


281 




Exons 


1041.. 1394, 1095.. 1565, 1096 


..1563, 1461. .1583, 1566. .1673, 




1574. .1681 








Seq. No. 


21218 


Seq. ID 


OJ990827J31.0103 


.C4 


Gene No. 


44273 


Strand 






Start 


3684 


End 


4390 




Name 


OJ990827 01.0103.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1113 


End 


1529 




GI 


none 


Score 


122 




Exons 


1113.. 1394, 1113.. 1517, 1144 


. .1518, 1461. .1529 




Seq. No. 


21218 


Seq. ID 


OJ990827_01.0103 


.C4 


Gene No. 


44273 


• Strand 






Start 


3684 


End 


4 3-90 




Name 


OJ990827 01.0103.C4.o2.gs 


Method 


GENSCAN 




Start 


3684 


* End 


4390 




GI 


none 


Score 


. 99 





21517 



Exons 



3684.. 3815, 4379.. 4390 



Seq. No. 21219 

Gene No. 44274 

Start 141 

Name OJ990827_01 . 0103 . C5 . ol . gs 

Start ;141 - - 

GI "none 
Exons 



Seq. ID OJ990827_01.0103.C5 

Strand + 

End 5279 

Method GENSCAN 

End • 5279 

Score ' .54 



141. .222, 953. .1167, 1363. .1388, 4212. .4817, 5263. .5279 



Seq. No. 21219 Seq. ID OJ990827_01 . 0103 . C5 

Gene No. 44274 Strand + 

Start 141 End 5279 

Name OJ990827_01 . 0103.C5 .ol .gp Method AAT/GAP 

Start 3971 End 4374 

GI LIB3474-004-P1-K1-D11 Score 733 

Exons 3971.. 4374 

GI Descrip. 1 5803242/dbj | AP000399 . 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21219 Seq. ID 

44275 Strand 

8989 • End 
OJ990827_01.0103.C5.ol.np Method 
8 989 End 
6907087 ' Score 



OJ990827_01.0103.C5 
+ 

10894 
AAT/NAP 
10891 
1100 



8989.. 9366, 9576.. 10239, 10790.. 10891 

(AP001129) ESTs C72771 (E2215) ,AU082313 (E2215) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 


21219 


Seq. ID 


OJ990827 


_01 


.0103 


.C5 


Gene No. 


44275 


Strand 


+ 








Start 


8989 


End 


10894 








Name 


OJ990827 01.0103.C5.o3.gs 


Method 


GENSCAN 








Start 


8989 


End . 


10894 








GI 


none 


Score 


.82 








Exons 


898'9. .9609, 9619.. 10239, 10790.. 10894 










Seq. No. 


21219 


Seq. ID 


OJ990827 


_01 


.0103 


.C5 


Gene No. 


44276 


Strand 


+ 








Start 


11465 


End 


14337 








Name 


OJ990827 01.0103.C5.o4.gs 


Method 


GENSCAN 








Start 


11465 


End 


14337 








GI 


none 


Score 


.44 








Exons 


11465. .11530, 12988. .14337 












Seq. No. 


21219 


Seq. ID 


OJ990827 


_01 


.0103 


.C5 


Gene No. 


44277 


Strand 










Start 


5950 


End 


7671 








Name 


OJ990827 01.0103.C5.o2.gs 


Method 


GENSCAN 








Start 


5950 


End 


7671 








GI 


none 


Score 


.73 








Exons 


5950. .6078, 7121. .7294, 7525.. 


7671 










Seq. No. 


21219 


Seq. ID 


OJ990827_ 


JD1 


.0103 


.C5 


Gene No. 


44278 


Strand 











21518 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No'/ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11288 End 11492 

OJ990827_01 . 0103 . C5 . o2 . np Method AAT/NAP 

11288 End 11492 

4680186 Score 163 

11288. .11492 

(AF111709) unknown [Oryza sativa subsp. indica] 



21219 
44279 
14938 

OJ990827_01.0103.C5.ol.ts 

132 

none 



Seq. ID OJ990827_01.'0103.C5 
Strand 

End 15122 

Method TBLASTX : Soybean 

End 1171 

Score 123 



132. .224, 139. .228, 952. .1170, 953. .1171, 1007. .1168 



Seq. No. 21219 

Gene No. 44279 

Start 14938 

Name OJ990827_01 .0103 . C5 . o2 . ts 

Start 4616 

GI none 
Exons 



Seq. ID OJ990827_01.0103.C5 
Strand 

End 15122 

Method TBLASTX : Soybean 

End :4 953 

Score 132 



4616. .4723, 4627. .4722, 4816. .4953, 4816. .4953 



Seq. No. 21219 

Gene No. 44279. 

Start 14938 

Name OJ990827_01 . 0103 . C5 . ol . tw 

Start 13210 

GI none 

Exons 13210. .13569, 13212.. 13565 



Seq. ID OJ990827_01.0103.C5 
Strand 

End 15122 

Method TBLASTX : Wheat 

End 13569 

Score 277 



Seq. No. 21219 

Gene No. 44279 

Start 14938 

Name OJ990827_01 . 0103 .C5 . ol . tm 

Start 13450 

GI none 

Exons 13450. .13749, 13464 .. 13553. 



Seq. ID OJ990827_01.0103.C5 
Strand 

End 15122 

Method TBLASTX: Maize 

End 13749 

Score 219 



Seq. No. 21219 

Gene No. 44279 

Start 14 938 

Name OJ990827_01 . 0103 . C5 . o5 . gs 

Start 14938 

GI none 

Exons 14938. .15122 



Seq. ID OJ990827_01.0103.C5 
Strand 

End 15122 

Method GENSCAN 

End 15122 

Score .55 



Seq. No. 21220 

Gene No. 44280 

Start 242 

Name OJ990827_01 . 0103 . C6 . ol . gs 

Start 242 

GI none 

Exons 242.. 308 



Seq. ID OJ990827_01.0103.C6 

Strand + 

End 308 

Method GENSCAN 

End 308 

Score .59 



Seq. No. 
Gene No. 



21220 
44281 



Seq. ID OJ990827_01.0103.C6 
Strand + 



21519 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1022 End 4258 

OJ990827J31.0103.C6.ol.np Method AAT/NAP 
1022 End .4255 

5803259 Score 4324 

1022.. 2283, 2383.. 4255 

(AP000399) hypothetical protein [Oryza sativa] 



21220 " ■ * Seq. ID 

44281 Strand 

1022 End 

OJ990827_01.0103.C6.o2.gs Method 

1022 End 

none Score 

1022. .1151, 1218. .2283, 2383. .4258 



Seq. No. 21220 *" Seq. ID 

Gene No. 44282 Strand 

Start 4 905 End 

Name OJ990827_01 . 0103 . C6 . o3 . gs Method 

Start 4905 End 

GI none Score 

Exons 4905.. 8351 



OJ990827_01.0103.C6 
+ 

4258 
GENSCAN 
4258 
.86 



OJ990827_01.0103.C6 

8629 
GENSCAN 
8351 
. 92 



OJ990827 01. 0103. C6 



Seq. No. . 21220 

Gene No. 44282 

Start 4905 

Name OJ990827_01.0103.C6,o2.np 

Start 4908 

GI 6498441 

Exons 4908.. 5189, 
8260. .8629 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 



Seq. ID 

Strand 

End 

Method 

End 

Score 



8629 
AAT/NAP 
8629 
4159 



5283.. 6680, 6852.. 7253, 7446. .7766, 7941.. 8076, 





predicted gene.; 


Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon 


RetroSorl . 


(AF098806) 


[Oryza sativa] 


Seq. No. 


21220 




Seq. ID 


OJ990827_01.0103.C6 


Gene No. 


44282 




Strand 




Start 


4905 




End 


8629 ' 


Name 


OJ990827 01.0103 


,C6.o4 . tm 


Method 


TBLASTX: Maize 


Start 


4908 




End 


5048 


GI 


none 




Score 


126 


Exons 


4908.. 5048., 4909 


. .5043 






Seq. No. 


21220 




Seq. ID 


*OJ990827_01.0103.C6 


Gene No. 


44282 




Strand 




Start 


4905 




End 


8629 


Name 


OJ990827 01.0103 


.C6.o5.tw 


Method 


TBLASTX: Wheat 


Start 


4917 




End 


5519 


GI 


none 




Score 


67 


Exons 


4917.. 5042, 4921 


..5043, 5229.. 5519, 5236.. 5514 


Seq. No. 


21220 




Seq. ID 


OJ990827_01.0103.C6 


Gene No. 


44282 




Strand 




Start 


4905 




End 


8629 


Name. 


OJ990827 01.0103 


.C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


5520 




End 


5901 


GI 


none 




Score 


164 



21520 



Exons 5520.. 5900, 5551.. 5799, 5646.. 5897, 5845.. 5901 



Seq. No. 21220 Seq. ID 

Gene No. 44282 Strand 

Start 4905 End 

Name OJ990827_01 . 0103 . C6 . ol . tm Method 

Start 5715 . .End 

GI none Score 

Exons 5715.. 6038, 5728.. 6009 



OJ990827_01.0103.C6 
8629 

TBLASTX: Maize 

6038 

198 



Seq. No. 21220 Seq. ID 

Gene No. 44282 Strand 

Start 4 905 End 

Name OJ990827_01 . 0103 . C6 . 06 . tw Method 

Start 6231 End 

GI none Score 

Exons 6231.. 6491, 6367.. 6543 



OJ990827_01.0103.C6 
8629 

TBLASTX: Wheat 

6543 

67 



Seq. No. 


21220 






Seq. ID 


OJ990827 


_01.0103.C6 


Gene No. 


44282 






Strand 






Start 


4905 






End 


8629 




Name 


OJ990827 01. 


0103 


.C6.o2.ts 


Method 


TBLASTX: 


Soybean 


Start 


6291 






End 


6857 




GI 


5666795 






Score 


68 




Exons 


6291. .6491, 


6546 


..6683, 6759. 


.6857 






GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


21220 






Seq. ID 


OJ990827 


_01.0103.C6 


Gene No. 


44282 






Strand 






Start 


4905 






End 


8629 




Name 


OJ990827 01. 


0103 


. C6 . o3 . tw 


Method 


TBLASTX: 


Wheat 


Start 


6546 






End 


7004 




GI 


none 






Score 


80 




Exons 


6546. .6695, 


6547 


..6684, 6742. 


.6915, 6756... 7004, 


6756. .6980 



Seq. No. 21220 Seq. ID 

Gene No. 44282 Strand 

Start 4 905 End 

Name OJ990827_01 . 0103 . C6 . ol . ts Method 

Start 7605 End 

GI none Score 

Exons 7605.. 7976, 7816.. 7959 



OJ990827_01.0103.C6 
8629 

TBLASTX : Soybean 

7976 

87 



Seq. No. 21220 Seq. ID 

Gene No. 44282 Strand 

Start 4905 End 

Name OJ990827_01 . 0103 . C6 . ol . tw Method 

Start 7630 End 

GI none Score 

Exons 7630.. 8055, 7635.. 8054 



OJ990827_01.0103.C6 
8629 

TBLASTX: Wheat 

8055 

316 



Seq. No. 21220 Seq. ID 

Gene No. 44282 Strand 

Start 4905 End 

Name OJ990827_01 . 0103 . C6 . o2 . tm Method 

Start 7728 End 

GI none Score 



OJ990827_01.0103.C6 
8629 

TBLASTX: Maize 

8112 

227 



21521 




Exons 


7728. .8111, 


7747 


. .8112 








Seq. No. 


21220 






Seq. ID 


OJ990827_01.0103 


.C6 


UCUC ViKJ . 


& A 9ft 9 

*i ft £. 0 Z 












Start 


4905 






End 


8629 




Name 


OJ990827 01 


.0103 


.C6.o3. 


tm Method 


TBLASTX: Maize 




Start" 


8139 - 






End ;>- 


8355. . 




gi ' . 


none 






Score 


109" ; 




Exons 


8139. .8351, 


8139 


. .8354, 


8149. .8355 






Seq. No. 


21220 






Seq. ID 


OJ990827_01.0103 


.C6 


*jene wo . 


A A 9ft 9 

*i H £. O £ 






Of r2nr l 

jLiaJlU 






Start 


4905 






End 


8629 




Name 


OJ990827 01 


.0103 


.C6.o4. 


tw Method 


TBLASTX: Wheat 




Start 


8163 






End 


8354 




GI 


none 






Score 


194 




Exons 


8163. .8354, 


8170 


. .8346, 


8190. .8354 






Seq. No. 


21221 






Seq. ID 


OJ990827_01.0103 


.C7 


Gene No. 


44283 






Strand 


+ 




Start 


. 3493 






End 


12446 




Name 


OJ990827 01 


.0103 


.C7.o2. 


np Method 


AAT/NAP 




Start 


3493 






End 


12446 




GI 


5922623 






Score 


316 




Exons 


3493. .3573, 


3951 


. .4098, 


4267. .4342, 12398. .12446 




GI Descrip. 


(AP000492) 


hypothetical 


protein [Oryza 


sativa] 





gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza sativa] 



!:| Seq. No. 


21221 


Seq. ID 


OJ990827_01.0103.C7 


Gene No. 


44283 


Strand 


+ 


Start 


3493 


End 


12446 


i U Name 


OJ990827 01-0103. C7.o2.gs 


Method 


GENSCAN 


« Start 


5120 


End 


6148 


Q GI 


none 


Score 


.75 


G Exons 


5120. .6148 






Seq. No. 


21221 


Seq. ID 


OJ990827_01.0103.C7 


; i=J Gene No. 


44283 


Strand 


+ 


□ Start 


3493 


End 


12446 


r s i Name 


OJ990827 01.0103.C7.o3.gs 


Method 


GENSCAN 


Start 


9061 


End 


10348 


GI 


none 


Score 


.57 


Exons 


9061.. 9077, 9278.. 9344, 9500 


..9598, 9904.. 10039, 10242.. 10348 


Seq. No. 


21221 


Seq. ID 


OJ990827_01.0103.C7 


Gene No. 


44284 


Strand 




Start 


1 


End 


2907 


Name 


OJ990827 01.0103.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2907 


GI 


6498441 


Score 


2972 


Exons 


1..429, 613. .986, 1050. .1513 


, 1844. .2907 


GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of the 




predicted gene.; Similar to 


Sorghum bicolor Gypsy-Ty3 type 




retrotransposon RetroSorl. (AF098806) 


[Oryza sativa] 


Seq. No. 


21221 


Seq. ID 


OJ990827_01.0103.C7 



21522 



Gene No. 44284 Strand 

Start 1 End 

Name OJ99Q827_01 . 0103 . C7 . o4 . tm Method 

Start 270 End 

GI none Score 

Exons 270.. 464, 271.. 465 



2907 

TBLASTX: Maize 

465 

91 



Seq. No. 21221" 

Gene No. 44284 

Start 1 

Name OJ990827_01 . 0103 . C7 . o4 . tw 

Start 276 

GI none 

Exons 276.. 515, 277.. 507 



Seq. ID OJ990827_01.0103.C7 
Strand 

End 2907 

Method TBLASTX : Wheat 

End 515 

Score 142 



Seq. No. 21221 

Gene No. 44284 

Start 1 

Name OJ990827_01 . 0103 . C7 . ol . tm 

Start 492 

GI none 

Exons 492.. 761, 492.. 848, 502.. 813 



Seq. ID OJ990827_01.0103.C7 
Strand 

End 2907 

Method TBLASTX: Maize 

End 848 

Score 105 



Seq. No. 21221 

Gene No. 44284 

Start 1 

Name OJ990827_01 . 0103 . C7 . ol . tw 

Start 516 

GI none 

Exons 516.. 977, 517.. 978, 803.. 979 



Seq. ID OJ990827_01.0103.C7 
Strand 

End 2907 

Method TBLASTX : Wheat 

End 97 9 

Score 401 



Seq. No. 21221 

Gene No. 44284 

Start 1 

Name OJ990827_01 . 0103 . C7 . ol . ts 

Start 573 

GI .\ none 

Exons _ 573. .707, 714. .938 



Seq. ID OJ990827_01.0103.C7 
Strand 

End 2907 

Method TBLASTX : Soybean 

End 938 

Score 117 



Seq. No. 21221 

Gene No. 44284 

Start 1 

Name OJ990827_01 . 0103 . C7 . o2 . tw 

Start 1143 

GI none 

Exons 1143.. 1628, 1147.. 1434, 1456. 



Seq. ID OJ990827_01.0103.C7 
Strand 

End 2907 

Method TBLASTX : Wheat 

End 1629 

Score 172 
.1629 



Seq. No. 21221 

Gene No. 44284 

Start 1 

Name OJ990827_01. 0103.C7 .o3. tw 

Start 2367 

GI none 

Exons 2367.. 2624, 2401.. -2640, 2607. 

Seq. No. 21221 

Gene No. 44284 



Seq. ID OJ990827_01.0103.C7 
Strand 

End 2907 

Method TBLASTX : Wheat 

End 2759 

Score 89 

,2705, 2608. .2688, 2712. .2759 

Seq. ID OJ990827_01.0103.C7 
Strand 



21523 



Start 


1 






End 


2907 


Name 


OJ990827 01. 


0103.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2469 






End 


2754 


GI 


none 






Score 


103 


Exons 


2469. .2717, 


2470. .2754 








Seq. No. 


' 21221 






Seq. ID 


OJ990827_01.0103.C7 










Strand 




Start 


5285 






End 


5452 


Name 


OJ990827 01. 


0103.C7.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


5285 






End 


5452 


GI 


none 






Score 


127 


Exons 


5285. .5380, 


5288. .5380, 


5307 


..5387, 5371. .5451, 5372. .5452 


Seq. No. 


21222 






Seq v ID 


OJ990827_01.0103.C8 


Gene No. 


44286 






Strand 


+ 


Start 


1537 






End 


4029 


Name 


OJ990827 01 


0103 C8 ol 




Method 


AAT/GAP 


Start 


1537 






End 


2809 


GI ' 


- LIB3433-025- 


P1-K1-H10 




Score 


822 


Exons 


1537. .1817, 


2653. .2809 








GI De scrip. 


■4176420/dbj 


|BAA37167| 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis 


: thaliana] 1 








Seq. No. 


21222 






Seq. ID 


OJ990827 01. 0103. C8 


Gene No. 


44286 






Strand 


+ A 


Start 


1537 






End 


4029 


Name 


OJ990827 01. 


0103.C8.ol. 


np 


Method 


AAT/NAP 


Start 


2687 






End 


3892 


GI 


6850850 






Score 


1181 


Exons 


2687. .3892 










GI Descrip. 


(AL132962) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21222 






Seq. ID 


OJ990827_01.0103.C8 




44286 






Strand 


+ 


Start 


1537 






End 


4029 


Name 


OJ990827 01. 


0103.C8.o2. 


gp 


Method 


AAT/GAP 


Start 


2987 






End 


3326 


GI 


286318 






Score 


658 


Exons 


2987. .3326 










Seq. No. 


21222 






Seq. ID 


OJ990827_01.0103.C8 




44286 






Strand 


+ 


Start 


1537 






End 


4029 


Name 


OJ990827 01. 


0103.C8.o3. 


gp 


Method . 


AAT/GAP 


Start 


3482 




End 


4029 


GI 


3760665 






Score 


872 


Exons 


3482. .4029 










Seq. No. 


21222 






Seq. ID 


OJ990827_01.0103.C8 


Gene No. 


44287 






Strand 


+ 


Start 


6892 






End 


7631., • . 


Name 


OJ990827 01. 


0103. C8 .o3. 


gs 


Method 


GENS CAN 


Start 


6892 






End " 


7631 


GI 


none 






Score 


.74 


Exons 


6892. .6894, 


7042. .7116, 


7383 


. .7631 





21524 



Seq. No. 21222 Seq. ID 

Gene No. 44288 Strand 

Start 14844 End 

Name OJ990827_01 . 0103 . C8 . o4 . gp Method 

Start 14780 End 

GI 27_1.R1084 Score 

Exons 14780. . 15996 v . - 

GI Descrip. 1 2696231/dbj | BAA23811 I 1.0e-158 (D55713) chitinase [Oryza 

sativa] >gi__4826582_dbj_BAA21743 . 2_ (AB006188) acidic class III 
chitinase 0sChib3a [Oryza sativa] >gi_482724 9_dbj_BAA77 605 . 1_ 
(AB026998) acidic class III chitinase OsChib3a [Oryza sativa] * 



OJ990827_01.0103.C8 
+ 

15996 
AAT/GAP 
15996 
2434 



Seq. No. 21222 Seq. ID 

Gene No. 44288 Strand 

Start 14844 End 

Name OJ990827_01 . 0103 .C8 . o3 . np Method 

Start 14844 End 

GI 2696231 Score 

Exons 14844. .15746 

GI Descrip. (D55713) chitinase [Oryza sativa] gi | 4826582 | dbj I BAA2174 3 . 2 | 
(AB006188) acidic class III chitinase OsChib3a [Oryza sativa] 
gi|4827249|dbj IBAA77605.il (AB026998) acidic class III chitinase 
OsChib3a [Oryza sativa] 



OJ990827_01.0103.C8 
+ 

15996 
AAT/NAP 
15746 
1589 



Seq. No. 


21222 




Seq. ID 


OJ990827 


Gene No. 


44288 




Strand 


■f 


Start 


14844 




End 


15996 


Name 


OJ990827 01.0103 


.C8 .o5 .gs 


Method 


GENSCAN 


Start 


14844 




End 


15749 


GI 


none 




Score 


.99 


Exons 


14844. .15749 








Seq. No. 


21222 




Seq. ID 


OJ990827 


Gene No. 


44289 




Strand 




Start 


1683 




End 


5487 


Name 


OJ990827 01.0103 


.C8.o2.np 


Method 


AAT/NAP 


Start 


1683 




End 


5487 


GI 


6721547 




Score 


99 


Exons 


1683.. 1778, 5380 


. .5487 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib 


Seq. No. 


21222 




Seq. ID 


OJ990827 


Gene No. 


44289 




Strand 




Start 


1683 




End 


5487 


Name 


OJ990827 01.0103 


C8.o2.gs 


Method 


GENSCAN 


Start 


4243 




End 


4599 


GI 


none 




Score 


.6 


Exons 


4243. .4599 








Seq. No. 


21222 




Seq. ID 


OJ990827_ 


Gene No. 


44290 




Strand 




Start 


8152 




End 


10115 


Name 


OJ990827 01.0103 


C8 .o4 .gs 


Method 


GENSCAN 


Start 


8152 




End 


10115 


GI 


none 




Score 


.47 


Exons 


8152.. 8669, 9995 


.10115 







(AB013448) 



21525 




Seq. No. 


21222 




Seq. ID 


OJ990827_01.0103 


.C8 


Gene No. 


44291 




Strand 






o Lai u 


1 JO J / 




End 


19958 




Name 


OJ990827 01. 


0103.C8.ol.ts 


Method 


TBLASTX: Soybean 




Start 


2809 




End 


3898 




GI 


none 




Score 


137 




Exons 


2809. .2922, 


2810.. 2929, 2930. 


.3025, 2941.. 3024, 2982.. 3119 




3022. .3423, 


3023. .3424, ' 3446. 


.3886, 3511.. 3672, 3521.. 3838 


Seq. No. 


21222 




Seq. ID 


OJ990827JU.0103 


.C8 


Ucllc LNvJ • 






Strand 






Start 


15837 




End 


19958 




Name 


OJ990827 01. 


0103.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


2810 




End 


3231 




GI 


none 




Score 


474 




Exons 


2810. .3100, 


2812.. 3099, 3142. 


.3231, 3152.. 3229 




Seq. No. 


21222 




Seq. ID 


OJ990827_01.0103 


.C8 


belle LNU. 


A A 9QT 




Strand 






Start- • 


15837 




End 


19958 




Name 


OJ990827 01. 


0103.C8.o4.tm 


Method ' 


TBLASTX: Maize 




Start 


3259 




End 


3508 




GI 


none 




Score 


357 




Exons 


3259. .3504, 


3260. .3508 








Seq. No. 


21222 




Seq. ID 


OJ990827_01.0103 


.C8 


belle INU • 


A A 0 Cil 




Strand 






Start 


15837 




End 


19958 




Name 


OJ990827 01. 


0103.C8.o3.tm 


Method 


TBLASTX: Maize 




Start 


3509 




End 


3898 




GI 


none 




Score 


518 




Exons 


3509. .3886, 


3511.. 3672, 3521. 


.3898, 3742.. 3897 




Seq. No. 


21222 




Seq. ID 


OJ990827JU.0103 


C Q 


UCllC LNO . 


A A ?Q1 




Strand 






Start 


15837 




End 


19958 




Name 


OJ990827 01. 


0103.C8.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3575 




End 


3924 




GI 


none 




Score 


486 




Exons 


3575. .3895, 


3575.-3895, 3583. 


.3906, 3730.. 3924 




Seq. No. 


21222 




Seq. ID 


OJ990827_01.0103 


Q 


Gene No. 


44291 




Strand 








1 JO J / 




End 


19958 




Name 


•OJ9.90827 01. 


0103.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


14844 




End 


15749 




GI 


none 




Score 


643 




Exons 


14844. .15344 


, 14894. .15334, 15347 .. 15544 , 15354 .. 15749, 






15519. .15683 


, 15620.. 15748 








Seq. No. 


■ 21222 




Seq. ID 


OJ990827_01.0103 


.C8 


Gene No . . 


44291 




Strand 






Start * 


15837 




End 


19958 




Name 


OJ990827 01. 


0103.C8 .o2.ts 


Method 


TBLASTX : Soybean 




Start 


14912 




End 


15746 




GI . 


none 




Score 


564 




Exons 


14912. . 15259 


, 14913. .15362, 15371 .. 15544 , 15372 .. 15542 , 





21526 



15630. .15746 



oeq . INO . 


0 1 000 




Seq. ID 


OJ990827 


m m n^ 

Ul . U1U j 


• K*0 


Gene No. 


44291 




Strand 








Start ' 


15837 




End 


19958 






Name 


OJ990827 01. 0103. C8 . 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


14921 . 




End 


15749 






GI 


none 




Score 


'525 






Exons 


14921. .15094, 14922. 


.15365, 


15125. .15364, 15368 


. .15544, 






15369. .15749 












Seq. No. 


21222 




Seq. ID 


OJ990827 


_01.0103 


.C8 


Gene No. 


44291 




Strand 








Start 


15837 




End 


19958 






Name, 


OJ990827 01. 0103. C8. 


o2. tw 


Method 


TBLASTX: 


Wheat 




Start 


15041 




End 


15284 






GI 


none 




Score 


299 






Exons 


15041. .15259, 15042. 


.15284 










beq. no. 






Seq. ID 


OJ990827 


Ul . U1U p 




Gene No. 


44291 




Strand 








Start 


15837 




End 


19958 - 






Name 


OJ990827 01. 0103. C8. 


o6.gs 


Method 


GENSCAN 






Start 


15837 




End 


19885 






GI 


none 




Score 


.65 






Exons 


15837. .15868, 15915. 


.16092, 


16406. .16566, 17927 


. .17990, 






18060. .18152, 18840. 


.18948, 


19737. .19885 






Seq. No. 


21222 




Seq. ID 


OJ990827 


_01.0103 


,C8 


Gene No. 


44291 




Strand 








Start 


15837 




End 


19958 






Name 


OJ990827 01. 0103. C8. 


o5.gp 


Method 


AAT/GAP 






Start 


17690 




End 


18138 






GI 


3762449 




Score 


798 






Exons 


17690. .18138 












oeq. in o . 


21222 




Seq. ID 


OJ990827 


ni m 

Ul . U1U J 


■ 


Gene No. 


44291 




.Strand- 








Start 


15837 




End 


19958 






Name 


OJ990827 01. 0103. C8. 


o4 . np 


Method 


AAT/NAP 






Start 


18042 




End 


19958 






GI 


2497540 




Score 


344 






Exons 


18042. .18152, 18840. 


.18948, 


19737. .19958 






GI Descrip. 


PYRUVATE KINASE ISOZYME G, 


CHLOROPLAST 








Seq. No. 


21222 




Seq. ID 


OJ990827 


jn. 0103 


.C8 


Gene No . 


44291 




Strand 








Start 


15837 




End 


19958 






Name 


OJ990827 01. 0103. C8. 


o5 . tm 


Method 


TBLASTX: 


Maize 




Start 


18042 




'End 


19892 






GI 


none 




Score 


101 






Exons 


18042. .18152, 18043. 


.18171, 


18045.. .18152, 18837 


. . 18947, 






18840. .18947, 18841. 


.18948, 


18841. .1894 


8, 18842 


. . 18949, 






19736. .19879, 19740. 


.19892, 


19743. .19886 






Seq. No. 


21222 




Seq. ID 


OJ990827 


_01.0103 


.C8 


Gene No. 


44291 




Strand 









21527 








1 CO 0*7 
1 JO J / 


End 


19958 






Name 


OJ990827 01.0103.C8.o2.tc 


Method 


TBLASTX : 


Cress 




Start 


18045 


End 


19892 






GI 


none 


Score 


76 






Exons 


18045. .18152, 18049. .18162, 


18840. .18947, 18841 


. .18936, 






19736. .19879, 19743 .. 19892, 


19743. .19886 






Seq. No. 


21222 


Seq. ID 


OJ990827 


_01.0103.C8 




Gene No. 


44291 


Strand 








o tart 


Ijoj / 


End 


19958 






Name 


OJ990827 01.0103.C8.o3.ts 


Method 


TBLASTX: 


Soybean 




Start 


18045 


End 


19890 






GI 


none 


Score 


75 






Exons 


18045. .18170, 18049. .18156, 


18843. .18947, 18853 


. .18945, 






19736. .19879, 19740 .. 19889, 


19743. .19886, .19744 


. .19890 




Seq. No. 


21223 


Seq. ID 


OJ990827 


_01.0103.C9 




Gene No. 


44292 


Strand 


+ 






Start 


11173 


End 


11599 






Name 


OJ990827 01.0103.C9.o2.gp 


Method 


AAT/GAP 






Start 


11173 


End 


11599 






GI 


4878407 


Score 


680 






Exons 


11173. .11599 










GI Descrip. 


6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza 


sativa genom 


. ..J 




DNA, chromosome 6, clone : P0514G12 








Seq. No. 


21223 


Seq. ID 


OJ990827 


_01.0103.C9 


''if. 


tiene no . 


44293 


Strand 


+ 




'■'i 


Start 


25450 


End 


28344 




L | 


Name 


OJ990827 01.0103.C9.o6.gs 


Method 


GENSCAN 






Start 


25450 


End 


28344 




: 


GI 


none 


Score 


.62 




y 


Exons 


25450. .25603, 25999 .. 2604 6, 


26941. .27161, 28231 


. .28344 




Seq. No. 


21223 


Seq. ID 


OJ990827 


_01.0103.C9 


;. 1 


Gene No. 


44294 


Strand 








Start 


95 


End 


27362 




=3 


Name 


OJ990827 01.0103.C9.ol.tm 


Method 


TBLASTX: 


LYiaize 




Start 


90 


End 


3465 




J 


GI 


none 


Score 


123 




~i 


Exons 


90. .203, 95. .205, 104. .229, 


272. .412, 


276. .407, 


277. .411, 






1068. .1247, 1079. .1258, 1079. .1249, 1609. .1902, 


1610. .1897, 






3330. .3374, 3391. .3465 










Seq. No. 


21223 


Seq. ID 


OJ990827 


_01.0103.C9 




Gene No. 


44294 


Strand 








Start 


95 


End 


27362 






Name 


OJ990827 01.0103.C9.ol.np 


Method 


AAT/NAP 






Start 


95. 


End 


1813 






GI 


2497542 


Score 


763 






Exons 


95. .204, 276. .410, 1081. .1246, 1609. .1 


813 






GI Descrip. 


PYRUVATE KINASE ISOZYME G, 


CHLOROPLAST 


PRECURSOR 



gi I 629696 | pir | | S44287 pyruvate kinase, . plastid - common " tobacco 
gi|482938|emb|CAA82223| (228374) Pyruvate kinase; plastid 
isozyme [Nicotiana tabacum] 

Seq. No. 21223 Seq. ID OJ990827_01 . 0103 . C9 



21528 



Gene No. 


44294 


Strand 




Start 


95 


End 


27362 


Name 


OJ990827 01.0103.C9.ol.ts 


Method 


TBLASTX : Soybean. 


Start 


106 


End 


1665 


GI 


none 


Score 


95 


Exons 


106. .222, 107. .205, 107. .229, 


277. .411, 


278: :412, 1028. .1201, 




1163.. 1249, 1173.". 1247, 1609. 


;1665 




Seq. No. 


21223 


Seq. ID 


OJ990827_01.0103.C9 


Gene No. 


44294 


Strand 




Start 


95 


End 


27362 


Name 


OJ990827 01.0103.C9.o2.tc 


Method 


TBLASTX: Cress 


Start 


106 


End 


1141 


GI 


none 


Score 


110 


Exons 


106. .201, 107. .229, 108. .188, 


109. .201, 


276. .410, 277. .411, 




278. .412, 439. .486, 1079. .1141 




Seq. No. 


21223 


Seq. ID 


OJ990827_01.0103.C9 


Geng No . 


44294 


Strand 




Start 


95 


End 


27362 


Name 


OJ990827 01.0103.C9.ol.gs 


Method 


GEN SCAN 


Start 


276 


End 


3532 


GI 


none 


Score 


.9 


Exons 


276.. 410, 1081.. 1246, 1609.. 1896, 3485. 


.3532 


Seq. No. 


21223 


Seq. ID 


OJ990827_01.0103.C9 


Gene No. 


44294 


Strand 




Start 


95 


End 


27362 


Name 


OJ990827 01.0103.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


1142 


End 


1893 


GI 


none 


Score 


104 


Exons 


1142. .1249, 1173. .1247, 1607. 


.1786, 1609. .1809, 1613. .1786, 




1786. .1887, 1786. .1893 






Seq. No. 


' 21223 


Seq. ID 


OJ990827_01.0103.C9 


Gene No 


44294 


Strand 




Start 


95 


End 


27362 


Name 


OJ990827 01.0103.C9.o3.ts 


Method 


TBLASTX : Soybean 


Start 


1672 ' 


End 


18 93 


GI 


none 


Score 


216 


Exons 


1672. .1893, 1673. .1840 






Seq. No. 


21223 


Seq. ID 


OJ990827_01.0103.C9 


Gene No. 


44294 


Strand 




Start 


95 


End- 


27362 


Name 


OJ990827 01.0103.C9.ol.gp 


Method 


AAT/GAP 


Start 


3267 


End 


3645 


GI 


uC-osflM202050h08bl 


Score 


673 


Exons 


3267. .3645 







GI Descrip. 1 6069643/dbj | AP000616 . 1 | AP000616 1.0e-152 Oryza sativa genomic 
DNA> chromosome 6, clone :P0514G12 1 



Seq. No. 21223 

Gene No. 44294 

Start 95 

Name OJ990827_01 . 0103 . C9 . o2 . np 

Start 3273 



Seq.' ID OJ990827_01.0103.C9 
Strand 

End 27362 

Method AAT/NAP 

End 9834 



21529 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6069654 Score 556 

3273.. 3507, 7894.. 8229, 8280.. 8624, 8673.. 9834 
(AP000616) hypothetical protein [Oryza sativa] 



21223 
44294 
95 

OJ990827_01.0103.C9.o2vgs 

7246 

none 



Seq. ID OJ990827_01.0103.C9 
Strand 

End 27362 

Method GENSCAN 

End 19284 

Score .44 



7246.-7276, 7917. .8198, 8335. .8607, 8751.. 9536, 10516 .. 10670, 
10922. .11161, 11163. .11230, 11302 .. 114 63, 13683 13771, 
14921. .15049, 15237. .15331, 17627 .. 17788 , 18049. . 18158, 
18950. .19114, 19116.. 19284 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21223 Seq. ID 

44294 Strand 

95 End 

OJ990827_01.0103.C9.o4 .np Method 

14 930 End 

6523547 Score 



OJ990827_01.0103.C9 

27362 
AAT/NAP 
27362 
290 



14930. .15111, 15379. .15662, 19350 19375 , 21143 21214, 
24104. .24396, 26873 .. 26911, 26940 .. 27185, 27271. .27362 
(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



Seq. No. 


21223 






Seq. ID 


OJ990827_01.0103 


.C9 


Gene No. 


44294 






Strand 






Start 


95 






End 


27362 




Name 


OJ990827 01. 0103. C9, 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


20546 






End 


21021 




GI 


none 






Score 


68 




Exons 


20546. . 


20689, 20548. 


. .20886, 


20554 . .20892, 20896 .. 20955, 






20974. . 


21021 










Seq. No. 


21223 






Seq. ID 


OJ990827_01.0103 


.C9 


Gene No. 


44294 






Strand 






Start 


95 






End 


27362 




Name 


OJ990827 01. 0103. C9. 


.o2.ts 


Method 


TBLASTX: Soybean 




Start 


20551 






End 


20956 




GI 


none 






Score 


106 




Exons 


20551. . 


20865, 20551, 


. .20886, 


20881. .20955, 20900.. 20956 




Seq. No. 


21223 






Seq. ID 


OJ990827_01.0103 


.C9 


Gene No. 


44294 






Strand 






Start 


95 






End 


27362 




Name 


OJ990827 01. 0103. C9. 


, o4 .gs 


Method 


GENSCAN 




Start 


22924 






End 


23703 




GI 


none 






Score 


.95 




Exons 


22924. . 


23089, 23573. 


.23703 








Seq. No. 


21223 






Seq. ID 


OJ990827_01.0103 


.C9 


Gene No. 


44294 






Strand 






Start 


95 






End 


27362 




Name 


OJ990827 01. 0103. C9. 


, o3 . np 


Method 


AAT/NAP 




Start 


. 22979 






End 


23165 




GI 


2809232 






Score 


140 





21530 



Exons 

GI Descrip. 



22979, .23165 
(AC002560) F21B7.1 



[Arabidopsis thaliana] 



Seq. No. 


21223 


Seq. ID 


OJ990827 


_01.0103.C9 


Gene No. 


44294 


Strand 


- 




Start 


95 


End 


27362 




Name 


OJ990827 01.0103.C9.o3.tm 


Method 


TBLASTX : 


Maize 


Start 


22981 


End 


23164 




GI 


none 


Score 


192 




Exons 


99Qft1 9?1fi^ 99QR9 9?1 64 








Seq. No. 


21223 


Seq. ID 


OJ990827 


_01.0103.C9 


Gene No. 


44294 


Strand 






Start 


95 


End 


27362 




Name 


OJ990827 01.0103.C9.o4.ts 


Method 


TBLASTX: 


Soybean 


Start 


22981 


End 


23170 




GI 


none 


Score 


116 






99Q81 9^149 999fi1 9^1fiQ 


22988. .23170 




Seq. No. 


21223 


Seq. ID 


OJ990827 


_01.0103.C9 


Gene No. 


44294 


Strand 






Start 


95 


End 


27362 




Name 


OJ990827 01.0103.C9.o3.tc 


Method 


TBLASTX: Cress 


Start 


22984 


End 


23164 




GI 


none 


Score 


84 






99Q84 91T?Q 99QRR 9^H7 4 


23096. .23164 




Seq. No. 


21223 


Seq. ID 


OJ990827 


_01.0103.C9 


Gene No. 


44294 


Strand 






Start 


95 


End 


27362 




Name 


OJ990827 01.0103.C9.o5.gs 


Method 


GEN SCAN 




Start 


24071 


End 


24523 




GI 


none 


Score 


.99 




Exons 


24071. .24523 










91994 

Z. J. Z. £. *i 


Seq. ID 


OJ990827 


_01. 0103. C10 


Gene No. 


44295 


Strand 


+ 




Start 


4063 


End 


14741 




Name 


OJ990827 01.0103.C10.o3.gs 


Method 


GENSCAN 




Start 


4063 


End 


14700 




GI 


none 


Score 


.48 




Exons 


4063. .4107, 4345. .4446, 5453 


..5726, 6452.. 6560, 


7157. .7258, 




7991. .8093, 8377.. 8490, 8735 


..8804, 9214. .9364, 


^11918. . 12166, 




12220. .12321, 14339. .14464, 


14505. .14700 




Seq. No. 


21224 


Seq. ID 


OJ990827 


_01.0103?C10 


Gene No. 


44295 


Strand 


+ 




Start 


4063 


End 


14741 




Name 


OJ990827 01.0103.C10.ol.np 


Method 


AAT/NAP 




Start 


10222 


End 


14741 




GI 


6815053 


Score 


703 




Exons 


10222. .10369, 10870 .. 10914 , - 


14325. .14455, 14505 


. .14741 


GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


21224 


Seq. ID 


OJ990827 


_01. 0103. C10 


Gene No. 


44296 


Strand 






Start 


1062 


End 


1881 





21531 



Name OJ990827_01 . 0103 . CIO . ol . gp Method AAT/GAP 

Start 1062 End 1881 

GI 24989_1.R1084 Score 323 

Exons 1062.. 1115, 1664.. 1881 

GI Descrip. ' 5042437/gb | AC007789 . 1 1 AC007789 2.0e-13 Oryza sativa BAC T49B20 
genomic sequence, complete sequence. 1 



Seq. No. 21224 Seq. ID 

Gene No. 44297 Strand 

Start 2052 End 

Name OJ990827_01 .0103 . C10 . o2 . gs Method 

Start 2052 End 

GI none Score 

Exons 2052.. 3281 



OJ990827_01. 0103. C10 

3281 
GENSCAN 
3281 
.43 



Seq. No. 21225 Seq. ID 

Gene No. 44298 Strand 

Start 32 End 

Name OJ990827_01 . 0103 . Cll . ol . gs Method 

Start ' 32 .End 

GI none Score 

Exons 32.. 70 



OJ990827_01.0103.C11 
+ 

70 

GENSCAN 

70 

.92 



Seq. No. 21226 Seq. ID 

Gene No. 44299 Strand 

Start 1 End 

Name OJ990917_05 . 0121 . CI . ol .np Method 

Start 1 End 

GI 4680207 Score 

Exons 1..591 

GI Descrip. (AF114171) disease resistance protein 
bicolor] 



OJ990917_05.0121.C1 
591 

AAT/NAP 

591 

322 

RPM1 homolog [Sorghum 



Seq. No. 21226 Seq. ID 

Gene No. 44299 Strand 

Start 1 End 

Name OJ990917_05 . 0121 . CI . ol . gs Method 

Start 267 End 

GI none Score 

Exons 267.. 536 



OJ990917_05.0121.C1 

591 ■ 
GENSCAN 
536 
.51 



Seq. No. 21227 Seq. ID 

Gene No. 44300 Strand 

Start 1 End 

Name OJ990917_05 . 0121 . C2 . ol . np Method 

Start 1 End 

GI 4680207 Score 

Exons 1..884, 2288.. 4132, 5964. .6116 

GI Descrip. (AF114171) disease resistance protein 
bicolor] 



OJ990917_05.0121.C2 
+ 

9079 
AAT/NAP 
6116 
1197 

RPM1 homolog [Sorghum 



Seq. No. 21227 Seq. ID 

Gene No. 44300 Strand 

Start 1 End 

Name OJ990917JD5 . 0121 . C2 . ol . gs Method 

Start 88 End 

GI none Score 



OJ990917_05.0121.C2 
+ 

9079 
GENSCAN 
9079 
.7 



21532 



Exons 


88. .884, 2669. .3508, 3791. .3882, 5040. 


.5173, 5792.. 6139, 




6160.. 6378, 6555.. 6702, 6793. 


.6925, 6945.. 7354, 7581.. 7699, 




7776.. 8084; 8098.. 8568, 8822. 


.9079 




Seq. No. 


21227 


Seq. ID 


OJ990917 05. 0121. C2 


Gene No. 


44301 


Strand 


+ 


Start 


20862 


End 


22543 


Name 


OJ990917 05.0121.C2.o'4.np 


Method 


AAT/NAP 


Start 


20862 


End 


22543 


GI 


6539588 


Score 


212 


Exons 


20862. .21180, 22519.. 22543 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 


Seq. No. 


21227 


Seq. ID 


OJ990917_05.0121.C2 


Gene No. . 


44302 


Strand . 




Start 


-2410 


End 


19385 


Name 


OJ990917 05.0121.C2.o4.tm 


Method 


TBLASTX: Maize 


Start 


535 


End 


19385 


GI 


none 


Score 


90 


Exons 


535. .627, 643. .801, 643. .753, 


663.. 803, 19110. .19385, 




19110. .19370, 19232.. 19381 






Seq. No. 


21227 


Seq. ID 


OJ990917_05.0121.C2 


Gene No. 


44302 


Strand 




Start 


2410 


End 


19385 


Name 


OJ990917 05.0121.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


637 


End 


19295 


GI 


none 


Score 


82 


Exons 


637. .717, 2202. .2270, 2586. .2732, 2751 


..2924, 2946. .2981, 




3075.. 3284, 3090.. 3359, 19236 


. .19295, 


19238. .19294 


Seq. No. 


21227 


Seq. ID 


OJ990917_05.0121.C2 


Gene No 


44302 


Strand 




Start 


2410 


End 


19385 


Name 


OJ990917 05.0121.C2.ol.ts 


Method 


TBLASTX : Soybean 


Start 


2202 


End 


2939 


GI 


none 


Score 


114 


Exons 


2202.. 2324, 2204.. 2323, 2370. 


.2750, 2541.. 2693, 2760. .2939 


Seq. No. 


21227 


Seq. ID 


OJ990917_05.0121.C2 




44302 


Strand 




Start 


2410 


End 


19385 


Name 


OJ990917 05.0121.C2.o7.tw 


Method 


TBLASTX: Wheat 


Start 


2215 


End 


2426 


GI 


none 


Score 


60 


Exons 


2215. .2421, 2217. .2426, 2219. 


.2425 




Seq. No. 


21227 


Seq. ID 


OJ990917_05.0121.C2 


Gene No. 


44302 


Strand 




Start 


2410 


End 


19385 


Name 


OJ990917 05.0121.C2.o5. : -tm 


Method 


TBLASTX: Maize 


Start 


2385 


End 


2932 


GI 


none 


Score 


35 


Exons 


2385. .2414, 2451. .2492, 2453. 


.2533, 2544.. 2579, 2548.. 2580, 




2604. .2738, 2607.. 2738, 2742. 


.2921, 2766.. 2918, 2774.. 2932 


Seq. No. 


21227 


Seq. ID 


OJ990917_05.0121.C2 



21533 



Gene No. 


44302 


Strand 




Start 


2410 


End 


19385 


Name 


OJ990917 05,0121. C2.o3.np 


Method 


AAT/NAP 


Start 


2410 


End 


14735 


GI ; 


5902444 


Score 


413 


Exons 


2410.. 2444, 13214. .14004, 


14131. .14735 




'Giy.'Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] ' 


Seq. No. 


21 991 




O.7QQ0Q1 7 OS 019 

VU Zt Z?\J Z7 X / U J . U±ti 




44302 


Strand 




Start 


2410 


End 


19385 


Name 


OJ990917 05.0121.C2.o3.tw 


Method 


TBLASTX: Wheat 


Start 


2700 


End 


3017 
*j \j J. / 


GI 






97 S 


Exons 


7100 ^nn 911 4 9QQ9 






Seq. No. 


91 991 




OJ990917 OS 012 


Gene No. 


IT JUL 






Start 


2410 


End 


19385 


Name 


OJ990917 05.0121.C2.o2.np 


Method 


AAT/NAP 


Start 


9890 


End 


13996 


GI 


4 906306 




9Q37 

jL. Z? ~J t 


Exons 


QftQO 13733 1 3Q07 1 3QQ6 






.GI Descrip. 


/AF04Q110} nrnn 1 r 7pa mpwc- 


J 




Seq. No. 




JCLj , A. U 


O.TQQ0Q1 7 OS 019 

\J\J Z7 Zs\J Zs X ( U J i U 




44302 


Strand 




Start 


2410 


End 


19385 


Name 


OJ990917 OS 0191 C9 oR t-m 


Mpf* horl 


x oxjjtvo i. /v ■ i id i 


Start 


qq;q — 

z? z? ~j z? 




10901 

X \J X 


GI 




^ OO T"0 


QS 


Exons 


9939 101S1 9941 10201 

Zs Z? -J Zf • • 1U1 Jl/ Jyti i * X W W X 






Seq. No*. 


91 997 




D.TQQ0Q1 7 OS 019 

\JUZsy\JZs±.l U J * Ulc 




44302 


Strand 




Start 


2410 


End 


19385- 


Name 


OJ990917 OS 0191 T9 oft tw 


Method 


TBLASTX: Wheat 


Start • 


QQ77 ~~ 

Z? Z? 1 1 


End 


14735. 


GI 




Score 


55 


Exons 


QQ77 1 00S4 14367 1 473S 

Z? Zs t f . • iUU J*l / 11JU / ■ ■ X *l / JJ 






Seq. No. 


91997 


Seq. ID 


OJ9909l7_05.012 




44302 


Strand 




Start 


2410 


End 


19385 


Name 


OJ990917 05.0121.C2.o3.ts 


Method 


TBLASTX : Soybean 


Start 


10463 


End 


10837 


GI 


none 


Score 


63 


Exons 


10463. .10681, 10479.. 10655 


, 10694.. 10837 


Seq. No. 


21227 


Seq. ID 


OJ990917_05.012 


Gene No. 


44302 


Strand 




Start 


2410 


End 


19385 


Name 


OJ990917 0'5.0121.C2.o2.tm 


Method 


TBLASTX: Maize 


Start 


10478 


End 


10840 


GI • 


none 


Score 


80 


Exons 


10478. .10600, 10478. .10840 


, 10479. .10748 



21534 




Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


.C2 




44 **n? 

4 4 




Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


10610 




End 


10999 




GI • 


none . 




Score 


61 




Exons '"\ 


10610. .10999, 10611 


. .10742, 


10800. .10955 




Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


.C2 


ConQ Mo 
ucllc IN (J . 


4 4 ^ft9 




Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


. 06. tm 


Method 


TBLASTX: Maize 




Start 


10841 




End 


11109 




GI 


none 




Score 


90 




Exons 


10841. .11020, 10842 


. .11009, 


11023. .11109 




Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


.C2 


bene iNo • 


44^09 
4 4 jUl 




Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11318 




End 


11749 




GI 


none 




Score 


36 




Exons 


11318. .11749, 11325 


. .11372, 


11412. .11492, 11532.. 11609 




Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


.C2 


belle INO . 


4 4 ^09 




Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


11816 




End 


12189 




GI 


none 




Score 


167 




Exons 


11816. .11893, 11911 


. .11940, 


11935. .12189 




Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


.C2 




44^09 

4 4 J U ^ 




Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11935 




End 


12351 




GI 


none 




Score 


54 . 




Exons 


11935. .12351, 12014 


. .12091, 


12206. .12349 




Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


-C2 




44^09 

4 4 JUL 




Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


12118 




End 


12501 




GI 


none 




Score 


176 




Exons 


12118. .12501, 12224 


. .12391 








Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


.C2 


C2. a n ^ NT /~\ 
OCllc INO . 


4 4 9 
4 4 jU £ 




Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


. ol . tw 


Method 


TBLASTX: Wheat 




Start * 


12241 




End 


12660 




GI 


none 




Score 


125 




Exons 


12241. .12660, 12242 


. .12457, 


12491. .12658 




Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


.C2 



21535 










j Li aiiu 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


12529 




End 


12796 




GI 


none 




Score 


198 




Exons 


12529. .12795, 12530 


. .12796 

* 








Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


.C2 








Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


. o5.tw 


Method 


TBLASTX: Wheat 




Start 


12661 




End 


12986 




GI 


none 




Score 


92 




Exons 


12661. .12789, 12661 


. .12795, 


12662. .12808, 12855.. 12986 




Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


.C2 




4 4 "^n? 




Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


. o3 .gs 


Method 


GENSCAN 




Start 


13002 




End 


15929 




GI 


none 




Score 


.91 




Exons 


13002. .14459, 14622 


. .15002, 


15158. . 15427, 15810. .15929 




Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


-C2 








Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


.o9.tw 


Method 


TBLASTX: Wheat 




Start 


13215 




End 


13595 




GI 


none 




Score 


77 




Exons 


13215. .13391, 13216 


. .13404, 


13443. .13595 




Seq. No. 


21227 




Seq. ID 


OJ990917_05.0121 


.C2 


Cono Mo 


44 ^09 

1 *i J \J Z. 




Strand 






Start 


2410 




End 


19385 




Name 


OJ990917 05. 0121. C2 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


14508 




End 


14777 




GI 


none 




Score 


72 




Exons 


14508. .14777, 14509 


. .14646 








Seq. No. 


21228 




Seq. ID 


OJ990917_05.0121 


.C3 


Gene No. 


44303 




Strand 


+ 




Start 


1 




End 


3402 




Name 


OJ990917 05. 0121. C3 


. o2 .np 


Method 


AAT/NAP 




Start 


1 




End 


3328 




GI 


4680207 




Score 


752 




Exons 


1..44, 1459. .3328 










GI Descrip. 


(AF114171) disease resistance protein 


RPM1 homolog [Sorghum 




bicolor] 










Seq. No. 


21228 




Seq. ID 


OJ990917_05.0121 


-C3 


Gene No. 


44303 




Strand 


+ 




Start 


1 




End ' 


3402. 




Name 


OJ990917 05. 0121. C3 


. ol . gs 


. Method 


GENSCAN 




Start 


304 




End 


3402 




GI 


none 




Score 


. 68 




Exons 


304. .498, 668. .791, 


1028.. 1116, 1122.. 


1275, 1548. .2714, 





2810. .3402 



21536 



Seq. No. 


21228 






Seq. ID 


OJ990917 


_05.0121.C3 




44303 






Strand 


_i- 




Start 


1 






End 


3402 




Name 


OJ990917 05. 


0121.C3.ol. 


np 


Method 


AAT/NAP 




Start 


1001 






End 


2682 




GI 


6539588 






Score 


212 




Exons . 


1001. .1331, 


2655. .2682 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 




beq. no. 


21228 






Seq. ID 


OJ990917 


UD . U1Z1 . ^ J 


Gene No. 


44303 






Strand 


+ 




Start 


1 






End 


3402 




Name 


uj yyuy i / uo. 


U Iz 1 . . Ol . 


ts 


Method 


TBLASTX : 


Soybean 


Start 


1410 






End 


2152 




GI 


none 






Score 


115 




Exons 


14 1o. .1 bU j , 


1 cqc i Ten 


1 / / O . 


.1909, 1925.. 2152 




Seq. No. 


21228 






Seq. ID 


OJ990917 


JDS. 0121. C3 


Gene No . 


44303 






Strand 


+ 




Start 


1 






End 


3402 




Name 


ATQQAQ1 1 fiR 

uj y yuyi / uo . 


Ulz 1 . Lj . Ol . 




Method 


TBLASTX: Maize 


Start 


loiy 






End 


2092 




GI 


none 






Score 


83 




Exons 


I^IQ i Trio 

loiy . . i / uz , 


i ozz . . i by u , 


1 / / D . 


.1903,- 1778. .1909, 


1801. .1920, 




lo yo . . i y o / / 


i y i o . . zu yz / 


i y j / . 


.2083 






oeq. no. 


21228 






Seq. ID 


OJ990917 


_05.0121.C3 


Gene No. 


A A o n o 
4 4 JU J 






Strand 


+ 




Start 


1 






End 


3402 




Name 


uj yyuy i / uo. 


U 1Z 1 . Ij . Ol . 


4- T.J 


Method 


TBLASTX: 


Wheat 


Start 


lo / / 






End 


2320 




GI 


none 






Score 


257 




Exons 


1Q*7"7 OIQI 


looZ . . Z 14 O , 


ZZ 4 J . 


.2320 






oeq. wo. 


21229 






Seq. ID 


OJ990917 


JDS. 0121. C4 


Gene No. 


44304 






Strand 


+ 




Start 


4071 






End ' 


13067 




Name 


OJ990917 05. 


0121.C4.o2. 


gs 


Method 


GENS CAN 




Start 


4071 






End 


5827 




GI 


none 






Score 


.77 




Exons 


4071. .4141, 


4450. .4525, 


5381. 


.5827 






Seq. No. 


21229 






Seq. ID 


OJ990917 


_05.0121.C4 


Gene No. 


44304 






Strand 


+ ' 




O Lai L. 


4071 






End 


13067 




Name 


OJ990917 05. 


0121.C4.ol. 


gp 


Method 


AAT/GAP 




Start 


4815 






End 


5006 




GI 


5667165 






Score 


364 




Exons 


4815. .5006 












GI Descrip. 


5670155/gb | AF161269 . 1 1 AF161269 4 . 0e-8 6 


Oryza sativa subsp. 




japonica BAC 


clone 34K24, complete sequence 




Seq. No. 


21229 






Seq. ID 


OJ990917 


J35.0121.C4 


Gene No. 


44304 






Strand 


+ 




Start 


4071 






End 


13067 




Name 


OJ990917 05. 


0121.C4.o3. 


np 


Method 


AAT/NAP 





21537 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name. : 

Start 

GI 

Exons 

GI Descrip, 



5088 End 6850 

6907086 Score 1324 

5088.. 5844, 5902.. 6134, 6363.. 6447, 6548.. 6850 
(AP001129) hypothetical protein [Oryza sativa] 



21229 
4 4304 
4071 

OJ990917_05.0121.C4.o5.np 

6146 

4680207 



Seq. ID OJ990917_05 . 0121 . C4 
Strand + 
End 13067 
Method AAT/NAP 
. End 13067 
Score 1140 
6146.. 6167, 9132.. 9174, 9375.. 10133, 10167 . . 10227, 
(AF114171) disease resistance protein RPM1 homolog 
bicolor] 



11663. .13067 
[Sorghum 



21229 Seq. ID 

44304 Strand 

4071 End 

OJ990917_05.0121.C4 .o6.np Method 

9128 End 

4521190 Score 



OJ990917_05.0121.C4 
+ 

13067 
AAT/NAP 
12719 
517 



9128. .9147, 9860. .10227, 11579. .12719 

(AB013448) Pib [Oryza sativa] gi | 4521192 | dbj | BAA76282 . 1 | 
(AB013449) Pib [Oryza sativa] 



Seq. No. 


21229 


Seq. ID 


OJ990917_05.0121 


.C4 


Gene No. 


44305 


Strand 






Start 


1 


End 


2868 




Name 


OJ990917 05.0121.C4.ol.np 


Method 


AAT/NAP . 




Start 


1 


End 


2575 




GI 


4539660 


Score 


635 




Exons 


1..450, 538. .1367, 2549.. 


2575 






GI Descrip. 


(AF061282) polyprotein [Sorghum bicolor] 




Seq. No. 


21229 


Seq. ID 


OJ990917_05.0121 


.C4 


Gene No. 


44305 


Strand 






Start 


1 


End 


2868 




Name 


OJ990917 05.0121.C4.o2.np 


Method 


AAT/NAP 




Start 


2087 


End 


2868 




GI 


6002794 


Score 


1260 




Exons 


2087. .2868 








GI Descrip. 


(AF14 9813) unknown [Oryza 


sativa] 






Seq. No. 


21229 


Seq. ID 


OJ990917_05.0121 


.C4 


Gene No. 


44306 


Strand 






Start 


6933 


End 


10551 




Name 


OJ990917 05.0121.C4.o3.tw 


Method 


TBLASTX: Wheat 




Start 


142 


End 


588 




GI 


none 


Score 


95 




Exons 


142. .420, 248. .358, 535.. 


588 






Seq. No. 


21229 


Seq. ID 


OJ990917_05.0121 


.C4 


Gene No. 


44306 


Strand 






Start 


6933 


End 


10551 




Name 


OJ990917 05.0121.C4.o3.tm 


Method 


TBLASTX: Maize 




Start 


718 


End 


1119 




GI 


none 


Score 


239 





21538 




Exons 


718. .1119 








Seq. No. 


21229 


Seq. ID 


OJ990917_05.0121 


.C4 


Gene No. 


44306 


Strand 






Start 


6933 


End 


10551 




Name 


OJ990917 05. 0121.C4 .o2..tw 


Method 


TBLASTX: Wheat 




Start 


iooo ■% 


End- v 


1377 


- 


GI 


none 


Score 


53 




Exons 


1000. . 1377, 1259. . 1330 








Seq. No. 


21229 


Seq. ID 


OJ990917_05.0121 


.C4 


Gene No. 


44306 


Strand 






Start 


6933 


End 


10551 




Name 


OJ990917 05.0121.C4.o4.np 


Method 


AAT/NAP 




Start 


6933 


End 


10551 




GI 


6498436 


Score 


208 




Exons 


6933. .7050, 7315. .7481, 10516. .10551 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 




Seq. No. 


21229 


Seq. ID 


OJ990917_05.0121 


.C4 


Gene No. 


44306 


Strand ■ 






Start 


6933 


End 


10551 




Name 


OJ990917 05.0121.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


9830 


End 


10101 




GI 


none 


Score 


283 




Exons 


9830. .10099, 9941.. 10084, 9961.. 10101 






Seq. No. 


21229 


Seq. ID 


OJ990917JD5.0121 


.C4 


Gene No. 


44307 


Strand 






Start 


11592 


End 


12782 




Name 


OJ990917 05.0121.C4.o4.tw 


Method 


TBLASTX: Wheat 




Start 


11592 


End 


11798 




GI 


none 


Score 


180 




Exons 


11592. .11798, 11594.. 11716 








Seq, No. 


21229 


Seq. ID 


OJ990917_05.0121 


.C4 


Gene No. 


44307 


Strand 






Start 


11592 


End 


12782 




Name 


OJ990917 05.0121.C4.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11619 


End 


12782 




GI 


none 


Score 


111 




Exons 


11619. .11801, 11621. .11704, 


11798. .11968, 11799. .11954, 






11928. .12113, 11973. .12113, 


12129. .12362, 12528 .. 127 16, 






12723.. 12782 








Seq. No. 


21229 


Seq. ID 


OJ990917_05.0121 


.C4 


Gene No. 


44307 


Strand* 






Start 


11592 


End 


12782 




Name 


OJ990917 05.0121.C4.o2.tm 


Method 


TBLASTX: Maize 




Start 


11826 


End 


12307 




GI 


none 


Score 


40 




Exons 


11826. .118 67, 1197 9. .12113, 


11982. .12113, 12117. .12296, . 






12141. .12293, 12143. .12307 








Seq. No. 


21229 


Seq. ID 


OJ990917_05.0121 


.C4 


Gene No. 


44307 


Strand 






Start 


11592 


End 


12782 





21539 



Name 

Start 

GI 

Exons 



OJ990917_05 . 0121 . C4 . ol . tw Method TBLASTX : Wheat 

12070 End 12377 

none Score 79 

12070. .12285, 12075 .. 12377, 12075 .. 12296, 12323.. 12352 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 



21230 Seq. ID 

44308 Strand 

1 End 

OJ990917_05.0121.C5.o2.np Method 

1 End 

3252977 Score 



OJ990917_05.0121.C5 
+ 

3436 
AAT/NAP 
3436 
79 



1..37, 1133. .1519, 3407. .3436 

(AF068919) Ras-binding protein SUR-8 [Caenorhabditis elegans] 
gi | 3293318 (AF054827) leucine-rich repeat protein SOC-2 
[Caenorhabditis elegans] 



21230 



44308 
1 

OJ990917_05.0121.C5.ol.np 
409 



Seq. ID OJ990917_05.0121.C5 



Strand + 

End 3436 

Method AAT/NAP 

End 3377 

4680207 Score 714 

409. .2254, 3347. .3377 

(AF114171) ' disease resistance protein RPM1 homolog [Sorghum 
bicolorO 



Seq. No. 21230 

Gene No. 44309 

Start 4249 

Name OJ990917_05.0121.C5.o3.np 

Start 4249 

GI 5091513 

Exons 4249.. 4269, 5952.. 6861, 7375. 
9021. .9127 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. ID OJ990917_05.0121.C5 

Strand + 

End 9127 

Method AAT/NAP 

End 9127 

Score 1876* 

.7451, 7603. .8359, 8833. .8912, 



Seq. No. 


21230 


Seq. ID 


OJ990917 05. 0121. C5 


Gene No. 


44309 


Strand- . 


+ 


Start 


4249 ' 


End 


9127 


Name 


OJ990917 05.0121.C5.ol.gp 


Method 


AAT/GAP 


Start 


4821 


End 


5058 


GI 


3761181 


Score 


400 


Exons 


4821. .5058 






GI Descrip. 


4521193/dbj | AB013450 . 1 | AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene 






Seq. No. 


21230 


Seq. ID 


OJ990917_05.0121.C5 


Gene No. 


44309 


Strand 


+ 


Start 


4249 


End 


9127 


Name 


OJ990917 05.0121.C5.o2.gs 


Method 


"GENSCAN 


Start 


6147 


-End 


6992 


GI 


none 


Score 


.76 


Exons 


6147. .6992. 






Seq. No. 


21230 


Seq. ID 


OJ990917 05. 0121. C5 


Gene No. 


44309 


Strand 




Start 


4249 


End 


9127 



21540 



Name 

Start 

GI 

Exons 



OJ990917_05.0121.C5.o3.gs 
7702 
none 
7702. 



Method GENSCAN 

End 8530 

Score . .92 
8017, 8023.. 8122, 8230.. 8530 



Seq. No. 21230 Seq. .ID ■ OJ9.90917 

Gene No. . 44309 Strand + 

Start 4249 End 9127 

Name OJ990917_05 . 0121 . C5 . o4 .gs Method GENSCAN 

Start 8890 End 9045 

GI none Score . 68 

Exons 8890.. 9045 



05. 0121. C5 



Seq. No. 


21230 






Seq. ID 


OJ990917_05.0121.C5 


Gene No. 


44310 






Strand 


+ 


Start 


10606 






End 


10852 


Name 


OJ990917 05. 0121. C5. 


o2.tw 




Method 


TBLASTX: Wheat 


Start 


336 






End 


547 


GI 


none 






Score 


57 


Exons 


336.-542, 338. .547, 


340. . 


546 






Seq. No. 


21230 






Seq. ID 


OJ990917 05. 0121. C5 


Gene No. 


44310 






Strand 


+ 


Start 


10606 






End . 


10852 


Name 


OJ990917 05. 0121. C5. 


ol.ts 




Method 


TBLASTX : Soybean 


Start 


365 






End' 


1006 


GI 


none 






Score 


112 


Exons 


365. .538, 554. .679, 


674. . 


859, 


860. .1006 


Seq. No. 


21230 






Seq. ID 


OJ990917 05. 0121. C5 


Gene No. 


44310 






Strand 


+ 


Start 


10606 






End 


10852 


Name 


OJ990917 05. 0121. C5. 


ol . tm 




Method 


TBLASTX: Maize 


Start 


506 






End 


1042 


GI 


none 






Score 


35 


Exons 


506. .535, 572. . 658, 


574. . 


657, 


656. .697, 


665. .700, 725. .859 




728. .859, 863. .1042, 


889. 


.1038 




Seq. No. 


21230 






Seq. ID 


OJ990917_05.0121.C5 


Gene No. 


44310 






Strand 


+ 


Start 


10606 






End 


10852 


Name 


OJ990917 05. 0121. C5 . 


ol . tw 




Method 


TBLASTX: Wheat 


Start 


821 






End 


1138 


GI 


none 






Score 


267 


Exons 


821.. 1138, 830.. 1042 


, 895 


. .1092 




Seq. No. 


21230 






Seq. ID 


OJ990917_05.0121.C5 


Gene No. 


44310 






Strand 


+ 


Start 


10606 






End 


10852 


Name 


OJ990917 05. 0121. C5. 


o2 .gp 




Method 


AAT/GAP 


Start 


• 10606 






End 


10852 


GI 


3761181 






Score 


441 


Exons 


10606. .10852 










GI Descrip. 


4521193/dbj IAB013450 


.1IAB013450 1.0e-99 


i Oryza sativa DNA, 




similar sequence to 


Pib gene 






Seq. No. 


21231 






Seq. ID 


OJ990917_05.0121.C6 



21541 



Gene No. 


44311 




Strand 


+ 


Start 


369 




End 


3778 


Name 


OJ990917 05.0121.C6.ol.gs 




Method 


GENSCAN 


Start 


369 




End 


3778 


GI 


none 




Score 


.96 


Exons 


369.. 512, 934.. 1008, 2069. 


.3778 




Seq. No. 


21231 




Seq. ID 


OJ990917_05.0121.C6 


Gene No . 


44312 




Strand 


+ 


Start 


4425 




End 


4842 


Name 


OJ990917 05.0121.C6.ol.gp 




Method 


AAT/GAP 


Start 


4425 




End 


4842 


GI 


none 




Score 


804 


Exons 


4425. .4842 








Seq. No. 


21231 




Seq. ID 


OJ990917_05.0121.C6 


Gene No. 


44313 




Strand 


+ 


Start 


9615 




End 


9889 


Name 


OJ990917 05.0121.C6.o4.gp 




Method 


AAT/GAP 


Start.,-- 


9615 




End 


9889 


GI 


61605 3.R1084 




Score 


294 


Exons 


9615. .9889 








GI Descrip. 


, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 




thaliana] 1 








Seq. No. 


21231 




Seq. ID 


OJ990917_05.0121.C6 


Gene No. 


44314 




Strand 




Start 


4881 




End 


13105 


'Name 


OJ990917 05.0121.C6.o2.gs 




Method 


GENSCAN 


Start 


4881 




End 


11630 


GI 


none 




Score 


.85 


Exons 


4881. .5429, 5511. .5638, 6049., 


.6152, 7313.. 7467, 7630.. 8002, 




9934.. 10061, 10380. .10628, 


11199. .11445, 11518. .11630 


Seq. No. 


21231 




Seq. ID 


OJ990917_05.0121.C6 


Gene No. 


44314 




Strand 




Start 


4881 




End 


13105 


Name 


OJ990917 05.0121.C6.o2.np 




Method 


AAT/NAP 


Start 


4884 




End 


13105 


GI 


5734760 




Score 


1150 


Exons 


4884.. 5429, 5511.. 5638, 6049.. 


.6152, 9934. .10061, 11199 .. 11307 , 




12969. .13105 








GI Descrip. 


(AC007651) Very similar to 


prenyl transferase [Arabidopsis 




thaliana] 








Seq. No. 


21231 




Seq. ID 


OJ990917_05.0121.C6 


Gene No. 


44314 




Strand 




Start 


4881 




End 


13105 


Name 


OJ990917 05.0121.C6.o2.gp 




Method 


AAT/GAP 


Start 


7886 




End 


8620 


GI 


101153 1.R1084 




Score 


390 


Exons 


7886. .7914, 8391. .8620 








GI Descrip. 


'5852170/61X10 |AL117265.1|OST17£ 


S04 l.Oe- 


115 Oryza sativa 




indica(GLA4) genomic DNA, 


chromosome 4 


, BAC clone : tl7804 1 


Seq. No. 


21231 




Seq. ID 


OJ990917_05.0121.C6 


Gene No. 


44314 




Strand 





21542 



Start 4881 End 13105 

Name OJ990917_05 . 0121 .C6.o5 .gp Method AAT/GAP 

Start 12180 End 12262 

GI LIB3477-003-P1-K1-E9 Score 111 

Exons 12180. .12262 



GI Descrip. ' 2498586/sp I Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY SI) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] f 





Seq. No. 


21231 








Seq. ID 


OJ990917_05.0121.C6 




Gene No . 


44315 








Strand 






Start 


13725 








End 


19548 




Name 


OJ990917 05 


.0121 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2066 








End 


2281 




GI 


none 








Score 


184 




Exons 


2066. .2281, 


2068 


. .2205 










Seq. No. 


21231 








Seq. ID 


OJ990917_05.0121.C6 




Gene No 


44315 








Strand 






Start 


13725 








End 


19548 




Name 


OJ990917 05 


.0121 


.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2134 








End 


2802 




GI 


none 








Score 


596 


!rt = 


Exons 


2134. .2799, 


2135 


. .2800, 


2142. 


.2240, 2216.. 2635, 2289.. 2798, 






2296. .2802 












:ri 


Seq. No. 


21231 








Seq. ID 


OJ990917_05.0121.C6 


s ii 


Gene No. 


44315 








Strand 






Start 


13725 








End 


19548 




Name 


OJ990917 05 


.0121 


.C6.o3. 


tm 


Method 


TBLASTX: Maize 


% 


Start 


2803 








End 


3143 




GI 


none 








Score 


353 


y 


Exons 


2803. .3138, 


2804 


. .3142, 


2805. 


.3143, 2954.. 3142 


. „. 

:-J 


Seq. No. 


21231 








Seq. ID 


OJ990917_05.0121.C6 




Gene No. 


44315 








Strand 






Start 


13725 








. End 


19548 




Name 


OJ990917 05 


.0121 


.C6.o4 . 


ts 


Method 


TBLASTX : Soybean 


J 


Start 


3124 








•End 


3589 


r = 


GI 


none 








Score 


199 


"3 


Exons 


3124. .3486, 


3263 


. .3589 










Seq. No. 


21231 








Seq. ID 


OJ990917_05.0121.C6 




Gene No. 


■ 44315 








Strand 






Start 


. 13725 








End 


19548 




Name 


OJ990917 05 


.0121 


.C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


3199 








End 


3589 




GI 


none 








Score 


98 




Exons 


3199. .3399, 


3199 


. .3588, 


3200. 


.3589 






Seq. No. 


21231 








Seq. ID 


OJ990917_05.0121.C6 




Gene No. 


44315 








Strand 






Start 


13725 








End 


19548 




Name 


OJ990917 05 


.0121 


.C6.06. 


tm 


Method 


TBLASTX: Maize 




Start 


3647 








End 


3883 




GI 


none 








Score 


213 




Exons 


3647. .3859, 


3647 


. .3883 









21543 



Seq. No. 


21231 






Seq. ID 


OJ990917 


05 0121 C6 


Gene No. 


44315 






Strand 






Start 


13725 






End 


19548 




Name 


OJ990917 05. 


0121. 


C6.ol.ts 


Method 


TBLASTX : 


Soybean 


Start 


4878 






End 


5427 


•GI 


none 






Score 


67 




Exons 


4878. .5201, 


4881. 


.5030, 5029. 


.5178, 5178.. 5426, 


5179. .5427 


Seq. No. 


21231 






Seq. ID 


OJ990917 


_05.0121.C6 


Gene No. 


44315 






Strand 






Start 


13725 






End 


19548 




Name 


OJ990917 05. 


0121. 


C6.o2. tm 


Method 


TBLASTX: 


Maize 


Start 


5041 






End 


10035 




GI 


none 






Score 


108 




Exons 


5041. .5163, 


5046. 


.5162, 5160. 


.5441, 5161. .5430, 


5491. .5640, 




5493. .5639, 


6047. 


.6151, 6048. 


.6152, 6048. .6197, 


9930. .10034, 




9936. .10034, 


9937 


. .10035 








Seq. No. 


21231 






Seq. ID 


OJ990917 


_05.0121.C6 


Gpnp No 


44315 






Strand 






Start 


13725 






End 


19548 




Name 


OJ990917 05. 


0121. 


C6.ol. tc 


Method 


TBLASTX : 


Cress 


Start 


5326 






End 


10029 




GI 


none 






Score 


81 




Exons 


5326. .5430, 


5328. 


.5441, 5491. 


.5640, S493..5639, 


6021. .6152, 




6046. .6153, 


6047. 


.6154, 9936. 


.10028, ! 


9937. .10029 


Seq. No. 


21231 






Seq. ID 


OJ990917 


_05.0121.C6 


(Zonf* No 


44315 






Strand 






Start 


13725 






End 


19548 




Name 


OJ990917 05. 


0121. 


C6. o3 . ts 


Method 


TBLASTX: 


Soybean 


Start 


5491 






End 


10073 




GI 


none 






Score 


156 




Exons 


5491. .5661, 


5493. 


.5639, 6020. 


.6163, 6021. .6167, 


9936. .10061, 




9937. .10059, 


9941 


..10069, 9999.. 10073 






Seq. No. 


21231 






Seq. ID 


OJ990917 


JDS. 0121. C6 


Gene No. 


44315 






Strand 






Start 


13725 






End 


19548 




Name 


OJ990917 05. 


0121. 


C6.o3.np 


Method 


AAT/NAP 




Start 


12577 






End 


19548 




GI 


4680207 






Score 


619 




Exons 


12577. .12602, 14952 .. 15459, 15784 .. 16355, 16870 


. .17251, 




18036. .18369 


, 19438.. 19548 









GI Descrip. (AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



Seq. No. 21231 

Gene No. 44315 

Start 13725 

Name OJ990917_05 . 0121 . C6 . o3 . gs 

Start 13725 

GI none 

Exons 13725. .13842, 14936.. 15156 



Seq. ID OJ990917_05.0121.C6 
Strand 

End 19548 

Method GEN SCAN 

End 15156 

Score .9 



Seq. No. 



21231 



Seq. ID OJ990917_05.0121.C6 



21544 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



44315 
13725 

OJ990917_05.0121.C6.o2.tw 

15967 

none 

15967. .16365, 15968.. 16366 

21231 
44315 
13725 

OJ990917_05.0121.C6.o2.ts 

16024 

none 

16024. .16212, 16949. .17104, 
17123. .17263, 18078 .. 18224 , 

21231 
44315 
13725 

OJ990917_05 . 0121 . C6 . ol . tw 

16937 

none 



Strand 
End 

Method 

End 

Score 



19548 

TBLASTX: Wheat 

16366 

93 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17055. .17105, 
18237. .18413 



OJ990917 05. 0121. C6 



19548 

TBLASTX : Soybean 
18413 
42 

17121. . 17219, 



Seq. ID OJ990917_05.0121.C6 



Strand 
End 

Method 

End 

Score 



19548 

TBLASTX: Wheat 

17218 

112 



16937. .17095, 1694 4 .. 17108, 17123 .. 17218 , 17124.. 17216 



21231 
44315 
13725 

OJ990917_05.0121.C6.o4.tm 

16938 

none 

16938. .17093, 16940 .. 17107, 
17123. .17254, 17132. .17257, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16949. .17095, 
18081. .18113, 



OJ990917 05. 0121. C6 



19548 

TBLASTX: Maize 
18206 
110 

17106. .17228, 
18132. .18206 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No .• 

Start 

Name 

Start 

GI 

Exons 



21232 
44316 
338 

OJ990917 
338 . 
none 



05.0121.C7.ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



05. 0121. C7 



338.. 532, 1986.. 3301, 3500.. 3987 

21232 Seq. ID 

44316 Strand 
338 End 
OJ990917_05.0121.C7.ol.np Method 
1071 End 
6272383 Score 
1071. .1112, 2380. .2652, 4627. .4648 
(AC007918) F28J9.14 [Arabidopsis thaliana] 



OJ990917_ 
+ 

4648 
GENSCAN 
3987 
.61 



OJ990917_05.0121.C7 
+ 

4648 
AAT/NAP 
4648 
85 



21232 Seq. ID 

44316 Strand 

338 End 

OJ990917_05 . 0121 . C7 . o2 . np Method 

2023 End 

6466937 Score 

2023.. 2164, 2465.. 4630 



OJ990917_05.0121.C7 
+ 

4648 
AAT/NAP 
4630 
"918 



21545 



GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 21232 Seq. ID 

Gene No. 44316 Strand 

Start 338 End 

Name OJ990917_05 . 0121 . C7 . ol . tw Method 

Start 3975 End 

GI none Score 

Exons 3975.. 4025, 4017.. 4340, 4018.. 4344 



OJ990917_05.0121.C7 
+ 

4648 

TBLASTX : Wheat " 

4344 

46 



Seq. No. 21232 Seq. ID 

Gene No. 44316 Strand 

Start 338 End 

Name OJ990917_05 . 0121 .C7 . ol . tm Method 

Start 4008 End 

GI none Score 
Exons 



OJ990917_05.0121.C7 
+ 

4648 

TBLASTX: Maize 

4394 

371 ' 



4008. .4370, 4018. .4374, 4209. .4394 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21232 . Seq. ID 

44316 Strand 

338 End 

OJ990917_05.0121.C7 .ol.ts Method 

4321 End 

none Score 



OJ990917_05.0121.C7 
+ 

4648 

TBLASTX : Soybean 
4618 

58 <^ 



4321. .4365, 4326. .4361, 4382. .4618, 4414. .4611 



Seq. No. 21232 Seq. ID 

Gene No. 44316 Strand 

Start 338 End 

Name OJ990917_05 . 0121 . C7 . o2 . tw Method 

Start 4348 End 

GI none Score 

Exons 4348.. 4377, 4381.. 4596, 4382.. 4597 



OJ990917_05.0121.C7 
+ 

4648 

TBLASTX: Wheat 

4597 

39 



Seq. No. 21232 

Gene No. 44316 

Start 338 

Name OJ990917_05 . 0121 . C7 . o2 . tm 

Start 4403 

GI none 

Exons 4403.. 4618, 4459.. 4611 



Seq. ID OJ990917_05.0121.C7 

Strand + 

End .... 4 648 

Method TBLASTX : Mai ze 

End 4618 

Score 197 



Seq, No. 21233 Seq. ID 

Gene No. 44317 Strand 

Start 340 End 

Name OJ990917_05 . 0121 . C8 . ol . gs Method 

Start 340 End 

GI none Score 

Exons 340.. 417, 1076... 1144 



OJ990917_05.0121.C8 
+ 

1144 
GENSCAN 
1144 
.51 



Seq. No. 21233 

Gene No. 44318 

Start 1059 

Name OJ990917_05 . 0121 . C8 . ol . gp 

Start 1059 

GI 94945 1.R1084 



Seq. ID.. OJ990917_05.0121.C8 
Strand 

End 1540 
Method AAT/GAP 
End 1540 
Score 541 



21546 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1059. .1096, 1190. .1540 

'4521194/dbj IAB013613.1IAB013613 1.0e-132 Oryza sativa DNA, 
centromere sequence RCB11* 



21234 Seq. ID 

44319 Strand 
1 End 
OJ990917_05 . 012 1 . C9 . o2 . np Method 
1 End 
6466937 Score 
1..54, 4139. .5553, 6782. .7475 

(AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



OJ990917_05.0121.C9 
+ 

7475 - 
AAT/NAP 
7475 
1147 



Seq. No. 21234 

Gene No. 44319 

Start 1 

Name OJ990917_05 . 0121 . C9 . ol . gs 

Start 620 

GI none 
Exons 



Seq. ID OJ990917_05.0121.C9 

Strand + 

End 7475 

Method GENS CAN 

End 5633 

Score .48 



620. .870, 1950., 2116, 2176. .2203, 2559. .2791, 2957. .3033, 
3263. .3397, 3573. .3610, 3688. .3841, 4199. .4328, 4504. .4842, 
4954. .5633 



Seq. No. 21234 Seq. ID OJ990917_05 . 0121 . C9 

Gene No. 44319 Strand + 

Start 1 End 7475 

Name OJ990917_05 . 0121 . C9 . ol . np Method AAT/NAP 

Start 2653 End 4790 

GI 5922620 Score 314 

Exons 2653. .2862, 3224. .3535, 3573. .3657, 4765. .4790 

GI Descrip. (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 21234 

Gene No. 44320 

Start 5786 

Name OJ990917_05 . 0121 . C9 . o3 . tm 

Start 4139 

GI none 

Exons 4139. .4423, 4141.. 4383 

Seq. No. 21234 

Gene No. 44320 

Start 5786 

Name OJ990917_05 . 0121 . C9 . o3 . tw 

Start 4196 

GI none 

Exons 4196.. 4477, 4455.. 4538 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990917_05.0121.C9 
7924 

TBLASTX: Maize 

4423 

241 



OJ990917_05.0121.C9 
7924 

TBLASTX: Wheat 

4538 

153 



Seq. No. 21234 Seq. ID 

Gene No. 44320 Strand 

Start 5786 End 

Name OJ990917 05 . 012 1 . C9 . o4 . tm Method 



OJ990917_05.0121.C9 
7924 

TBLASTX: Maize 



21547 




Start 


4470 








End 


4892 




GI 


none 








Score 


91 




Exons 


4470. .4646, 


4683 


. .4892 










Seq. No. 


21234 








Seq. ID 


OJ990917_05.0121 


.C9 




44320 








^t" rand 






Start 


5786 








End 


7924 




Name 


OJ990917 05 


.0121 


C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4626 








End 


5057 




GI 


none 








Score 


283 




Exons 


4626. .5057 














Seq. No. 


21234 








Seq. ID 


OJ990917_05.0121 


.C9 


fjpnp No 


44320 








Strand 






Start 


5786 








End 


7924 




Name 


OJ990917 05 


.0121 


C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


4893 








End 


5528 




GI 


none 








Score 


614 




Exons 


4893. .5528, 


5030 


.5485 










Seq. No. 


21234 -- 








Seq. ID 


OJ990917_05.0121 


,C9 




44320 














Start 


5786 








End 


7924 




Name 


OJ990917 05 


.0121. 


C9.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


4914 


• 






End 


5300 




GI 


none 








Score 


357 




Exons 


4914. .5300, 


4928. 


.5179 










Seq. No. 


21234 








Seq. ID 


OJ990917_05.0121 


.C9 


Cpnp Mo 


44320 














Start 


5786 








End 


7924 




Name 


OJ990917 05 


.0121. 


C9.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


5148 








End 


6964 




GI 


none 








Score 


254 




Exons 


5148. .5528, 


6854. 


.6964 










Seq. No. 


21234 








Seq. ID 


OJ990917_05.0121 


.C9 


\J d 1 C IN \J m 


44320 








JLiQl IvJ. 






Start 


5786 








End 


7924 




Name 


OJ990917 05 


.0121. 


C9.o2. 


gs 


Method 


GENSCAN 




Start 


5786 








End 


7924 




GI 


none 








Score 


.59 




Exons 


5786. .5976, 


7281. 


.7416, 


7843. 


.7924 






Seq. No. 


21234 








Seq. ID 


OJ990917_05.0121 


.C9 


Hpnp No 

VJ die Ll KS • 


44320 














Start 


5786 








End 


7924 




Name 


OJ990917 05 


.0121. 


C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


6815 








End 


7333 




GI 


none 








Score 


266 




Exons 


6815. .7177, 


7021. 


.7110, 


7148. 


.7333 






Seq. No. 


21234 








Seq. ID 


OJ990917_05.0121 


.C9 


Gene No. 


44320 








Strand 






Start 


5786 








End 


7924 




Name 


OJ990917 05 


.0121. 


C9.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


7016 








End 


7234 





21548 



GI 


none 


Score 


179 






Exons 


7016.. 7234, 7021.. 7110 










Seq. No. 


21235 


Seq. ID 


OJ990917_05 


.0121 


.C10 


UCilC LNU . 




c+- r3n H 
Oil aiiu 








Start 


932 


End 


1447 






Name 


OJ990917 05.0121.C10.ol.gp 


Method 


AAT/GAP 






Start 


932 


End 


1447 






GI 


none 


Score 


995 






Exons 


932.. 1447 










Seq. No. 


21235 


Seq. ID 


OJ990917_05 


.0121 


.C10 


Gene No. 


44322 


Strand 


+ 






Start 


2583 


End 


2732 






Mama 




Method 


AAT/GAP 






Start 


2583 


End 


2732 






GI 


LIB3474-009-P1-K1-F11 


Score 


227 






Exons 


2583. .2732 










GI Descrip. 


'4455244/emb|CAB36743.1| 6. 


0e-ll (AL035523) MtN3-like protein 




[Arabidopsis thaliana] 1 










Seq. No. 


21235 


Seq. ID 


OJ990917_05 


.0121 


.C10 




,44323 


Strand 


+ 






Start 


•-4945 


- End 


6233 






Name 


OJ990917 05.0121.C10.o2.gs 


Method 


GENSCAN 






Start 


4945 


End 


6233 






GI 


none 


Score 


.83 






Exons 


4945. .4977, 5587. .5740, 6121. .6233 








Seq. No. 


21235 


Seq. ID 


OJ990917_05 


.0121 


.C10 


bene lno . 


44324 


Strand 


+ 






Start 


13590 


End 


14178 






Name 


OJ990917 05.0121.C10.o5.gs 


Method 


GENSCAN 






Start 


13590 


End 


14178 






GI 


none 


Score 


.89 






Exons 


13590. .13624, 13962.. 14178 










Seq. No. 


21235 


Seq. ID 


OJ990917_05 


.0121 


.C10 




■44325 


Strand 


+ ' 






Start 


15180 


End 


17211 






Name 


OJ990917 05.0121.C10.o6.gs 


Method 


GENSCAN 






Start 


15180 


End 


17211 






GI 


none 


Score 


.89 






Exons 


15180. .15890,. 17080. .17211 










Seq. No. 


21235 


Seq. ID 


OJ990917_05 


.0121 


.C10 


Pnn a VT /-\ 


44326 


Strand 








Start 


10596 


End 


12392 






Name 


OJ990917 05.0121.C10.o4.gs 


Method 


GENSCAN 






Start 


10596 


End 


12392 






GI 


none 


Score 


.41 






Exons 


10596. .11286, 11452. . 11810, 


11829. .12392 






Seq. No.. 


21235 


Seq. ID 


OJ990917_05 


.0121 


.C10 


Gene No. 


44327 


Strand 








Start 


18871 


End 


19502 






Name 


OJ990917 05.0121.C10.ol.tw 


Method 


TBLASTX: Wheat 





21549 



Start 


12141 


End 


12476 




GI 


none 


Score 


54 




Exons 


12141. .12284, 12142. .12282, 


12288. .12476, 12339 


. .12425 


Seq. No. 


21235 


Seq. ID 


OJ990917 


_05. 0121. C10 


Gene No. 


44327 


Strand 






Start 


18871 


End 


19502 




Name 


OJ990917 05.0121.C10.o7.gs 


Method 


GEN SCAN 




Start 


. 18871 


End 


19502 




GI 


none 


Score 


.48 




Exons 


18871. .18890, 19148.. 19502 








Seq. No. 


21236 


Seq. ID 


OJ991107 


_45.0203.C2 


Gene No . 


44328 


Strand 


,+ 




Start 


229 


-End 


753 




Name 


OJ991107 45.0203.C2.ol.gs 


Method 


GENSCAN 




Start 


229 


End 


753 




GI 


none 


Score 


. 62 




Exons 


229. .753 








Seq . No . 


21236 


Seq. ID 


OJ991107_ 


_45.0203.C2 


Gene No. 


44328 


Strand 


+ 




Start 


229 


End 


753 




Name 


OJ991107 45.0203.C2.ol.np 


Method 


AAT/NAP 




Start 


281 


End 


738 




GI 


1575752 


Score 


319 




Exons 


281. .738 








GI Descrip. 


(U70672) glutathione S-transf erase [Arabidopsis 


thaliana] 




gi | 67144 19 | gb | AAF26107 . 1 | AC012328 10 


(AC012328) 


glutathione 




S-transf erase [Arabidopsis 


thaliana] 






Seq. No. 


21236 


Seq. ID 


OJ991107_ 


_45.0203.C2 


Gene No. 


44329 


Strand 


+ 




Start 


2268 


End 


3116 




Name 


OJ991107 45.0203.C2.o2.gp 


Method 


AAT/GAP 




Start 


2198 


End 


2924 




GI 


LIB3434-019-P1-K1-E2 • 


Score 


989 . 




Exons 


2198.. 2420, 2502.. 2550, 2650.. 2924 






GI Descrip. 


M127352/emb|CAA09190| l.Oe 


-23 (AJ010451) glutathione 



transferase [Alopecurus myosuroides] 1 



Seq. No. 


21236 




Seq. ID 


OJ991107 


Gene No. 


44329 




Strand 


+ 


Start 


2268 




End 


3116 


Name 


OJ9-91107 45 


.0203.C2.o2.gs 


Method 


GENSCAN 


Start 


2268 




End 


3116 


GI 


none 1 




Score 


.49 


Exons 


2268. .2420, 


2502.. 2550, 2619. 


.2668, 2685.. 3116 


Seq. No. 


21236 




Seq. ID 


OJ991107 


Gene No. 


44329 




Strand 


+ 


Start 


2268 




Erid 


3116 


Name 


OJ991107 45 


0203.C2.o2.np 


Method 


AAT/NAP 


Start 


2277 




End 


3105 


GI 


1170089 




Score 


330 


Exons 


2277. .2471, 


2650. .3105 






GI Descrip. 


GLUTATHIONE 


S-TRANSFERASE ERD13 (GST CLASS PHI) 



21550 



gi I 481822 Ipir I IS39542 probable glutathione transferase (EC 
2.5.1.18) (clone ERD13) - Arabidopsis thaliana 
gi I 497789 |dbj |BAA04554| (D17673) glutathione S-transf erase 
[Arabidopsis thaliana] gi I 3201614 | gb IAAC20721 . 1 1 (AC004669) 
glutathione S-transf erase [Arabidopsis thaliana] 



Seq. No. 


21236 




Seq. ID 


OJ991107_45.0203.C2 


Gene No. 


44330 




Strand 




Start 


280 




End 


3124 


Name 


OJ991107 45.0203 


.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


274 




End ' 


3124 


GI 


none 




Score 


84 


Exons 


274. .348, 360. .461, 361. .468, 


466. .732, 561. .737, 2267. .24 




2268.. 2420, 2268 


..2429, 2270. 


.2425, 2475. .2549, 2497. .2556 




2501.. 2548, 2648 


..2689, 2649. 


.2690, 2651. .2692, 2690. .2812 




2690.. 2824, 2691 


..2825, 2819. 


.3i24, 2820. .3116, 2830. .3123 


Seq. No. 


21236 




Seq. ID 


OJ991107_45.0203.C2 


Gene No. 


44330 




Strand 




Start 


280 




End 


■ 3124 


Name 


OJ991107 45.0203 


.C2.ol.gp 


Method 


AAT/GAP 


Start 


280 




End 


963 


(IT 


23266 1.R1084 




Score 


1271 


Exons 


280. .963 








GI Descrip. 


'1575752 1.0e-46 


(U70672 ) glutathione 


S-transf erase [Arabi 




thaliana] ' 








Seq. No. 


21236 




Seq. ID 


OJ991107_45.0203.C2 


Gene No. 


44330 




Strand 




Start 


280 




End 


3124 


Name 


OJ991107 45.0203 


.C2.ol. tc 


Method 


TBLASTX: Cress 


Cf arf 
o Lai L 


280 




End 


3078 


GI 


none 




Score 


52 


Exons 


280. .330, 373. .741, 385. .720, 


2649.. 3077, 2741. .2965, 2848 


Seq. No. 


21236 




Seq. ID 


OJ991107_45.0203.C2 


Gene No. 


44330 




Strand 




Start 


280 




End 


3124 


Name 


OJ991107 45.0203 


.C2.ol.ts 


Method 


TBLASTX : Soybean 


Jlal L 


373 




End 


3092 


GI 


none 




Score 


293 


Exons 


373. .741, 382. .741, 2298. .2420, 2321.. 


'2416, 2649. .3092, 




2837. .3076 








Seq. No. 


21237 




Seq. ID 


OJ991107_45.0203.C3 


Gene No. 


44331 




Strand 


+ . 


Start 


1895 




End 


277 9 


Name 


OJ991107 45.0203 


C3.ol.gs 


Method 


GENSCAN 


Start 


1895 




End 


2779 


GI 


none 




Score 


.92 


Exons 


1895. .2047, 2165 


.2213, 2304. 


.2779 




Seq. No. 


21237 




Seq. ID 


OJ991107_45.0203.C3 


Gene No. 


44331 




Strand 


+ 


Start 


1895 




End 


2779 


Name 


OJ991107 45.0203. 


C3.ol.np 


Method 


AAT/NAP 


Start 


1898 




End 


2743 



.3078 



21551 




GI 2266412 Score 288 

Exons 1898.. 2038, 2159.. 2213, 2304.. 2743 

GI Descrip. (Y14251) glutathione S-transf erase [Arabidopsis thaliana] 



Seq. No. 21237 Seq. ID 

Gene No. 44331 Strand 

Start 1895 End 

Name OJ991107_45 . 0203 .C3 . ol .gp Method 

Start 1993 End 

GI LIB3433-045-P1-K1-A4 Score 

Exons 1993.. 2047, 2165.. 2213, 2304.. 2669 
GI Descrip. 



OJ991107_45.0203.C3 
+ 

2779 
AAT/GAP 
2669 
863 



f 2290782 1.0e-24 (AF002692) glutathione S-transf erase, class-phi 
[Solanum commersonii] 1 



Seq. No. 21237 

Gene No. 4 4 332 

Start 3941 

Name OJ991107_45 . 0203 .C3 .ol . tm 

Start 1880 

GI none 
Exons 



Seq. ID OJ991107_45.0203.C3 
Strand 
End 

Method 
End 
Score 



5558 

TBLASTX: Maize 

2876 

251 



1880. .1957, 1888. .2043, 1892. .2047, 1995. .2048, 2135. .2239, 
2164. .2211, 2300. .2482, 2302. .2538, 2483. .2647, 2530. .2643, 
2650. .2778, 2651. .2779, 2666. .2779, 2814. .2876 



Seq. No. 21237 

Gene No. 44332 

Start 3941 

Name OJ991107_45 . 0203 .C3 . ol . ts 

Start 1946 

GI none 
Exons 



Seq. ID OJ991107_45.0203.C3 
Strand 
End 

Method 
End 
Score 



5558 

TBLASTX : Soybean 

2665 

111 



1946.. 2047, 2303.. 2353, 2348.. 2665, 2368.. 2475, 2539.. 2622 



Seq. No. 


21237 








Seq. ID 


OJ991107 


_45.0203.C3 


Gene No. 


44332 








Strand 






Start 


3941 








End 


5558 




Name 


OJ991107 45 


0203 


.C3.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


2303 








End 


2740 




GI 


none 








Score 


' 40 




Exons 


2303. .2353, 


2368 


. .2622, 


2384. 


.2641, 2669.. 2740, 


2674 . .2739 


Seq. No. 


21237 








Seq. ID 


OJ991107 


_45.0203.C3 


Gene No. 


44332 








Strand 






Start 


3941 








End 


5558 




Name 


OJ991107 45 


0203 


,C3.o2. 


gs 


Method 


GENS CAN 




Start 


3941 








End 


5558 




GI 


none 








Score 


.53 




Exons 


3941. .4008, 


4494 


. .4675, 


5362. 


.5558 






Seq. No. 


21238 








Seq. ID 


OJ991107 


_45.0203.C4 


Gene No. 


44333 








Strand 


+ 




Start 


53 








End 


188.9 




Name 


OJ991107 45. 


0203 


.C4.ol. 


gs 


Method 


GENSCAN 




Start 


53 








End 


1889 




GI 


none 








Score 


.86 




Exons 


53. .171, 1816. .1889 











Seq. No. 21238 Seq. ID OJ991107_45 . 0203 - C4 

21552 



Gene No. 


44334 


Strand 




Start 


1 


End 


1366 


Name 


OJ991107 45.0203.C4.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1366 


GI 


6907088 


Score 


584 


Exons 


1..333, 815. .1053, 1229. .1366 






GI Descrip. 


(AP001129) hypothetical protein - [Oryza sativa] 


Seq. No. 


21239 


Seq. ID 


OJ991107_45.0203.C5 


Gene No. 


44335 


Strand 


+ 


Start 


2602 


End 


3797 


Name 


OJ991107 45.0203.C5.ol.gp 


Method 


AAT/GAP 


Start 


2602 


End 


3383 


GI 


21736 1.R1084 


Score 


1165 


Exons 


2602.. 2838, 2913.. 2961, 3043.. 


3383 




GI Descrip. 


, 1170088/sp|P46440|GTH2 TOBAC 


3.0e-14 


GLUTATHIONE S-TRANSFERASE 




APIC (GST CLASS-PHI) >gi_67 6880_dbj_BAA06150_ (D29680) The 




expression is induced by aluminium treatment and Pi starvation. 




[Nicotiana tabacum] >gi 109.4818 prf 


2106387B Al-induced protein 




[Nicotiana tabacum] ' 






Seq. No. 


21239 


Seq. ID 


OJ991107_45.0203.C5 


Gene No. 


44335 


Strand 


+ 


Start 


2602 


End 


3797 


Name 


OJ991107 45.0203.C5.ol.gs 


Method 


GENSCAN 


Start 


2683 


End 


3797 


GI 


none 


Score 


.67 


Exons 


2683. .2838, 2913. .2961, 3070.. 


3797 




Seq. No. 


21239 


Seq. ID 


OJ991107_45.0203.C5 


Gene No. 


44335 


Strand 


+ 


Start 


2602 


End 


3797 


Name 


OJ991107 45.0203.C5.ol.np 


Method 


AAT/NAP 


Start 


2695 


End 


3659 


GI 


1170089 


Score 


306 


Exons 


2695. .2842, 2998. .3215, 3378.. 


3659 




GI Descrip. 


GLUTATHIONE S-TRANSFERASE ERD13 (GST < 


CLASS PHI) 




gi I 481822 |pir | IS39542 probable glutathione transferase (EC 




2.5.1.18) (clone ERD13) - Arabidopsis 


thaliana 



gi | 497789 | dbj | BAA04554 | (D17673) glutathione S-transf erase 
[Arabidopsis thaliana] gi | 3201614 | gb | AAC20721 . 1 1 (AC004669) 
glutathione S-transf erase [Arabidopsis thaliana] 



Seq. No. 


21239 








Seq. ID 


OJ991107_45. 


0203 


.C5 


Gene No. 


44336 








Strand 


+ 






Start 


9552 








End 


13283 






Name 


OJ991107 45. 


.0203 


.C5.o4 . 


gs 


Method 


GENSCAN 






Start 


9552 








End 


13283 






GI 


none 








Score 


.57 






Exons 


9552. .9629, 


9771 


. .9848, 


11904 


. .11961, 


12856. .13283 






Seq. No. 


21239 








Seq. ID 


OJ991107_45. 


0203 


-C5 


Gene No'. 


,44337 








Strand 


-f 






Start 


15814 








End 


16852 






Name 


OJ991107 45. 


,0203 


.C5.o6. 


gs 


Method 


GENSCAN 






Start 


15814 








End 


16852 






GI 


none 








Score 


.89 







21553 



Exons 15814. .15830, 16438.. 16852 





£. ±. £. J J 


Seq. ID 


OJ991107_45.0203 




Gene No. 


44338 


Strand 


+ 




Start 


19573 


End 


23181 




Name 


OJ991107 45.0203.C5.o7.gs 


Method 


GENSCAN 




Start 


19573 


End 


23181 




GI 


none 


Score 


.45 




Exons 


19573. .19697, 19699 19721 , 


20173. .20316, 20355 .. 21058 , 






21136. .21315, 21622. .22215, 


23068. .23181 




Seq. No. 


21239 


Seq. ID 


OJ991107_45.0203 


.C5 


Gene No. 


44338 


Strand 


+ 




Start 


19573 


End 


23181 




Name 


OJ991107 45.0203.C5.o3.np 


Method 


AAT/NAP 




Start 


20323 


End 


22242 




GI 


6633989 


Score 


1264 




Exons 


20323. .21315, 21622.. 22242 








GI Descrip. 


(AB036059) cytochrome P450 


[Arabidopsis thaliana] 






gi | 6899886 | emb | CAB71895 . 1 1 


(AL138642) 


cytochrome p450 (CYP 




[Arabidopsis thaliana] 








Seq. No. 


21239 


Seq. ID 


OJ991107_45.0203 


.C5 


Gene No. 


44338 


Strand 


+ 




Start 


19573 


End 


23181 




Name 


OJ991107 45.0203.C5.o2.gp 


Method 


AAT/GAP 




Start 


21647 


End 


21966 




GI 


LIB3434-042-P1-K1-F4 


Score 


530 




Exons 


21647. .21966 








GI Descrip. 


, 3831440 8.0e-28. (AC005819) 


putative cytochrome P450 






[Arabidopsis thaliana] >gi 


4415946 gb AAD20176 (AC006418) 




putative cytochrome P450 [Arabidopsis 


thaliana] ' 




Seq. No. 


21239 


Seq. ID 


OJ991107_45.0203 


.C5 


Gene No. 


44339 


Strand 






Start 


5013 


End 


6014 




Name 


OJ991107 45.0203.C5.o2.gs 


Method 


GENSCAN 




Start 


5013 


End 


6014 




GI 


none 


Score 


.79 




Exons 


5013. .5198, 5289. .6014 








Sea No 


21239 


Seq. ID 


OJ991107_45.0203 


.C5 


Gene No. 


44339 


Strand 






Start 


5013 


End 


6014 




Name 


OJ991107 45.0203.C5.o2.np 


Method 


AAT/NAP 




Start 


5043 


End 


5647 ' 




GI 


6572059 


Score 


224 




Exons 


5043. .5198, 5289. .5339, 5546. .5647 






GI Descrip. 


(AL133452) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


21239 


Seq. ID 


OJ991107_45.0203 


.C5 


Gene No. 


44340 


Strand 






Start 


13601 


End 


14601 




Name 


OJ991107 45.0203.C5.o5.gs 


Method 


GENSCAN 




Start 


13601 


End 


14601 




GI 


none 


Score 


.95 




Exons 


13601. .13866, 14577.. 14601 









21554 



Seq. No. 21239 Seq. ID 

Gene No. . 44341 Strand 

Start 22995 End 

Name OJ991107_45 . 0203 . C5 . o3 . gp Method 

Start 22995 End 

GI 2798111 Score 

Exons 22995.. 23147 



OJ991107_45.0203.C5 

23147 
AAT/GAP 
23147 
306 



Seq. No. 21239 
Gene No. 44342 
Start 23241 

Name OJ991107_45 . 0203 . C5 . o2 . tm 

Start 2678 
GI none 

Exons 2678.-2734, 2687.. 2737, 2691. 

2903.. 2959, 2907.. 2960, 2908. 
3039.. 3233, 3381.. 3680, 3497. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2765, 2692 
.2961, 3032 
.3655 



OJ991107 45. 0203. C5 



23804 

TBLASTX: Maize 
3680 
75 

2838, 2694. 
3211, 3032. 



,2834, 
,3238, 



Seq. No. 


21239 




Seq. ID 


OJ991107 


_45.0203. 


C5 


Gene Nol 


44342 




Strand 








Start 


23241 




End 


23804 






Name 


OJ991107 45. 


0203.C5.o2 .ts 


Method 


TBLASTX: 


Soybean 




Start 


2715 




• End 


3656 






GI 


none 




Score 


119 






Exons 


2715. .2834, 


2716. .2844, 3084 


..3170, 3447.. 3656 






Seq. No. 


21239 




Seq. ID 


OJ991107 


_45.0203. 


C5 


Gene No. 


44342 




Strand 








Start 


23241 




End 


23804 






Name 


OJ991107 45. 


0203.C5.o4 .tm 


Method 


TBLASTX : 


Maize 




Start 


14196 




End 


23804 






GI 


none 




Score 


63 






Exons 


14196. .14321 


, 23088. .23159, 


23090. .23155, 23232 


\ .23333, 





23233. .23334, 23233 .. 23334 , 23678 .. 23803, 23682.. 23804 



Seq. No. 21239 

.Gene No. 44342 

Start 23241 

Name OJ991107_45 . 0203 .C5 . o3 . tm 

Start 20273 

GI none 

Exons 20273. .20404, 20298 
20384. .20476, 20389 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 45. 0203. C5 



20336, 20305. 
20628, 20522. 



23804 

TBLASTX: Maize 
20629 
83 

20355, 20363. .20629, 
20629 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21239 
44342 
23241 

OJ991107_45.0203.C5.ol.ts 

20369 



none 



21100 
21621 



Seq. ID OJ991107_45.0203.C5 
Strand 

23804 

TBLASTX: Soybean 
22230 
93 



End 

Method 
End 
Score 

20369. .20491, 204 64 .. 204 90, 20512 .. 20610, 20513 .. 20611 , 
20599. .20802, 20600 .. 20857 , 20756 .. 208 96, . 20933 .. 21001, 
21210, 21150. .21248, 21238 .. 21315, 21238 .. 21318 , 
22142, 21622. .22146, 22156 .. 22230, 22156.. 22230 



Seq. No. 



21239 



Seq. ID . OJ991107 45. 0203. C5 



21555 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44342 Strand 

23241 End 

OJ991 107_45 . 0203 .C5.ol.tm Method 

21062 End 

none Score 



23804 

TBLASTX: Maize 

22239 

109 



21062. .21094, 21082 .. 21210, 21100 21216, 21229 .. 21315, 
21621. .21740, 21622. .21741, 21739 22029, 21753 .. 22028 , 
22015. .22239, 22020.. 22238 



21239 
44342 
23241 

OJ991107_45.0203.C5.ol.tc 

21621 

none 



Seq. ID OJ991107_45.0203.C5 
Strand 

End 23804 

Method TBLASTX : Cress 

End 22158 

Score - 162 



21621. .21851, 21622. .21840, 21853 .. 21987 , 21856 .. 21954 , 
22009. .22158, 22014.. 22097 



Seq. No. 21239 

Gene No. 44342 

Start 23241 

Name OJ991107_45 . 0203 . C5 . ol . tw 

Start 21972 

GI none 

Exons 21972. .22145, 
22138. .22227, 



21973. .22155, 
22144. .22230 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_45.0203.C5 
23804 

TBLASTX: Wheat 

22230 

282 



22081. .22155, 22106 22156, 



Seq. No. 21239 Seq. ID OJ991107_45 . 0203 . C5 

Gene No.- 44342 Strand 

Start 23241 End 23804 

Name OJ991107_45.0203.C5.o4 .np Method AAT/NAP 

Start 23241 End 23800 

GI 2688839 Score 219 

Exons 23241. .23333, 23681.. 23800 

GI Descrip. (AF003347) ATP phosphoribosyltransf erase [Thlaspi goesingense] 



Seq. No. 


21240 








Seq. ID 


OJ991107 


Gene No. 


44343 








Strand 


+ ' 


Start 


320 








End 


742 


Name 


OJ991107 45. 


0203. 


C6.ol 


.gp 


Method 


AAT/GAP 


Start 


320 








End 


742 


GI 


none 








Score 


817 


Exons 


320. .742 












Seq. No. 


21240 








Seq. ID 


OJ991107 


Gene No. 


44344 








Strand 




Start 


1 








End 


1080 


Name 


OJ991107 45. 


0203. 


C6.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


1080 


GI 


6683619 








Score 


337 


Exons 


1..146, 629. 


.712, 


809. 


.916, 


1006. .1080 





GI Descrip. (AB025250) ATP phosphoribosyl transferase [Arabidopsis thaliana] 



Seq. No. 21240 Seq. ID 

Gene No. 44344 Strand 

Start 1 End 

Name OJ991107_45 . 0203 . C6 . ol . gs Method 



OJ991107_45.0203.C6 

1080 
GENS CAN 



21556 



Start 


45 


End 


146 


GI 


none 


Score 


.56 


Exons 


45. .146 






Seq. No. 


21240 


Seq. ID 


OJ991107_45.0203.C6 


Gene No. 


44344 


Strand 




Start 


1 


End 


1080 


Name 


OJ991107 45.0203.C6.o2.gp 


Method 


AAT/GAP 


Start 


756 


End 


1076 


GI 


LIB34 31-02 6-P1-K1-D11 


Score 


422 


Exons 


756. .916, 1006. .1076 






GI Descrip. 


'2688839 3.0e-54 (AF003347) 


ATP phosphoribosyltransf erase 




[Thlaspi goesingense] 1 






Seq. No. 


21240 


Seq. ID 


OJ991107_4 5.0203.C6 


Gene No. 


44345 


Strand 


- 


Start 


1206 


End 


1532 


Name 


OJ991107 45.0203.C6.ol.tm 


Method 


TBLASTX: Maize 


Start 


30 


End 


1072 


GI 


-none 


Score 


164 


Exons 


30. .146, 37. .147, 632. .712, 


633. .710, 


806. .916, 808. .966, 




810. .917, 988. .1065, 1002.. 


1067, 1003. 


.1071, 1004.. 1072 


Seq. No. 


21240 


Seq. ID 


OJ991107_45.0203.C6 


Gene No . 


44345 


Strand 




Start 


1206 


End 


1532 


Name 


OJ991107 45.0203.C6.ol.ts 


Method 


TBLASTX: Soybean 


Start 


626 


End 


1074 


GI - 


none 


Score 


65 


Exons 


626. .712, 630. .710, 800. .916, 806. .916 


, 1003.. 1074, 1007.. 1072 


Seq. No. 


21240 


Seq. ID 


OJ991107_45.0203.C6 


Gene No. 


44345 


Strand 




Start 


1206 


End 


1532 


Name 


OJ991107 45.0203.C6.o3.gp 


Method 


AAT/GAP 


Start 


1206 


End 


1532 


GI 


86158 1.R1084 


Score 


396 


Exons 


1206.. 1380, 1405.. 1532 






GI Descrip. 


•5295936/dbj I AB026295 . 2 | AB026295 5.0e- 


42 Oryza sativa genomic 




DNA, chromosome 6, clone : P0681F10, complete sequence 1 


Seq. No. 


21241 


Seq. ID 


OJ991107_45.0203.C7 


Gene £Jq . 


44346 


Strand 


+ 


Start 


41 


End 


4843 


Name 


OJ991107 45.0203.C7.ol.gs 


Method 


GENSCAN . 


Start 


41 


End 


4843 


GI 


none 


Score 


.5 


Exons 


41. .4228, 4271. .4843 






Seq. No. 


21241 


Seq. ID 


OJ991107_45.0203.C7 


Gene No. 


44346 


Strand 


+ 


Start 


41 


End 


4843 


Name 


OJ991107 45.0203.C7.ol.np • 


Method 


AAT/NAP 


Start 


41 


End 


4840 


GI 


5295971 


Score 


8114 


Exons 


41. . 4840 







GI Descrip. (AB026295) EST D24315 (R1718 ) corresponds to a region of the 



21557 



predicted gene.; Similar to Tobacco DNA for retroviral-like 
transposon Tnt 1-94 . (X13777 ) [Oryza sativa] 



Seq. No. 21241 Seq. ID 

Gene No. 44346 Strand 

Start 41 End 

Name OJ991107_45 . 0203 .C7 . o2 . gp . Method 

Start 2330 End 

GI uC-osflcypl39cl2al Score 

Exons 2330.. 2685 

GI Descrip. 1 5295971/dbj | BAA81872 . 1 | 3.0e-44 (AB026295) EST D24315 (R1718 ] 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] 1 



OJ991107_45.0203.C7 
+ 

4843 
AAT/GAP 
2685 
589 



Seq. No. 


21241 


Seq. ID 


OJ991107 


_45, 


.0203 


.C7 


Gene No. 


44347 


Strand 


+ 








Start 


7147 


End 


7891 








Name 


OJ991107 45.0203.C7.o3.gs 


Method 


GENSCAN 








Start 


. 7147 


End 


7891 








GI 


none 


Score 


.52 








Exons 


7147. .7212, 7261. .7494, 7886. 


.7891 










Seq. No. 


21241 


Seq. ID 


OJ991107 


_45. 


.0203 


.C7 


Gene No. 


44348 


Strand 


+ 








Start 


9247 


End 


9533 








Name 


OJ991107 45.0203.C7.o2.np 


Method 


AAT/NAP 








Start 


9247 


End 


9533. 








GI 


1169798 


Score 


82 








Exons 


9247. .9379, 9453.. 9533 












GI Descrip. 


GLUCOSE-6-PHOSPHATE ISOMERASE 


, CYTOSOLIC B (GPI 


-B) 







(PHOSPHOGLUCOSE ISOMERASE B) (PGI-B) ( PH0SPH0HEXOSE ISOMERASE B) 
(PHI-B) gi| 639686|dbj IBAA08149I (D45218) phosphoglucose 
isomerase (Pgi-b) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21241 Seq. ID OJ991107_45 . 0203 . C7 

44349 Strand 

1886 End 2321 

OJ991107_45 . 0203 . C7 . ol . gp Method AAT/GAP 

1886 End 2321 

uC-osflM2020118f01al Score 809 

1886. .2321 

•5295971/dbj |BAA81872.1| 4.0e-64 (AB026295) EST D24315 (R17 18 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 
[Oryza sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21241 Seq. ID OJ991107_4 5 . 0203 . C7 

44350 Strand - ■ 

4012 End 4466 

OJ991107_45 . 0203 . C7 . o3 . gp Method AAT/GAP 

4012 End 4466 

36280JL.R1084 ' Score 862 

4012. .4466 

'5295971/dbj | BAA81872.il 1.0e-81 (AB026295) EST D24315 (R1718 ) 
corresponds to a region of the predicted gene.; Similar to 
Tobacco DNA for retroviral-like transposon Tnt 1-94 . (X13777 ) 



21558 



[Oryza sativa] ' 



Seq. No. 21241 Seq. ID OJ991 107_45 . 0203 . C7 

Gene No. 4 4351 Strand 

Start 4835 End 5164 

Name^ ■ OJ991107_45 . 0203 . C7 . o4 . gp Method AAT/GAP 

Start' 4835 End 5164 

GI 86158_1.R1084 Score 386 

Exons 4835.. 5011, 5036.. 5164 

GI Descrip. ' 5295936/dbj | AB026295 . 2 | AB026295 5.0e-42 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence 1 



Seq. No. 21241 

Gene No. 44352 

Start • 5184 

Name OJ991107_45 . 0203 . C7 . o5 . tm 

Start 433 

GI none 

Exons 433.. 648, 434.. 724, 503.. 724 



Seq. ID OJ991107_45.0203.C7 
Strand 

End 6601 

Method TBLASTX : Maize 

End 724 

Score 360 



Seq. No. 21241 Seq. ID 

Gene No. 44352 Strand 

Start 5184 End 

Name OJ991107_45 . 0203 . C7 . ol . tm Method 

Start 959 " End 

GI none Score 

Exons 959.. 1234, 976.. 1233, 1151.. 1246, 1216 
1254. .1577, 1313. .1678 



OJ991107_45.0203.C7 
6601 

TBLASTX: Maize 

1678 

339 

. .1248,. 1253. .1678, 



Seq. No. 21241 Seq. ID 

Gene No. 44352 Strand 

Start 5184 End 

Name OJ991 107_4 5 . 0203 . C7 . ol . tw Method 

Start 1603 : End 

GI none Score 
Exons 



OJ991107_45.0203.C7 
6601 

TBLASTX: Wheat 

2056 

334 



1603. .1908, 1604. .1969, 1607. .1996, 1964.. 2056, 1976.. 2056 



Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203 


.C7 


Gene No. 


44352 








Strand 






Start 


5184 








End 


6601 




Name 


OJ991107 45. 


0203 


.01 .ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1693 








End 


1933 




GI 


none 








Score 


304 




Exons 


1693. .1932, 


1694 


.1933 










Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203 


.CI 


Gene No. 


44352 








Strand 






Start 


5184 








End 


6601 




Name 


OJ991107 45. 


0203 


C7.o4. 


ts 


Method 


TBLASTX: Soybean 




Start 


1994 








End 


2269 




GI 


none 








Score 


194 




Exons 


1994. .2269, 


2090. 


.2170 










Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203 


.C7 


Gene No. 


44352 








Strand 






Start 


5184 








End 


6601 




Name 


OJ991107 45. 


0203. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 





21559 




Start. 


2129 








End 


2680 


GI 


none 








Score 


105 


Exons 


2129. .2269, 


2327. 


.2593, 


2344 . 


.2493, 2596.. 2667, 2600.. 2680 


Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203.C7 


Gene No. 


44352 








Strand 




Start 


5184 








End 


6601 


Name 


OJ991107 45 


.0203. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


2332 








End 


2758 


GI 


none 








Score 


700 


Exons 


2332. .2757, 


2336. 


.2758, 


2363. 


.2758 




Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203.C7 


Gene No. 


44352 








Strand 




Start 


5184 








End 


6601 


Name 


OJ991107 "45 


.0203. 


C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2363 








End 


2842 


GI 


none 








Score 


348 


Exons 


2363. .2671, 


2368. 


.2658, 


2399. 


.2659, 2696.. 2842 


Seq. No. 


21241 








Seq. ID 


OJ99110-7_45.p203.C7 


Gene No . 


44352 








Strand 




Start 


5184 








End 


6601 


Name 


OJ991107 45 


.0203. 


C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


2378 








End 


2818 


GI 


none 








Score 


203 


Exons 


2378. .2674, 


2428. 


.2460, 


2518 . 


.2664, 2696. .2818 


Seq. No. 


. 21241 








Seq. ID 


OJ991107_45.0203.C7 


Gene No. 


44352 








Strand 




Start 


5184 








End 


6601 


Name 


OJ991107 45 


.0203. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


3293 








End 


3787 


GI 


5509260 








Score 


223 


Exons 


3293. .3577, 


3373. 


.3549, 


3572. 


.3787, 3610.. 3768 


GI Descrip. 


— 












Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203.C7 


Gene No. 


44352 








Strand 




Start 


5184 








End 


6601 


Name 


OJ991107 45 


.0203. 


C7.o6. 


tm 


Method 


TBLASTX: Maize 


Start 


3344 








End 


3637 


GI 


none 








Score 


289 


Exons 


. 3344 . .3595, 


3351. 


.3482, 


3370. 


.3549, 3572.. 3637, 3572.. 3634, 




" 3595. .3636 












Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203.C7 


Gene No . 


44352 








Strand 




Start 


5184 








End 


6601 


Name 


OJ991107 45 


.0203. 


C7.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


3415 








End 


3676 


GI 


none 








Score 


152 


Exons 


3415. .3546, 


3416. 


.3589, 


3572. 


.3676 




Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203.C7 


Gene No. 


44352 








Strand 




Start 


5184 








End 


6601 



21560 



Name 


OJ991107 45. 


0203 


.C7.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3460 








End 


4012 


GI 


none 








Score 


120 


Exons 


3460. .3549, 


3461 


. .3589, 


3572. 


.3802, 3611.. 3778, 3788.. 4012 


Seq. No. 


21241 










o.TQQiirn 4s n?rn ci 


f^on o Mo 
VJCllu n(j . 


*± *l «J J £. 








J Li ul 1 \J. 




Start 


5184 








End 


6601 

UUUl 


Name 


OJ991107 45. 


0203 


.C7.o3. 


tm 




1 Diinj X /\ • 1 JO -L 


Start 


3839 . 








End 


4230 


GI 


none 








Score 


603 


Exons 


3839. .4228, 


3839 


. .4228, 


3841. 


. 4230 




Seq. No. 


21241 








Cart Tn 
Od_| • 1U 


o.tqqi i n7 4S o?rn ci 




4 4 ^9 








oil aiiu 




Start 


5184 








End 


UUUl 


Name 


OJ991107 45. 


0203 


.C7.o5. 


tw 






Start 


4013 








End 


4324 


GI 


none 








Score 


64 


Exons 


4013. .4120, 


4145 


. .4324 








Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203.C7 


Gene No. 


44352 








Strand 




9f art 

O L Cl i. L. 


SI R 4 








End 


6601 


Name 


OJ991107 45. 


0203 


.C7.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4145 








End 


4807 


GI 


none 








Score 


254 


Exons 


4145. .4432, 


4207 


. .4317, 


4339. 


.4431, 4441. .4518, 4442. .4522 




4589. .4807, 


4597 


. .4803 








Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203.C7 




4 4 ^S? 








Strand 




Start 


5184 








End 


6601 


Name 


OJ991107 45. 


0203 


.C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4166 








End 


4816 


GI 


none 








Score 


144 


Exons 


4166. .4327, 


4339 


. .4500, 


4340. 


.4528, 4583. .4816, 4597. .4683 


Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203.C7 




4 4 ^59 








Strand 




Start 


5184 








End 


6601 


Name 


OJ991107 45. 


0203 


.C7.o9. 


tm 


Method 


TBLASTX: Maize 


Start 


4232 








End 


4411 


GI 


none 








Score 


189 


Exons 


4232. .4411, 


4234 


. . 4410 








Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203.C7 




*i 1 -J J ^ 








Strand 




Start 


5184 








End 


6601 


Name 


OJ991107 45. 


0203 


.C7.o4 . 


tw 


Method 


TBLASTX: Wheat 


Start ' 


4358 








End 


4777 


GI 


none 








Score 


124 


Exons 


4358. .4528, 


4441 


. .4518, 


4574. 


.4777, 4597. .4764 


Seq. No. 


21241 








Seq. ID 


OJ991107_45.0203.C7 


Gene No. 


44352 








Strand 




Start 


5184 








End 


6601 



21561 




Name 


OJ991107 45. 


0203.C7.o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


4417 






End 


4806 




GI 


none 






Score 


504 




Exons 


4417. .4524, 


4418. .4804, 


4420 


..4806, 4449. .4682, 


4499. .4804 


Seq. No. 


* 21241 






oeq . J. u 


Cl TQQ1 1 m 




bene inu . 


ft ft j 






C j- r3nr J 
O C L ailvJ 






Start 


5184 












Name 


OJ991107 45. 


0203.C7.o2. 


gs 


f\A ^ r\ t-\ k4 


prisicf aisi 




Start . 


5184 






ijiia 


ft ftO 1 
DDU1 




GI 


none 






Score 


.79 




Exons 


5184. .5207, 


5260. .5373, 


6269 


. .6601 






Seq. No. 


21241 






Seq. ID 


OJ991107 


_45.0203.C7 


Gene No. 


44352 






Strand 






Start 


5184 






End 


6601 




Name 


OJ991107 45. 


0203.C7.o5. 


gp 


Method 


AAT/GAP 




Start 


5259 






End 


6504 




GI 


LIB3431-026- 


■P1-K1-D11 




Score 


395 




Exons 


5259. .5373, 


6269. .6328, 


6437 


. .6504 






GI Descrip. 


•2688839 3.0e-54 (AF003347) , 


ATP phosphoribosyltransf erase 




[Thlaspi goesingense] 1 










Seq. No. 


21241 






Seq. ID 


OJ991107 


_45.0203.C7 


Gene No. 


44352 






Strand 






OLait 


5184 






End 


6601 




Name 


OJ991107 45. 


0203.C7.o8. 


tm 


Method 


TBLASTX: 


Maize 


Start 


5263 






End 


6599 




GI 


none 






Score 


161 




Exons 


5263. .5373, 


5264. .5371, 


5267 


. .5377, 6266. . 6310, 


6270. .6329 




6273. .6329, 


6432. .6599, 


6436 


..6492, 6437. .6598 




Seq. No. 


21242 






Seq. ID 


OJ991107 


_45.0203.C8 


Gene No. 


44353 






Strand 


+ 




Start 


1 






End 


3952 






OJ991107 45. 


0203.C8.ol. 


np 


Method 


AAT/NAP 




Start 


1 






End 


3952 




GI 


4539658 






Score 


41 




Exons 


1..33, 1303. 


.1436, 2879 


..2937, 3933..: 


3952 




GI Descrip. 


(AF061282) serine carboxypeptidase-like protein 


[Sorghum 




bicolor] 












Seq. No. 


21243 






Seq. ID 


OJ991107 


_45.0203.C9 


f ^ t"\ ^ NT /*\ 


44354 






Strand 






Start 


606 






End 


1003 




Name 


OJ991107 45. 


0203.C9.ol. 


gs 


Method 


GENSCAN 




Start 


606 






End 


1003 




GI 


none 






Score 


.51 




Exons 


606. .1003 












Seq. No. 


21244 






Seq. ID 


OJ991107 


_45.0203.Ci: 


Gene No. 


44355 






Strand 


+ 




Start 


60 






End 


1516 




Name 


OJ991107 45. 


0203.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


60 






End 


1516 




GI 


none* 






Score 


.86 




Exons 


60.. 258, 368 


..480, 588. 


.766, 


1046. .1178, 1238..: 


1516 



21562 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21244 Seq. ID 

44355 Strand 

60 End 

OJ991107_45 . 0203 .Cll .ol .np Method 

135 End 

4539348 Score 

135. .258, 368. .480, 588. .766, 1046. .1178, 1268. .1513 
(AL035539) putative pollen allergen [Arabidopsis thaliana] 



OJ991107_45. 0203. Cll 
+ 

1516 
AAT/NAP 
1513 
609 



21244 
44355 
60 

OJ991107_45. 0203. Cll. ol.gp 
393 

17663_1.R1084 
393. .480, 588. .766, 1046 
, 4539348/emb|CAB37496.1| 2.0e-17 
allergen [Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1178, 1268. 



OJ991107_ 
+ 

1516 
AAT/GAP 
1333 
801 
1333 



45. 0203. Cll 



(AL035539) putative pollen 



Seq. No. 


21244 






Seq. ID 


OJ991107_45. 0203. Cll 


Gene No. 


44356 






Strand 


+ 


Start 


8060 






End 


9355 


Name 


OJ991107 45 


.0203. Cll. o4 


.gs 


Method 


GENSCAN 


Start 


8060 






End 


9355 


GI 


none 






Score 


.41 


Exons 


8060. .8500, 


8582. .8691, 


9178. 


.9355 




Seq. No. 


21244 






Seq. ID 


OJ991107_45. 0203. Cll 




44357 






Strand 




Start 


2270 






End 


2425 


Name 


OJ991107 45 


.0203. Cll. o2 


.gs 


Method 


GENSCAN 


Start 


2270 






End 


2425 


GI 


none 






Score 


.8 


Exons 


2270. .2290, 


2321. .2425 








Seq. No. 


21244 






Seq. ID 


OJ991107_45. 0203. Cll 


Gene No. 


44358 






Strand 




Start 


2944 






End 


7459 


Name 


OJ991107 45 


.0203. Cll. o3 


.gs 


Method 


GENSCAN 


Start 


2944 






End 


7459 


GI 


none 






Score 


.52 


Exons 


2944. .3059, 


4213. .4302, 


5829. 


.6126, 6939. .7002, 7096. .7152, 




7244. .7342, 


7428. .7459 








Seq. No. 


21244 






Seq. ID 


OJ991107_45. 0203. Cll 


Gene No.. 


44359 






Strand 




Start 


9944 






End 


11046 


Name 


OJ991107 45 


.0203. Cll. ol 


.tm 


Method 


TBLASTX: Maize 


Start 


176 






End 


1556 


GI 


none 






Score 


103 


Exons 


176. .259, 192. .266, 366 


. .482, 


448. .501, 


568. .612, 582. .680, 




585. .767, 587. .685, 652 


..711, 


1044. .1103, 1045. .1074, 




1103. .1159, 


1104. .1157, 


1246. 


.1509, 1265. .1513, 1370. .1552, 




1371. .1556 










Seq. No. 


21244 






Seq. ID 


OJ991107_45. 0203. Cll 



21563 




Gene No. 


44359 








Strand 




Start 


9944 








End 


11046 


Name 


OJ991107 45. 


0203. 


Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


369 








End 


1516 


GI 


none 








Score 


53 


Exons 


369. .413, 396.. 470, 448 


. .483, 


585. .767 


, 590. .685, 1044. .118 




1234. .1398, 


1265. 


.1405, 


1403. 


.1516, 1408. .1497 


Seq. No. 


21244 








Seq. ID 


OJ991107_45.0203.C11 


Gene No. 


44359 








Strand 




Start 


9944 








End 


11046 


Name 


OJ991107 45. 


0203. 


Cll.o2 


. tc 


Method 


TBLASTX: Cress 


Start ■ 


1044 








End 


1389 


GI 


none 








Score 


67 


Exons 


1044 . . 1112, 


1122. 


.1181, 


1273. 


.1389, 1274. .1387 


Seq. No. 


21244 








Seq. ID 


OJ991107_45.0203.C11 


Gene No . 


44359 








Strand 




Start 


9944 








End 


. 11046 


Name 


OJ991107 45. 


0203. 


Cll.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1339 








End 


1521 


GI 


none 








Score 


294 


Exons 


1339. .1518, 


1340. 


.1519, 


1441. 


.1521 




Seq. No. 


..>> 21244 








Seq. ID 


OJ991107_45.0203.C11 


Gene No. 


44359 . 








Strand 




Start 


9944 








End 


11046 


Name 


OJ991107 45. 


0203. 


Cll.o2 


.tm 


Method 


TBLASTX: Maize 


Start 


6657 








End 


7348 


GI 


none 








Score 


101 


Exons 


6657. .6866, 


6662. 


.6868, 


6689. 


.6868, 6942. .7001, 6943.-6987, 




7095. .7154, 


7096. 


.7155, 


7241. 


.7348, 7241. .7333, 7249. .7347 


Seq. No. 


21244 








Seq. ID' 


OJ991107_45.0203.C11 


Gene No. 


44359 








Strand 




Start 


9944 








End 


11046 


Name 


OJ991107 45. 


0203. 


Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start ' 


6761 








End 


7341 


GI 


none 








Score 


69 


Exons 


6761. .6868, 


6762. 


.6866, 


6942. 


.7013, 6943. .7014, 6945. .7016, 




7095. .7151, 


7096. 


.7152, 


7244. 


.7333, 7244. .7330, 7249. .7341 


Seq. No. 


21244 








Seq. ID 


OJ991107_45.0203.C11 


Gene No. 


44359 








Strand 




Start 


9944 








End 


11046 


Name 


OJ991107 45. 


0203. 


Cll.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


6764 








End 


7341 


GI 


none 








Score 


92 


Exons 


6764. .6868, 


6765. 


.6866, 


6778. 


.6867, 6938. .6997, 6942. .7004, 




6942. .7013, 


7095. 


.7151, 


7244. 


.7336, 7249. .7341 


Seq. No. 


21244- 








Seq'. ID 


OJ991107_45.0203.C11 


Gene No. 


44359 








Strand 




Start 


9944 








End 


11046 


Name 


OJ991107 45. 


0203. 


Cll.oS 


. gs 


Method 


GENS CAN 


Start 


9944 








End 


11046 


GI 


none 








Score 


.63 



21564 



Exons 9944.. 10072, 10897.. 11046 

Seq. No. .21245 Seq. ID 

Gene No. 4 4360 Strand 

Start 146 End 

Name OJ991107_45 . 0203 . C12 . ol .gs Method 

Start 14 6 End 

GI none Score 

Exons 146.. 283, 1417.. 2487 

Seq. No. 21245 Seq. ID 

Gene No. 44361 Strand 

Start 3358 End 

Name OJ991107_45 . 0203 . C12 . o2 . gs Method 

Start 3358 End 

GI none Score 

Exons 3358.. 3366, 4995.. 5186 

Seq. No. 21246 Seq. ID 

Gene No. 44362 Strand 

Start - 56 End 

Name OJ991107_4 5.0203. C13 . ol . gs Method 

Start 56 End 

GI none Score 
Exons 



OJ991107__45.0203.C12 
+ 

2487 
GENSCAN 
2487 
.94 



OJ991107_4 5. 0203.C12 

5186 
GENSCAN 
5186. 
.67 



OJ991107_45.0203.C13 
+ 

9133 
GENSCAN 
8985 
.77 

56. .176, 638. .668, 1617. .1772, 1870. .1919, 2943. .2998, 
3038. .3148, 4392. .4482, 4866. .4951, 4965. .5279, 5375. .5510, 
6285. .6418, 6844. .6949, 7804. .7889, 8281. .8469, 8596. .8787, 
8872. .8985 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21246 
44362 
56 

OJ991107_45.0203.C13.ol.np 

4938 

3080427 



Seq. ID OJ991107_45.0203.C13 

Strand + 

End 9133 

Method AAT/NAP 

End 9133 

Score 1465 



4938. .5279, 5375. .5510, 6285. .6418, 6844. .6949, 7804. .7889, 
8281. .8469, 8596. .8641, 8669. .8787, 8872. .8985, 9044. .9133 



GI Descrip.. (AL022604) putative protein [Arabidopsis thaliana] 



Seq. No. 21246 Seq. ID 

Gene No. 44362 Strand 

Start 56 End 

Name OJ991107_4 5 . 0203 . C13 . ol . tm Method 

Start 4 953 End 

GI none Score 
Exons 



OJ991107_45.0203.C13 
+ 

9133 

TBLASTX: Maize 

6418 

124 



4953. .5048, 4964. .5047, 5046. .5276, 5129. .5281, 
5374. .5514, 5375. .5515, 6278. .6418, 6284. .6418 



5183. .5281, 



Seq. No. 21246 

Gene No. 4 4 362 

Start 56 

Name OJ991107_45 . 0203 . C13 . ol . tc 

Start 5052 

GI none 

Exons 5052.. 5219, 5147.. 5203, 5211. 
5375.. 5515, 6278.. 6334 



Seq. ID. OJ991107_45.0203.C13 

Strand + 

End 9133 

Method TBLASTX: Cress 

End 6334 

Score 178 

.5276, 5216. .5281, 5374. .5547, 



21565 




Seq. No. 


21246 








Seq. ID OJ991107 45.0203.C13 


Gene No . 


44362 








Strand 


+ 


Start 


56 








End 


9133 


Name 


OJ991107 45 


.0203. 


C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


5085 








End 


5494 


GI 


none 








Score 


112 


Exons 


5085. .5201, 


5226. 


.5276, 


5374. 


.5493, 


5375. .5494 


Seq. No. 


21246 








Seq. ID OJ991107 45.0203.C13 


Gene No. 


44362 








Strand 


+ 


Start 


56 








End 


9133 


Name 


OJ991107 45 


.0203. 


C13.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


5091 








End 


5515 


GI 


none 








Score 


231 


Exons 


5091. .5276, 


5127. 


.5276, 


5153. 


.5281,' 


5192. .5278, 5374. .5514, 




5375. .5515 












Seq. No. 


21246 








Seq. ID OJ991107 45.0203.C13 


Gene No. 


44362 








Strand 


+ 


Start 


56 








End 


9133 


Name 


OJ991107 45 


.0203. 


C13.ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


6311 








End 


9132 


GI 


none * 








Score 


141 


Exons 


6311. .6418, 


6832. 


.6951, 


6841 . 


.6951, 


6846. .6953, 7800. .7889, 




7802. .7882, 


7820. 


.7891, 


8247. 


.8471, 


8275. .8472, 8595. .8627, 




8596. .8628, 


8688. 


.8786, 


8688. 


.8786, 


8689. .8793, 8871. .8972, 




8874. .8969, 


8875. 


.8991, 


8878. 


.8985, 


9076.. 9132, 9078.. 9131 


Seq. No. 


21246 






- 


Seq. ID OJ991107 45.0203.C13 


Gene No. 


44362 








Strand 


+ 


Start 


56 








End 


9133 


Name 


OJ991107 45 


.0203. 


C13.o2 


. tc 


Method 


TBLASTX: Cress 


Start 


6338 








End 


9132 


GI 


none 








Score 


117 


Exons 


6338. .6427) 


6832. 


.6951, 


6841. 


.6930, 


6846. .6953, 7800. .7889, 




7802. .7888, 


8275. 


.8472, 


8280. 


.8453, 


8689. .8778, 8694. .8777, 




8871. .8984, 


8878. 


.8985, 


9075. 


.9122, 


9076. .9132 


iv '•■ 
Seq. No'. *"■■. 


21246 








Seq. ID OJ991107 45.0203.C13 


Gene No. 


44362 








Strand 


+ 


Start 


56 








End 


9133 


Name 


OJ991107 45 


.0203. 


C13.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


6393 








End 


8403 


GI 


none 








Score 


177 


Exons 


6393. .6428, 


6811. 


.6951, 


6846. 


.6953, - 


7800. .7889, 7802. .7891, 




7802. .7888, 


8275. 


.8403, 


8280. 


.8402 




Seq. No. 


21246 








Seq. ID OJ991107 45.0203.C13 


Gene No. 


44362 








Strand 


+ 


Start 


56 








End 


9133 


Name 


OJ991107 45 


.0203. 


C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


6832 








End 


9132 


GI 


none 








Score 


203 


Exons 


6832. .6951, 


6842. 


.6955, 


7800. 


.7886, 


7802.. 7885, 7817.. 7891, 




7818. .7886, 


8275. 


.8481, 


8280. 


.8477, 


8593. .8628, 8593. .8640, 




8603. .8632, 


8685. 


.8780, 


8688. 


.8789, 


8689. .8793, 8870. .8980, 




8871. .8981, 


8871. 


.8984, 


8878. 


.8985, 


9075.. 9092, 9090.. 9131, 



21566 



9091. .9132 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21246 
44362 
56 

OJ991107_45.0203.C13.ol.gp 
7846 

LIB34 34-037-P1-K1-F11 



Seq. ID 
Strand 
End 

Method 
End 
Score 

7846. .7889, 8281. .8469, 8596. .8787, 8872. .8944 
, 3080427/emb|CAA18746.1| 6.0e-63 (AL022604) putative protein 
[Arabidopsis thaliana] 1 



OJ991107_45.0203.C13 
+ 

9133 
AAT/GAP 
8944 
914 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21247 Seq. ID 

44363 Strand 
933 End 
OJ991107_45.0203.C14.ol.gp Method 
933 End 
974_1.R1084 Score 
933.. 1299, 1402.. 1513, 1670. .2112 

•2109457 ' 1.0e-158 (AF001501) chitinase [Oryza sativa] ' 



OJ991107_45.0203.C14 
+ 

2308 
AAT/GAP 
2112 
1486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21247 Seq. ID 

44363 Strand 
933 End 
OJ991107_45.0203.C14 ,o2.np Method 
947 End 
2109457 Score 

947.. 1299, 1402.. 1513, 1670,. 2044 

(AF001501) chitinase [Oryza "sativa] 



OJ991107_45.0203.C1' 
+ 

2308 
-AAT/NAP 
2044 
1190 



21247 
44363 
933 

OJ991107_45.0203.C14.ol.gs 

1027 

none 



Seq. ID OJ991107_45.0203.C14 

Strand + 

End 2308 

Method GENSCAN 

End 2047 

Score .68 



1027. .1299, 1402. .1513, 1670. .1751, 1763. .2047 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21247 Seq. ID 

44363 Strand 

933 End 

OJ991107_45 . 0203 . C14 . o2 . gp Method 

1160 * End 

974 1.R1084 Score 



OJ991107_45.0203.C14 
+ 

2308 
AAT/GAP 
2308 
1548 



1160. .1299, 1402. .1513, 1670. .2308 

'2109457 1.0e-158 (AF001501) chitinase [Oryza sativa] 1 



21247 Seq. ID 

44364 Strand 

306 End 

OJ991107_45 . 0203 . C14 . ol . np Method 

306 End 

4680492 Score 
306.. 546, 2259.. 2307 

(AF119222) putative reverse transcriptase [Oryza sativa] 



OJ991107_45.0203.C14 

2307 
AAT/NAP 
2307 
140 



Seq. No. 



21247 



Seq. ID OJ991107 45.0203.C14 



21567 




Gene No. 


44364 








Strand 






Start 


306 








End 


2307 




Name 


OJ991107 45. 


0203 


.C14 .ol 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


1098 








End 


2041 




GI 


none 








Score 


157 




Exons 


1098. .1286, 


1109 


. .1300, 


1110. 


.1301, 1277.. 1300, 


1394. .1513, 




1395. .1514, 


1400 


. .1519, 


1663. 


.1809, 1664.. 1810, 


1665. .1793, 




1796. .1906, 


1811 


. .2041, 


1911. 


.1946, 1942.. 2040 




Seq. No. 


21247 








Seq. ID 


OJ991107 


_45.0203.C14 


Gene No. 


44364 








Strand 






Start 


306 








End 


2307 




Name 


OJ991107 45. 


0203 


.C14.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1173 








End 


2044 




GI 


none 








Score 


167 




Exons 


1173. .1301, 


1277 


. .1300, 


1394. 


.1468, 1395.. 1472, 


1481. .1507, 




1482. .1511, 


1674 


. .1793, 


1691. 


.1807, 1811. .1927, 


1949. .2044 


Seq. No. 


21247 








Seq. ID 


OJ991107 


_45.0203.C14 


Ge»np No 


44364 








Strand 






Start 


306 








End 


2307 




Name 


OJ991107 45. 


0203 


.C14.o2 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1173 








End 


1511 




GI 


none 








Score 


162 




Exons 


1173. .1301, 


1394 


. .1459, 


1395. 


.1460, 14 


82. .1511 




Seq. No. 


21247 








Seq. ID 


OJ991107 


_45.0203.C14 


Gene No. 


44364 








Strand 






Start 


306 








End 


2307 




Name 


OJ991107 45. 


0203 


.C14.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


1667 








End 


2035 




GI 


none 








Score 


171 




Exons 


1667. .1807, 


1668 


. .1793, 


1811. 


.1927, 1813. .1872, 


1937. .2035, 




1948. .2019 














Seq. No. 


21248 








Seq. ID 


OJ991107 


_45.0203.C15 




44365 








Strand 


+ 




Start 


45 








End 


522 




Name 


OJ991107 45. 


0203 


.C15.ol 


• gp 


Method 


AAT/GAP 




Start 


45 








End 


522 




GI 


none 








Score 


917 




Exons 


45. .522 














Seq. No. 


21248 








Seq. ID 


OJ991107 


_45.0203.C15 


Honp No 


44366 








Strand 


+ 




Start 


8614 








End 


8961 




Name 


OJ991107 45. 


0203 


.C15.o2 


.gs 


Method 


GEN SCAN 




Start 


8614 








End 


^8961 




GI 


none 








Score 


.91 




Exons 


8614. .8961 














Seq. No. 


21248 








Seq. ID 


OJ991107 


_45.0203.C15 


Gene No:. 


4*4367 








Strand 


+ 




Start 


9639 








End 


15862 




Name 


OJ991107 45. 


0203 


.C15.o2 


. np 


Method 


AAT/NAP 




Start 


9639 








End 


14998 




GI 


6691197 








Score 


887 





21568 



Exons 9639.. 9685, 11584 .. 11622, 11899. . 11990, 12130 .. 12323, 

12993. .13093, 14421 .. 1454 6, 14821.. 14998 
GI Descrip. (AC007534) F7F22.5 [Arabidopsis thaliana] 



Seq. No. 


21248 


Seq. ID 


OJ991107 


_45.0203. 


C15 


bene no . 


A A 7£*7 
ft ft JO / 


Strand 


+ 






otart 


y d 


End 


15862 






Name 


ujyyuu/ 4 o . u^uo . lid . 04 . gs 


Method 


GENSCAN 






Of -i v- 4- 

otart 


I 1 OA Q 

I I J4 O 


End 


15862 








none 


Score 


.7 






Exons 


1 1 T/IQ 1 1 11QQ/1 1 1 QQn 

iijfio. .iid<i*i, iioy4. .iiyyu, 


12130. .12262, 13012 


. . i JUyJ, 






14421. .14546, 14821 .. 14942, 


15295. .15334, 15527 


. .15601, 






15691. .15862 










beq. no. 


Z 1 Z4 o 


Seq. ID 


OJ991107 


40 . U^Uo . 


p t a 

Clo 


Gene No . 


44000 


Strand 


+ 






otart 


lb / ^j 


End 


19206 






Name 


vjjyyiiu/ 4 o . u^Uo . cio . oo . gs 


Method 


GENSCAN 






Start 


1 C*7 9 "3 
1 D / £ J 


End 


19206 








none 


Score 


.95 






Exons 


16723. .17389, 184 95 .. 18615, 


18708. . 18 


895, 19178 


. .19206 




beq. no. 


1<£4 O 


Seq. ID 


OJ991107 


_45.0203. 


P T C 

Clo 


Gene No . 


vl /I "3 CO 
44Jbo 


Strand 


+ 






Start 


1 b 1 £.6 


End 


19206 






Name 


ujyyuu/ 4 o . uzuo . lid . oj . np 


Method 


AAT/NAP 






buart 


i b / z. y 


End 


18781 






p t 




Score 


401 






Exons 


lo /zy . . i / Jo y , io4 yo . . looyy , 


18665. . 18 


781 






GI Descrip. 


v>\buuzjo4; unKnown protein 


[Arabidopsis thaliana] 




Seq. No. 


21248 


Seq. ID 


OJ991107 


_45.0203. 


C15 


bene no ■ 


4 4 O DO 


Strand 


+ 






btart 


1 b / z J 


End 


19206 






Name 


p. tq Qiim /i c n 9 m pic; ~>a r*r-\ 
ujyyiiu/ 4 o . uzUj . bio . 04 . gp 


Method 


AAT/GAP 






btar t 


1 "7 1 1 9 
1 / 1 1Z 


End 


18882 






C T 


119 91 1 D1HQ/1 

11ZZ1 1.K1Uo4 


Score 


1081 






Exons 


i / 1 lz . . i / jo y , lo 4 yo . . lo bi d , 


18708. .18: 


882 






GI Descrip. 


zooobbu z . ue- z / (AbUUZoo4j 


No definition line 


found 






[Arabidopsis thaliana] 1 










Seq. No. 


21248 


Seq. ID 


OJ991107 


_45.0203. 


C15 


Gene No . 


44369 


Strand 


+ 






O +- — i -w- 4- 

otart 


19739 


End 


20200 






Name 


OJ991107 45.0203.C15.o5.gp 


Method 


AAT/GAP 






btart 


19739 


End 


20200 






p T 

bl 


39068 1.R1084 


Score 


912 






pyrin c 


19739.. 20200 










GI Descrip. 


'2435522 3.0e-16 (AF024504) 


contains similarity 


to other 




AMP-binding enzymes [Arabidopsis thaliana] ' 






Seq. No. 


2124 8 


Seq. ID 


OJ991107_ 


_45.0203. 


C15 


Gene No. 


44370 


Strand 


+ 






Start 


30558 


End 


30994 






Name 


OJ991107 45.0203.C15.o9.gp 


Method 


AAT/GAP 






Start 


30558 


End 


30994 






GI 


uC-osflcyp08 6dllal 


Score 


874 







21569 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



30558. .30994 

, 4926866/gb|AAD32946.1|AC007509_l 8.0e-14 (AC007509) putative 
amp-binding protein [Arabidopsis thaliana] 1 



21248 
44371 
303 

OJ991107_45.0203.C15.ol.gs 

303 

none 

303.. 776, 1269.. 1555, 1658, 
3554. .3642 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_45.0203.C15 

3642 
GENSCAN 
3642 
.61 



1941, 2994.. 3142, 3276.. 3330, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21248 
44371 
303 

OJ991107_45.0203.C15.ol.np 
309 

2264373 



Seq. ID OJ991107_45.0203.C15 
Strand 

End 3642 
Method AAT/NAP 
End 1814 
Score 574 
309. .644, 683.-776, 1290. .1555, 1658. .1814 

(AC002354) NAM (no apical, meristem) -like protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21248 
44371 
303 

OJ991107_45.0203.C15.o2.gp 
1424 

LIB3432-002-P1-K1-B6 
1424.. 1555, 1658.. 1968 

1 2264373 4.0e-40 (AC002354) putative NAM/no apical meristem 
protein [Arabidopsis thaliana] 1 



Seq. ID OJ991107_45.0203.C15. 
Strand 

End 3642 

Method AAT/GAP 

End 1968 

Score 846 



21248 Seq. ID 

44372 Strand 

9624 End 
OJ991107_4 5 . 0203 . C15 . o3 . gs Method 

9624 End 

none Score 
9624.. 9728, 9878. .10072 



OJ991107_4 5.0203.C15 

10072 
GENSCAN 
10072 
.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ991107_45.0203.C15 
Strand 

11049 
AAT/GAP 
11049 
551 



21248 
44373 
10719 

OJ991107_45.0203.C15.o3.gp 
10719 

LIB3433-056-P1-K1-H8 
10719. .11049 

'5257279/dbj IBAA81778.il 0.0e+00 (AP000364) Similar to 
Transposon MAGGY gag and pol gene homologues. (L35053) [Oryza 
sativa] ' 



End 

Method 

End 

Score 



21248 Seq. ID 

44374 Strand 

19976 • End 

OJ991107_45 . 0203 . C15 . 06 . gs Method 

19976 End 



OJ991107_45.0203.C15 

22750 - 
GENSCAN 
21719 



21570 




GI 


none 




Score 


.86 


Exons 


19976. .21463, 21522. 


.21719 






Seq. No. 


21248 




Seq. ID 


OJ991107_45. 0203.C15 


Gene No. 


44374 




Strand 




Start 


19976 




End 


22750 


Name 


OJ991107_45.0203.C15 


. o4 . np 


Method 


AAT/NAP 


Start 


20003 




End 


22750 


GI 


6598797 




Score 


1712 


Exons 


20003. .21430, 21522. 


.21804, 


22690. .22750 


GI Descrip. 


(AF024504) putative 


acyl-CoA synthetase [Arabidopsis thaliana] 


Seq. No. 


21248 




Seq. ID 


OJ991107_45.0203.C15 


Gene No. 


44374 




Strand 




Start 


19976 




End 


22750 


Name 


OJ991107 45.0203.C15 


. o 6 . gp 


Method 


AAT/GAP 


Start 


21330 




End 


21865 


GI 


uC-osflcypl71e01bl 




Score 


870 


Exons 


21330. .21430, 21522. 


.21865 






GI Descrip. 


M926866/gb IAAD3294 6 


.1IAC007509 1 l.Oe 


-27 (AC007509) putative 




amp-binding protein 


[Arabidopsis thaliana] 1 


Seq. No. 


21248 




Seq. ID 


OJ991107_45.0203.C15 


Gene No. 


44375 




Strand 




Start 


23902 




End 


28788 . 


Name 


OJ991107 45.0203.C15 


,o7 .gs 


Method 


GENSCAN 


Start 


23902 




End 


26356 


GI 


none 




Score 


.54 


Exons 


23902. .24564, 24594 . 


.25358, 


25518. .25593, 26211.. 26356 


Seq. No. 


21248 




Seq. ID 


OJ991107_45.0203.C15 


Gene No. 


44375 




Strand 




Start 


23902 




End 


28788 


Name 


OJ991107 45.0203.C15 


. o5 .np 


Method 


AAT/NAP 


Start 


23929 




End 


28677 


GI 


6598797 




Score 


1630 


Exons 


23929. .25358, 28327. 


.28677 






GI Descrip. 


(AF024504) putative 


acyl-CoA synthetase [Arabidopsis thaliana] 


Seq. No. 


21248 




Seq. ID 


OJ991107_45. 0203. CIS 


Gene No. 


44375 




Strand 




Start 


23902 




End 


28788 


Name 


OJ991107 45.0203.C15 


. o7 . gp 


Method 


AAT/GAP 


Start 


25085 




End 


25609 


GI 


2801015 




Score 


948 


Exons 


25085. .25609 








GI Descrip. 


4 926866/gb|AAD3294 6. 


1IAC007509 1 8.0e- 


14 (AC007509) putative 




amp-binding protein 


[ Arabidopsis thaliana] 


Seq. No. 


21248 




Seq. ID 


OJ991107_45.0203.C15 


Gene No. 


44375 




Strand 




Start 


23902 




End 


28788 


Name 


OJ991107 45.0203.C15 


.o6.np 


Method 


AAT/NAP 


Start 


25875 




End 


26353 


GI 


6227012 




Score 


90 


Exons 


25875. .25905, 26199. 


.26353 







GI Descrip. (AC009513) Similar to gb|X94625 amp-binding protein from 



Brassica napus and is a member of the PF 100501 AMP-binding 
enzymes. [Arabidopsis thaliana] 



Seq. No. 


21248 




Seq. ID 


OJ991107 


Gene No. 


44375 




Strand 


- 


Start 


23902 




End 


28788 


Name 


OJ991107 45.0203.C15 


. 08 .gs 


Method 


GENSCAN 


Start 


27242 




End 


28530 


GI 


none 




Score 


.59 


Exons 


27242. .27286, 28327. 


.28530 






Seq. No. 


21248 




Seq. ID 


OJ991107 


Gene No. 


44375 




Strand 




Start 


23902 




End 


28788 


Name 


OJ991107 45.0203.C15 


. 08 . gp 


Method 


AAT/GAP 


Start 


28545 




End 


28788 


GI 


none 




Score 


428 


Exons 


28545. .28788 











21248 






Seq. ID 


OJ991107_45.0203.C15 


Gene No. 


44376 






Strand 




Start 


29992 






End 


37478 


Name 


OJ991107 45.0203 


.C15.o2. 


ts 


Method 


TBLASTX : Soybean 


Start . 


688 






End 


1817 


GI 


none 






Score 


85 


Exons 


688. .774, 690. .776, 1305 


..1556, 1318.. 


1557, 1633. .1815, 




1656. .1817 










Seq. No. 


21248 






Seq. ID 


OJ991107_45.0203.C15 


Gene No. 


44376 - 






Strand 




Start 


29992 






End 


37478 


Name 


OJ991107 45.0203 


.C15.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


720 






End 


1769 


GI 


none 






Score 


116 


Exons 


720.. 773, 1221.. 


1505, 1248.. 


1418, 1318 


..1497, 1506. .1544, 




1507.. 1542, 1659 


. .1769, 


1660 


. .1728 • 




Seq. No. 


21248 






Seq. ID 


OJ991107_45.0203.C15 


Gene No. 


44376 






Strand 




Start 


29992 






End 


37478 


Name 


OJ991107 45.0203 


.CIS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1311 






End 


1544 


GI 


none 






Score 


78 


Exons 


1311.. 1541, 1318 


. .1395, 


1320 


..1403, 1432.. 1542, 1518.. 1544 


Seq. No. 


21248 






Seq. ID 


OJ991107_45.0203.C15 


Gene No. 


44376 






Strand 




Start 


29992 






End 


37478 


Name 


OJ991107 45.0203 


,C15.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1371 






End 


1806 


GI 


none 






Score 


222 


Exons 


1371.. 1556, 1375 


. .1557, 


1656 


..1799, 1657... 1806 


Seq. No. 


21248 






Seq. ID 


OJ991107_45.0203.C15 


Gene No. 


4.4376 






Strand 




Start 


29992 






End 


37478 


Name 


OJ991107 45.0203 


.C15.o7. 


ts 


Method 


TBLASTX: Soybean 



21572 



Start 8716 End 8973 

GI none Score 86 

Exons 8716.. 8859, 8829.. 8888, 8836.. 8973, 8871.. 8972 



Seq. No. 


21248 








Seq. ID 


OJ991107_45.0203 


.C15 


Gene No. 


44376 








Strand 






Start 


29992 








End 


37478 




Name 


OJ991107 45. 0203. CIS 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


11901 








End 


12311 




GI 


none 








Score 


72 




Exons 


11901. 


.12017, 


11902. 


.11988, 


11903. .12019, 11909. .12004, 






12127. 


.12306, 


12129. 


.12311 








Seq. No. 


21248 








Seq. ID 


OJ991107_45.0203 


.C15 


Gene No . 


44376 








Strand 






Start 


29992 








End 


37478 




Name 


OJ991107 45.0203.C15 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


12813 








End 


14944 




GI 


none 








Score 


69 




Exons 


12813. 


. 12848, 


12815. 


.12874, 


13006. .13092, 13008. .13091, 






13008. 


.13112, 


14246. 


.14329, 


14246. .14332, 14247 .. 14333, 






14391. 


.14546, 


14419. 


.14547, 


14421. .14546, 14 422 .. 14 547 , 






14820. 


.14867, 


14820. 


.14876, 


14822. .14869, 14 836. .14 943, 






14861. 


.14944 












Seq. No. 


21248 








Seq. ID 


OJ991107_45.0203 


.C15 


Gene No. 


44376 








Strand 






Start 


29992 








End 


37478 




Name 


OJ991107 45.0203.C15 


,o4 . tc 


Method 


TBLASTX: Cress 




Start 


13008 








End 


14929 




GI 


none 








Score 


142 




Exons 


13008. 


.13091, 


13008. 


.13097, 


13009. .13092, 14239. .14328, 






14246. 


.14332, 


14247. 


.14333, 


14280. .14336, 14411 .. 14524 , 






14421. 


.14546, 


14421. 


.14546, 


14422. .14547, 14819 .. 14 926, 






14820. 


.14927, 


14820. 


. 14927, 


14821. .14928, 14822.. 14929 




Seq. No. 


21248 








Seq. ID 


OJ991107_45.0203 


.CIS 


Gene No. 


44376 








Strand 






Start 


29992 








End 


37478 




Name 


OJ991107 45.0203.C15 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


15507 








End 


15781 




GI 


none 








Score 


147 




Exons 


15507. 


.15602, 


15507. 


. 15602, 


15526. .15606, 15691. .15780, 






15691. 


.15777, 


15692. 


.15781 








Seq. No. 


• ' 21248 








Seq. ID 


OJ991107_45.0203 


.CIS 


Gene No. 


44376 








Strand 






Start 


29992 








End 


37478 




Name 


OJ991107 45.0203.C15 


. 06. ts 


Method 


TBLASTX : Soybean 




Start 


15522 








End 


15796 




GI 


none 








Score 


128 




Exons 


15522. 


.15602, 


15527. 


.15568, 


15691. .15795, 15692.. 15796 




Seq. No. 


21248 








Seq. ID 


OJ991107_45.0 : 2'0.3 


. CIS 


Gene No. 


44376 








Strand 






Start 


29992 








End 


37478 




Name 


OJ991107_45.0203.C15 


. o3 . ts 


Method 


TBLASTX : Soybean 





21573 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



16813 
none 



End 
Score 



18607 
415 



16813. .17385, 16869 .. 17381, 18539.. 18607 



21248 Seq. ID 

44376 ' Strand 

29992 End 

OJ991 107_45 . 0203 . C15 . o5 . tc Method 

16831 End 

none Score 



OJ991107_45.0203.C15 
37478 

TBLASTX: Cress 

17397 

51 



16831. .16884, 16891 .. 17271, 16902 17048, 17115 .. 17228 , 
17302. .17397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21248 
44376 
29992 

OJ991107_45.0203.C15.o9.tm 

16833 

none 



Seq. ID OJ991107_45.0203.C15 
Strand 
End 

Method 
End 
Score 



37478 

TBLASTX: Maize 

17031 

107 



16833. .16919, 16834 .. 16920, 16911 .. 17018 , 16912.. 17031 



21248 
44376 
29992 

OJ991107_4 5.0203.C15.o8.tm 

17164 

none 

17164. .17346, 
17192. .17350, 
18494. .18544, 
18709. .18825, 



17176. .17346, 
17316. .17387, 
18513. .18599, 
18709. .18801, 



Seq. ID 

Strand 

End . 

Method 

End 

Score 
17187. .17348, 
17338. .17388, 



OJ991107 45.0203.C15 



37478 

TBLASTX: Maize 
18825 
187 

17192. .17-350, 
18493. . 18537, 



18530. .18619,. 
18710. .18823 



18539. .18619, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21248 
44376 
29992 

OJ991107_45.0203.C15.o5.ts • 
19961 
none 



37478 

TBLASTX: Soybean 
24114 
162 

19961. .20188, 19977. .20186, 23893 .. 24 114 , 23903.. 24112 



Seq. ID OJ991107_45.0203.C15 
Strand 
End 

Method 
End 
Score 



21248 
44376 
29992 

OJ991107_45.0203.C15.ol.tc 
19976 



OJ991107 45.0203.C15 



none 
19976 
20570 
24154 
24631. .25011 



Seq. ID 
Strand 
End 

_ Method 
■ ■ End 

Score 

20239, 19977. .20204, 20228 .. 21088 , 20256 .. 20528 , 
20611, 20673. .21089, 23902 .. 24 165 , 23903 .. 24 130, 
24585, 24175. .24441, 24191 .. 24580, 24585 .. 25004 , 



37478 

TBLASTX: Cress 

25011 

164 



Seq. No. 21248 Seq. ID. 

Gene No. 4 4376 Strand 

Start 29992 End 

Name OJ991107_45 . 0203 . C15 . o3 . tm Method 

Start 20009 End 

GI none Score 



OJ991107_45.0203.C15 
37478 

TBLASTX: Maize 

24468 

90 



21574 




Exons 


20009 . 


. 201DO, 


20010 . 


. 2015b, 


1 A 1 c o 

20153 . . 


20383, 20154 


O A "3 O A 

. . 2U3o4 , 




O A 1 C O 

20258 . 


o r\ o o <r 

. 20386, 


O A O O £~ 

20396 . 


one "5 0 

. 20533, 


20397. . 


20522, 23920 


. .24081, 




23936 . 


. 24067 , 


24079 . 


. 24180, 


24104. . 


24319, 24238 


. . 24318 , 




24316. 


.24468, 


24334. 


. 244 bo 










Seq. No. 


21248 








Seq. 


ID 


OJ991107 


AC AOA1 

45 . 0203 


Gene No. 


44376 








Strand 






Start 


29992 








End 




37478 




Name 


OJ991107 45.0203.C15 


. ol . ts 


Method 


TBLASTX : , 


Soybean 


btart 


20240 








End 




28521 




GI 


none 








Score 


234 




Exons 


20240. 


.21154, 


20262. 


.20552, 


20625. . 


21122, 21269 


. .21430, 




21276. 


.21431, 


21534. 


.21719, 


21537. . 


21719, 21613 


. .21723, 




24166. 


.24585, 


24179. 


.24430, 


24476. . 


24577, 24594 


. .25358, 




24628. 


.25041, 


25204 . 


.25359, 


26222. . 


2634 


7, 28417 


. .28521 





Seq. No. 


21248 








Seq. ID 


OJ991107 


_45 . 0203 


.C15 




Gene No. 


44376 








Strand 










Start 


29992 








End 


37478 








Name 


OJ991107 45.0203.C15 


. o2 . tw 


Method 


TBLASTX : 


Wheat 






Start 


20528 








End 


24674 








GI 


none 








Score 


83 








Exons 


20528. 


.20752, 


20573. 


.20674, 


24454. .24585, 24476 


. .24583, 




:::F 




24594. 


.24674 














:3 

■ rk 


Seq. No. 


21248 








Seq. ID 


OJ991107 


AC a A A* "5 

_45 . 0203 


. C15 


5 


Gene No. 


44376 








Strand 








:rl 


Start 


29992 








End 


37478 








Name 


OJ991107 45.0203.C15 


. ol . tm 


Method 


TBLASTX: 


Maize 




y 


Start 


20609 








End 


28503 








GI 


none 








Score 


94 








Exons 


20609. 


.20752, 


20616. 


.20789, 


20759. .21154, 20766 


. .21101, 








21264. 


.21431, 


21266. 


.21430, 


21516. .21701, 24535 


. .24585, 








24594. 


.24674, 


24684. 


. 25097, 


24709. .25098, 25140 


. . 25358, 








25204. 


.25359, 


26222. 


.26329, 


28420. .28503 






J 


Seq. No. 


21248 








Seq. ID 


OJ991107 


_45.0203 


.C15 




Gene No. 


44376 








Strand 










Start 


29992 








' End 


37478 








Name 


OJ991107 45.0203.C15 


. o3. tw 


Method 


TBLASTX: 


Wheat 






Start 


20901 








End 


24996 








GI 


none 








Score 


124 








Exons 


20901. 


.21071, 


20906. 


.21070, 


24825. .24995, 24829 


. .24996, 








24922. 


.24996 
















Seq. No. 


21248 








Seq. ID 


OJ991107 


_45.0203 


.C15 




Gene No. 


44376 








Strand 










Start 


29992 








End 


37478 








Name 


OJ991107 45.0203.C15 


.06. tc 


Method 


TBLASTX:' 


Cress 






Start 


21266 








End 


26335 








GI 


none 








Score 


87 








Exons 


21266. 


.21430, 


21330. 


.21431, 


21516. .21698, 25125 


. .25358, 








25129. 


.25359, 


26228. 


.26335 












Seq. No. 


21248 








Seq. ID 


OJ991107 


_45.0203 


.C15 




Gene No. 


44376 








Strand 










Start 


29992 








End 


37478' 







21575 



Name 

Start 

GI 

Exons 



OJ991107_45.0203.C15.o9.gs Method 



29992 
none 



End 
Score 



GENSCAN 

37443 

.57 



29992. .30000, 30929 31064 , 32374 .. 32540, 33264.-334 64, 
33664. .33861, 34 630 34872, 35671 .. 35824 , 36873 .. 37040, 
37421. .37443 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21248 
44376 
29992 

OJ991107_45.0203.C15.o7. 

30039 

none 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_45.0203.C15 
37478 

TBLASTX: Maize 

30191 

213 



30039. .30191, 30043. .30189, 30044.. 30190 



21248 
44376 
29992 

OJ991107_45.0203.C15.o7.np 

30241 

4406384 

30241. .30291, 31401 314 62, 
32763. .32857, 33149. . 33173, 
33664. .33861, 34630.. 34780 



Seq. ID 
Strand 
End 

Method 

End 

Score 
31562. .31635, 
33264. .33359, 



OJ991107 45.0203.C15 



37478 
AAT/NAP 
34780 
802 

32374. 
33480. 



32540, 
33539, 



GI Descrip. (AF112303) serine acetyltransferase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21248 
44376 
29992 

OJ991107_45.0203.C15.o3.tc 

31401 

none 

31401. .31463, 31563. .31640, 
32365. .32445, 32382 .. 32567, 
32801. .32866, 33141 .. 33176, 
33262. .33360, 33480 33545, 
33664..33864, 33664.-33864, 



Seq. ID OJ991107_45.0203.C15 
Strand 

37478 

TBLASTX: Cress 
34689 
67 

31563. .31637, 32364 .. 3254 6, 
32764. .32820, 32766 .. 32879, 
33150. .33176, 33261 .. 33365, 
33496. .33540, 33662.-338 62, 
34630. .34689 



End 

Method 

End 

Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21248 
44376 
29992 

OJ991107_4 5.0203.C15.oll.gp 
32508 

28456_1.R1084 

32508. .32540, 32763 .. 32857 , 
33480. .33539, 33664 .. 33861, 



OJ991107 45.0203.C15 



Seq. ID _ 
Strand 

End 37478 
Method AAT/GAP 
End 35034 
Score 1688 
33149. .33173, 33264 .. 33359, 
34630. .35034 

, 4926867/gb|AAD32947.1|AC007509_2 9.0e-72. (AC007509) serine 
acetyltransferase (GB: AF112303) [Arabidopsis thaliana] ' 



21248 
44376 
29992 

OJ991107_45.0203.C15.o4 .ts 

32787 

none 



Seq. ID OJ991107_45.0203.C15 
Strand 

End 37478 

Method TBLASTX: Soybean 

End 33864 

Score 7 6 



32787.-32858, 32788.-32859, 33150 .. 33173, 33261 .. 33362 , 
33261. .33365, 334 80 .. 33527, 33629 .. 33862 , 33643 .. 33864 , 



21576 



33664.-33864 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21248 
44376 
29992 

OJ991107_45 . 0203 . CIS . 08 . np 

36683 

2992160 

36683. .36773, 36873 .. 37069, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_45.0203.C15 

37478 
AAT/NAP 
37478 
384 



37106. .37478 



(AB012392) MuDR-like element [Oryza sativa] 



21249 
44377 
1 

OJ991107_45.0203.C16.ol.np 
1 

2498930 
1..416, 584. .647 

DORSAL- VENTRAL PATTERNING PROTEIN SOG (SHORT GASTRULATION 
PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. ID OJ991107_45.0203.C16 
Strand 

End 647 

Method AAT/NAP 

End 647 

Score 758 



21250 
44378 
12485 

OJ991107_31.0204.Cl.o3.np 

12485 

6730082 

12485. .12550, 13597 .. 13852 , 
14487. .14744, 14898 .. 14979, 



OJ991107_31.0204.C1 
+ 



Seq. ID 
Strand 

End 15223 
Method AAT/NAP 
End 15223 
Score 1253 
13999. .14142, 14260 .. 14409, 
15143.. 15223 

Chain A, A 30 Angstrom U-Shaped Catalytic Tunnel In The Crystal 
Structure Of Polyamine Oxidase gi | 6730083 Ipdb | 1B37 | B Chain B, A 
30 Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure 
Of Polyamine Oxidase gi | 6730084 | pdb | 1B37 | C Chain C, A 30 
Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure Of 
Polyamine Oxidase 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 



21250 Seq. ID OJ991107_31 . 0204 . CI 

44378 Strand + 

12485 ' End 15223 

OJ991107_31 . 0204 . CI . o4 . np Method AAT/NAP 

12638 End . 15223 

6730082 Score 1253 

12638. .12664, 13597 .. 13852 , 13999 .. 14142, 14260 .. 14 409, 

14487. .14744, 14898 .. 14979, 15143.. 15223 

Chain A, A 30 Angstrom U-Shaped Catalytic Tunnel In The Crystal 
Structure Of Polyamine Oxidase gi | 6730083 | pdb | 1B37 | B Chain B, A 
30 Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure 
Of Polyamine Oxidase gi | 6730084 | pdb | 1B37 | C Chain C, A 30 
Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure Of 
Polyamine Oxidase 



21250 Seq. ID 

44378 Strand 

12485 End 

OJ991107_31.0204.Cl.o2.gs Method 

13628 End 

none Score 



OJ991107_31.0204.C1 
+ 

15223 
GENS CAN 
14774 
.79 



21577 



Exons 


13628. .13852, 14223. 


. 14774 










Seq. No. 


21250 




Seq. ID 


OJ991107_ 


_31.0204 


.CI 


Gene No. 


44379 




Strand 


+ 






Start 


19478 




End 


22093 






Name 


OJ991107 31. 0204. CI. 


o5 . np 


Method 


AAT/NAP 






Start 


19478 




End 


22093 






GI 


5777623 




Score 


289 






Exons 


19478. .19588, 19620. 


.19810, 


■20101. .2035.8, 22068 


. .22093 




GI Descrip. 


(AJ245900) CAA303711 


.1 protein [Oryza 


sativa] 






Seq. No. 


21250 




Seq. ID 


OJ991107_ 


_31.0204 


.CI 


Gene No. 


44380 




Strand 


+ 






Start 


27468 




End 


35545 






Name 


OJ991107 31. 0204. CI. 


o7 .np 


Method 


AAT/NAP 






Start 


27468 




- End 


35545 






GI 


6225822 




Score 


1827 






Exons 


27468. .27603, 30419. 


.30672, 


33330. .33475, 34037 


. .34292, 






34390. .34533, 34651. 


.34800, 


34878. .35135, 35245 


. .35326, 





GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



35469.. 35545 

POLYAMINE OXIDASE PRECURSOR gi | 3043529 | emb | CAA05249 | (AJ002204) 
polyamine oxidase [Zea mays] 



21250 
44380 
27468 

OJ991107_31.0204.Cl.ol0.np 

33315 

6730082 

33315. .33475, 34037 
34878. .35135, 35245 



31. 0204. CI 



.34292, 
.35326, 



OJ991107_ 

35545 
AAT/NAP 
35545 
1443 

34651. .34800, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
34390. .34533, 
35469. .35545 

Chain A, A 30 Angstrom U-Shaped Catalytic Tunnel In The Crystal 
Structure Of Polyamine Oxidase gi | 6730083 | pdb | 1B37 | B Chain B, A 
30 Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure 
Of Polyamine Oxidase gi | 6730084 | pdb | 1B37 | C Chain C, A 30 
Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure Of 
Polyamine Oxidase 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21250 Seq. ID 

44380 Strand 
27468 End 
OJ991107_31.0204.Cl.o9.np Method 
33316 End 
6730082 Score 

33316. .33475, 34037 .. 3.4292, 34390 

34878. .35135, 35245 .. 3534 4 , 35427 



OJ991107 
+ 

35545 
AAT/NAP 
35445 
1350 
34533, 34651. 
35445 



31;0204.C1 



.34800, 



Chain A, A 30 Angstrom U-Shaped Catalytic Tunnel In The Crystal 
Structure Of Polyamine Oxidase gi | 6730083 | pdb | 1B37 | B Chain B, A 
30 Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure 
Of Polyamine Oxidase gi | 6730084 | pdb | 1B37 | C Chain C, A 30 
Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure Of 
Polyamine Oxidase 



Seq. No. 
Gene No. 
Start 
Name 



21250 
44381 
1 

OJ991107_31.0204 .Cl.ol.np 



Seq. ID OJ991107_31.0204.C1 
Strand 

End 2492 

Method AAT/NAP 



21578 




Start 


1 


End 


2492- 






GI 


6598399 


Score 


887 






Exons 


1. .30, 710. .2492 










GI Descrip. 


(AC003952) putative non-LTR 


retroelement reverse transcripi 




[Arabidopsis thaliana] 










Seq. No. 


21250 


Seq. ID 


OJ991107_ 


31.0204 


.CI 


Gene No. 


44382 


Strand 








Start 


16385 


End 


24660 






Name 


OJ991107 31.0204 .CI. o3.gs 


Method 


GEN SCAN 






Start 


16385 


End 


24660 






GI 


none 


Score 


.64 






Exons 


16385. .16450, 16627. .16735, 


17378. .17439, 19139. 


. 19281, 






19737. .19875, 20078. .20171, 


20218. .20486, 20492. 


.20803, 






21081. .21309, 217 90. .2184 6, 


21948. .22554, 22914. 


. 22969, 






24194.. 24447, 24532. .24 660 










Seq. No. 


21250 


Seq. ID 


OJ991107_ 


31 . 0204 


.CI 


Gene No. 


44382 ' " 


Strand 








Start 


16385 


End 


24660 






Name 


OJ991107 31.0204.Cl.o6.np 


Method 


AAT/NAP 






Start 


19445 


End 


20629 






GI 


6907088 


Score 


578 






Exons 


, 19445. .19827, 20078 .. 20315, 


20492. .20629 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


21250 


Seq. ID 


OJ991107_ 


31 . 0204 


.CI 


Gene No. 


44383 


Strand 








Start 


32046 


End 


34786 






Name 


OJ991107 31.0204.Cl.o8.np 


Method 


AAT/NAP 






Start 


32046 


End 


34786 






GI 


6498436 


Score 


69 






Exons 


32046. .32150, 32685 32939, 


34765. .34786 






GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


21250 


Seq. ID 


OJ991107_ 


31. 0204 


.CI 


Gene No. 


44384 


Strand 








Start 


36152 


End 


36958 






Name 


OJ991107 31.0204.Cl.o5.gs 


Method 


GENSCAN 






Start 


36152 


End 


36958 






GI 


none 


Score 


.8 






Exons 


36152. .36347, 36753.. 36958 










Seq. No. 


21250 


Seq. ID 


OJ991107_ 


31.0204 


.CI 


Gene No. 


44385 


Strand 








Start 


38102 


End 


38436 






Name 


OJ991107 31.0204.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


5 


End 


224 






GI 


none 


Score 


119 






Exons 


5. .169, 78. .224 










Seq. No. 


21250 


Seq. ID 


OJ991107_ 


31.0204 


.CI 


Gene No. 


44385 


Strand 








Start 


38102 


End 


38436 






Name 


OJ991107 31.0204.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


1247 


End 


2234 






GI 


none 


Score 


91 
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Exons 


1247. .1276, 


1298. 


.1522, 


1770. 


.2087, 2070.. 2234 


Seq. No. 


21250 








Seq. ID 


OJ991107_31.0204.C1 




44385 








Strand 




Start 


38102 








FnH 


J O *i J \J 


Name 


OJ991107 31. 


.0204. 


Cl.o2. 


tw 


Mpt hod 




Start 


1262 








End 


1637 


GI 


none 








Score 


122 


Exons 


1262. .1522, 


1281. 


.1520, 


1524. 


. 1637 




Seq. No. 


21250 








Seq. ID 


OJ991107_31 . 0204 .CI 




44385 








Strand 




Start 


38102 








End 


38436 


Name 


OJ991107 31, 


,0204. 


Cl.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1795 








End 


2190 


GI 


none 








Score 


143 


Exons 


1795. .1983, 


1797. 


.1976, 


1969. 


.2190, 1971.. 2189 


Seq. No. 


21250 








Seq. ID 


OJ991107_31.0204.C1 


Gene No. 


44385 








Strand 




Start 


38102 








End 


38436 


Name 


OJ991107 31. 


.0204. 


Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


6930 








End 


35563 


GI 


none 








Score 


395 


Exons 


6930. .7184, 


6932. 


.7183, 


6942. 


.7187, 6943. .7212, 6944. .7189, 




8710. .8907, 


8729. 


.8869, 


8751. 


.8870, 13600. .13809, 13601. .13 



13754. .13813, 13755 13814 , 13804 138 60, 13808 138 61, 

13817. .13861, 13992. .14141, 13996 14 142, 13996 .. 14 142 , 

14260. .14409, 142 64 .. 14410, 14265 14 423, 14277 .. 14 423, 

14478. .14744, 14486 .. 14743, 14660 .. 14749, 14 894 .. 14 983, 

14895. .14984, 14896 .. 14991, 14 901 .. 14 999, 14902 14991, 

27554. .27607, 304 15 .. 30669, 30417 .. 30668, 30421 .. 30672, 

30423. .30674, 33315 .. 33473, 33320 .. 33472, 33350 33475, 

34040. .34249, 34041 .. 34250, 34241 .. 34297, 34 383 .. 34532 , 

34387. .34533, 34387 .. 34533, 34651 .. 34800, 34 655 .. 34801 , 

34656. .34814, 34 668 .. 34814 , 34869 .. 35135, 34 875 .. 35054 , 

34877. .35134, 34 969 .. 35139, 35066 .. 3514 6, 35241 .. 35330, 

35242. .35343, 35248 .. 35334 , 35459 .. 35563, 354 61 .. 35559, 
35462.. 35560 



Seq. No. 21250 

Gene No. 44385 

Start 38102 

Name OJ991107_31 . 0204 . CI . o2 . ts 

Start 6930 

GI none 

Exons 6930.. 7112, 6932.. 7105, 6933. 



OJ991107_31.0204.C1 
38436 

TBLASTX : Soybean 

30602 

187 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7106, 6934.. 7113, 304 10 .. 30592, 



30415. .30597, 304 17 .. 30590, 304 18 .. 30591, 30468.. 30602 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21250 
44385 
38102 

OJ991107_31.0204.Cl.ol.ts 

14080 

none 



Seq. ID OJ991107 31. 0204. CI 



Strand 
End 

Method 

End 

Score 



38436 

TBLASTX : Soybean 

35328 

69 



14080. .14142, 14085. . 14141, 14263 .. 144 09, 14265 .. 14408, 
14484. .14618, 14492 .. 14617, 14628 .. 147 11, 14895 . . 14 98 1 , 
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14897. .14980, 34471 .. 34533, 3447 6.-34532, 34 654 .. 34800, 
34656. .34799, 34875 .. 35009, 34883 .. 35008, 35019 .. 35102, 
35147. .35182, 35242 .. 35328, 35244.. 35327 



Seq. No. 21250 Seq. ID 

Gene No. 44385 Strand 

Start 38102 End 

Name OJ991107_31 . 0204 . CI . ol . tc Method 

Start 14338 End 

GI none Score 

Exons 14338. .14409, 14484 .. 14 618, 14631. 

34729. .34800, 34875 .. 35009, 35022. 



OJ991107_31.0204.C1 
38436 

TBLASTX: Cress 

35280 

89 



,14711, 14895. 
,35102, 35242. 



,14933, 
,35280 



Seq. No. 


21250 






Seq. ID 


OJ991107_ 


31.0204 


.CI 


Gene No. 


44385 






Strand 








Start 


38102 






End 


38436 






Name 


OJ991107 31. 0204. CI. 


06 . gs 


Method 


GENSCAN 






Start 


38102 






End 


38436 






GI 


none 






Score 


.84 






Exons 


38102. 


.38277, 38334. 


.38436 










Seq. No. 


21251 






Seq. ID. 


OJ991107_ 


31.0204 


.C3 


Gene No. 


44386 






Strand 


+ 






Start 


10479 






End 


16385 






Name 


OJ991107 31. 0204. C3. 


o2 .gs 


Method 


GENSCAN 






Start 


10479 






End 


16385 






GI 


none 






Score 


.48 






Exons 


10479. 


.10601, 11012. 


.11122, 


11136. .11372, 12745. 


.12991, 






15447. 


.15496, 16170. 


.16385 











Seq. No. 21251 

Gene No. 44387 

Start 17279 

Name OJ991107_31 . 0204 . C3 . o3 . 

Start 17279 

GI hone 

Exons 17279. .17313, 17606.. 17 
19327.. 19590 

Seq. No. 21251 

Gene No. 44388 

Start 23204 

Name OJ991107_31 . 0204 . C3 . o4 . 

Start 23204 

GI none ' 

Exons 23204. .24324, 24939.. 25 



Seq. ID OJ991107_31.0204.C3 

Strand + 

End 19590 

gs Method GENSCAN 

End 19590 

Score . 61 
737, 17966. .18102, 184 18 .. 18581, 



Seq. ID OJ991107_31.0204.C3 

Strand + 

End 26958 

gs Method GENSCAN 

End 26958 

Score .91 
146, 26773.. 26958 



Seq. No. 21251 Seq. ID OJ991107_31 . 0204 . C3 

Gene No. 4 4 388 Strand + 

Start 23204 End 26958 

Name OJ991107_31 . 0204 .C3.o2 .np Method AAT/NAP 

Start ■ 23228 End 24325 

GI 6587859 Score' 471 

Exons 23228. .23576, 23628.. 24325 

GI Descrip. (AC012680) unknown protein [Arabidopsis thaliana] 



Seq. No. 



21251 



Seq. ID OJ991107_31.0204.C3 



21581 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44389 Strand 

4311 End 4542 

OJ991107_31.0204 .C3.ol.np Method AAT/NAP 

4311 End 4542 

6665553 Score 112 
4311. .4542 

(AC013289) hypothetical protein [Arabidopsis thaliana] 



21251 
44390 
16473 

OJ991107_31.0204.C3.ol.gp 

16473 

none 

16473.. 16572 



Seq. ID OJ991107_31.0204.C3 
Strand 

End 16572 

Method AAT/GAP 

End 16572 

Score 176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ991107_31.0204.C4 
Strand 

684 

AAT/GAP 
622 
593 



21252 
44391 
158 

OJ991107_31.0204.C4.ol.gp 
135 

57783_1.R1084 
135. .278, 3S5..487, 573. .622 

■3080443/emb| CAA18760.il 2.0e-21 (AL022605) putative protein 
[Arabidopsis thaliana] ' 



End 

Method 

End 

Score 



21252 
44391" 
158 

OJ991107_31.0204.C4.ol.tm 

152 

none 



Seq. ID OJ991107_31.0204.C4 

Strand 

End 684 

Method TBLASTX: Maize 

End 67 8 

Score 147 



152. .277, 153. .281, 334. .486, 352. .489, 354. .488, 542. .664, 
574. .678, 574. .678 



21252 
44391 
158 

OJ991107_31.0204.C4.ol.gs 

158 

none 

158. .278, 355. .487, 573. .684 



Seq. ID OJ991107_31.0204 .C4 

Strand 

End 684 

Method GENSCAN 

End 684 

Score .96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21252 

44391. 

158 

OJ991107_31.0204.C4.ol.ts 

222 

none 



Seq, ID OJ991107_31.0204 .C4 

Strand 

End 684 

Method TBLASTX : Soybean 

End 666 

Score 54 



222. .281, 226. .282, 227. .277, 351. .488, 352. .489, 354. .488, 
577.. 660, 577. .666 



Seq. No. 21253 

Gene No. 44392 

Start 325 

Name OJ991107_31 . 0204 .C5.ol.tm 

Start 292 



Seq. ID OJ991107_31.0204.C5 

Strand 

End 631 

Method TBLASTX : Mai ze 

End 631 



21582 



GI 


none 


Score 


52 


Exons 


292. .399, 302. .376, 400. .459, 


401. .460, 


466. .624, 472. .630 




485. . 631 - 






Seq. No. 


21253 


Seq. ID 


OJ991107_31.0204.C5 


Gene No. 


44392 


Strand 




Start 


325 


End 


631 


Name 


OJ991107 31.0204.C5.ol.np 


Method 


AAT/NAP 


Start 


325 


End 


631 


GI. 


4335720 


Score 


65 


Exons 


325. .631 






GI Descrip. 


(AC006248) putative non-LTR retroelement reverse transcript 




[Arabidopsis thaliana] 






Seq. No. 


21253 


Seq. ID 


OJ991107_31.0204.C5 


Gene No . 


44392 


Strand 


- 


Start 


325 


End 


631 


Name 


OJ991107 31.0204.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


349 


End 


631 


GI 


none 


Score 


115 


Exons 


349. .630, 379. .621, 419. .631 






Seq. No. 


21254 


Seq. ID 


"OJ991107_31.0204.C6 


Gene no b 


44393. 


Strand 


+ 


Start 


3060 


End 


3147 


Name 


OJ991107 31.0204.C6.ol.gs 


Method 


GENSCAN 


Start 


3060 


End 


3147 


GI 


none 


Score 


.42 


Exons 


3060. .3147 • 






Seq. No. 


21255 


Seq. ID 


OJ991107_31.0204.C7 


Gene No. 


44394 


Strand 


+ 


Start 


261 


End 


7211 


Name 


OJ991107 31.0204.C7.ol.gs 


Method 


GENSCAN 


Start 


261 


End 


7211 


GI 


none 


Score 


.51 


Exons 


261. .959, 2041. .2248, 4796. .4930, 6314. 


.6561, 6638. .6957, 




6968.. 7211 






Seq. No. 


21255 


Seq. ID 


OJ991107_31.0204.C7 


Gene No. 


44394 


Strand 


+ 


Start 


261 


End 


7211 


Name 


OJ991107 31.0204.C7.ol.np 


Method 


AAT/NAP 


Start 


627 


End 


968 


GI 


6691127 


Score 


145 


Exons 


627. .968 






GI Descrip. 


(AF214107) DnaJ-like protein 


[Arabidopsis thaliana] 


Seq. No. 


21255 


Seq. ID 


OJ991107_31.0204.C7 


Gene No. 


44394 


Strand 


+ 


Start 


261 


End 


7211 


Name 


OJ991107 31.0204.C7.o2.np 


Method 


AAT/NAP 


Start 


1947 


End 


2261 


GI 


6539588 


Score 


149 


Exons 


1947. .2261 






GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 
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Seq. No. 


21256 






Gene No. 


44395 






Start 


217 






Name 


OJ991107 31 


. 0204 


.C8.ol.gs 


Start 


217 






GI 


none 






Exons 


217. .1174, 


1461 . 


. 1678 


Seq. No. 


21256 






Gene No. 


44395 






Start 


217 






Name 


OJ991107 31 


.0204 


.C8.o2.np 


Start 


235 






GI 


3080448 






Exons 


235. .689, 883. .1234, 1467. .1 


GI Descrip. 


(AL022605) 


putative protein 


Seq. No. 


21256 






Gene No. 


44395 






Start 


217 






Name 


OJ991107_31 


. 0204 


. C8 . ol . tm 


Start 


1045 






GI 


none 






Exons 


1045. .1176, 


1045 


..1176, 1431 


Seq. No. 


21256 






Gene No. 


44395 






Start 


217 






Name 


OJ991107 31 


. 0204 


. C8 . ol . CTD 


Start 


1590 




GI 


2796448 






Exons 


1590. .1834 






Seq. No. 


21257 






Gene No. 


44396 






Start 


1912 






Name 


OJ991107 31 


.0204 


.C9.ol.gs 


Start 


1912 






GI 


none 






Exons 


1912. .2088 






Seq. No. 


21257 






Gene No. 


44397 






Start 


2976 






Name 


OJ991107 31 


.0204 


.C9.o2.gs 


Start 


2976 






GI 


none 






Exons 


2976. .3014, 


3760 


..4080, 4352 


Seq. No. 


21257 






Gene No. 


44397 






Start 


2976 






Name 


OJ991107 31 


.0204 


. C9.ol.gp 


Start 


4196 






GI 


none 






Exons 


4196. .5156 







Seq. ID OJ991107_31.0204.C8 

Strand + 

End 1834 

Method GENSCAN 

End 1678 

Score .95 



Seq. ID OJ991107_31.0204.C8 

Strand + 

End 1834 

Method AAT/NAP 

End 1693 

Score 340 



Seq. ID OJ991107_31.0204.C8 

Strand + 

End 1834 

Method TBLASTX: Maize 

End 1693 

Score 125 



Seq. ID OJ991107_31.0204.C8 

Strand + 

End 1834 

Method AAT/GAP 

End 1834 

Score 440 



Seq. ID OJ991107_31.0204.C9 

Strand + 

End 2088 

Method GENSCAN 

End 2088 

Score . 6 



Seq. ID OJ991107_31.0204 .C9 

Strand + 

End .6230 

Method GENSCAN 

End 5718 

Score .8 



Seq. ID OJ991107_31.0204.C9 

Strand + 

End 6230 

Method AAT/GAP 

End 5156 

Score 1863 



21584 




Seq. No. 


' 21257 


Seq. ID 


OJ991107 


_31.0204 


,C9 


Gene No. 


44397 


Strand 


+ 






Start 


2976 


End 


6230 






Name 


OJ991107 31.0204.C9.ol.np 


Method 


AAT/NAP 






Start 


5038 


End 


5709 






GI 


2281633 


Score 


402 






Exons 


5038. .5709 










GI Descrip. 


(AF003097) AP2 domain containing protein RAP2.4 


[Arabidops 




thaliana] 










Seq. No. 


21257 


Seq. ID 


OJ991107 


_31.0204 


.C9 


Gene No . 


44397 


Strand 


+ 






Start 


2976 


End 


6230 






Name 


OJ991107 31.0204.C9.o2.gp 


Method 


AAT/GAP 






Start 


. 5328 


End 


6230 






GI 


none 


Score 


1754 






Exons 


5328.. 6230 










Seq. No. 


21257 


Seq. ID 


OJ991107 


_31.0204 


.C9 


Gene No . 


44398 




-j- 






Start 


13252 


End 


14172 






Name 


OJ991107 31.0204 .C9.o5.gs 


Method 


GENSCAN 






Start 


13252 


End 


14172 






GI 


none 


Score 


.77 






Exons 


13252. .13305, 14149.. 14172 










Seq. No. 


21257 


Seq. ID 


OJ991107 


_31.0204 


.C9 


Gene No . 


44399 


Strand 


+ 






Start 


16214 


End 


17025 






Name 


OJ991107 31.0204.C9.o6.gs 


Method 


GENSCAN 






Start 


16214 


End 


17025 






GI 


none 


Score 


.89 






Exons 


16214. .16471, 16522. .17025 










Seq. No. 


21257 


Seq. ID 


OJ991107 


_31.0204 


.C9 


Gene No. 


44400 


Strand 


+ 






Start 


22266 


End 


26316 






Name 


OJ991107 31.0204.C9.o3.np 


Method 


AAT/NAP 






Start 


22266 


End 


26316 






GI 


4680183 


Score 


140 






Exons 


22266. .22300, 26197.. 26316 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


21257 


Seq. ID 


OJ991107 


_31.0204 


.C9 


Gene No. 


. 44401 


Strand 








Start 


7982 


End 


8357 






Name 


OJ991107 31.0204.C9.o3.gs 


Method 


GENSCAN 






Start 


7982 


End 


8357 






GI 


"none 


Score 


.89 






Exons 


7982. .8113, 8193. .8357 










Seq. No. 


21257 


Seq. ID 


OJ991107_ 


_31.0204 


.C9 


Gene No. 


44402 


Strand 








Start 


10268 


End 


11008 






Name 


OJ991107 31.0204.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


5008 


End 


5415 






GI 


none 


Score 


48 







21585 



Exons 



5008. .5055, 5083. .5109, 5085. .5108, 5155. .5343, 5166. .5240, 
5212.. 5262, 5349.. 5408, 5362.. 5415 



Seq. No. 


21257 


Gene No. 


44402 


Start 


10268 


Name 


OJ991107_31 . 


Start 


5011 


GI 


none 


Exons 


5011. .5109, 


Seq. No. 


21257 


Gene No. 


44402 


Start 


10268 


Name 


OJ991107_31 . 


Start 


5151 


GI 


none 


Exons 


5151. .5240, 


Seq. No. 


21257 


Gene No. 


44402 


Start 


10268 


Name 


OJ991107_31 . 


Start 


5605 


GI 


none 


Exons 


5605. .5709, 




5928. .6011, 


Seq. No. 


21257 


Gene No. 


44402 


Start 


10268 


Name 


OJ991107_31. 


Start 


10268 


GI 


none 


Exons 


10268. .10455 


Seq. No. 


21258 


Gene No. 


44403 


Start 


11448 


Name 


OJ991107 31. 


Start 


11448 


GI 


none 


Exons 


11448. .11504 


Seq. No. 


21258 


Gene No. 


44404 


Start 


1 


Name 


OJ991107 31. 


Start 


1 


GI 


3319345 


Exons 


1..1073, 118 


GI Descrip. 


(AF077407) c< 




(GB:M76978) 


Seq. No. 


21258 


Gene No. 


44404 


Start 


1 



Seq. ID OJ991107_31.0204.C9 
Strand 

End 11008 

>4.C9.ol.ts Method TBLASTX : Soybean 

End 5703 

Score 39 

5011. .5109, 5148. .5240, 5152. .5346, 5365. .5415, 5656. .5703 

Seq. ID OJ991107_31.0204.C9 
Strand 

End 11008 

!4.C9.ol.tc Method TBLASTX: Cress 

End 5415 

Score 240 



Seq.-TD OJ991107_31 . 0204 . C9 
Strand 

End 11008 

Method TBLASTX : Mai ze 

End 6030 

Score 183 



Seq. ID OJ991107_31.0204.C9 
Strand 

End 11008 

Method GENSCAN 

End 11008 

Score .53 



Seq. ID OJ99T107_31. 0204. C10 

Strand + 

End 11504 

Method GENSCAN 

End 11504 ' 

Score .72 



Seq. ID OJ991107_31. 0204. C10 
Strand 

End 3788 

Method AAT/NAP 

End 3788 

Score 658 



Seq.- ID OJ991107_31. 0204. C10 
Strand 

End 3788 



21586 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991107_31. 0204 .CIO. ol.gs Method GENSCAN 
225 End 3239 

none Score .78 

225.. 360, 783. .1073, 1186. .2729, 3194.. 3239 



21258- 
44405 
5231 

OJ991107_31. 0204. C10. o2.gs 
5231 
none 

5231.. 5315, 5404.. 5627 

21258 
44406 
5808 

OJ991107_31. 0204 .C10. ol.ts 
696 
none 

696. .1034, 741. .926, 901. .1035 

21258 
44406 
5808 

OJ991107_31. 0204. C10. o3.gs 
5808 
none 

5808. .5978, 6628. .6738 



Seq. ID OJ991107_31. 0204. C10 
Strand 

End 5627 

Method GENSCAN 

End 5627 

Score .54 



Seq. ID OJ991107_31. 0204. C10 
Strand 

End 6738 

Method TBLASTX : Soybean 

End 1035 

Score 4 4 



Seq. ID OJ991107_31. 0204. C10 
Strand 

End 6738 

Method GENSCAN 

End 6738 

Score .63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21259 
44407 
1 

OJ991107_31.0204.Cll.ol.gp 
1 

3768066 
1..44, 144. .284, 366. .436 

2944180 2.0e-17 (AF007779) trehalose-6-phosphate phosphatase 
[Arabidopsis thaliana] 



Seq. ID OJ991107_31.0204.C11 

Strand + 

End 4124 

Method AAT/GAP 

End 436 

Score 398 



21259 
44407 
1 

OJ991107_31.0204.Cll.ol.np 
1 

6587856 * 



Seq. ID ■ OJ991107_31.0204.C11 

Strand + 

End 4124 

Method AAT/NAP 

End 1525 

Score 752 



1..54, 154. .276, 358.-698, 781. .928, 1008. .1078, 1293. .1385, 
1469. .1525 

(AC012680) trehalose-6-phosphate phosphatase (AtTPPB) 
[Arabidopsis thaliana] 



21259 
44407 
1 

OJ991107_31.0204 .Cll.ol.tw 
2 

none 



Seq. ID OJ991107_31.0204.C11 

Strand + 

End 4124 

Method TBLASTX : Wheat 

End 476 

Score 76 



2. .43, 3. .71, 3. .44, 143. .283, 144. .287, 342. .431, 365. .436, 
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366.-437, 420. .473, 434. .475, 435. .476 



Seq. No., 21259 

Gene No.' 44407 

Start 1 

Name OJ991107_31 . 0204 . CH". ol . tc 

Start 21 

GI none 
Exons 



Seq. ID OJ991107_31.0204.C11 

Strand + 

End 4124 

Method TBLASTX : Cress 

End 1394 

Score 36 



21. .68, 147. .278, 152. .277, 351. .497, 363. .533, 386. .505, 
543. .698, 551. .697, 780. .950, 784. .930, 956. .1081, 1006. .1080, 
1332. .1394 



Seq. No. 21259 

Gene No. 44407 . 

Start 1 

Name OJ991107_31 . 0204 . Cll . ol . gs 

Start 42 

GI none 
Exons 



Seq. ID OJ991107_31. 0204 .Cll 

Strand + 

End 4124 

Method GEN SCAN 

End 4124 

Score .83 



42. .284, 366. .698, 781. .928, 1008. .1078, 1190. .1237, 1293. .1385, 
1996. .2070, 4059.. 4124 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21259 
44407 
1 

OJ991107_31. 0204. Cll. ol.tm 

116 

none 



Seq. ID OJ991107_31. 0204 .Cll 

Strand + 

End 4124 

Method TBLASTX : Mai ze 

End 1093 

Score 181 



116. .274, 147. .281, 342. .497, 363. .533, 365. .505, 546. .698, 
551.. 694, 778.. 930, 789.. 929, 847.. 936, 864;. 932, 973.. 1080, 
974. .1093 



Seq. No. 21259 

Gene No. 44407 

Start 1 

Name OJ991107_31 . 0204 . Cll . ol . ts 

Start 150 

GI none 
Exons 



Seq. ID OJ991107_31. 0204. Cll 

Strand + 

End. 4124 

Method TBLASTX : Soybean 

End 837 

Score 165 



150. .278, 152. .277, 363. .506, 389. .505, 540. .698, 542. .715, 
778. .837 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21259 
44407 
1 

OJ991107_31 . 0204 . Cll . o2 ; tw 

778 

none 



Seq. ID OJ991107_31. 0204. Cll 

Strand + 

End 4124 

Method TBLASTX : Wheat 

End 1501 

Score 203 



778. .930, 780. .929, 956. .1081, 1003. .1080, 1322. .1390, 
1331. .1390, 1332. .1394, 1433. .1501 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21260 
44408 
980 

OJ991107_31.0204.C13.ol.gs 

980 

none 



Seq. ID OJ991107_31.0204.C13 
Strand 

End 3456 

Method GEN SCAN 

End 2633 

Score .79 



980. .1568, 1744. .1967, 2628. .2633 
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Seq. No. 


21260 


Seq. ID 


OJ991107_31.0204.C13 


Gene No. 


44408 


Strand 




Start 


980 


End 


3456 


Name 


OJ991107_31.0204.C13.ol.np 


Method 


AAT/NAP 


Start 


992 


End 


3456 


GI 


3080448 


Score 


396 . 


Exons 


992. .1568, 1744. .1985, 3437. 


.3456 




GI Descrip. 


(AL022605) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21261 


Seq. ID 


OJ991107 31 .0204 .CI 4 


Gene No. 


44409 


Strand 


+ ~ 


Start 


491 


End 


1074 


Name 


OJ991107 31.0204.C14.ol.gs 


Method 


GENSCAN 


Start 


491 


End 


1020 


GI 


none 


Score 


.83 


Exons 


491. .550, 718. .1020 






Seq. No. 


21261 


Seq. ID 


OJ991107_31.0204 .C14 


Gene No. 


44409 


Strand 


+ 


Start 


491 


End 


1074 


Name 


OJ991107 31.0204.C14.ol.np 


Method 


AAT/NAP 


Start 


491 


End 


1074 


GI 


2498930 


Score 


614 


Exons 


491. .550, 718. .1074 






GI Descrip. 


DORSAL-VENTRAL PATTERNING PROTEIN SOG 


(SHORT GASTRULATION 



PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogast'er ] 



Seq. No. 


21262 




Seq. ID 


OJ991107_31.0204.C15 


Gene No. 


44410 




Strand 


+ 


Start 


1 




End 


1779 


Name 


OJ991107 31.0204.C15.ol. 


np 


Method 


AAT/NAP 


Start 


1 




End 


1779 


GI 


3980411 




Score 


64 


Exons 


1. . 94, 1083. .1561, .1711. 


.1779 






GI Descrip. 


(AC004561) putative proline-rich protein [Arabidopsis thaliana] 


Seq. No. 


21262 




Seq. ID 


OJ991107_31.0204 .C15 


Gene No. 


44410" 




Strand 


+ 


Start 


1 




End 


1779 


Name 


OJ991107 31.0204.C15.ol. 


gp 


Method 


AAT/GAP 


Start 


476 




End 


706 


GI 


57783 1.R1084 




Score 


398 


Exons 


476. .706 








GI Descrip. 


1 30804 43/emb ICAA18760.il 


2.0e- 


-21 (AL022605) putative protein 




[Arabidopsis thaliana] ' " 








Seq. No. 


21262 




Seq. ID 


OJ991107_31.0204.C15 


Gene No. 


44410 




Strand 


+ 


Start 


1 




End 


1779 


Name 


OJ991107 31.0204.C15.ol. 


gs 


Method 


GENSCAN 


Start 


752 




End 


1681 


GI 


none 




Score 


.48 


Exons 


752. .930, 1083. .1681 








Seq. No. 


21263 




Seq. ID 


OJ991107_31.0204 .C18 


Gene No.* 


44411 




Strand 




Start 


1 




End 


725 
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Name OJ991107_31 . 0204 .C18 . ol . np Method AAT/NAP 

Start 1 End 725 

GI 6730082 Score 523 

Exons 1..101, 179.. 328, 446.. 589, 686.-725 

GI Descrip. Chain A, A 30 Angstrom U-Shaped Catalytic Tunnel In The Crystal 
Structure Of Polyamine Oxidase gi | 6730083 | pdb | 1B37 | B Chain B, A 
30 Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure 
Of Polyamine Oxidase gi | 6730084 | pdb | 1B37 | C Chain C, A 30 
Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure Of 
Polyamine Oxidase 



Seq. No. 


21263 


Seq. ID 


OJ991107 


_31.0204.C18 


Gene No. 


44411 


Strand 






Start 


1 


End 


725 




Name 


OJ991107, 31 . 0204 . C18 . ol . tm 


Method 


TBLASTX: 


Maize 


Start 


1 


End 


592 




GI 


none 


Score 


142 




Exons 


1..102, 1..105, 3. .110, 165. .323, 165., 


.311, 178 


. . 324 , 179 . . 325, 




179. .328, 449. .592, 452. .592 








Seq. No. 


21263 


Seq. ID 


OJ991107 


_31 . 0204 .C18 


Gene No. 


A A A 1 1 


Strand 






Start 


1 


End 


725 




Name 


OJ991107 31.0204.C18.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


6 


End 


508 




GI 


none 


Score 


62 




Exons 


6. .104, 16. .96, 179. .325, 180. 


.323, 449. .508 




beq. no. 


21263 


Seq. ID 


OJ991107 


jl . UzU4 . Clo 


Gene No. 


44411 


Strand 






Start 


1 


End 


725 




Name 


OJ991107 31.0204.C18.ol.gs 


Method 


GENSCAN 




Start 


179 


End 


595 




GI 


none 


Score 


.93 




Exons 


179. .328, 500. .595 








Seq. No. 


21264 


Seq. ID 


OJ991107 


_30.0204.C1 


Gene No. 


44412 


Strand 


+ 




Start 


4 


End 


23036 




Name 


OJ991107 30.0204.Cl.ol.gs 


Method 


GENSCAN 




Start 


4 


End 


22816 




GI 


none 


Score 


.8 




Exons 


4. .81, 2421. .2538, 2619. .2709, 


2801. .28 


J55, 2964 


. .3095/ 




3286.. 3365, 3536.-3638, 4388.. 


4478, 4561. .4656, 


4786. .4864, 




5979. .6084, 7877.-7954, 8836.. 


8925, 9081.. 9146, 


10705. .10794, 



10998. 
14073. 
15896. 
18094. 
20468. 
22048. 
22600. 



.11119, 
.14097, 
.16005, 
.18266, 
.20581, 
.22133, 
.22816 



11258. .11387, 
14271. .14416, 
16314. .16442, 
18566. .18626, 
20683. .20757, 
22229. .22322, 



11458. .11537, 11963. .12098, 

14790. .14890, 15566 .. 15723, 

16524. .16598, 17251 .. 17382, 

18705. . 18801, 19810. .19901, 

21414. .21506, 21678. .21749, 

22391. .22438, 224 64 .. 224 98 , 



Seq. No. 21264 Seq. ID 

Gene No. 44412 Strand 

Start 4 End 

Name OJ991107_30 . 0204 . CI . o2 . np Method 



OJ9?1107_30 . 0204 . CI 
+ 

23036 
AAT/NAP 



21590 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



1201 End 3115 

4415927 Score 234 

1201.. 1217, 2600.. 2709, 2801. .2855, 2964.. 3115 
(AC006282) unknown protein [Arabidopsis thaliana] 



21264 
44412 
4 

OJ991107_30.0204.Cl.ol.np 
2304 
5306245 
2304. .2916 

(AC006438) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ99110.7_30.0204.C1 

Strand + 

End 23036 

Method AAT/NAP 

End 2916 

Score 75 



21264 
44412 
4 

OJ991107_30.0204.Cl.ol.gp 
11467 

uC-osflcypl73b04bl 



Seq. ID OJ991ip.7_30.0204.Cl 
Strand + 
End 23036 
Method AAT/GAP 
End 14672 
Score 944 

11467. .11537, 11963. .12098, 12801 12882, 1427 1 .. 14 4 16, 
14592.. 14672 

, 4415926/gb|AAD20157| 7.0e-57 (AC006282) unknown protein 
[Arabidopsis thaliana] ' 



21264 Seq. ID 

44412 Strand 
4 End 
OJ991107_30 . 0204 . CI . o2 . gp Method 
22457 End 
none Score 
22457. .22498, 22577. .23036 

21264 Seq. ID 

44413 Strand 
26762 End 
OJ991107_30 . 0204 ,C1 . o3 . gp Method 
26762 End 
none Score 
26762. .27017 



OJ991107_30.0204.C1 
+ 

23036 
AAT/GAP 
23036 
951 



OJ991107_30.0204.C1 
+ 

27017 
AAT/GAP 
27017 
481 



Seq. No. 21264 Seq. ID OJ991107_30 . 0204 . CI 

Gene No. 44414 Strand + 

Start 35525 End 41491 

Name OJ991107_30. 0204 .Cl.o6.np Method AAT/NAP 

Start 35525 End 41486 

GI 6466937 Score 2362 

Exons 35525. .35548, 37099.. 41486 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 21264 Seq. ID 

Gene No. 4 4414 Strand 

Start 35525 End 

Name OJ991107_30 . 0204 . CI . o3 . gs Method 

Start 36528 End 

GI none Score 



OJ991107_30.0204.C1 

+ 

41491 
GENSCAN 
41491 
.7 
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Exons 



36528. .36638, 36815.. 41491 



Seq. No. 


21264 




Seq. ID 


OJ991107 


_30.0204 .CI 


Gene No . 


44414 




Strand 


+ 




Start 


35525 




End 


41491 




Name 


OJ991107 30. 0204. CI. 


o5 . rig- 


Method 


AAT/NAP 




Start 


37099 




End 


41486 




GI 


6466937 




Score 


2360 




Exons 


37099. .41486 










GI Descrip. 


(AC011621) putative 


retroelement pol polyprotei 


n [Arabidops 




thaliana] 










Seq. No. 


21264 




Seq. ID 


OJ991107 


_30.0204.C1 


Gene No. 


44415 




Strand 


+ 




Start 


43559 




End 


44933 




Name 


OJ991107 30. 0204. CI. 


08 . np 


Method 


AAT/NAP 




Start 


43559 




End 


44933 




GI 


6759430 




Score 


164 




Exons 


43559. .43604, 44664. 


.44933 








GI Descrip. 


(AL137189) - putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


21264 




Seq. ID 


OJ991107 


_30.0204.C1 


Gene No. 


44416 




Strand 


+ 




Start 


47844 




End 


49060 




Name 


OJ991107 30. 0204. CI. 


olO .np 


Method 


AAT/NAP 




Start 


47844 




End 


49060 




GI 


6721543 




Score 


106 




Exons 


47844. .47972, 48626. 


.48701, 


49020. .49060 




GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


21264 




Seq. ID 


OJ991107 


_30.0204.C1 


Gene No. 


44416 




Strand 


+ 




Start 


47844 




End 


49060 




Name 


OJ991107 30. 0204. CI. 


o5 .gp 


Method 


AAT/GAP 




Start 


47858 




End 


48264 




GI 


7406 1.R1084 




Score 


669 




Exons 


47858. .48264 










GI Descrip. 


, 1122315/emb |CAA63901| 7 . Oe- 


-10 (X94191) 


heat shock protein-.': 




[Pennisetum glaucum] '•' 








Seq. No. 


21264 




Seq. ID 


OJ991107 


_30.0204.C1 


Gene No. 


44417 




Strand 






Start 


23515 




End 


36518 




Name 


OJ991107 30. 0204. CI. 


o2 .gs 


Method 


GENSCAN 




Start 


23515 




End 


36318 




GI 


none 




Score 


.52 




Exons 


23515. .23670, 24867. 


.24933, 


27562. .27926, 28317 


. .29212, 




29218. .29428, 29937. 


.30047, 


30093. .30127, 30363 


. .30492, 




31249. .31431, 31781. 


.31887, 


31939. .32051, 32176 


..32670, 




33269. .36318 










Seq. No. 


21264 




Seq. ID 


OJ991107_ 


_30.0204.C1 


Gene No. 


44417 




Strand 






Start 


23515 




End 


36518 




Name 


OJ991107 30. 0204. CI. 


o3 . np 


Method 


AAT/NAP 




Start 


33469 




End 


36518 




GI 


6466937 




Score 


2176 
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Exons 33469.. 36518 

GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 21264 Seq. ID OJ991107_30 . 0204 . CI 

Gene No. 44417 Strand 

Start 23515 End 36518 

Name OJ991107_30. 0204 .CI . o4 .gp Method AAT/GAP 

Start 33875 End 34416 

GI uC-osflcypl75d04bl Score 1080 

Exons 33875. .34416 

GI Descrip. ' 5080762/gb | AAD39272 . 1 | AC007203_4 1.0e-36 (AC007203) Similar to 

retrotransposon polyprotein [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21264 
44418 
43740 

OJ991107_30.0204.Cl.o9.np 

43740 

6164591 



OJ991107 30. 0204. CI 



Seq. ID 
Strand 

End 47102 
Method AAT/NAP 
End 47102 
Score 4 65 
43740. .43773, 45324 .. 4584 1, 47071.. 47102 

(AF053973) UDP-glucose dehydrogenase [Populus tremula x Populus 
tremuloides] 



Seq. No. 21264 Seq. ID 

Gene No. 44 419 Strand 

Start 47774 End 

Name OJ991107_30 . 0204 . CI . o5 . gs Method 

Start 47774 End 

GI none Score 
Exons 



OJ991107_30 . 0204 . CI 

55066 
GENSCAN 
54537 
.49 



47774. .47936, 48519 48645, 48796 .. 48998 , 4 9003 .. 4 9050, 

49114. .49245, 49336 .. 4 9373, 4 9439 .. 4 9621, 49714 .. 49972, 

50049. .50347, 50441 .. 50851, 50936 .. 51272, 51378 .. 51528, 
51904. .54537 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI" Descrip. 



21264 Seq. ID OJ991107_30 . 0204 . CI 

44419 Strand 

47774 End 55066 

OJ991107_30.0204 .Cl.o6.gp Method AAT/GAP 

48207 End 48660 

LIB3431-045-P1-N1-A10 Score 876 

48207. .48660 

! 5441876/dbj | AP000367.il AP000367 0.0e+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



21264 
44419 
47774 

OJ991107_30 . 0204 . CI . ollvnp 

48764 

5441880 

48764. .48998, 4 9114 .. 49245, 
49714. .49972, 5004 9 50347 , 
52024. .52339, 52598 .. 52629, 



Seq. ID 

Strand 
End 

Method 

End 

Score 
49336. .49359, 
50936. .51272, 



OJ991107 30. 0204. CI 



55066 
AAT/NAP 
54079 
4716 

49396. 
51378. 



.49469, 
.51528, 



53074. .54079 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 
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Seq. No. 21264 Seq. ID 

Gene No. 44419 Strand 

Start 47774 End 

Name OJ991 107_30 . 0204 . CI . o7 . gp Method 

Start 49722 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 49722.-49972, 50049.. 50221 

GI Descrip. 1 54 41880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28 952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 1 



OJ991107_30.0204.C1 

55066 
AAT/GAP 
50221 
793 



Seq. No. 21264 Seq. ID OJ991107_30 . 0204 . CI 

Gene No. 44419 Strand 

Start 47774 - End 55066 

Name OJ991107_30 . 0204 . CI . 08 . gp Method AAT/GAP 

Start 53044 End 53475 

GI 5701669 Score 841 

Exons 53044.. 53475 

GI Descrip. .54 4 1880/dbj | BAA82378 . 1 1 5.0e-75 (AP000367) EST C28952 (C6294 5 )* 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44419 




Strand 






Start 


47774 




End 


55066 




Name 


OJ991107 30. 0204. CI 


.ol2.np 


Method 


AAT/NAP 




Start 


54092 




End 


55066 




GI 


6721543 




Score 


109 




Exons 


54092. .54208, 55023 


. .55066 








GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI 


. ol5 . tm 


Method 


TBLASTX: Maize 




Start 


2 




End 


873 




GI 


none 




Score 


82 




Exons 


2. .82, 3. .83, 164.. 


301, 173 


..250, 244. 


.291, 747. .869, 752. 




763. .873 










Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 




Strand 






Start. - 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


11248 




End 


12884 




GI 


none 




Score 


73 




Exons 


11248. . 11358, 11259 


. .11387, 


11265. .11393, 11439. .11537, 






11458. .11538, 11468 


. .11551, 


11943. .12095, 11960. .12097, 






12026. .12097, 12806 


. .12883, 


12807. . 1286 


34 




Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


-CI 


Gene No. 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


15894 




End 


16775 




GI 


none 




Score 


69 





21594 



Exons 


15894 . 


. 15953, 


15897 . 


. 15953, 




15958, 


. 16008, 


16311 . 


. 16439, 




16521. 


.16610, 


16523. 


. 16609, 


Seq. No. 


21264 








Gene No. 


44420 








Start 


54973 








Name 


OJ991107 30.0204.C1-. 


oil. tm 


Start 


17244 








GI 


none 








Exons 


17244. 


.17381, 


17251. 


. 17382, 




18076. 


.18264, 


18077. 


. 18265, 


Seq. No. 


21264 








Gene No. 


44420 








Start 


54973 








Name 


OJ991107 30. 0204. CI. 


ol. tw 


Start 


18068 








GI 


none 








Exons 


18068. 


.18256, 


18073. 


. 18249, 




18359. 


.18484, 


18362. 


. 18481, 




18382. 


.18483, 


18558. 


. 18632, 




18701. 


.18751, 


18703. 


. 18753, 


Seq. No. 


21264 








Gene No. 


44420 








Start 


54973 








Name 


OJ991107 30. 0204. CI. 


o3. tc 


Start 


18172 








GI 


none 








Exons 


18172. 


.18267, 


18356. 


.18484, 


Seq. No. 


21264 








Gene No. 


44420 








Start 


54973 








Name 


OJ991107 30. 0204. CI. 


ol4 . tm 


Start 


18729 








GI 


none 








Exons 


18729. 


.18788, 


19044. 


. 1 913.3 , 




19811. 


.19915, 


20450. 


.20578, 




20680. 


.20757, 


20682. 


.20759, 




21389. 


.21439, 


21420. 


.21476, 




21675. 


.21749, 


21675. 


.21749, 




22044. 


.22133, 


22045. 


.22134, 




22230. 


.22319 






Seq. No. 


21264 








Gene No. 


44420 








Start 


54973 








Name 


OJ991107 30. 0204. CI. 


o4 . ts 


Start 


21702 








GI 


none 








Exons 


21702. 


.21749, 


22224. 


;22322, 




22565. 


.22720, 


22576. 


.22665 



Seq. ID 
Strand 
End 

Method 
End 
Score 

17252 

18090 



OJ991107 30. 0204. CI 



55066 

TBLASTX: Maize 
18267 
203 

17386, 17253. . 17384, 
18266, 18094.. 18267 



Seq. ID 

Strand 

End 

Method 

End 

Score 

18090 

18363 

18565 

18705 



OJ991107_30.0204.C1 
55066 

TBLASTX: Wheat 

18753 

224 



18266, 
18482, 
18624, 
18752 



18097. . 18267, 
18364 . . 18486, 
18566. . 18637, 



Seq. ID OJ991107_30.0204.C1 
Strand 
End 

Method 
End 
Score 



55066 

TBLASTX: Cress 

18632 

58 



Seq. ID 
Strand 
End 

Method 
End 
Score 

19048 

20459 

20694 

21424 

21676 

22047 



OJ991107 30. 0204. CI 



55066 

TBLASTX: Maize 
22319 
78 

19155, 19807. .19914, 
20608, 20470. .20583, 
20759, 21386. .21493, 
21501, 21673. .21747, 
21750, 21961. .22044, 
22139, 22227. .22319, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_30.0204.C1 
55066 

TBLASTX : Soybean 

22720 

76 



22388. .22489, 22390 .. 22518 , 



Seq. No. 
Gene No. 



21264 
44420 



Seq. ID 
Strand 



OJ991107 30. 0204. CI 



21595 



Start 
Name 
Start 
GI 

Exons 



54973 

OJ991107_30.0204 .Cl.o8.tm 

22440 

none 

22440. .22520, 2244 1 22521, 
22565. .22798, 22570.. 22797 



End 

Method 

End 

Score 



55066 

TBLASTX: Maize 

22798 

90 



22442. .22492, 22563 .. 22661, 



Seq. No. 21264 Seq. ID 

Gene No. 4 4 420 Strand 

Start 54973 End 

Name OJ991107_30 . 0204 . CI . 08 . tw Method 

Start 27603 End 

GI none Score 

Exons 27603. .27740, 27606. . 27710, 27711 27815, 27757 

27772. .27819, 31123 3134 1, 31126.. 31341 



OJ991107 30. 0204. CI 



55066 

TBLASTX: Wheat 
31341 
63 

27822, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21264 
44420 
54973 

OJ991107_30.0204 .Cl.o4 . tm 

33256 

none 

33256. .33324, 33269 33322, 
33421. .33597, 33421 33990, 
40805... 41125, 41234.. 41320 

21264 ' 

44420 

54973 

OJ991107_30.0204.Cl.o7.tw 

33628 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 30.0204.C1 



55066 

TBLASTX: Maize 
41320 
35 

33419. .33583, 33419. .33517, 
33650. .33907, 33889 .. 33990, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_30.0204.C1 
55066 

TBLASTX: Wheat 

41125 

141 



33628.-33963, 33665 .. 33907, 40970.. 41125 



21264 
44420 
54973 

OJ991107_30.0204.Cl.ol.tm 

34033 

none 

34033. .34668, 34034 34582, 
40301. .40759 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_30.0204.C1 
55066 

TBLASTX: Maize 

40759 

344 



40127. .40237, 40264 .. 407 10, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21264 
44420 
54973 

OJ991107_30. 0204.Cl.o4 .tw 

34033 

none 



Seq. ID OJ991107_30.0204.C1 
Strand 

End 55066 

Method TBLASTX : Wheat 

End 40960 

Score 274 



34033. .34413, 4037 9 .. 4 07 62, 40459 .. 40617 , 40832. .40960 



21264 Seq. ID 

44420 Strand 

54973 End 

OJ991107_30 . 0204 . CI . o2 . ts Method - 

34261 End 

none Score 



OJ991107_30.0204.C1 
55066 

TBLASTX : Soybean 

40531 

158 



21596 



Exons 


34261. .34644, 34346. 


.34531, 


34549. .34638, 40148 .. 4024 9, 






40186. .40455, 40301. 


.40531 








Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 




44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


34504 




End 


40249 




GI 


none 




Score 


159 




Exons 


34504. .34902, 34505. 


.34768, 


40130. .40249 




Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI. 


o.6 . tm 


Method 


TBLASTX: Maize 




Start 


34669 




End 


39898 




GI 


none 




Score 


136 




Exons 


34669. .34890, 34918. 


.35094, 


34949. .35092, 34 969 .. 35094 , 






39725. .39898 










Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


ripnp No 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI. 


o9.tw 


Method 


TBLASTX: Wheat 




Start 


' 34918 




End 


39886 




GI 


none 




Score 


198 




Exons 


34918. .34965, 35032. 


.35235, 


39560. .39886 




Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gpnp No 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


35080 




End 


39715 




GI 


none 




Score 


114 




Exons 


35080. .35337, 35177. 


.35335, 


39499. .39618, 39503.. 39715 




Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI. 


o2.tm 


Method 


TBLASTX: Maize 




Start 


35095 




End 


39709 




GI 


none 




Score 


342 




Exons 


35095. .35607, 35099. 


.35608, 


39185. .39436, 39193 .. 39435, 






39499. .39618, 39500. 


.39709 








Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI. 


06 . tw 


Method 


TBLASTX: Wheat 




Start 


- 35245 




End 


39559 




GI 


none 




Score 


133 




Exons 


35245.-35598, 35279. 


.35608, 


39161. .39439, 39193. .39438, 






39500. .39559 










Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 




Strand 






Start 


54973 




End 


55066 





21597 



Name 


OJ991107 30. 0204. CI 


. o3. ts 


Method 


TBLASTX : Soybean 




Start 


35359 






End 


39439 




GI 


none 






Score 


107 




Exons 


35359. 


.35598, 35372 


. .35599, 


35653. .35718, 39122 .. 39439, 






39193. 


.39438 










Seq. No. 


21264 






Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 






Strand 






OUai L 


54973 






End 


55066 




Name 


OJ991107 30. 0204. CI, 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


35650 






End 


39166 




GI 


none 






Score 


262 




Exons 


35650. 


.36114, 35657, 


. .36073, 


35734. .36114, 36000 .. 36116, 






38681. 


.39166, 38710, 


. .39147 








Seq. No. 


21264 






Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 






Strand 






C -j- -j 

OLail 


54973. 






End 


55066 




Name 


OJ991107 30. 0204. CI. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


35695 






End 


39085 




GI 


none 






Score 


151 




Exons 


35695. 


.36177, 35729. 


. .36025, 


38630. .39070, 38734 .. 39051 , 






38798. 


.39085 










Seq. No. 


21264 






Seq. ID 


OJ991107_30.0204 


.CI 


uene ino . 


44420 






Strand 






Start 


54973 






End 


55066 




Name 


OJ991107 30. 0204. CI. 


.o6. ts 


Method 


TBLASTX : Soybean 




Start 


35827 






End 


38980 




GI 


none 






Score 


222 




Exons 


35827. 


.36141, 38666. 


. .38980 








Seq. No. 


21264 






Seq. ID. 


OJ991107_30.0204 


.CI 




44420 






Strand • 






Start 


54973 






End 


55066 




Name * 


OJ991107 30. 0204. CI. 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


. 37271 






End 


37537 




GI 


none 






Score 


183 




Exons 


37271. 


.37477, 37300. 


. .37476, 


37468. .37509, 37469. .37537 




Seq. No. 


21264 






Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 






Strand- 






o Lai U 


54973 






End 


55066 




Name 


OJ991107 30. 0204. CI. 


,o!2.tm 


Method 


TBLASTX; Maize 




Start 


37946 






End 


42521 




GI 


none 






Score 


65 




Exons 


37946. 


.37999, 42105. 


, .42131, 


42107. .42130, 42114 .. 422 63, 






42115. 


.42300, 42364. 


.42486, 


42380. .42460, 42381. .42521 




Seq. No. 


21264 






Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 






Strand 






Start 


54973 






End 


55066 




Name 


OJ991107 30. 0204. CI. 


olO.tm 


Method 


TBLASTX': Maize 




Start 


44756 






End 


44972 




GI 


none 






Score 


247 




Exons 


44756. 


.44932, 44757. 


.44972 









21-598 




Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI 


. ol. tc 


Method 


TBLASTX: Cress 




Start 


45399 




End 


45804 




GI 


none 




Score 


102 




Exons 


45399. .45581, 45399 


. .45584, 


45403. .45585, 45583 .. 45636, 






45613. .45804, 45617 


. .45784 








Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


45399 




End 


45831 




GI 


none 




Score 


192 




Exons 


45399. .45584, 45400 


. .45621, 


45613. .45804, 45615 .. 45758, 






45617. .45784, 45781 


. .45831, 


45792. .45824 




Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


(2pnp No 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


45399 




End 


45804 




GI 


. none 




Score 


171 




Exons 


45399. .45584, 45412 


. .45573, 


45613. .45804, 45617. .45784 




Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


52844 




End 


53224 




GI 


none 




Score 


79 




Exons 


52844. .53020, 52874 


. .53020, 


52905. .53024, * 53018. .53215, 






53030. .53224 










Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


.CI 


Gene No. 


44420 




Strand 






Start 


54973 




' End 


55066 




Name 


OJ991107 30. 0204. CI 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


52922 




End 


53518 




GI 


none 




Score 


151 




Exons 


52922. .52993, 53057, 


. .53356, 


53118. .53339, 53390 .. 53518, 






53412. .53510 










Seq. No. 


21264 




Seq. ID 


OJ991107_30.0204 


-CI 


Gene No. 


44420 




Strand 






Start 


54973 




End 


55066 




Name 


OJ991107 30. 0204. CI. 


. o9.gp 


Method 


AAT/GAP 




Start 


54973 




End 


55066 




GI 


7406 1.R1084 




Score 


139 




Exons 


54973. .55066 










GI Descrip. 


, 1122315/emb|CAA63901| 7.0e- 


-10 (X94191) 


heat shock protein 




[Pennisetum glaucum] 1 








Seq. No. 


21265 




Seq. ID 


OJ991107_30.0204 


.C2 


Gene No. 


44421 




Strand 


+ 




Start 


12481 




End 


12862 





21599 



Name OJ991107_30 . 0204 .C2 .o2 .gp Method AAT/GAP 

Start 12481 End 12862 

GI uC-osflcyp033a04bl Score 671 

Exons 12481. .12862 

GI Descrip. 1 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21265 Seq. ID 

44422 Strand 

6848 End 

OJ991 107_30 . 0204 . C2 . o2 . np Method 

6117 End 

5852180 Score 



OJ991107_30.0204.C2 

16687 
AAT/NAP 
16317 
470 



6117. .6168, 11157. .11562, 11614 .. 11732, 12711, 
13657. .13792, 14 64 6. .14754, . 16179. .16317 
(AL117265) zhbOOOlO.l [Oryza sativa] 



.12764, 



Seq. No. 21265 

Gene No. 44422 

Start 6848 

Name OJ991107_30 . 0204 . C2 . o2 . 

Start 6848 

GI none 

Exons* 6848. .6882^, 8555.-8635, 
14504. .14659, 14730. .14 



Seq. ID OJ991107_30.0204,C2 
Strand 

End 16687 

gs Method GEN SCAN 

End 16422 

Score . 4 

11125. .11411, 12711. .12764, 
811, 14922. .15111, 15208.. 16422 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21265 Seq. ID 

44422 Strand 

6848 End 

OJ991107_30 . 0204 . C2 . o4 . gp Method 

14207 End 

617 2.R1084 Score 



OJ991107_30.0204.C2 

16687 
AAT/GAP 
16687 
4164 



14207. .14811, 14922. .15111, 15208.. 16687 

'3258575 1.0e-96 (U89959) Hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 


21265 




Seq. ID 


OJ991107_30.0204 


.C2 


Gene No. . 


44422 




Strand 






Start r-' 


6848 




End 


16687 




Name 


OJ991107 30. 0204. C2 


. o3 .np 


Method 


AAT/NAP 




Start 


14552 




End 


16422 




GI 


3258575 




Score 


1590 




Exons . 


14552. .14811, 14922, 


..15111, 15208. .15378, 1552 6 .. 16422 ' 




GI Descrip. 


(U89959) Hypothetical protein 


[Arabidopsis thaliana] 




Seq. No. 


21265 




Seq. ID 


OJ991107_30.0204 


-C2 


Gene No. 


44423 




Strand 






Start 


16658 




End 


16940 




Name 


OJ991107 30. 0204. C2 . 


. o5 . gp 


Method 


AAT/GAP 




Start 


16658 




End 


16940 




GI 


none 




Score 


483 




Exons 


16658. .16940 










Seq. No. 


21265 




Seq. ID 


OJ991107_30.0204 


.C2 


Gene No. 


44424 




Strand 






Start 


17302 




End 


17421 




Name 


OJ991107 30. 0204. C2 , 


, o6.gp 


Method 


AAT/GAP 





21600 




Start 


17302 








End 


17421 


GI 


none 








Score 


203 


Exons 


17302. .17421 










Seq. No. 


21265 








Seq. ID 


OJ991107_30.0204.C2 


Gene No. 


44425 








Strand 




Start 


18420 








End 


18728 


Name 


OJ991107 30 


.0204 


.C2.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


2018 ~ 








End 


5174 


GI 


none 








Score 


46 


Exons 


2018. .2074, 


2059 


. .2223, 


2069. 


.2209, 2075.. 2233, 4907.. 5095 




4927. .5157, 


4954 


. .5154, 


4970. 


.5170, 4986.. 5174 


Seq. No. 


21265 








Seq. ID 


OJ991107 30 0204 C2 


Gene No. 


44425 








Strand 




Start 


18420 








End 


18728 


Name 


OJ991107 30 


.0204 


.C2.o5. 


tm 


Method 


TBLASTX : Maize 


Start 


5650 ~ 








End 


5856 


GI 


none 








Score 


234 


Exons 


5650. .5856, 


5653 


. .5775, 


5703. 


. 5855 




Seq. No. 


21265 








Seq. ID 


OJ991107 30.0204 C2 


Gene No. 


44425 








Strand 




Start 


18420 








End 


18728 


Name 


OJ991107 30 


.0204.C2.o3. 


ts 


Method 


TBLASTX : Sovbean 


Start 


5656 ~ 








End 


5988 


GI 


none 








Score 


127 


Exons 


5656. .5814, 


5803 


. .5988 








Seq. No. 


21265 








Seq. ID 


OJ991107_30.0204.C2 


Gene No. 


44425 








Strand 




Start 


18420 








End 


18728 


Name 


OJ991107 30 


.0204 


.C2.o3. 


tw 


Method 


TBLASTX: Wheat 


Start 


5656 ~~ 








End 


6162 


GI 


none 








Score 


262 


Exons 


5656. .5985, 


6064 


. .6162 








Seq. No. 


21265 








Seq. ID 


OJ991107_30.0204.C2 


Gene No. 


44425 








Strand 




Start 


18420 








End 


18728 


Name 


OJ991107 30 


.0204 


.C2.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


6060 








End 


6531 


GI 


none 








Score 


337 


Exons 


6060. .6248, 


6061 


. .6432, 


6444. 


.6527, 6445. .6531 


Seq. No. 


21265 








Seq. ID 


OJ991107_30.0204.C2 


Gene No. 


44425 








Strand 




Start 


18420 








End 


18728 


Name 


OJ991107 30, 


.0204 


.C2.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


6256 








End 


6626 




none 








Score 


343 


Exons 


6256. .6624, 


6393 


. .6626 








Seq. No. 


21265 








Seq. ID 


OJ991107_30.0204^C2 


Gene No. 


44425 








Strand 




Start 


18420 








End 


18728 


Name 


OJ991107 30, 


.0204 


.C2.o6. 


tm 


Method 


TBLASTX: Maize 



21601 



Start 
GI 

Exons 



6702 End 6996 

none Score 157 

6702.. 6815, 6703.. 6900, 6837.. 6899, 6913.. 6996 



Seq. No. 21265 
Gene No. 4 4 425 

Start 18420 

Name OJ991107_30 . 0204 .C2 . ol . tm 

Start 14179 
GI none 

Exons 14179. .14244, 14 357 14377, 

14553. .14813, 14 659 .. 14814 , 

14909. .14962, 14 916 .. 15062, 

15000. .15113, 15187. .15630, 

15427. .15651, 15625 .. 16269, 
16006. .16269 



Seq. ID OJ991107_30.0204.C2 



^Strand 
* x End 

Method 

End 

Score 



18728 

TBLASTX : Maize 

16269 

327 



14400. .14435, 14546. 

14701. .14844, 14821. 

14923. .15111, 14924. 

15188. .15589, 15276. 

15640. .15924, 15650. 



,14836, 
,14886, 
,15115, 
,15590, 
,16264, 



Seq. No. 


21265 






Seq. ID 


OJ991107_30.0204 


.C2 


Gene No. 


44425 






Strand 






Start 


18420 






End 


18728 




Name 


OJ991107 30. 0204. C2 , 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


14555 






End 


14749 




GI 


none 






Score 


148 




=*■; Exons 


14555. 


.14749, 14568, 


. .14741 








~ Seq. No. 


21265 






Seq. ID 


OJ991107_30.0204 


.C2 


i? Gene No. 


44425 






Strand 






It Start 


18420 






End 


18728 




-j Name 


OJ991107 30. 0204. C2 . 


. ol . ts 


Method 


TBLASTX : Soybean 




*j Start 


14606 






End 


15366 




% GI 


none 






Score 


158 




Exons 


14606. 


.14836, 14610, 


. .14813, 


14 923. .15111, 14 924. .15115, 




1 1 


15002. 


.15133, 15187. 


. .15366, 


15206. .15352 





Seq. No. 21265 

Gene No. 44425 

Start 18420 

Name OJ991107_30 . 0204 . C2 . o2 . ts' 

Start 16114 

GI none 

Exons 16114. .16158, 16115 16168 , 
16219. .16365, 16220.. 16363 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_30.0204.C2 
18728 

TBLASTX : Soybean 

16365 

46 



16150. .16218, 16157. .16219, 



Seq. No. 


21265 






Seq. ID 


OJ991107_30.0204 


.C2 


Gene. No. 


44425 






Strand 






Start 


18420 






End 


18728 




Name 


OJ991107 30. 


0204. C2. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


16135 






End 


16423 




GI 


none 






Score 


261 




Exons 


16135. .16422 


, 16135, 


. .16422, 


16136. .16423, 16136.. 16423 




Seq. No. 


. 21265 






Seq. ID 


OJ991107_30.0204 


.C2 


Gene No. 


44425 






Strand 






Start 


18420 






End 


18728 




Name 


OJ991107 30. 


0204. C2. 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


16247 






End 


16465 




GI 


none 






Score 


150 





21602 



Exons 



16247. .16465, 16249.. 16422 



Seq. No. 21265 

Gene No. 44425 

Start 18420 

Name OJ991107_30 . 0204 . C2 . o3 . tm 

Start 16270 

GI none 
Exons 



Seq. ID OJ991107_30.0204.C2 
Strand 

End 18728 

Method TBLASTX: Maize 

End 16946 

Score 234 



16270. .16437, 16271 .. 16438 , 16274 .. 16444 , 16356 16478 , 
16551. .16589, 16552 .. 16590, 16802 1684 9, 16895 16945, 
16908. .16946 



Seq. No. 


21265 




Seq. ID 


OJ991107_30, 


.0204. C2 


Gene No. 


44425 




Strand 


- 




Start 


18420 




End 


18728 




Name 


OJ991107 30.0204.C2.o3 


.gs 


Method 


GENSCAN ■ 




Start 


18420 




End 


18728 




GI 


none 




Q r~* r> r~ o 






Exons 


18420. .18728 










Seq. No. 


21266 




Seq. ID 


OJ991107_30, 


.0204. C3 


Gene No. 


44426 




Strand 


+ 




Start 


537 




End 


1171 




Name 


OJ991107 30.0204.C3.ol 


,gs 


Method 


. GENSCAN 




Start 


537 




End 


1171 




GI 


none 






.Of 




Exons 


. 537. .591, 966. .1171 










Seq. No. 


21266 




Seq. ID 


OJ991107_30, 


,0204. C3 


Gene No. 


44427 




Strand 


- 




Start 


2344 




End 


4057 




Name 


OJ991107 30.0204.C3.o2, 


.gs 


Method 


GENSCAN 




Start 


2344 




End 


4057 




GI 


none 




Score 


.67 




Exons 


2344.. 2559, 3847.. 4057 










Seq. No. 


21266 




Seq. ID 


OJ991107_30. 


0204. C3 


Gene No. 


44428 




Strand 






Start 


3981 r ^ 




End 


4109 




Name 


OJ991107 30.0204.C3.ol. 


• gp 


Method 


AAT/GAP 




Start 


3981 




End 


4109 




GI 


none 




Score 


223 




Exons 


3981. .4109 










Seq. No. 


21267 




Seq. ID 


OJ991107_30. 


0204. C4 


Gene No. 


44429 




Strand 






Start 


529 




End 


6713 




Name 


OJ991107 30.0204.C4.ol. 


gs 


Method 


GENSCAN 




Start 


529 




End 


6713 




GI 


none 




Score 


.55 




Exons 


529.-656, 1488. .1667, 2545. 


.2611, 3410 


..4461, 5532. 


.5615, 




6113. .6713 











Seq. No. 21267 Seq. ID OJ991107_30 . 0204 . C4 

Gene No. 44429 Strand 

Start 529 End 6713 

Name OJ991107 30 . 0204 . C4 . o5 . tw Method TBLASTX : Wheat 



21603 



Start 


2405 








End 


2763 


GI 


none 








Score 


45 


Exons 


2405. .2467, 


2407 


. .2466, 


2473 


..2577, 2473. .2634, 2635. .2763 


Seq. No. 


21267 








Can T n 

oeq. iu 




Gene No . 


A A A 0 Q 

3 4 h z y 












Start 


529 










u / 1 J 


Name 


OJ991107 30 


.0204 


,C4 ,o2. 


tm 


wetnoa 


TT3T aCTY • M=» -i -7<a 

i Djj/io l a . lyjai ze 


Start 


2861 










*3i cm 
ji yu 


GI 


none 








Score 




Exons 


2861. .3016, 


3002 


. .3190 








Seq. No. 


21267 








Seq. ID 


OJ991107_30.0204.C4 


Gene No. 


44429 








Strand 




OlaXL 


D <£ y 








End 


6713 


Name 


OJ991107 30 


.0204 


.C4 .o2. 


np 


Method 


AAT/NAP 


Start 


2868 








End 


4402 


GI 


6967113 








Score 


697 


Exons 


2868. .4402 












GI Descrip. 


(AL138652) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21267 








Seq. ID 


OJ991107_30.0204.C4 


Gene No . 


A A A O Q 

4 h 4 z y 








Strand 




Start . 


529 








End 


6713 


Name * 


OJ991107 30 


r\ o r\ a 

. UZU4 


/-! A _ -1 

. C4 . Ol . 


tw 


Method 


TBLASTX: Wheat 


Start 


2873 








End 


3424 


GI 


none 








Score 


274 


Exons 


2873. .2971, 


O A C A 


O A O A 








Seq. No. 


21267 








Seq. ID 


OJ991107_30.0204.C4 


Gene No. 


A A A O Q 

4 4 4 z y 








Strand 




Start 


529 








End 


6713 


Name 


OJ991107 30 


.0204 


.C4 .ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


3017 








End 


3574 


GI 


none 








Score 


86 


Exons 


3017. .3061, 


3062 


* .3232, 


3221 


..3445, 3225. .3443, 3518. .3574 


Seq. No. 


21267 








Seq. ID 


OJ991107_30.0204.C4 


Gene No . 


A A A O Q 

h fi h z y 








Strand 




Start 


529 








End 


6713 


Name 


OJ991107 30 


.0204 


.C4 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


3192 








End 


4141 


GI 


none 








Score 


155 


Exons 


3192. .3464, 


3197 


. .3475, 


3203 


..4141, 3519. .3893, 3915. .4139 


Seq. No. 


21267 








Seq. ID 


OJ991107_30.0204 .C4 


Gene No . 


A A A O Q. 

h 4 h z y 








Strand 




Start 


529 








End 


6713 


Name 


OJ991107 30 


.0204 


.C4 .o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3503 








End 


3841 


GI 


none 








Score 


66 


Exons 


3503. .3655, 


3516 


. .3656, 


3677 


. .3841 




Seq. No. . 


21267 








Seq. ID 


OJ991107_30.0204.C4 


Gene No. 


44429 








Strand 




Start 


529 








End 


6713 


Name 


OJ991107 30 


.0204 


.C4.o4. 


tw 


Method 


TBLASTX: Wheat 



21604 




Start 


3872 








End 


4087 






GI 


none 








Score 


101 






Exons 


3872. .4087, 


3915 


.. .4055 












Seq. No. 


21267 








Seq. ID 


OJ991107 


_30.0204 


.C4 


Gene No. 


44429 








Strand 








Start 


529 








End 


6713 






Name 


OJ991107_30 


. 0204 


.C4 .o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


4289 








End 


5034 






GI 


none 








Score 


34 






Exons 


4289. .4378, 


4442 


. . 4513, 


4520. 


.4681, 4732. .4968, 


5002. .5034 


Seq. No. 


21267 








Seq. ID 


OJ991107 


_30.0204 


.C4 


Gene No. 


44429 








Strand 








Start 


529 








End 


6713 






Name 


OJ991107 30 


. 0204 


,C4 .o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4442 








End 


4681 






GI 


none 








Score 


213 






Exons 


4442. .4681 
















Seq. No. 


21267 








Seq. ID 


OJ991107 


_30.0204 


.C4 


Gene No. 


44429 








Strand 








Start 


529 








End 


6713 






Name 


OJ991107_30 


. 0204 


.C4 .06. 


tw 


Method- 


TBLASTX: 


Wheat 




Start 


5252 








End 


5592 






GI 


none 








Score 


86 






Exons 


5252. . 5398, 


5254 


. .5385, 


5440. 


.5592, 5486.. 5587 






Seq. No. 


21268 








Seq. ID 


OJ991107 


_30.0204 


.C5 


Gene No. 


44430 








Strand 








Start 


431 








End 


604 






Name 


OJ991107_30 


. 0204 


. C5.ol. 


gs 


Method 


GENSCAN 






Start 


431 








End 


604 






GI A 


none 








Score 


.68 






Exons 


431. . 604 
















Seq. No. 


21268 








Seq. ID 


OJ991107 


_30.0204 


.C5 


Gene No. 


44431 








. Strand 








Start 


1949 








End 


3166 






Name 


OJ991107_30 


.0204 


.C5.o2 . 


gs 


Method 


GENSCAN 






Start 


1949 








End 


3166 






GI 


none 








Score 


.69 






Exons 


1949. .2110, 


2336 


. .2450, 


3099. 


.3166 








Seq. No. 


21269 








Seq. ID 


OJ991107 


_30.0204 


.C6 


Gene No. 


44432 








Strand 


+ 






Start 


66 








End 


293 






Name 


OJ991107_30 


. 0204 


.C6.0I. 


gs 


Method 


GENSCAN 






Start 


66 








End 


293 






GI 


none 








Score 


.84 






Exons 


66. .293 
















Seq. No. 


21270 








Seq. ID 


OJ991107 


_30.0204 


.C8 


Gene No. 


44433 








Strand 








Start 


1 








End 


395 






Name 


OJ991107 30 


.0204 


.C8.0I. 


gp 


Method 


AAT/GAP 






Start 


1 








End 


395 







21605 




GI 


none 








Score 


436 




Exons 


1..96, 191. 


.395 












Seq. No. 


21270 








Seq. ID 


OJ991107_30.0204 


.C8 


Gene No 


44434 








Strand 






Start 


296 








End 


750 




Name 


OJ991107 30 


.0204 


.C8.ol.gs 




Method 


GENSCAN 




Start 


296 








End 


705 




GI 


none 








Score 


.96 




Exons 


296. .381, 522. .705 










Seq. No. 


21270 








Seq. ID 


OJ991107_30.0204 


.C8 


Gene No. 


44434 








Strand 






Start 


296 








End 


750 




Name 


OJ991107 30 


.0204 


.C8.o2.gp 




Method 


AAT/GAP 




Start 


522 ~~ 








End 


750 




GI 


LIB3432-052 


-P1-K1-B6 




Score 


361 




Exons 


522 750 














GI Descrip. 


1 1935909 3 


Oe-12 


(U77345) 


lethal leaf- 


-spot 1 [Zea mays] 


t 


Seq. No. 


21270 








Seq. ID 


OJ991107_30.0204 


.C8 




44435 








Strand 






Start 


1626 








End 


2741 




Name 


OJ991107 30 


.0204 


.C8 .ol.tc 




Method 


TBLASTX: Cress 




Start 


46 








End 


379 




GI 


none 








Score 


59 




Exons 


46. .99, 56. 


.97, 


188. .379, 


191 


. .379 






Seq. No. 


21270 








Seq. ID 


OJ991107_30.0204 


.C8 


Gene No. 


44435 








Strand 






Start 


1626 








End 


2741 




Name 


OJ991107 30 


.0204 


.C8 ,o3.gp 




Method 


AAT/GAP 




Start 


1626 








End 


1977 




GI 


2799260 








Score 


670 




Exons 


1626. .1977 














GI Descrip. 


1935909 3.0e-12 


(U77345) lethal leaf-spot 1 [Zea mays] 




Seq. No. 


21270 








Seq. ID 


OJ991107_30.0204 


.C8 


Gene No. 


44435 








Strand 






Start 


1626 








End 


2741 




Name 


OJ991107 30 


.0204 


.C8.ol.tm 




Method 


TBLASTX: Maize 




Start 


1769 








End 


2740 




GI 


none 








Score 


245 




Exons 


1769. .1837, 


1772 


..2029, 1773. 


.2030, 1776.. 2030, 2668.. 2739 




2672. .2740 














Seq. No. 


21270 








Seq. ID 


OJ991107_30.0204 


.C8 


Gene No 


44435 








Strand 






Start 


1626 








End 


2741 




Name 


OJ991107 30 


.0204 


.C8 .ol. ts 




Method 


TBLASTX: Soybean 




Start 


1773 . 








End 


2737 




GI 


none 








Score 


154 




Exons 


1773. .2030, 


1885 


..2040, 1900. 


.2028, 2668.. 2736, 2675.. 2737 


Seq. No. 


21270 








Seq. ID 


OJ991107_30.0204 


.C8 


Gene No. 


44435 








Strand 






Start 


1626 








End 


2741 





21606 



Name 


OJ991107 30.0204.C8.o2.tc 


Method 


TBLASTX: Cress 




Start 


1773 


End 


2739 




GI 


none 


Score 


127 




Exons 


1773.. 2030, 1900.. 2028, 2668 


..2718, 2716. .2739 




Seq. No. 


21270 


Seq. ID 


OJ991107 30.0204 


.C8 


Gene No. 


44435 


Strand 






Start 


1626 


End 


2741 




Name 


OJ991107 30.0204.C8.ol.np 


Method 


AAT/NAP 




Start 


1776 


End 


2741 




GI 


1935909 


Score 


443 




Exons 


1776. .2027, 2671. .2741 








GI Descrip. 


(U77345) lethal leaf-spot 1 


[Zea mays] 






Seq. No. 


21271 


Seq. ID 


OJ991107_30.0204 


.C9 


Gene No. 


44436 


Strand 


4- 




Start 


2901 


End 


3104 




Name 


OJ991107 30.0204.C9.o2.np 


Method 


AAT/NAP 




Start 


2901 


End 


3104 




GI 


6016874 


Score 


226 




Exons 


2901. .3104 








GI Descrip. 


(AP000570) ESTs C19143 (E10020 ) , D2507 6 ( 


R3116) correspond 


to 




region of the predicted gene 


. ; Similar 


to putative AC 9 






transposase. (P03010) [Oryza 


sativa] 






Seq. No. 


21271 


Seq. ID 


OJ991107_30.0204 


.C9 


Gene No. 


44437 


Strand 






Start 


1 


End 


2037 




Name 


OJ991107 30.0204.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2037 




GI 


1935912 


Score 


1410 




Exons 


1..287, 428. .564, 1091. .1217 


, 1305. .1540, 1642. .2037 




GI Descrip. 


(U77346) LLS1 [Zea mays] 








Seq. No. 


21271 


Seq. ID 


OJ991107_30.0204 


-C9 


Gene No. 


44437 


Strand 






Start 


1 


End 


2037 




Name 


OJ991107 30.0204.C9.ol.gs 


Method 


GENSCAN 




Start 


428 


End 


2028 




GI 


none 


Score 


.74 




Exons 


428.. 564, 1091.. 1217, 1338.. 


1540, 1642 


. .2028 




Seq. No. 


21271 


Seq. ID 


OJ991107_30.0204 


.C9 


Gene No. 


44438 


Strand 






Start 


2683 


End 


3468 




Name 


OJ991107 30-0204. C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


117 


End 


1870 




GI 


none 


Score 


196 




Exons 


117. .290, 125. .301, 428. .565, 430. .567 


, 499.-567, 501.. 


602 




1086.. 1220, 1086.. 1190, 1088 


..1216, 1302. .1541, 1304. .1540 




1640. .1870, 1642. .1869 








Seq. No. 


21271 


Seq. ID 


OJ991107_30.0204 


.C9 


Gene No. 


44438 


Strand 






Start 


2683 


End 


3468 




Name 


OJ991107 30.0204.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


125 


End 


1195 





21607 



GI 


none 




Score 


277 


Exons 


125.. 289, 126.. 290, 130 


. .303, 


427. .567 


, 428.. 565, 428.-595, 




429. .566, 430. .567, 1088. .1195, 1090.. 


1188 


Seq. No. 


21271 




Seq. ID 


OJ991107_30.0204.C9 


Gene No. 


44438 




Strand 




Start 


2683 




End 


3468 


Name 


OJ991107 30.0204.C9.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


484 ~ 




End 


1771 


GI 


none 




Score 


72 


Exons 


484. .561, 500. .562, 500 


. .595, 


1091. .1138, 1157. .1204, 




1161. .1202, 1307. .1540, 


1308. 


.1541, 1640. .1771, 1642. .1770 


Seq. No. 


21271 




Seq. ID 


OJ991107_30.0204.C9 




44438 




Strand 




Start 


2683 




End 


3468 


Name 


OJ991107 30. 0204. C9 o2 




Method 


GENSCAN 


Start 


2683 ~ 




End 


3468 


GI 


none 




Score 


.43 


Exons 


2683. .2967, 3100. .32 65, 


3449. 


.3468 




Seq. No. 


21272 




Seq. ID 


OJ991107_30. 0204. C10 * 


Gene No. 


44439 




Strand 




Start 


2674 




End 


3304 


Name 


OJ991107 30. 0204. C10. ol 


• gp 


Method 


AAT/GAP 


Start 


2501 




End 


3302 


GI 


30263 1.R1084 




Score 


1139 


Exons 


2501. .2960, 3073. .3133, 


3221. 


.3302 




GI Descrip. 


'227485?/emb|CAA03859| 


1.0e-37 (AJ000016) Cksl protein 




[Arabidopsis thaliana] 


>gi 4510420 gb AAD21506.1 (AC006929) 




putative cyclin-depencient kinase regulatory subunit [Arabidopsis 




thaliana] 1 








Seq. No. 


21272 




Seq. ID 


OJ991107_30. 0204 -C10 


Gene No. 


44439 




Strand 




Start 


2674 




End 


3304 


Name 


OJ991107 30. 0204. CIO. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2607 




End 


3304 


GI 


none 




Score 


47 


Exons 


2607. .2675, 2690.. 2746, 


2802. 


.2822, 2854. .2961, 2856.-2963, 




2859.. 2963, 3073.. 3135, 


3074. 


.3136/ 3074. .3136, 3220.. 3303, 




3221. .3304 








Seq. No. 


21272 




Seq. ID 


OJ991107_30. 0204 .C10 


Gene No 


44439 




Strand 




Start 


2674 




End 


3304 


Name 


OJ991107 30. 0204. C10. ol 


.gs 


Method 


GENSCAN 


Start 


2674 




End 


3301 


GI 


none 




Score 


.49 


Exons 


2674.. 3133, 3221.. 3301 








Seq. No. 


21272 




Seq. ID 


OJ991107_30. 0204. C10 


Gene No. 


44439 




Strand 




Start 


2674 




End 


3304 


Name 


OJ991107 30. 0204. C10. ol 


.np 


Method 


AAT/NAP 


Start 


2814 




End 


3273 


GI 


2274859 




Score 


350 



21608 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2814.. 2960, 3073.. 3133, 3221.. 3273 

(AJ000016) Cksl protein [Arabidopsis thaliana] 

gi|4510420|gb|AAD21506.1| (AC006929) putative cyclin-dependent 
kinase regulatory subunit [Arabidopsis thaliana] 



21272 Seq. ID 

44439 ■ Strand 

2674 End 
OJ991107_30. 0204. CIO. ol.tc Method 
2856 End 
none Score 

2856.. 2963, 2859. .2960, 2860.. 2961, 3073.. 3135, 3074.. 3136, 

3220.. 3276, 3221.. 3277 



OJ991107_30. 0204. C10 
3304 

TBLASTX: Cress 

3277 

93 



21272 
44439 
2674 

OJ991107_30. 0204. C10. ol.ts 

2856 

none 



Seq. ID OJ991107_30.0204.C10 
Strand 

End 3304 

Method TBLASTX : Soybean 

End 3274 

Score 62 



2856.. 2963, 2859.. 2960, 2866.. 2961, 3073.. 3135, 3074.. 3136, 
3220.. 3273, 3221.. 3274 



Seq. No. 21273 Seq. ID 

Gene No. 44440 Strand 

Start 213 End 

Name OJ991107_30 . 0204 . Cll . ol . gs Method 

Start 213 End 

GI none Score 

Exons 213.. 269, 2189.. 2349, 3324.. 3458, 3574 
6185. .6247 



OJ991107_30. 0204. Cll 
+ 

6247 
GENS CAN 
6247 
.58 

..3614, 4255. .4421, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



21273 Seq. ID 

44441 Strand 
6735 End 
OJ991107_30. 0204. Cll. ol.gp Method 
6735 • End 

717_1.R1084 Score 
6735.-6983, 7738.. 8607 - 

, 1729971/sp|P50156|TIPG_ORYSA 1.0e-116 TONOPLAST INTRINSIC 
PROTEIN, GAMMA (GAMMA TIP) (AQUAPORIN-TIP) 

>gi_1076745_pir S52004 gamma-Tip protein - rice 

>gi_473997_dbj_BAA05017_ (D25534) gamma-Tip [Oryza sativa] 1 



OJ991107_30. 0204. Cll 
+ 

8607 
AAT/GAP 
8607 
2111 



21273 ' Seq. ID 

44441 Strand 
6735 End 
OJ991107_30. 0204 .Cll. o2.np Method 
6851 End 
1729971 Score 
6851.. 6983, 7738.. 8354 

TONOPLAST INTRINSIC PROTEIN, GAMMA (GAMMA TIP) (AQUAPORIN-TIP) 

gi| 1076745|pir| IS52004 gamma-Tip protein - rice 

gi | 473997 |dbj |BAA05017| (D25534) gamma-Tip [Oryza sativa] 



OJ991107_30. 0204. Cll 
+ 

8607 
AAT/NAP 
8354 
1257 



21273 
44442 



Seq. ID OJ991107_30. 0204. Cll 
Strand + 



21609 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI De scrip-. 



16113 End 17624 

OJ991107_30 . 0204 . CI 1 . o3 . gs Method GENS CAN 

16113 End 17624 

none Score . 7 

16113. .16129, 16893. .17060, 17169 .. 17381, 17441. .17624 



21273 
44443 
25053 

OJ991107_30. 0204 .Cll. o3.gp 
25053 

5758 1.R1084 



Seq. ID OJ991107_30.0204.C11 

Strand + 

End 27407 

Method . AAT/GAP 

End 27332 

Score 988 



25053. .25333, 26773.-26864, 26935 .. 27013, 27106 .. 27203, 
27297.. 27332 

, 4972778/gb|AAD34784.1| 3-0e-10 (AF132196) unknown [Drosophila 
melanogaster] 1 



Seq. No. 


21273 


Seq. ID 


OJ991107_ 


_30.0204 


.Cll 


Gene No. 


44443 


Strand 


+ 






Start 


25053 


End 


27407 






Name 


OJ991107 30.0204 .Cll.o5.np 


Method. 


AAT/NAP 






Start 


25156 


End 


27407 






GI 


6681330 


Score 


370 






Exons 


25156. .25333, 26773 .. 268 64 , 


26935. .27013, 27106 


. .27203, 






27297. .27407 










GI Descrip. 


(AC015985) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


21273 


Seq. ID 


OJ991107_ 


_30.0204 


-Cll 


Gene No. 


44444 


Strand 


+ 






Start 


29983 


End 


30625 






Name 


OJ991107 30.0204 .Cll.o6.gs 


Method 


GENSCAN 






Start 


29983 


End 


30625 






GI 


none 


Score 


.97 






Exons 


29983. .30356, 30553. .30625 










Seq. No. 


21273 


Seq. ID 


OJ991107_ 


_30.0204 


.Cll 


Gene No. 


44445 


Strand 








Start 


153 


End 


1554 • 






Name 


OJ991107 30.0204.Cll.ol.np 


Method 


AAT/NAP 






Start 


153 


End 


1554 






GI 


862343 


Score 


107 






Exons 


153. .193, 790. .895, 1445. .1554 








GI Descrip. 


(L10908) Gcapl gene product 


[Mus musculus] 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



gil 1092097 |prf | I2022314A granule cell marker protein [Mus 
musculus] gi 1 1092098 |prf | | 2022315A granule cell marker protein 
[Mus musculus] 



21273 
44446 
6531 

OJ991107_30. 0204. Cll. o2.gs 

6531 

none 



Seq. ID OJ991107_30. 0204. Cll 
Strand 

End 17397 
Method GENSCAN 
End 14683 
Score ' .45 



6531. .6619, 6787. .6996, 7345. .7419, 7748. .8448, 8615. .8804, 
9584.. 9694, 10322 10472 , 10838 .. 10907 , 11093 .. 11300 , 
12635. .12734, 14567. .14683 



21610 




Seq. No. 


21273 


Seq. ID 


OJ991107_30.0204 


.Cll 


Gene No. 


44446 


Strand 






Start •: 


6531 


End 


17397 




Name 


OJ991107 30.0204.Cll.o3.np 


Method 


AAT/NAP 




Start 


12630 


End 


17397 




GI 


2723477 


Score 


617 




Exons 


12630. .12734, 14567 .. 14695, 


15094. .15215, 15819. .15884, 






16235. .16303, 17256.. 17397 








GI Descrip. 


(D89824) GTP-binding protein 


[Arabidopsis thaliana] 




Seq. No. 


21273 


Seq. ID 


OJ991107_30.0204 


.Cll 


Gene No. 


44447 


Strand 






Start 


18716 


End 


26146 




Name 


OJ991107 30-0204. Cll-o4.gs 


Method 


GEN SCAN 




Start 


18716 


End 


26146 




GI 


none' 


Score 


.53 




Exons 


18716. .18790, 18796. .18950, 


19154. .19333, 19365 .. 19406, 





20011. .20179, 20304. .20381, 20510 .. 20542 , 21583 .. 21840, 

21935. .22022, 22139 .. 22236, 22317 .. 22439, 22517 .. 22660, 

22915. .23034, 23237 .. 23420, 23760 .. 23863, 25069 .. 25560, 
26141. .26146 



Seq. No. 21273 

Gene No. 44447 

Start 18716 

Name OJ991107_30 .0204 . Cll . 62 . gp 

Start 19125 

GI LIB3432-009-P1-K1-C1 

Exons 19125. .19275, 19365 .. 19583, 

GI Descrip. "4105798 4.0e-39 (AF049930) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107__30. 0204 . Cll 

26146 
AAT/GAP 
19763 
863 



19667. .19763 
PGP237-11 [Petunia 



x hybrida] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21273 
44447 
18716 

OJ991107_30. 0204. Cll. o4.np 

19126 

4105798 



Seq. ID OJ991107_30. 0204. Cll 
Strand 

End 26146 

Method AAT/NAP 

End 23019 

Score 790 



19126.'. 19275, 19365 .. 19406, 19514 .. 19583, 19667 .. 19758 , 
19845. .19927, 20011 .. 20051 , 20136 .. 20179, 20304 .. 20381 , 
20510. .20542, 21781 21840, 21935 .. 22022, 22946.. 23019 



GI Descrip. (AF04 9930) PGP237-11 [Petunia x hybrida] 



Seq. No. 21273 

Gene No. 4 4 448 

Start 28224 

Name OJ991107_30. 0204 .Cll .ol.tm 

Start 6848 

GI none 

Exons 6848.. 6988, 6850.. 7035, 7737, 
8332. .8376, 8373. .8426 



OJ991107_30. 0204. Cll 
29034 

TBLASTX: Maize 

8426 

218 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7934, 7823.. 8320, 7830.. 8357, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21273 

44448 

28224 

OJ991107 

6848 

none 



30.0204.Cll.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_30. 0204. Cll 
29034 

TBLASTX : Soybean 

8351 

156 



21611 



Exons 



6848. .6988, 6850. .6987, 7823. .7993, 7830. .7976, 8012. .8317, 
8016.. 8321, 8322.. 8351 



Seq. No. 21273 

Gene No. 44448 

Start 28224 

Name OJ991107_30 . 0204 . Cll . ol , 

Start 6850 

GI none 

Exons 6850.. 6987, 6851.. 6988, 
8012.. 8317, 8016.. 8357 



tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_30. 0204. Cll 
29034 

TBLASTX: Cress 

8357 

167 



7791. .7934, 7823. .8008, 7830.. 7976, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21273 
44448 
28224 

OJ991107_30. 0204. Cll. ol.tw 

6863 

none 



Seq. ID OJ991107_30. 0204. Cll 
Strand 

End 29034 

Method TBLASTX : Wheat 

End 8393 

Score 105 



6863.. 6988, 6865.. 69.87, 7737.. 7934, 7829.. 7981, 7830.. 7973, 
'^7982.. 8317, 8016.. 8393 



Seq. No. 21273 Seq. ID 

Gene No. 44448 Strand 

Start 28224 * End 

Name OJ991107_30 . 0204 . Cll . o4 . tm Method 

Start 12493 End 

GI none Score 

Exons 12493. .12579, 124 95 .. 1258 1, 

12633. .12737, 12645 .. 12773, 

14564. .14734, 14568 .. 1474 4 , 

15094. .15225, 15097 .. 15219, 

16236. .16304, 16236 .. 16304 , 

17254. .17370, 17255. .17377, 



OJ991107_30. 0204. Cll 
29034 

TBLASTX: Maize 
17497 
58 

12627. .12680, 12628 12 678 , 
12664 . .12774, 14560 .. 14 697 , 
15092. .15217, 15093. .15212, 
15820. .15885, 15821 1588 6, 
16237. .16305, 16237 .. 16305, 
17315. .17395, 17438. .174 97 



Seq. No. 21273 
Gene No. 44448 
Start 28224 

Name OJ991107_30 . 0204 . Cll . o3 . tc 

Start 14561 
GI none 
Exons 14561. 

15820. 

16237. 



.14689, 14562. 
.15885, 15821. 
.16305, 17279. 



.14690, 
.15886, 
.17362, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 30. 0204. Cll 



29034 

TBLASTX: Cress 
17362 
75 

15086. .15271, 15094. .15225, 
15823. .15888, 16236. .16304, 
17287. .17361 



Seq. No. 21273 

Gene No. 44448 

Start 28224 

Name OJ991107_30 . 0204 . Cll . o3 . ts 

Start 15089 

GI none 

Exons'. 15089. .15217, 15094 15225, 
16237. .16305, 17278 17370 . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991107_30. 0204. Cll 
29034 

TBLASTX : Soybean 

17370 

142 



15820. .15885, 1 6236 .. 16304 , 



Seq. No. 
Gene No. 
Start 
Name 



.21273 
44448 
28224 
OJ991107 



30.0204 .Cll. o2. tm 



Seq. ID 

Strand 

End 

Method 



OJ991107_30. 0204. Cll 
29034 

TBLASTX: Maize 



21612 



Start 
GI 

Exons 



19164 

none 

19164. 

19335. 

19512. 

19845. 

20135. 

20294. 

20508. 



.19271, 19168. .19275, 

.19409, 19347. .19421, 

.19580, 19672. .19758, 

.19928, 19846. .19929, 

.20182, 20136. .20225, 

.20377, 20298. .20381, 
.20537 



End 20537 

Score 127 
19169. .19273, 19.177 19275, 
19357. .19422, 19511. .19582, 
19679. .19759, 1 9845 .. 19922, 
20009. .20053, 20010 .. 20054 , 
20139. .20192, 20290 .. 20376, 
20299. .20382, 20507 .. 20536, 



Seq. No. 21273 
Gene No. 44448 
Start 28224 

Name OJ991107_30 . 0204 .Cll.o2.ts 

Start 19174 

GI none 

Exons 19174. .19275, 19175 

19666. .19758, 19679 
20009. .20053, 20010 
20305. .20382, 20507 
21936. .22022 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991107 30.0204.C11 



19270, 19334. 

19759, 19845. 

20054, 20135. 

20545, 21778, 



29034 

TBLASTX: Soybean 
22022 
95 

19420, 19511. . 19585, 
19928, 19845. . 19928, 
20179, 20298. .20381, 
21843, 21935. .22021, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21273 
44448 
28224 

OJ991107_30.0204 .Cll.o3.tw 

19511 

none 



Seq. ID OJ991107_30.0204.C11 
Strand 

End 29034 

Method TBLASTX : Wheat 

End 20161 

Score 4 6 



19511. .19585, 19666. .19758, 19845 .. 19928, 20009 .. 20053, 
20135. .20161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21273 
44448 
28224 

OJ991107_30.0204.Cll.o2.tc 

19717 

none 



Seq. ID OJ991107_30.0204.C11 
Strand 

End 29034 

Method TBLASTX : Cress 

End 22025 

Score 88 



19717. .19758, 19845 .. 19925, 20012 .. 20050, 20138 .. 20179, 
20298. .20381, 20305 .. 20382, 20507 .. 20548, 21778 .. 21843, 
21929. .22024, 21930.. 22025 



Seq. No. 

Gene No. 

Start 

Name" 

Start 

GI 

Exons 



21273 Seq. ID 

44448 Strand 

28224 End 

OJ991107_30 . 0204 . Cll . o3 . tm Method 

25249 End 

none Score 



OJ991107_30. 0204 .Cll 
29034 

TBLASTX: Maize 

27488 

67- 



25249. .25332, 26772 .. 26867, 26773 .. 26859, 26784 .. 26864 , 

26951. .27013, 26952 .. 27014 , 26953 .. 27015 , 27090 .. 27200, 

27104. .27202, 27 105 .. 27203, 27289 .. 274 68 , 27290 .. 27472 , 

27296. .27475, 27297 .. 27479, 27300. .27488 



Seq. No." 21273 Seq. ID 

Gene No. 44448 Strand 

Start 28224 End 

Name OJ991107_30 . 0204 . Cll . o2 . tw Method 

Start 26796 End 



OJ991107_30. 0204 .Cll 
29034 

TBLASTX: Wheat 
27482 



21613 



GI 

Exons 



none Score 127 

26796..26867, 26796 .. 26864 , 26932 27012, 26933 27013, 

26934. .27014, 2694 4 27015, 27104 .. 27202, 27105 .. 27203, 

27124. .27204, 27289 .. 2747 1 , 27296 .. 27472, 27297.. 27482 



Seq. No. 


21273 


Seq. ID 


OJ991107_30.0204 


Gene No. 


44448 


Strand 


- 


Start 


28224 


End' 


29034 


Name 


OJ991107 30.0204.Cll.o5.gs 


Method 


GENSCAN 


O Lai U 


£. O C. £. *i 




?Qn^d 


GI 


none 


Score 


.79 


Exons 


28224. .28493, 28933.. 29034 






Seq. No. 


21273 


Seq. ID 


OJ991107_30.0204 


Gene No. 


44449 


Strand 




Start 


32424 


End 


32688 


Name 


OJ991107 30.0204.Cll.o5.tm 


Method 


TBLASTX: Maize 


Start 


32424 


End 


32688 


\J -L 


1 1U1 1C 


Score 


115 


Exons 


32424. .32675, 32437.. 32688 






Seq. No. 


21273 


Seq. ID 


OJ991107_30.0204 


Gene No. 


44450 


Strand 




Start 


36597 


End 


37000 


Name 


OJ991107 30.0204.Cll.o4.tw 


Method 


TBLASTX: Wheat 


Start 


36597 


End 


37000 




none 


Score 


76 


Exons 


36597. .36788, 36620 .. 36781, 


36863. .36910, 36890 .. 36997 , 




36917. .37000 






Seq. No. 


21274 


Seq. ID 


OJ991107_30.0204 


Gene No. 


44451 


Strand 


+ 


Start 


355 


End 


1783 


Name 


OJ991107 30.0204.C12.ol.gs 


Method 


GENSCAN 


Start 


355 


End 


1783 


GI 


none 


Score 


.43 


Exons 


355.-879, 1009. .1575, 1715.. 


1783 




Seq. No. 


21274 


Seq. ID 


OJ991107 30.0204 


Gene No. 


44451 


Strand 


+. 


Start 


355 


End 


1783 


Name 


OJ991107 30.0204.C12.ol.np 


Method 


AAT/NAP 


Start 


364 


End 


1487 


w X 


?Qfinanfi 


Score 


515 


Exons 


364. .1487 






GI Descrip. 


(AL022197) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21274 


Seq. ID 


OJ991107_30.0204 


Gene No. 


44451 


Strand 


+ 


Start 


355 


End 


1783 


Name 


OJ991107 30.0204~.C12.o2.ts 


Method 


TBLASTX : Soybean 


Start 


457 


End 


858 


GI 


none 


Score 


58 


Exons 


457. .510, 694. .858, 696. .857 






Seq. No. 


21274 


Seq. ID 


OJ991107_30.0204 


Gene No. 


44451 


Strand 


+ 



21614 




Start 


355 End 


1783 


Name 


OJ991107 30.0204.C12.o2.tm Method 


TBLASTX: Maize 


Start 


694 End 


1218 


GI 


none Score 


181 


Exons 


694. .858, 723.-857, 1132. .1218 




Seq. No. 


21274 Seq. ID 


OJ991107_30.0204.C12 


Gene No. 


44451 Strand 


+ 


Start 


355 End 


1783 


Name 


OJ991107 30.0204.C12.ol.tc Method 


TBLASTX: Cress 


Start 


778 End 


1584 


GI 


none Score 


65 


Exons 


778. .894, 1158. .1307, 1159. .1317, 1345 


. .1584, 1368. .1580 


Setj' No. 


21274 Seq. ID 


OJ991107_30.0204.C12 


Gene No. 


44451 Strand 


+ 


Start 


355 End 


1783 


Name 


OJ991107 30.0204.C12.ol.ts Method 


TBLASTX: Soybean 


Start 


1176 End 


1601 


GI 


none Score 


145 


Exons 


1176. .1313, 1177. .1317, 1345. .1593, 1368. .1601 



Seq. No. 21274 

Gene No. 44 4 51 

Start 355 

Name OJ991107_30 . 0204 . C12 . ol . tm 

Start 1237 

GI none 
Exons 



Seq. ID OJ991107_3£>.0204 .C12 
Strand 
End 

Method 
End 
Score 



+ . ■• i ■ 

1783 

TBLASTX: Maize 

1620 

103 



1237. .1317, 1348. .1620, 1362. .1424, 1473. .1592 



Seq. No. 


21275 










Seq. ID 


OJ991107 


Gene No. 


44452 










Strand 


+ 


Start 


393 










End 


67 9 


Name 


OJ991107 30. 


0204 


.C15 


.ol 


.gs 


Method 


GENSCAN 


Start 


393 










End 


679 


GI 


none 










Score 


.99 


Exons 


393. .679 














Seq. No. 


21275 










Seq. ID 


OJ991107 


Gene No. 


44453 










Strand 




Start 


1 










End 


770 


Name 


OJ991107 30. 


0204 


.C15 


.ol 


. np 


Method 


AAT/NAP 


Start 


1 










End 


770 


GI 


6466937 










Score 


344 


Exons 


1. .388, 615. 


.770 













30.0204.C15 



GI Descrip. (AC011621) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. No. 21275 Seq. ID 

Gene No. 44 4 53 Strand 

•Start . 1 End 

Name' OJ991107_30 . 0204 . C15 . ol . tw * Method 

Start 9 End 

GI none Score 

Exons 9.. 113, 67.. 378, 86.. 241 



OJ991107_30.0204.C15 
770 

TBLASTX: Wheat 

378 

86 



Seq. No. 



21275 



Seq. ID OJ991107_30.0204.C15 



21615 



Gene No. 44453 

Start 1 

Name OJ991107_30 . 0204 .C15 . ol . tm 

Start 15 

GI none 

Exons 15.. 110, 31.. 387, 89.. 382 

Seq. No. 21275 

Gene No. 44453 

Start 1 . ' 

Name OJ991107_30 . 0204 .C15.ol.ts 

Start 64 

GI none 

Exons 64 . . 357 



Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



770 

TBLASTX: Maize 

387 

119 



OJ991107_30.0204 .C15 
770 

TBLASTX : Soybean 

357 

195 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21276 Seq. ID OJ991107_30 . 0204 . C16 

44454 Strand 

1 End 508 

OJ991107_30.0204.C16.ol.np Method AAT/NAP 

1 End 508 - 

2498930 Score 499 

1..277, 445. .508 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RU LAT I ON 

PROTEIN) gi|1203794 (U18774) Sog [Drosophila melanogaster ] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21276 Seq. ID 

44454 Strand 

1 End 
OJ991107_30 . 0204 . CI 6 . ol . gs Method 

80 End 

none Score 

80. .277, 445. .504 



OJ991107_30.0204 .C16 
508 

GENSCAN 

504 

.86 



Seq. No. 


21277 






Seq. ID 


OJ991217 


_20.0218.C1 


Gene No. 


44455 






Strand 






Start 


1840 






End 


5834 




Name 


OJ991217 20 


.0218. 


Cl.ol.gs 


Method 


GENSCAN 




Start 


.1840 






End 


5834 




GI 


none 






Score 


.57 




Exons 


1840. .1920, 


2429. 


.2490, 2651. 


.2848, 3708.. 3783, 


5025. .5114 




5256. .5303, 


5401. 


.5555, 5762. 


.5834 






Seq. No. 


21277 






Seq. ID 


OJ991217 


_20.0218.C1 


Gene No. 


44455 






Strand 






Start 


1840 






End 


5834 




Name 


OJ991217 20 


.0218. 


CI . ol .np 


Method 


AAT/NAP 




Start 


2816 




End 


5290 




GI 


6715650 






Score 


70 




Exons 


2816. .3031, 


3670. 


.3802, 4017. 


.4296, 4622. .4671, 


5252. .5290 


GI Descrip. 


(AC007323) 


T25K16 


.2 [Arabidopsis thaliana] 




Seq. No. 


21277 






Seq. ID 


OJ991217 


_20.0218.C1 


Gene No. 


44455 






Strand 






Start 


1840 






End 


5834 




Name 


OJ991217 20 


.0218. 


Cl.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


2918 






End 


4544 




GI 


none 






Score 


88 





21616 



Exons 



2918.. 3001, 2919.. 3002, 3695.. 3778, 3708.. 3782, 3709.. 3777, 

3841. .3954, 3854. .3973, 3867. .3935, 3868. .3936, 3881. .3967, 

4126. .4239, 4128. .4256, 4318. .4404, 4322. .4405, 4323. .4409, 
4470. .4544 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 
Gene No. 



21277 Seq.* ID 

44455 * Strand 

1840 End 

OJ991217_20 . 0218 . CI . o2 . np Method 

3635 End 

6715650 Score 



OJ991217_20.0218.C1 

5834 
AAT/NAP 
5496 
154 



3635.. 3802, 4017.. 4296, 4622.. 4671, 5252.. 5303, 5401.. 5496 
(AC007323) T25K16.2 [Arabidopsis thaliana] 



21278 Seq. ID 

44456 Strand 

399 End 

OJ991217_20.0218.C2.ol.gp Method 

399 End 

43945 1.R1084 Score 



OJ991217_20.0218.C2 
+ 

5258 

AAT/GAP 

1566 

499 ■ 



399. .496, 596. .677, 1342. .1417, 1528. .1566 

, 4 689108/gb|AAD27763.1|AF077030_l 1.0e-14 (AF077030) 

hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049.1_AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] 1 



21278 Seq. ID 

44456 Strand 

399 End 

OJ991217_20 . 0218 . C2 . ol . np Method 

406 End 

6970282 Score 



OJ991217_20.0218.C2 
+ 

5258 
AAT/NAP 
4862 
236 



406. .496, 596. .677, 1342. .1417, 1528. .1616, 1960. .2057, 
2867.. 3037, 3149. .3199, 3610. .3676, 4068. '.4192, 4497. .4608, 
4679. .4862 

(AC021666) unknown protein [Arabidopsis thaliana] 



21278 
44456 



Seq. ID OJ991217_20.0218.C2 
Strand + 



Start 


399 






End 


5258 


Name 


OJ991217 20.0218 


.C2.ol 


.gs 


Method 


GEN SCAN 


Start 


409 






End 


5063 


GI 


none 






Score 


.79 


Exons 


409. .496, 1528.. 


1595, 


1653. . 


1748, 1960 


..2044, 2907. .3037, 




3149.. 3232, 4046 


. .4192 


, 4497 


..4608, 4679.-4798, 4990. .5063 


Seq. No. 


21278 






Seq. ID 


OJ991217_20.0218.C2 


Gene No. 


44456 






Strand 


+ 


Start 


399 






End 


5258 


Name 


OJ991217 20.0218 


.C2.o2 


• gp 


Method 


AAT/GAP 


Start 


3239 






End 


3694 


GI 


.none 






Score 


831 


Exons 


. 3239.. 3694 










Seq. No. 


21278 






Seq. ID 


OJ991217_20.0218.C2 


Gene No. 


44456 






Strand 


+ 


Start 


399 






End 


5258 



21617 



Name 

Start 

GI 

Exons 



OJ991217_20.0218.C2.o3.gp 

4733 

none 

4733.-4798, 4990.. 5258 



Method AAT/GAP 
End 5258 
Score 502 



Seq. No. 21278 

Gene No. 44457 

Start 4986 

Name OJ991217_20 . 0218 . C2 . o4 , 

Start 4986 

GI none 

Exons 4986.. 5330 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_20.0218.C2 

5330 
AAT/GAP 
5330 
667 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991217 20. 0218. C2 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21278 Seq. ID 

44458 Strand 
6373 End 
OJ991217_20 . 0218 . C2 . ol . tw Method 
394 End 
none Score 
394. .492, 405. .494, 405. .500, 406. .495, 594. .635, 595. .657, 
627.. 680, 638.. 667, 1335.. 1415, 1339.. 1416, 1339.. 1416, 
1340. .1417, 1340. .1417, 1506. .1607, 1522. .1593, 1532. .1612 



8832 

TBLASTX: Wheat 

1612 

93 



21278 
44458 
6373 

OJ991217_20.0218.C2.o3.tm 
394 
none 
394. . 
1341, 
1959, 
3146, 
4044. 
4490. 
4975. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 20. 0218. C2 



495, 399.. 500, 594. .632, 
.1415, 1486. .1593, 1506. 



.2030, 2925. 

,3289, 3148. 

.4202, 4045. 

.4594, 4491. 

.5085, 4985. 



,3038, 2925. 

,3231, 3164. 

,4194, 4052. 

,4598, 4671. 

,5095, 4986. 



8832 

TBLASTX: Maize 
5095 
143 

636. .680, 1335. .1415, 1339. .1416, 
.1607, 1530. .1628, 1957.. 2040, 
.3038, 2941.. 3039, 2966.. 3040, 
.3235, 4013. .4195, 4029.. 4193, 
.4195, 4483. .4575, 4490. .4576, 
.4802, 4678. .4803, 4681. .4806, 
.5087, 4988.. 5095 



21278 
44458 
6373 . 

OJ991217_20.0218.C2.o2.ts 

405 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_20.0218.C2 
8832 

TBLASTX: Soybean 

4102 

97 



405. .491, 406. .495, 636. .680, 1339. .1416, 1341. .1415, 
1506. .1598, 1532. .1597, 1957. .2043, 1959. .2027, 2972. .3040, 
2983. .3039, 3146. .3235, 3147. .3206, 3148. .3225, 3149. .3229, 
4045. .4098, 4052. .4102 



21278 ^" Seq. ID 
44458 Strand 
6373 . End 
OJ9912 17_20 . 02 18 . C2 . o2 . tc Method 
406 End 
none Score 



OJ991217_20.0218.C2 
8832 

TBLASTX: Cress 

2028 

90 



406. .495, 609. .632, 636. .680, 1339. .1416, 1339. .1413, 

1341. .1415, 1506. .1598, 1530. .1595, 1532. .1597, 1957. .2028, 

1959. .2027 



21618 




Seq. No. 21278 

Gene No. 44458 

Start 6373 

Name OJ991217_20 . 0218 . C2 . ol . 

Start 4136 

GI none 

Exons 4136.. 4195, 4490.. 4528, 
4677. .4802, 4678. .4803, 

Seq. No. 21278 

Gene No. 44458 

Start 6373 

Name OJ991217_20 . 02 18 . C2 . ol . 

Start 4497 

GI none 

Exons 4497.. 4598, 4499.-4579, 
4986. .5048, 4986. .5045 




Seq. ID OJ991217_20.0218.C2 
Strand 

End 8832 

tc Method TBLASTX: Cress 

End 5036 

Score 96 
4491. .4529, 4517. .4579, 4521. .4598, 
4986. .5036 

Seq. ID OJ991217_20.0218.C2 
Strand 

End 8832 

ts Method TBLASTX : Soybean 

End 5048 

Score 128 
4671. .4802, 4678. .4803, 4678. .4806, 



Seq. No.. 21278 Seq. ID OJ991217_20 . 0218 . C2 

Gene No. 44458 Strand 

Start 6373 End 8832 

Name OJ991217_20 . 0218 . C2 . o5 .gp Method AAT/GAP 

Start ~ 5953 . End 7254 

GI LIB3434-065-P1-K1-F6 Score 876 

Exons 5953.. 6116, 6360.. 6453, 6611.. 6712, 7125.. 7254 

GI Descrip. '3132472 3.0e-10 (AC003096) unknown protein [Arabidopsis 
thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21278 Seq. ID 

44458 Strand 

6373 End 

OJ991217_20 . 0218 . C2 . o2 . gs Method 

6373 End 

none Score 



OJ991217_20.0218.C2 

8832 
GENSCAN 
8832 
.63 



6373. .6453, 6611. .6664, 7125. .7251, 7544. .8832 



Seq. No. 21278 
Gene No. 44458 
Start 6373 

Name OJ991217_20 . 0218 . C2 . o2 . tm 

Start 7152 
GI none 

Exons 7152.. 7193, 7180.. 7281, 7185. 

7676.. 7762, 7737.. 7889, 7777. 
7892. .7960 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.7253, 
.7938, 



OJ991217 20. 0218. C2 



8832 

TBLASTX: Maize 
7962 
97 

7538. .7753, 7543. .7755, 
7781. .7885, 7888. .7962, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21278 
44458 
6373 

OJ991217_20.0218.C2.ol.tm 

8213 

none 



Seq. ID OJ991217_20.0218.C2 
Strand 

End 8832 

Method TBLASTX: Maize 

End 8730 

Score 336 



8213. .8596, 8215. .8595, 8585.-8686, 8599. .8730, 8600. .8671, 
8610. .8720 



Seq. No. 



21279 



Seq. ID OJ991217_20.0218.C4 



21619 




Gene No. 


44459 




Strand 


+ 




Start 


118 




End 


482 




Name 


OJ991217 20. 0218. C4 


.ol.np 


Method 


AAT/NAP 




Start 


118 




End 


479 




GI 


6523094 




Score 


332 




Exons 


118. .479 










GI Descrip. 


(AL133315) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


c ±z / y 




beq. lu 


atqqi on on noi o 


.C4 


bene ino . 


44459 




Strand 


+ 




Start 


118 




End 


482 




Name 


riTQQi9i*7 on noi p ca 


. ol . gs 


Meunoa 






Start 


1 "7 /I 




hna 


A Q O 

4 oz 




GI 


none 




Score 


1 

J. 




Exons 


1*7/1 A QO 
1 / 4 . . ft 06. 










Seq. No. 


z ±^ / y 




beq. ID 


ojyyizi / zu.uzio 


.C4 


uene ino • 


AAA cn 
4 4 4 bU 




Strand 


+ 




Start 


394 




End 


708 




Name 


OJ991217_20.0218.C4 


.ol.gp 


Method 


AAT/GAP 




Start 


J 3 4 




End 


708 




GI 


j / bouuy 




Score 


589 




Exons 


"5 Q A TOO 

oy4 . . /uo 










Seq. No. 


ziz / y 




Seq. ID 


OJ991217_20.0218 


.C4 


Gene No. 


4 4 4 Dl 




Strand 






OLaiL 


1409 




End 


2217 




Name 


OJ991217 20. 0218. C4 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 






End 


499 




GI 


none 




Score 


38 




Exons 


O /)i on QR 01 
J. .41, ZU . . OJ, Z ± . . 


98, 156. .269, 173.. 


241, 267. .482, 275.. 




j i ± . . 4 y b 










Seq. No. 


O 1 O T Q 




Seq. ID 


OJ991217_20.0218 


,C4 


bene ino . 


44461 




Strand 






Start 


1409 




End 


2217 




Name 




.o2.tm 


Method 


TBLASTX: Maize 




Start 


om 
zu l 




End 


460 




GI 


none 




Score 


385 




Exons 


oni /i c: q om oci 
zU1..4do, ZU1..ZO/, 


203. .460, 


203. .460 






Seq. No. 


o i o *7 n 

ziz / y 




Seq. ID 


OJ991217_20.0218 


.C4 


belle INO • 


44461 




Strand 






Start 


1409 




End 


2217 




Name 


OJ991217 20. 0218. C4 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


306 




End 


482 




GI 


none 




Score 


217 




Exons 


306. .482, 308. .478, 


382. .480 








Seq. No. 


21279 




Seq. ID 


OJ991217_20.0218 


,C4 


Gene No. 


44461 




Strand 






Start 


1409 




End 


2217 




Name 


OJ991217 20. 0218. C4 


. o2 . np 


Method 


AAT/NAP 




Start 


1372 




End 


2217 




GI 


4206789 




Score 


814 




Exons 


1372. .2217 











GI Descrip. (AF112864) syntaxin-related protein At-SYRl [Arabidopsis 



21620 




thaliana] gi | 6671938 | gb'l AAF23198 . 1 1 AC016795_11 (AC016795) 
putative syntaxin [Arabidopsis thaliana] 



Seq. No. 


21279 








Seq. ID 


OJ991217_20.0218, 


,C4 


Gene No. 


44461 








Strand 


- 




Start 


1409 








End 


2217 




Name 


OJ991217 20. 


,0218 


,C4.o2. 


gs 


Method 


GEN SCAN 




Start 


1409 








End 


2137 




GI 


none 








Score 


1 






1 4fiQ 91 "37 














Seq. No. 


21279 








Seq. ID 


OJ991217_20.0218. 


,C4 


Gene No. 


44461 








Strand 






Start 


1409 








End 


2217 




Name 


OJ991217 20. 


,0218 


.C4.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


1538 








End 


2209 




GI 


none 








Score 


64 




IT* V" f~\ T~l c 


1 JjO . . £. £.\J ^ i 




1 fi?4 




.1921 f 1695.. 2042 




Seq. No. 


21279 








: -%eq. ID 


OJ991217_20.0218. 


,C4 


Gene No. 


■ 44461 








Strand 






Start . 


1409 








End 


2217 




Name 


OJ991217 20. 


0218 


.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1538 








End 


1984 




GI 


none 








Score 


121 






1J JO . .J.-70*!/ 




i Q76 










Seq. No. 


21279 








Seq. ID 


OJ991217_20.0218. 


C4 


Gene No. 


44461 








Strand 






Start 


1409 








End 


2217 




Name 


OJ991217 20. 


0218 


.C4.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1565 








End 


1946 




GI 


none 








Score 


164 








lDlw 


1 Q91 




.1946 






Seq. No. 


21279 








Seq. ID 


OJ991217_20.0218. 


C4 


Gene No. 


44461 








Strand 






Start 


1409 








End 


-2217 




Name 


OJ991217 20. 


0218 


.C4.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


1643 








End 


2212 




GI 


none 








Score 


183 




LAU1 1 0 


1 fid ^ 1 Q?1 




• • z, z, _l z. , 


1 J * 


.2042, 2141. .2194 




Seq. No. 


21279 








Seq. ID 


■ OJ991217_20.0218, 


C4 


Gene No. 


44461 








Strand 






Start 


1409 








End 


2217 




Name 


OJ991217 20. 


0218 


.C4.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


2030 








End 


2215 




GI 


none 








Score 


93 




Exons 


2030. .2215, 


2141 


. .2215 










Seq. No. 


21280 








Seq. ID 


OJ991217_20.0218. 


C5 


Gene No. 


44462 








Strand 


+ 




Start 


92 








End 


1783 




Name 


OJ991217 20. 


0218, 


.CS.ol. 


gs 


Method 


GENSCAN 




Start 


92 






End 


1783 




GI 


none 








Score 


.64 





21621 



Exons 



92.. 159, 616.. 682, 1556. .1783 



Seq. No. 


21280 




Seq. ID 


OJ991217 


_20.0218.C5 


Gene No. 


44463 




Strand 






Start 


4281 




End 


14943 




Name 


OJ991217 20. 


0218.C5.o2.gs 


Method 


GEN SCAN 






4281 




End 


14943 




GI 


none 




Score 


.77 




Exons 


4281. .4809, 


4897.. 5045, 5219 


..5386, 5499.. 5732, 


6094. .6249 




6341. .6511, 


6873.. 7133, 7200 


..7310, 7384.. 7560, 


8117. .8189 




8296. .8422, 


8461.. 8571, 9365 


..9500, 10089. .10196, 10913.. 1 




11759. .11845 


12185. .12335, 


12510. .12571, 12617 


. .12697, 




13207. .13327 


, 13533. .13695, 


13775. .13879, 14374 


. .14473, 




14581. .14943 








Seq. No. 


21280 




Seq. ID 


OJ991217 




Gene No. 


44463 




Strand 






Start 


4281 




End 


14943 




Name 


OJ991217 20. 


0218.C5.ol.gp 


Method 


AAT/GAP 




Start 


5981 




End 


6398 




GI 


none 




Score 


634 




Exons 


5981. .6249, 


6341. .6398 








Seq. No. 


21280 




Seq. ID 


OJ991217 




O ~ 1 1 ~ t < w • 


44463 




Strand • 






Start 


4281 




End 


14943 




Name 


OJ991217 20. 


0218..C5.ol.np 


Method 


AAT/NAP 




Start 


7100 




End 


13082 




GI 


4589674 




Score 


169 




Exons 


7100. .7118, 


10477. .10579, 10677 .. 10808, 


10913. . 


11032, 




11762. .11845 


, 12185. .12436, 


12608. .12697, 13049 


. .13082 


GI Descrip. 


(AB023229) KIAA1012 protein 


[Homo sapiens] 




Seq. No. 


21280 




Seq. ID 


OJ991217 




Gene No. 


44464 




Strand 






Start 


15908 




End 


20284 




Name 


OJ991217 20. 


0218.C5.o3.tm 


Method 


TBLASTX : ] 


Maize 


Start 


4365 




End 


4577 




GI 


none 




Score 


92 




Exons 


4365. .4430, 


4366.. 4458, 4420 


..4575, 4420. .4542, 


4425. .4577 


Seq. No. 


21280 




Seq. ID 


OJ991217 


_20..0218.C5 




44464 




Strand 






Start 


15908 




End 


20284 




Name 


OJ991217 20. 


0218.C5.o2.tm 


Method 


TBLASTX:] 


Maize ' 


Start 


4578 




End 


5389 




GI 


none 




Score 


66 




Exons 


4578. .4640, 


4579.. 4623, 4641 


..4811, 4641. .4829, 


4681. .4815, 




4898. .4969, 


4899.. 4955, 4962 


..5009, 4963.. 5037, 


5219. .5305, 




5330. .5389 










Seq. No. 


21280 




Seq. ID 


OJ991217 


_20.0218.C5 


Gene No. 


44464 




Strand 






Start 


15908 




End 


20284 




Name 


OJ991217 20. 


0218.C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


5622 




End 


6243 




GI 


none 




Score 


100 





21622 



Exons 



5622.. 5738, 5622.. 5756, 5626.. 5739, 5627.. 5740, 6088.. 6243, 
6092.. 6241, 6093.. 6242, 6094.. 6243 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21280 Seq. ID 

44464 „ Strand 

15908 End 

OJ9912 17_20 . 02 18 . C5 . o2 . gp Method 

15718 End 

26540 1.R1084 Score 



OJ991217_20.0218.C5 

20284 
AAT/GAP 
17244 
1305 



15718. .16021, 16108. .16188, 16606 .. 16686, 16782 .. 168 62, 
16939. .17076, 17171. .17244 

'3327204/dbj |BAA31670| 4.0e-58 (AB014595) KIAA0695 protein [Homo 
sapiens] * 



21280 
44464 
15908 
OJ991217 
15742 
none 
15742. 
15889. 
16103. 
16605. 
16936. 
17172. 
17394. 
17697. 
18008. 
18627. 
19205. 
19215. 
19747. 
19909. 



20.0218.C5.ol.tm 



5795, 

6032, 

6189, 

6688, 

7082, 

7303, 

7474, 

7804, 

8061, 

8761, 

9495, 

9520, 

9812,- 

0091, 



15746. 
15899. 
16103. 
16778. 
16936. 
17173. 
17693. 
17777. 
18008. 
18631. 
19210. 
19690. 
19755. 
19913. 



.15856, 
.16033, 
.16192, 
.16864, 
.17106, 
.17304, 
.17731, 
.17806, 
.18064, 
.18762, 
.19455, 
.19743, 
.19811, 
.20092 



Seq. I 
Strand 
End 

Method 

End 

Score 

15746. . 1 

15905. 

16108. 

16779. 

16940. 

17392. 

17694. 

18006. 

18144. 

18631. 

19212. 

19691. 

19757. 



D OJ991217 20. 0218. C5 



20284 

TBLASTX : Mai 
20092 
■•55 

5868, 15849. .1 
6033, 16102.. 1 
6191, 16603.. 1 
6865, 16782. .1 
7134, 17171. .1 
7457, 17394. .1 
7804, 17696. .1 
8059, 18007. .1 
8254, 18149. .1 
8762, 18632. .1 
9493, 19213. .1 
9753, 19692. .1 
9819, 19909. .2 



ze 



6016, 
6191, 
6689, 
6865, 
7284, 
7471, 
7806, 
8063, 
8283, 
8763, 
9503, 
9754, 
0091, 



Seq. No. 21280 Seq. ID 

Gene No. 44464 Strand 

Start 15908 End 

Name OJ991217_20 . 02 18 . C5 . ol-. tc Method 

Start 15908 End 

GI none Score 

Exons 15908. .16033, 16102 .. 16191 , 16103 .. 16186, 16603 

16606. .16689, 16770 .. 16850, 16782 .. 16859, 16939 

16940. .17104, 17160. .17303, 17170 .. 17316, 17171 
17394. .17423 



OJ991217 20. 0218. C5 



20284 

TBLASTX: Cress 
17423 
99 



.16689, 
.17103, 
,17284, 



Seq. No. 21280 Seq. ID 

Gene No. 44464 Strand 

Start 15908 End 

Name OJ9912 17_20 . 02 18 . C5 . o3 . gs Method 

Start 15908 ■ End 

GI none Score 

Exons 15908. 

16939. 

18008. 



OJ991217_20.0218.C5 

20284 
GENSCAN 
20089 
.98 



,16021, 16108. .16188, 16606 .. 16686, 16782 .. 168 62, 
,17076, 17171. .17302, 17394 .. 17454 , 17 697 .. 17803, 
,18061, 18152. .18253, 18632 .. 18757 , 19205 .. 194 92 , 



19909. .20089 



21623 



Seq. ID OJ991217_20.0218.C5 
Strand 

End . 20284 
Method AAT/NAP 
End 20284 
Score 1790 
16188, 16606. .16686, 16782 .. 16862, 
17302, 17394. .17454, 17697 17803, 
18253, 18632. .18757, 19205 19492, 
20284 



Seq. No. 21280 
Gene No. 44464 
Start 15908 

Name OJ991217_20 . 0218 . C5 . o2 . np 

Start 15911 
GI 3687389 
Exons 15911. .16021, 16108 

16939. .17089, 17184 

18008. .18061, 18152 

19691. .19813, 19909 
GI Descrip. (Y16124) putative cullin protein [Lycopersicon esculentum] 



Seq. No. 21280 
Gene No. 4 4 464 

Start 15908 

Name OJ991217_20 . 0218 .C5.ol.tw 

Start 15948 

GI none 

Exons 15948. .16022, 15950 

16103.'. 16189, 16108 
16596. .16688, 16600 
16780. .16827, 16782 
16940. .17011, 16940 



,16033, 15950 

,16191, 16109 

,16689, 16603 

,16859, 16939 
,17011 



Seq. ID OJ991217_20.0218.C5 
Strand 

End 20284 
Method TBLASTX : Wheat 
End 17011 
Score 105 

16033, 16102. .16191, 
16192, 16110. . 16202, 
16689, 16779. . 16865, 
17010, 16939. .17010, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21280 
44464 
15908 
OJ991217 
16600 
none 
16600. 
16779. 
16940. 



20.0218.C5.ol.ts 



16695, 
16865, 
17134, 



16603. 
16782. 
17171. 



,16689, 
,16865, 
,17263, 



Seq. ID OJ991217_20.0218.C5 
Strand 

End 20284 

Method TBLASTX : Soybean 

End* 17264 

Score 78 
16604. .16693, 16766 .. 16861, 
16935. .17084, 16936 .. 17106, 
17172. .17264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21280 
44464 
15908 
OJ991217 
17268 
none 
17268. 
17696. 
18149. 



20.0218.C5.o3.ts 



17306, 
17806, 
18283, 



17394. .17474, 
18006. .18098, 
18631. .18759, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
17398. .17451, 
18008. .18064, 
18632. .18760, 



OJ991217 20. 0218. C5 



20284 

TBLASTX : Soybean 
18760 
46 

17694. .17831, 
18144. .18257, 
18636. .18758, 



18649. .18759 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21280 
44464 
15908 

OJ991217_20.0218.C5.o2.ts 

19287 

none 



Seq. ID OJ991217_20.0218.C5 
Strand 

End 20284 

Method TBLASTX : Soybean 

End 20092 

Score 145 



19287. .19493, 19292 .. 19513, 19292 . .19495, 19691 .. 19819, 
19695. .19814, 19771 -.. 19815, 19905 .. 20054 , 19906 .. 20085, 
19906. .20091, 19910. .20092 



Seq. No. 
Gene No. 



21281 
44465 



Seq. ID OJ991217_20.0218.C6 
Strand + 



21624 




Start 


7007 


End 


9301 


Name 


OJ991217 20.0218.C6.o2.np 


Method 


AAT/NAP 


Start 


7007 


End 


9301 


GI 


5042462 


Score 


88 


Exons 


7007.. 7057, 8937.-8997, 9236. 


.9301 




GI Descrip. 


(AC007789) putative negatively light-regulated protein [Oryza 




sativa] 






Seq. No. 


21281 


Seq. ID 


OJ991217_20.0218.C6 ' 


Gene No. 


44465 


Strand 


+ 


Start 


7007 


End 


9301 


Name 


OJ991217 20.0218.C6.o2.gs 


Method 


GENSCAN 


Start 


7730 


End 


9027 


GI 


none 


Score 


.71 


Exons 


7730.. 7812, 8099.. 8215, 8260. 


.8437, 8604.. 8756, 8950.. 9027 


Seq. No. 


21281 


Seq. ID 


OJ991217_20.0218.C6 


Gene No. 


44466 


Strand 


+ 


Start 


10218 


End 


11435 


Name 


OJ991217 20.0218.C6.o3.gs 


Method 


GENSCAN 


Start 


10218 


End 


11435 


GI 


none 


Score 


.98 


Exons 


. 10218. .11435 






Seq. No. 


21281 


Seq. ID 


OJ991217_20.0218.C6 


Gene No. 


44466 


Strand 


+ 


Start 


10218 


End 


11435 


Name 


OJ991217 20.0218.C6.o3.np 


Method 


AAT/NAP 


Start 


10224 


End 


11408 


GI 


3928096 


Score 


711 


Exons 


10224. .10743, 10777. .11408 






GI Descrip. 


(AC005770) hypothetical protein [Arabiclopsis thaliana] 


Seq. No. 


21281 


Seq. ID 


OJ991217_20.0218.C6 


Gene No. 


44467 


Strand 




Start 


79 


End 


7634 


Name 


OJ991217 20.0218.C6.ol.gs 


Method 


GENSCAN 


Start 




End 


7634 


GI 


none 


Score 


.65 


Exons 


79. .194, 1316. .1664, 2535. .2588, 2966 


..3256, 3545. .3710, 




4825.. 4913, 5192.. 5264, 5341. 


.5480, 5748.. 5869, 5962.. 6049, 




6554.. 6847, 7521.. 7634 






Seq. No. 


21281 


Seq. ID 


OJ991217_20.0218.C6 


Gene No. 


44467 


Strand 




Start 


79 


End 


7634 


Name 


OJ991217 20.0218.C6.o5.tm 


Method 


TBLASTX: Maize 


Start 


79 


End 


1377 


GI 


none 


Score 


153 


Exons 


79. .195, 83. .196, 1312. .1344, 


1313. .1348, 1335. .1376, 1348. .1377 


Seq. No. 


21281 


Seq. ID 


OJ991217_20.0218.C6 


Gene No. 


44467 


Strand 




Start 


79 


End 


7634 


Name 


OJ991217 20.0218.C6.ol.np 


Method 


AAT/NAP 


Start 


2948 


End 


6832 


GI 


6041789 


Score 


1510 



21625 



Exons 2948.. 3256, 3337.. 3414, 3545.. 3739, 4286.. 4498, 4607.. 4712, 

4825. .4913, 5192. .5264, 5341. .5480, 5748. .5869, 5962. .6055, 
6530.. 6832 

GI Descrip. (AC009755) putative N2, N2-dimethylguanosine tRNA 
methyltrarisferase [Arabidopsis thaliana] 



Seq. No. 


21281 








Seq. ID 


OJ991217 


_20.0218.C6 


Gene No. 


44467 








Strand 


- 




Start 


79 








End 


7634 




Name 


OJ991217_20 


.0218. 


C6.o4. 


tm 


Method 


TBLASTX: 


Maize 


Start 


29 f D 








End. 


3212 




GI 


none 








Score 


155 




Exons 


2975. .3091, 


3098. 


.3211, 


3099. 


.3212 






Seq. No. 


21281 








Seq. ID 


OJ991217 


_20.0218.C6 


Gene No. 


44467 








Strand 






Start 


79 








End 


7634 




Name 


OJ991217_20 


.0218. 


C6.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3170 








End 


4484 




GI 


none 








Score 


56 




Exons 


3170. .3211, 


3337. 


.3426, 


3347. 


.3427, 3542. .3748, 


3543. .3740, 




4278. .4469, 


4280. 


.4477, 


4290. 


.4484 






Seq. No. 


. 21281 








Seq. ID 


OJ991217 


_20.0218.C6 


Gene No. 


44467 








Strand 






Start 


79 








End 


7634 ' 




Name 


OJ991217_20 


.0218. 


C6.o3. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3542 








End 


3748 




GI 


none 








Score 


135 




Exons 


3542. .3748, 


3543. 


.3740 










Seq. No. 


21281 








Seq. ID 


OJ991217 


_20.0218.C6 


Gene No. 


44467 








Strand 






Start 


79 








End - 


7634 




Name 


OJ991217 20 


.0218. 


C6.o3. 


tc 


Method 


TBLASTX: 


Cress 


Start 


3626 








End 


4415 




GI 


none 








Score 


94 




Exons 


3626. .3748, 


3636. 


.3740, 


4278-. 


.4409, 4280. .4411, 


4280. .4414, 




4290. .4415 














Seq. No. 


2±2o± 








Seq. ID 


OJ991217 


20 . uzlo . Co 


Gene No. 


44467 








Strand 






Start 


79 








End 


7634 




Name 


OJ991217 20 


.0218. 


C6.ol. 


tm 


Method 


TBLASTX: 


Maize 


Start 


4295 








End 


6751 ■ 




GI 


none 








Score 


273 




Exons 


4295. .4501, 


4296. 


.4502, 


4384. 


.4503, 4613. .4714, 


4617. .4745, 




4626. .4718, 


4825. 


.4908, 


4825. 


.4914, 4827. .4916, 


4829. .4915, 




4848. .4928, 


5191. 


.5262, 


5192. 


.5266, 5193. .5264, 


5194. .5283, 




5328. .5480, 


5334. 


.5480, 


5335. 


.5481, 5739.. 5870, 


5739. .5870, 




5740. .5871, 


5957. 


.6055, 


5962. 


.6051, 6553. .6618, 


6554 . . 6595, 




.6598. .6750, 


6605. 


.6751, 


6671. 


.6751 






Seq. No. 


21281 








Seq. ID 


OJ991217 


_20-.0218.C6 


Gene No. 


44467 








Strand 






Start 


79 








End 


7634 




Name 


OJ991217 20 


.0218. 


C6.ol. 


tc 


Method 


TBLASTX: 


Cress 



21626 



Start 
GI 

Exons 



4607 End 5481 

none Score 80 

4607. .4714, 4620. .4715, 4828. .4914, 4831. .4908, 4833. .4916, 

4835. .4918, 4848. .4973, 5192. .5266, 5193. .5270, 5200. .5274, 

5328. .5480, 5328. .5480, 5335. .5481 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21281 
44467 
79 

OJ991217_20.0218.C6.o2.ts 

4825 

none 



Seq. ID OJ991217_20.0218.C6 
Strand 

End 7634 

Method TBLASTX: Soybean , 

End 5436 

Score 99 



4825. .4914, 4825. .4914, 4848. .4973, 5192. .5266, 5193. .5270, 
5328. .5435, 5335. .5436 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21281 
44467 
79 

OJ991217_20.0218.C6.o2.tc 

5745 

none 



Seq. ID OJ991217_20.0218.C6 
Strand 

End 7634 

Method TBLASTX : Cress 

End 6055 

Score 109 



5745. .5870, 5748 .. 5864 , 5966 .. 6055, 5967. .6050 



Seq. No. . 21281 Seq. ID 

Gene No. 4 44 67 Str.and 

Start 79 End 

Name OJ991217_20 . 0218 . C6 . ol . gp Method 

Start 5751 End 

GI uOosflm202106g05bl Score , 

Exons 5751.. 5869, 5962.. 6049, 6554.. 6867 
GI Descrip. 



OJ991217_20.0218.C6 

7634 
AAT/GAP 
6867 
936 



, 5821066/dbj | AB011967 . 1 | AB011967 5.0e-15 Oryza sativa gene for 
WH04, complete cds 1 



Seq. No. 


21281 




Seq. ID 


OJ991217_20.0218 


.C6 


Gene No. 


44468 




Strand 






Start 


10803 




End 


11189 




Name 


OJ991217 20.0218.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


10803 




End 


11094. 




GI 


none 




Score 


361 




Exons 


10803. . 


11093, 10803. .10916, 


10846. .11094 




Seq. No. 


21281 




Seq. ID 


OJ991217_20.0218 


.C6 


Gene No. 


44468 




Strand 






Start 


10803 




End 


11189 




Name 


OJ991217 20.0218.C6.o3.ts 


Method 


TBLASTX: Soybean 




Start 


10917 




End 


11189 




GI 


none 




Score 


217 




Exons 


10917. . 


11189, 10952. .11017, 


10966. .11118, 10989. .11189 




Seq. No: 


21282 




Seq. ID 


OJ991217_20.0218 


.C7 


Gene No. 


44469 




Strand 


+ 




Start 


1 




End 


668 




Name 


OJ991217 20.0218.C7.ol.np 


Method 


AAT/NAP 




Start 


1 




End 


668 




GI 


121631 




Score 


128 ' 




Exons 


1..24, 


171. .231, 398. .668 








GI Descrip. 


GLYCINE 


-RICH CELL WALL STRUCTURAL PROTEIN 2 PRECURSOR 





21627 



gi | 72323 | pir | | KNNT2S glycine-rich protein 2 - wood tobacco 
gi|19743|emb|CAA42622| (X60007) nsGRP-2 [Nicotiana sylvestris] 



Seq. No. 


21283 


Seq. ID 


OJ991217_20 


.0218 


.C8 


Gene No. 


44470 


Strand 


+ 






Start 


531 


End 


2897 






Name 


OJ991217 20.0218.C8.ol.gs 


Method 


GEN SCAN 






Start 


531 


End 


2897 






GI 


none 


Score 


.71 






Exons 


531. .842, 2472. .2897 










Seq. No. 


21283 


Seq. ID 


OJ991217_20 


.0218 


. Co 


Gene No. 


44470 


Strand 


+ 






Start 


531 


End 


2897 






Name 


OJ991217 20.0218.C8.ol.np 


Method 


AAT/NAP 






Start 


697 


End 


2791 






GI 


161752 


Score 


100 






Exons 


697. .771, 817. .875, 2602.. 


2791 








GI Descrip. 


(L03710) cnjB [Tetrahymena 


thermophila^ 


gi|737494 Iprf | | 


1922371A 




cnjB gene [Tetrahymena thermophila] 








Seq. No. 


21283 


Seq. ID 


OJ991217_20 


0218 


■ C8 


Gene No. 


44470 


Strand 


+ 






Start 


531 


End 


2897 






Name 


OJ991217 20.0218.C8.ol.gp 


Method 


AAT/GAP 




- 


Start 


732 


End' 


1139 






GI 


2311551 


Score 


809 






Exons 


732. .1139 










Seq. No. 


21283 


Seq. ID 


OJ991217_20 


0218 


.C8 


Gene No. 


44471 


Strand 


.+ 






Start 


2932 


End 


6158 






Name 


OJ991217 20.0218.C8.o2.np 


Method 


AAT/NAP 






Start 


2932 


End 


6158 






GI 


5852093 


Score 


80 






Exons 


2932. .2967, 4306. .4418, 5160. .5228, 6088. .6158 






GI Descrip. 


(AL117264) zwhl6.1 [Oryza 


sativa] 








Seq. No. 


21283 


Seq. ID 


OJ991217_20 


0218 


.C8 


Gene No. 


44472 


Strand 


+ 






Start 


10383 


End 


10728 






Name 


OJ991217 20.0218.C8.o4.np 


Method 


AAT/NAP 






Start 


10272 


End 


10728 






GI 


6715717 


Score- 


84 






Exons 


10272. .10489, 10520. .10728 










GI Descrip. 


(AC016447) putative zinc finger protein [Arabidopsis thaliana] 


Seq. No. 


21283 


Seq. ID 


OJ991217_20. 


0218 


.C8 


Gene No. 


44472 


Strand 


+ 






Start 


10383 


End 


10728 






Name 


OJ991217 20.0218.C8.o2.gs 


Method 


GENSCAN 






Start 


10383 


End 


10695 






GI 


none 


Score 


.99 






Exons 


10383. .10695 










Seq. No. 


21283 


Seq. ID 


OJ991217_20, 


0218 


.C8 


Gene No. 


44473 


Strand 









21628 




Start 


3507 


End 


5353 




Name 


OJ991217 20.0218.C8.ol.tm 


Method 


TBLASTX: Maize 




Start 


577 


End 


874 




GI 


none 


Score 


323 




Exons 


577. .798, 578. .814, 578. .799, 


582.. 803, 809. ".874 




Seq. No. 


21283 


Seq. ID 


OTQQ1917 9H 091ft 
\JUjjx^,x/ ZU.UZJ.0 


.C8 


Gene No. 


44473 


Strand 






Start ■ 


3507 


End 






Name 


OJ991217 20.0218.C8.o3.np 


Method 


hut /Map 




Start 


3507 


End 


5353 




GI 


5852093 


Score 


84 




Exons 


3507.. 3567, 5247.. 5353 








GI Descrip. 


.(AL117264) zwhl6.1 [Oryza sativa] 


- 




Seq. No. 


ZIZo J 


oeq. id 


Pi.TQQI 91 7 90 091ft 


.C8 


OC11C IN (J. 


A A A 7 A 
ft 4 4 / 3 


otrana 






Start 


10517 


End 


1 0fi^7 




Name 


OJ991217,20.0218.C8.o2.tm 


Method 


TBLASTX: Maize 




Start 


1 OM 7 




10637 




GI 


none 


Score 


90^ 




Exons 


i nci i irtcoi ioc:iq ifiC3T 








Seq. No. 


9 1 9 Q A 


oeq. iu 


O.TQQ1 91 7 90 091ft 


.C9 




A A A 7 c; 
41 41 41 / 0 


Strand 


r 




Start 


Q O 
O U 


bna 


9 4 1 
Z ft ± 




Name 


OJ991217 20.0218.C9.ol.gs 


Method 


GEN SCAN 




Start 


80 


End 


241 




GI 


none 


"Score 






Exons 


80. .241 








Seq. No. 


21284 


Seq. ID 


OTQQ1 917 90 091ft 
yJO y y L £. J. / ZU . UZ10 


.C9 


O C 11 C Vi\J • 


44476 


Strand 






Start 


6704 


End 


1 097ft 




Name 


OJ991217 20.0218.C9.o3.gs 


Method 






Start 


6704 


End 


10278 




GI 


none 


Score 


.58 




Exons 


6704.. 6995, 8734.. 8799, 10145 


. .10278 






Seq. No. 


21284 


Seq. ID 


OJ991217 20.0218 


.C9 


Gene No. 


44476 


Strand 


+ 




Start 


6704 


End 


10278 




Name 


OJ991217 20.0218.C9.ol.gp 


Method 


AAT/GAP 




Start ' 


9190 


End 


9426 




GI 


8022 1.R1084 


Score 


279 




Exons 


9190. .9426 








GI Descrip. 


1 50914 96/dbj | AB023482 . 2 | AB023482 3.0e- 


37 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03, complete sequence 1 




Seq. No. 


21284 


Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44477 


Strand . 


+ 




Start 


12496 


End 


. 13277 




Name 


OJ991217 20.0218.C9.o4.gs 


Method 


GEN SCAN 




Start 


12496 


End 


: "13277 




GI 


none 


Score 


;9 




Exons 


12496. .12566, 12845 .. 12884 , 13233.. 13277 





21629 



Seq. No. 


21284 


Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44478 


Strand 


+ 




Start 


26088 


End 


28908 




Name 


OJ991217 20.0218.C9.o3.np 


Method 


AAT/NAP 




Start 


26088 


End 


26780 




GI 


2944088 


Score 


1159 




Exbns 


26088. .26780 








GI Descrip. 


(AF050102) glutathione s-transf erase 


[Oryza sativa] 




Seq. No. 


91 9ftd 


Seq. ID 


OJ991217_20.0218 


.C9 




44478 


Strand 


+ 




Start 


26088 


End 


28908 




Name 


O.TQQ1917 90 091ft PQ r>fi rr<? 


Method 


GENSCAN 




Start 




End 


28908 




GI 


none 


Score 


. 61 




Exons 


9fi0ftft 9fifi9Q 9fi7*3*3 9fiftfifi 


27109. .27260, 28831.. 28908 




Seq. No. 


91 9ft A 


Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


HH H f y 


Strand 








60 7 


End 


5944 




Name 


OJ991217 20.0218.C9.o2.gs 


Method 


GENSCAN 




Start 


607 


End 


5944 




GI 


none 


Score 


.55 




Exons 


607. .833, 926. .1079, 1662.. 


1937, 1942 


..2304, 3935. .4132 






5571. .5606, 5882. .5944 








Seq. No. 


21284 


. Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44480 


Strand 






Start 


9781 * 


End 


9863 




Name 


OJ991217 20.0218.C9.o2.gp 


Method 


AAT/GAP 




Start 


9781 


End 


9863 




GI 


38012 1.R1084 


Score 


88 




Exons 


9781. .9863 








GI Descrip. 


, 4 097947/gb|U72255|OSU72255 


2.0e-23 Oryza sativa 






beta-1, 3-glucanase precursor (Gns9) gene, complete cds' 




Seq. No. 


21284 


Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44481 ' 


Strand 






Start 


13808 


End 


23467 




Name 


OJ991217 20.0218 .C9.o3.gp 


Method 


AAT/GAP 




Start 


13808 


End 


17481 






803 1.R1084 


Score 


2936 




Exons 


13808. .14340, 14 431 .. 14636, 


14736.-. 14805, 14 92 9 .. 14 991, 






15090. .15156, 15260. .15384, 


15481. .15558, 15691 .. 15737 , 






15978. . 16102, 16593. .16762, 


17348. .17481 




GI Descrip. 


•3075399 3.0e-16 (AC004484) 


SF16-like protein [Arabidopsis 




thaliana] ' 








Seq. No. 


21284 


Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44481 


Strand 






Start 


13808 .. 


End 


234 67 v,: 




Name 


OJ991217 20.0218.C9.o5.gs 


. -Method 


GENSCAN v ' • 




Start 


14072 


End 


23467 




GI 


none 


Score 


.71 




Exons 


14072. .14158, 14 431. .14636, 


14736. .14805, 14929. . 14991, 





15090. .15156, 15260. .15384, 15481 .. 15558 , 15691 .. 15737 , 
15978. .16102, 16593. .16762, 17348 .. 17358 , 18 681 .. 18 901 , 



21630 




19173. .19296, 19740 .. 19874 , 19951. .20187, 21425 .. 21626, 
23045. .23075, 23427.. 23467 



Seq. No. 


21284 


Seq. ID 


OJ991217_20.0218 


.C9 


UC1 1C LHKJ • 


44 481 

*4 *i 1 O X 


Strand 






Start 


13808 


End 


23467 




Name 


OJ991217 20.0218.C9.ol.np 


Method 


AAT/NAP 




Start 


14155 


End 


16732 




GI 


2570515 


Score 


1451 




Exons 


14155. .14340, 14431. .14636, 


14736. .14805, 14 929 .. 14 991 , 






15090. .15156, 15260. .15384, 


15481. .15558, 15691 .. 15737 , 






15978. .16102, 16593.. 16732 








LjX uescrip. 


tfiruzz/^uj gj.ycoxate oxidase 


[Oryza sativa] 




Seq. No. 


21284 


Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44481 


Strand 






Start 


13808 


End 


23467 




Name 


OJ991217 20.0218.C9.o4.gp 


Method 


AAT/GAP 




Start 


18400 


End 


18818 




GI 


none 


Score 


723 




Exons 


18400. .18818 








Seq. No. 


21284 


Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


' 44481 


Strand 






Start 


13808 


End 


23467 




Name 


OJ991217 20.0218.C9.o2.np 


Method 


AAT/NAP 




Start 


18716 


End 


20206 




GI 


6041851 


Score 


518 




Exons 


18716. .18901, 18980. .19072, 


19603. .19892, 19936. .20206 




GI Descrip. 


(AC009853) unknown protein [Arabidopsis thaliana] 






21284 


Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44481 


Strand 






Start 


13808 


End 


23467 




Name 


OJ991217 20.0218.C9.o5.gp 


Method 


AAT/GAP 




Start 


19662 


End 


21625 




GI 


51025 1.R1084 


Score 


1101 




Exons 


19662. .19874, 19951 .. 20187 , 


21482.. 21625 




GI Descrip. 


, 6041851/gb|AAF02160.1|AC009853 20.3.0e-18 (AC009853) unknown 




protein [Arabidopsis thaliana] 1 






oeq . ino . 


21284 


Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44482 


Strand 






Start 


25954 


End 


26999 




Name 


OJ991217 20.0218.C9.o6.gp 


Method 


AAT/GAP 




Start 


25954 


End 


26999 




GI 


845 1.R1084 


Score 


2037 




Exons 


25954. .26999 








GI Descrip. 


■2944088 1.0e-104 (AF050102) 


glutathione s-transf erase 


[Oryza 




sativa] 1 








Seq. No. 


21284 


Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44483 


Strand 






Start 


30775 


End 


31697 




Name 


OJ991217 20.0218.C9.ol.tw 


■ Method 


TBLASTX: Wheat 




Start 


1678 


End 


26354 




GI 


none 


Score 


59 





21631 



Exons 



1678. .1755, 1758. .1844, 26100 26177 , 26103 .. 26177, 
26181. .26354, 26237. .26353 



Seq. No. 21284 
Gene No. 44483 
Start 30775 

Name OJ991217_20 . 0218 .C9.ol . tm 

Start 14171 
GI none 
Exons 14171 

14438 

14921 

15091 



14341, 14182. 

14506, 14530. 

14992, 14929. 

15159, 15251. 

15259. .15387, 15259. 

15482. .15577, 15922. 
16598. .16723 



,14340, 
.14652, 
.14994, 
.15334, 
.15390, 
.16101, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14428 

14725 

15090 

15257 

15478 

15959 



OJ991217 20. 0218. C9 



31697 

TBLASTX: Maize 
16727 
83 

14634, 14435. .14647, 
14808, 14726. .14806, 
15158, 15090. .15158, 
15382, 15258. .15380, 
15558, 15479. .15559, 
16102, 16593. .16727, 



Seq. No. 21284 
Gene No. 44483 
Start " 30775 

Name OJ991217_20 . 0218 .C9. ol . ts 

Start 14182 
GI none 
Exons 14182, 

14725, 

15075, 

15257. 

15478. 



14340, 14183. 
14808, 14726. 



,15155, 
15334, 
15558, 
16598. .16726 



15089. 
15259. 
15959. 



.14341, 
.14806, 
.15154, 
.15390, 
.16102, 



Seq. ID OJ991217_20.0218.C9 
.Strand 

End 31697 

Method TBLASTX: Soybean . 

End 16727 

Score 99 
14428. .14634, 14438 .. 14 647 ,' 
14927. .14986, 14 929 .. 14 994 , 
15090. .15158, 15091. .15159, 
15262. .15393, 15476 .. 15559, 
15967. .16101, 16593. .16727, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21284 
44483 
30775 

OJ991217_20.0218.C9.o4.tc 

14182 

none 

14182. .14340, 14183. .14341 

21284 
44483 
30775 

OJ991217_20.0218.C9.ol.tc 

14455 

none 

14455. .14 637, 14 456 . . 14 641, 
14927. .14989, 14929. .14994," 
15090. .15158, 15094. .15159, 
15259. .15390, 15472. .15546, 
15959. .16099, 15964. .16101, 
16598. .16726 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14725 

15074 

15251 

15476 

15967 



OJ991217_20.0218.C9 
31697 

TBLASTX: Cress 

14341 

98 



OJ991217 20. 0218. C9 



31697 

TBLASTX: Cress 
16727 
234 

14808, 14726. . 14806, 
15154, 15075. .15155, 
15334, 15257. .15382, 
15559, 15478. .15558, 
16101, 16593. . 16727, 



Seq. No. 21284 Seq. ID 

Gene No. 44483 Strand 

Start 30775 End 

Name 0 J9 9 1 2 1 7_2 0 . 0 2 1 8 . C 9 . o2 . t w Me t hod 

Start 14737 End 

GI none Score 



OJ991217_20.0218.C9 
31697 

TBLASTX: Wheat 

15010 

94 



21632 




Exons 


14737. 


.14817, 14738 


. .14809, 


14905. .14994, 14 906 .. 15010, 






14927. 


.15010 










Seq. No. 


21284 






Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44483 






Strand 






btart 


30775 






End 


31697 




Name 


OJ991217 20. 0218. C9 


. o4 . tm 


Method . 


TBLASTX: Maize 




Start 


18531 






End 


19042 




GI 


none 






Score 


59 




Exons 


18531. 


.18677, 18698 


. .18742, 


18699. .1874 3, 18740. .18898, 






18742. 


.18903, 18744 


. .18902, 


18977. .19042, 18980.. 19042 




Seq. No. 


21284 






Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44483 






Strand 






Start 


30775 






End 


31697 




Name 


OJ991217 20. 0218. C9 


. o3.ts 


v Method 


TBLASTX : Soybean 




btart 


18693 






End 


20190 




GI . 


none 






Score 


39 




Exons 


. 18693. 


.18746, 18707 


. .18745, 


18767. .18895, 18774 .. 18905, 






18816. 


.18902, 18977 


. .19072, 


18984. .1901 


38, 18996. .19088, 






19946. 


.20005, 19982 


. .20017, 


20015. .201! 


35, 20016. .20183, 






20050. 


.20190, 20053 


. .20190 








Seq. No. 


21284 






Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44483 






Strand - 






Start 


30775 






End 


31697 




Name 


OJ991217 20. 0218. C9 


.o5.tc 


Method 


TBLASTX: Cress 




Start 


18722 






End 


19073 




GI 


none 






Score 


89 




Exons 


18722. 


.18757, 18818 


. .18895, 


18977. .19072, 18984.. 19073 




Seq. No. 


21284 






Seq. ID ' 


OJ991217_20.0218 


.C9 


Gene No. 


44483 






Strand 






Start 


30775 






End . 


31697 




Name 


OJ991217 20. 0218. C9 


. o2 . tm 


Method 


TBLASTX: Maize 




otart 


19600 






End 


20197 




GI 


none 






Score 


166 




Exons 


19600. 


.19743, 19604 


. .19804, 


19605. .19814, 19605. .19814, 






19737. 


.19880, 19822 


. .19887, 


19830. .19880, 19927 .. 20163, 






19946. 


.20164, 19950 


. .20168, 


19982. .20167, 20058 .. 20171, 






20168. 


.20197 










Seq. No. 


21284 






Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44483 






Strand 






otart 


30775 






End 


31697 




Name 


OJ991217 20. 0218. C9 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


26082 






End 


26522 




GI 


none 






Score 


328 




Exons 


26082. 


.26354, 26120 


. .26173, 


26237. .26353, 26405 .. 26470, 






26408. 


.26464, 26415 


. .26522 








Seq. No. 


21284 






Seq. ID 


OJ991217_20.0218 


.C9 


Gene No. 


44483 






Strand 






Start 


30775 






End 


31697 




Name 


OJ991217 20. 0218. C9 


.o2. tc 


Method 


TBLASTX: Cress 




Start 


26103 






End 


26786 




GI 


none 






Score 


277 





21633 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



26103. .26351, 26120. 
26589.-26786, 26600, 

21284 
44483 
30775 

OJ991217_20.0218.C9. 

26103 

none 

26103. .26351, 26120. 
26415. .26522, 26589. 

21284 
44483 
30775 

OJ991217_20.0218.C9. 

26589 

none 

26589. .26852, 26597. 



.26320, 26399.-26476, 26415 26525, 
.26785 

Seq. ID OJ991217_20.0218.C9 
Strand 

End 31697 
o2.ts Method TBLASTX: Soybean 

End 26789 

Score 292 
.26173, 26237; .26320, 26399 .. 26470, 
.26789, 26594.. 26788 



Seq. ID OJ991217_20.0218.C9 
Strand 

End 31697 

Method TBLASTX : Mai ze 

End 26852 

Score 212 



o5. tm 
.26785 



21284 
44483 
30775 

OJ991217_20.0218.C9.o4.np 
30469 
2832644 

30469. .30784, 30910 
(AL021710) teosinte 
thaliana] 



Seq. ID OJ991217_20.0218.C9 
Strand 

End 31697 
Method AAT/NAP 
End 31697 
Score 236 
.31241, 31366.. 31697 

branchedl - like protein [Arabidopsis 



Seq. No. 


21284 




Gene No. 


44483 




Start 


30775 




Name 


OJ991217 20. 0218. C9. 


06. tm 


Start 


30740 




GI 


none 




Exons 


'30740. .30832, 30773. 


.30862, 




30962. .31045, 30962. 


.31048, 


Seq. No. 


21284 




Gene No. 


44483 




Start 


30775 




Name 


OJ991217 20. 0218. C9. 


o7 . gs 


Start 


30775 




GI 


none 




Exons 


30775. .31611 




Seq. No. 


21284 




Gene No. 


44483 




Start 


30775 




Name 


OJ991217 20.0218.C9. 


o3. tc 


Start 


31375 




GI 


none 




Exons 


31375. .31419, 31507. 


.31695, 


Seq. No. 


21284 




Gene No. 


44483 





Seq. ID OJ991217_20.0218.C9 
Strand 

End 31697 

Method TBLASTX: Maize 

End 31061 

Score 92 



Seq. ID OJ991217_20.0218;C9 
Strand 

End 31697 

Method GENSCAN 

End 31611 

Score .41 



Seq. ID OJ991217_20.0218.C9 
Strand 

End 31697 

Method TBLASTX : Cress 

End 31696 

Score 145 



Seq. ID OJ991217_20.0218.C9 
Strand 



21634 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



30775 End 

OJ991217_20.0218.C9.o4.ts Method 

31510 . End 

5606956 Score 
31510. .31695, 31517. ;31696 



31697 

TBLASTX : Soybean 

31696 

139 



Seq. No. 


21285 






Gene No. 


44484 






Start 


9338 






Name 


OJ991217 20. 


0218. 


C10.o2 


Start 


9338 






GI 


none 






Exons 


9338. .9451, 


9616. 


.9717, 


Seq. No. 


21285 






Gene No. 


44485 






Start 


11857 






Name 


OJ991217 20. 


0218. 


C10.o2 


S'fcSrt 


11857 






GI 


none 






Exons 


11857. .12259 







Seq. ID OJ991217_20. 0218. C10 

Strand + 

End 10320 

.gs Method GENSCAN 

End 10320 

Score .67 

10098. .10246, 10254.. 10320 

Seq. ID OJ991217_20. 0218. C10 

Strand + 

End 12259 

.gp Method AAT/GAP 

End • 12259 

Score 784 



Seq. No. 21285 Seq. ID 

Gene No. 44486 Strand 

Start 14876 End 

Name OJ991217_20 . 0218 . CIO . o4 . gs Method 

Start 14876 End 

GI none Score 

Exons 14876. .14905, 15021.. 15188 



OJ991217_20. 0218. CIO 
+ 

22257 
GENSCAN 
15188 
.44 



Seq. No. 21285 Seq. ID 

Gene No. 44486 Strand 

Start 14876 End 

Name OJ991217_20 .0218. C10 . o2 . np Method 

Start 14937 End 

GI 5734747 Score 

Exons 14937. .15019, 16275 .. 16358 , 16440 

19034. .19374, 194 96 .. 21236, 21761 



OJ991217_20.0218, 
+ 

22257 
AAT/NAP 
22257 
1774 

16521, 17129. .17252, 
21996, 22189.. 22257 



C10 



GI Descrip. (AC007651) Hypothetical protein [Arabidopsis thaliana] 



Seq. No. 21285 

Gene No. 44486 

Start 14876 

Name OJ991217_20 .0218. C10 . o5 . gs 

Start 15471 

GI none 

Exons 15471. .15723, 15996 .. 16074 , 
19034. .19374, 194 96 .. 21227 , 



Seq. ID 
Strand 
End 

Method 

End 

Score 
16275. .16521, 
21746. .22083 



OJ991217_20. 0218. C10 
+ 

22257 
GENSCAN 
22083 
.89 

17129. .17252, 



Seq. No. 21285 

Gene No. 44486 

Start 14876 

Name OJ991217_20 . 0218 . C10 . o5 . gp 

Start 15483 

GI uC-osflm202106e04bl 
Exons 



Seq. ID OJ991217_20. 0218. C10 



Strand 
End 

Method 

End 

Score 



+ 

22257 
AAT/GAP 
19150 
1022 



15483. .15535, 16275 .. 16521, 17129 .. 17252 , 19034. .19150 



21635 




GI Descrip. ■ 5734 74 7 /gb I AAD50012 . 1 | AC007651_7 3.0e-33 (AC007651) 
Hypothetical protein [Arabidopsis thaliana] 1 



Oast KI^\ 

oeq . NO . 






Seq. ID 


OJ991217_ 


20. 0218. C10 


Gene No. 


44486 




Strand 


+ 




Start 


14876 




End 


22257 




Name 


OJ991217 20. 0218. CIO. 


o6.gp 


Method 


AAT/GAP 




Start 


20025 




End 


20310 




GI 


LIB3474-002-P1-K1-F7 




Score 


507 




Exons 


20025. .20310 










GI Descrip. 


'5734747/gb|AAD50012. 


1IAC007651 7 l.Oe- 


-18 (AC007651) 




Hypothetical protein 


[Arabidopsis thaliana] ' 




Seq. No. 


21285 




Seq. ID 


OJ991217_ 


20 . 0218 . C10 


Gene No. 


44487 




Strand 


+ 




Start 


23028 




End 


23960 




Name 


OJ991217 20. 0218. C10. 


o7.gp 


Method 


AAT/GAP 




Start 


22983 




End 


23457 




GI 


27875 1.R1084 




Score 


909 




Exons 


22983. .23457 










GI Descrip. 


'3128213 2.0e-20 (AC004077) 


hypothetical protein 


: [Arabidops. 




thaliana] 1 










Seq. No. 


21285 




Seq. ID 


OJ991217_ 


20. 0218. C10 


Gene No. 


44487 




Strand 


+ 




Start 


23028 




End 


23960 




Name 


OJ991217 20. 0218. C10. 


06. gs 


Method 


GENSCAN 




Start 


23028 




End 


23960 




GI 


none 




Score 


.97 




Exons 


23028. .23960 










Seq. No. 


21285 




Seq. ID 


OJ991217_ 


20. 0218. C10 


Gene No. 


44488 




Strand 


+ 




Start 


26279 




End 


36236 




Name 


OJ991217 20. 0218. C10. 


08 .gs 


Method 


GENSCAN 




Start 


26279 




End 


30262 




GI 


none 




Score 


.78 




Exons 


26279. .26476, 26592.. 


26861, 


29723. .30262 




Seq. No. 


21285 




Seq. ID 


OJ991217_ 


20. 0218. C10 


Gene No. 


44488 




Strand 


+ 




Start 


26279 




End 


36236 




Name 


OJ991217 20. 0218. C10. 


o4 .hp 


Method 


AAT/NAP 




Start 


28811 




End 


32615 




GI 


6721547 




Score 


109 




Exons 


28811. .28895, 32535.. 


32615 








GI Descrip. 


(AP001073) Similar tc 


> Oryza 


sativa gene 


; for Pib. 


(AB013448) 


Seq. No. 


21285 




Seq. ID 


OJ991217_ 


20. 0218. C10 


Gene No. 


44488 




Strand 


+ 




Start 


26279 




End 


36236 




Name 


OJ991217 20. 0218. C10. 


oS.np 


Method 


AAT/NAP 




Start 


29990 


End 


32156 




GI 


3132476 




Score 


561 




Exons 


29990. .30187, 31271.. 


31447, 


31562. .31706, 32053. 


.32156 


GI Descrip. 


(AC003096) unknown protein 


[Arabidopsis 


i thaliana] 



21636 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21285 Seq. ID 

44488 Strand 

26279 . End 

OJ991217_20. 0218. CIO. o9.gp Method 

30073 End 

2506 1.R1084 Score 



OJ991217__20. 0218. CIO 
+ 

36236 
AAT/GAP 
32338 
1297 



30073. .30187, 31271 .. 31443, 31561 .. 31706, 32053. .32338 
1 3132476 1.0e-61 (AC003096) unknown protein [Arabidopsis 
thaliana] ' 



21285 
44488 
26279 

OJ991217_20. 0218. C10. o9.gs 

31319 

none 

31319. .31443, 31561 .. 31706, 
36135. .36236 



Seq. ID OJ991217_20. 0218. C10 

Strand + 

End 36236 

Method GENSCAN 

End 36236 

Score .49 
32053. .32155, 33858 .. 33969, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



21285 - - 

44489 

38400 

OJ991217_20. 0218. C10. olO.gs 

38400 

none 

38400. .38615, 40093 .. 40175, 
41740. .41782, 41829 .. 41935, 
43692. .43761, 43890.. 43997 



Seq. ID OJ991217_20. 0218. C10 
■ ■ Strand + 

End 44093 

Method GENSCAN 

End 43997 

Score .88 
40206. .40283, 4 1029'. . 4 1143, ' 
42842. .42937, 43395 43585, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
41054. .41143, 
43395. .43585, 



OJ991217_20. 0218. C10 
+ 



21285 
44489 
38400 

OJ991217_20. 0218. C10. o6.np 
38484 
4885579 

38484. .38615, 40853 .. 40924 , 4 1054 .. 4 1143, 4 1437 .. 4 1479, 
41829. .41935, 42842 .. 429.37, 43395.-4 3585, 43692 .. 4 37 61 , 
43890. .43940, 44045. .44089 

rcdl {required for cell differentiation, S. pombe) homolog 1 
gi 1 1620898 |dbj |BAA13508| (D87957) protein involved in sexual 
development [Homo sapiens] 



44093 
AAT/NAP 
44089 
687 

41437, 
43692, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_20. 0218. C10 
+ 

44093 
AAT/GAP 
44093 
1673 



21285 
44489 
38400 

OJ991217_20. 0218. C10. olO.gp 
38546 

22234JL.R1084 

38546. .38615, 40853 .. 40924 , 
41829. .41935, 42842 .. 42937 , 
43890. .44093. . 

1 1620896/dbj | BAA13507 | 8.0e-94 (D87956) protein involved in 
sexual development. [Schizosaccharomyces pombe] 
>gi_2408048_emb_CAB16251_ (Z99164) hypothetical protein 
[Schizosaccharomyces pombe] 1 



41054. .41143, 41437.. 4 14 79, 
43395. .43585, 43692 .. 437 61 , 



Seq. No. 



21285 



Seq. ID OJ991217_20. 0218. C10 



21637 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



44490 Strand 

44262 End 

OJ991217_20 . 0218 . CIO . oil . gs Method 

44262 End 

none Score 



+ 

48391 
GENSCAN 
48391 
.74 



44262. .44275, 45104 .. 45161, 45260 .. 45316, 45632.-4 5967, 
46321. .46540, 46924. .47164, 47382 .. 47631, 48296. .48391 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21285 Seq. ID 

44490 Strand 

44262 End- 

OJ991217_20. 0218. C10. oil. gp Method 

45086 End 

512 1.R1084 Score 



OJ991217_20. 0218. C10 
+ 

48391 
AAT/GAP 
47868 
2701 



45086. .45161, 4 52 60 .. 45316, 45632 .. 45967 , 4 6321 .. 4 6540, 
46924.- .47164, 47382. .47868 

, 729480/sp| P41345 | FENS_ORYSA 0.0e+00 FERREDOXIN — NADP REDUCTASE, 
ROOT ISOZYME PRECURSOR (FNR) >gi_4 35647_dbj_BAA04232_ (D17410) 
f erredoxin-NADP+ reductase [Oryza sativa] 

>gi_902936_dbj_BAA07479. 1_ (D38445) root " f erredoxin-NADP+ 

reductase [Oryza sativa] >gi_1096932_prf 2113196A 

f erredoxin-NADP" oxidoreductase [Oryza sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21285 Seq. ID 

44490 Strand 

44262 End 

OJ991217_20 . 0218 . C10 . o7 . np Method 

45138 End 

729480 Score 



OJ991217_20. 0218. C10 
+ 

48391 
AAT/NAP 
47637 
1864 



.45316, 45632. 
.47637 



,45967, 46321. .46540, 



45138. .45161, 45260. 
46924. .47164, 47382. 
FERREDOXIN— NADP REDUCTASE, ROOT ISOZYME PRECURSOR (FNR) 
gi I 435647 | dbj |BAA04232| (D17410) f erredoxin-NADP* reductase 
[Oryza sativa] gi I 902936 | dbj | BAA07479 . 1 1 (D38445) root 
f erredoxin-NADP+ reductase [Oryza sativa] 

gi 1 1096932 | prf | I2113196A f erredoxin-NADP oxidoreductase [Oryza 
sativa] 



Seq. No. 21285 

Gene No. 44491 

Start 11 

Name OJ991217_20 . 0218 . C10 . ol . gs 

Start 11 

GI none 
Exons 



Seq. ID OJ991217_20. 0218. C10 
Strand 

End 3355 

Method GENSCAN 

End 3355 

Score .59 



11. .267, 300. .363, 1876. .2058, 2576.-2636, 3331. .3355 



Seq. No. 21285 Seq. ID OJ991217_20 . 0218 - C10 

Gene No. 44492 Strand 

Start 5880 End 5979 

Name OJ991217_20 . 0218 . C10 . ol . gp Method AAT/GAP 

Start 5880 End 5979 

GI LIB3477-003-P1-K1-E9 Score- 117 

Exons 5880.. 5979 

GI Descrip. 1 2498586/sp | Q4 0638 I MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR' (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] '• 



21638 



Seq. No. 


21285 




Seq. ID 


OJ991217_ 


_20.0218 


.C10 


Gene No. 


44493 




Strand 








Start 


10647 




End 


14606 






Name 


OJ991217 20. 0218. CIO 


.o3 .gs 


Method 


GENSCAN 






Start 


10647 




End 


14567 






GI 


none 




Score 


.63 






Exons 


10647. .11068, 12289. 


.12338, 


12542. .12610, 13122 


.13411, 






13509. .13803, 13929. 


.13999, 


14173. .14289, 14553 


.14567 




Seq. No. 


21285 




Seq. ID 


OJ991217_ 


20.0218 


- 

.C10 . 


Gene No. 


44493 




Strand 








Start 


10647 




End 


14606 






Naine 


OJ991217 20. 0218. C10 


. o3 . gp 


Method 


AAT/GAP 






Start 


12618 




End 


13420 






GI 


uC-osflcypl01c08bl 




Score 


970 






Exons 


12618. .12836, 13122. 


.13420 










GI Descrip. 


1 4835763/gb|AAD30230 


.1IAC007202 12 6. 


Oe-38 (AC007202) T8K14.13 




[Arabidopsis thaliana] ' 










Seq. No. 


91 9ft R 
£ X Z 0 D 




Seq. ID 


OJ991217_ 


20.0218 


.C10 


Gene No. 


AAAQ1 

f± H *i J J 




Strand 








Start 


10647 




End 


14606 






Name 


OJ991217 20. 0218. C10 


.ol.np 


Method 


AAT/NAP 






Start 


12782 




End 


14606 






GI 


4835763 




Score 


779 






Exons 


12782. .12836, 13122. 


.13411, 


13509. .13803, 13929 


.13999, 






14173. .14312, 14363. 


.14463, 


14554 . .14606 






GI Descrip. 


(AC007202) T8K14.13 


[Arabidopsis thaliana] 






Seq. No. 


21285 




- Seq. ID 


OJ991217_ 


20.0218 


.C10 


Gene No. 


44493 




Strand 








Start 


10647 




End 


14606 






Name 


OJ991217 20. 0218. C10 


. o4 . gp 


Method 


AAT/GAP 






Start 


13559 




End 


14442 






GI 


LIB3433-060-P1-K1-H4 




Score 


859 






Exons 


13559. .13803, 13929. 


.13999, 


14173. .14289, 14388. 


.14442 




GI Descrip. 


*4585976/gb|AAD25612 


. 1|AC005287_14 1. 


Oe-43 (AC005287) Unknown 




protein [Arabidopsis 


thaliana] ' 








Seq. No. 


21285 




Seq. ID 


OJ991217_ 


20.0218 


.C10 


Gene No. 


44494 




Strand 








Start 


25240 




End 


25967 






Name 


OJ991217 20. 0218. C10 


.07. gs 


Method 


GENSCAN 






Start 


25240 




End 


25967 






GI 


none 




Score 


.99 






Exons 


25240. .25343, 25814. 


.25967 











Seq. No. 21285 Seq. ID 

Gene No. "44495 Strand 

Start 26183 End 

Name OJ991217_20 . 0218 . C10 . ol . tm Method 

Start 12776 End . 

GI none Score 

Exons 12776. 

13122. 

13515. 

13728. 



OJ991217_20. 0218. C10 
26600 

TBLASTX: Maize 
-14631 
70 



,12838, 12781. .12837, 13121 134 11, 13121 .. 13411, 

;13415, 13312. .13419, 13503 .. 13724 , 13504 .. 13719, 

.13724, 13538. .13741, 13718 .. 13807 , 137 19 .. 13814 , 

.13850, 13753. .13851, 13927 .. 13986, 13928 .. 14005, 



21639 






13928. 


.13987, 14162. 


.14287, 


14169. .14288, 14170 .. 14289, 






14173. 


.14292, 14385. 


.14462, 


14548. .14616, 14550 .. 14 624 , 






14550. 


.14615, 14554. 


.14631 








Seq. No. 


21285 






Seq. ID 


.OJ991217_20.0218 


.C10 


Gene No. 


44495 






Strand 






o l. ea. J- i_ 


26183 






End 


26600 




Name 


OJ991217 20. 0218. CIO 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


13121 






End 


13749 




GI 


none 






Score 


78 




Exons 


13121. 


.13411, 13121. 


.13411, 


13305. .13412, 13503. .13748, 






13504. 


.13632, 13657. 


.13749 








Seq. No. 


21285 






Seq. ID 


OJ991217_20.0218 


.C10 


f^f=»T~l <=> No 
UC11C LW • 


44495 






Strand 






Start 


26183 






End 


26600 




Name 


OJ991217 20. 0218. CIO 


,o9. ts 


Method 


TBLASTX : Soybean 




Start 


13121 






End 


13318 




GI 


none 






Score 


79 




Exons 


13121. 


.13318, 13122. 


.13244 








Seq. No. 


21285 






Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


. 44495 






Strand 








26183 






End 


26600 




Name 


OJ991217 20. 0218. C10 


,o3. ts 


Method 


TBLASTX: Soybean 




Start 


13319 






End 


13969 




GI 


none 






Score 


74 




Exons 


13319. 


.13411, 13323. 


.13403, 


13503. .13766, 13504 .. 13632, 






13548. 


.13748, 13666. 


.13767, 


13770. .13844, 13928.. 13969 




Seq. No. 


21285 






Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44495 






Strand 






Start 


26183 






End 


26600 




Name 


OJ991217 20. 0218. C10 


. ol3 . tm 


Method 


TBLASTX: Maize 




Start 


16272 






End 


17248 




GI 


none 






Score 


48 




Exons 


16272. 


.16373, 16272. 


.16379, 


16273. .16380, 16363 .. 1 6443, 






16440. 


.16523, 16440. 


.16550, 


16441. .16545, 17126 .. 17248 , 






17128. 


.17247 










Seq. No. 


21285 






Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44495 






Strand 






Start 


26183 






End 


26600 




Name 


OJ991217 20. 0218. C10 




Method 


TBLASTX: Maize 




Start 


19131. 






End 


19793 




GI 


. none 






Score 


146 




Exons 


19131. 


.19343, 19134. 


.19343, 


19135. .19350, 19345. .19374, 






19489. 


.19608, 19499. 


.19606, 


19568. . 19783, 19588 .. 1 9782, 






19614. 


.19793, 19614. 


.19793 








Seq. No. 


21285 






.Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44495 






Strand 






Start 


26183 






End 


26600 




Name 


OJ991217 20. 0218. C10 


.08 .ts 


Method 


TBLASTX : Soybean 




Start 


19176 






End 


19720 




GI 


none 






Score 


151 




Exons 


19176. 


.19232, 19177. 


.19380, 


19260. .19325, 194 94 .. 19595, 





21640 



19495. .19578, 19495 19605, 19499 . . 19606, 19508 .. 19621 , 
19685. .19720 



Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44495 




Strand 






Start 


26183 




End 


26600 




Name 


OJ991217 20. 0218. CIO 


.06. tm 


Method 


TBLASTX: Maize 




Start 


19889 




End 


20352 




GI 


none 




Score 


153 




Exons 


, 19889. .20050, 19941. 


.19994, 


19945. .20004, 20020 .. 20169, 






20042. .20350, 20045. 


.20350, 


20284. .20352 




Q o rr M/-\ 
Oeq ■ 1NU ■ 


91 9ft ^ 




Seq. ID 


OJ991217_20.0218 


pi n 


Gene No. 


44495 




Strand 






Start 


26183 




End 


26600 • ' 




Name 


OJ991217 20. 0218. C10 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


" 19945 




End 


20533 




GI 


none 




Score 


238 




Exons 


19945. .20163, 19952. 


.20197, 


20027. .20167, 20195 .. 20317 , 






20195. .20302, .20326. 


.20346, 


20327. .20461, 204 64 .. 20517 , 
















Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44495 




Strand 






Start 


26183 




End 


26600 




Name 


OJ991217 20. 0218. C10 


.06. tc 


Method 


TBLASTX: Cress 




Start 


20053 




End 


20254 




GI 


none 




Score 


240 




Exons 


9nn^^ 9ni79 9nn^d 




20075. .20254 




Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44495 




Strand 






Start 


26183 




End 


26600 




Name 


OJ991217 20. 0218. C10 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


20426 




End 


20873 




GI 


none 




Score 


504 




Exons 


20426. .20872, 20431. 


.20628, 


20444. .20872, 20778. .20873 




JCVji IN (J ■ 


91 9R^ 




Seq. ID 


OJ991217_20.0218 




Gene No. 


44495 




Strand 






Start 


26183 




End 


26600 




Name 


OJ991217 20. 0218. C10 


. 06. ts 


Method 


TBLASTX : Soybean 




Start 


20609 




End 


21154 




GI 


none 




Score 


250 




Exons 


20609. .20929, 20609. 


.20845, 


20779. .20850, 20930 .. 21031 , 






20959. .21024, 21031. 


.21057, 


21032. .21058, 2107 9 .. 21150, 






21080. .21154 










Seq. No. 


' 21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44495 




Strand 






Start 


26183 




End 


26600 




Name 


OJ991217 20. 0218. C10 


. ol . tw 


Method 


•TBLASTX: Wheat 




Start 


20757 




End 


21205 




GI 


none 




Score 


159 




Exons 


20757. .21104, 20758. 


.20922, 


20780. .21061, 21051. .21185, 






21052. .21177, 21052. 


.21186, 


21062.. 21205 





21641 



# » 



Seq. No. 


21285 




Seq. ID 


OJ%91217_20.0218 


.C10 


Gene No. 


44495 




Strand 








c. 0 i O J 




End 


26600 




Name 


OJ991217 20. 0218. CIO 


.oil. tm 


Method 


TBLASTX: Maize 




Start 


20876 




End 


21117 




GI 


none 




Score 


239 




Exons 


20876. .21085, 20880. 


.21056, 


20959. .21057, 21078 .. 21116, 






21094. .21117 










Seq. No'. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44495 




Strand 






C 4- -i v- 4- 

b tar l 


ZOIOj 




End 


26600 




Name 


OJ991217 20. 0218. C10 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


21119 




End 


22017 




GI 


none 




Score 


116 




Exons 


21119. .21229, 21127. 


.21228, 


21141. .21239, 21738. .21995, 






21744. .21995, 21745. 


.21996, 


21895. .22017 




Seq. No. 


21285 




.Seq. ID 


OJ991217_20.0218 


.C10 


bene wo . 


A A A Q ^ 
H ft ft ?D 




Strand 






Start 


26183 




End 


26600 




Name 


OJ991217 20. 0218. C10 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


23021 




End 


23378 




GI 


none 




Score 


78 




Exons 


.23021. .23086, 23022. 


.23069, 


23171. .23377, 23205 ... 23378 




Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


bene NO . 


A A A QCi 
ft ft fi yO 




Strand 






Start 


26183 




End 


26600 




Name 


OJ991217 20. 0218. C10 


.ol0. tm 


Method 


TBLASTX: Maize 




Start 


23024 




End 


23378 




GI 


none 




Score 


75 




Exons 


23024. .23080, 23025. 


.23069, 


23171. .23377, 23202.. 23378 




Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


bene ino . 


A A A 

ft f± 4 j D 




Strand 






Start 


26183 




End 


26600 




Name 


OJ991217 20. 0218. C10 


.o5. tc 


Method 


TBLASTX: Cress 




Start 


23202 




End 


23477 




GI 


none 




Score 


265 




Exons 


23202. .23477, 23207. 


.23461 








Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44495 




Strand 






Of a y+- 






End 


26600 




Name 


OJ991217 20. 0218. C10 


.ol2.tm 


Method 


TBLASTX: Maize 




Start 


23427 




End 


23873 




GI 


none 




Score 


111 




Exons 


23427. .23564, 23594. 


.23752, 


23595. .23756, 23753 .. 238 66, 






23754. .23873 










Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44495 




Strand 






Start 


26183 




End 


26600 




Name 


OJ991217 20. 0218. C10 


.o5. ts 


Method 


TBLASTX: Soybean 




Start 


23493 




End 


23924 




GI 


none 




Score 


347 





21642 



Exons 


23493. .23924, 23597. 


.23869 








Seq. No. 


' 21285 




Seq. ID 


OJ991217_20.0218 


.C10 


UCUC 1NO • 


a a a cm 

44*1 JJ 




0 urana 






Start 


26183 




End 


26600 




Name 


OJ991217 20. 0218. CIO 


.08 .gp 


Method 


AAT/GAP 




Start 


26183 




End 


26600 




GI 


3762204 




Score 


790 




Exons 


26183. .26600 










Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No . 


A A A Q C 

4 h ft y O 




Strand 






Start 


27688 




End 


47688 




Name 


OJ991217 20. 0218. C10 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


27688 




End 


47688 




GI ' 


none 




Score 


4 62 




Exons 


27688. .27861, 47378. 


.47434, 


47380. .47688, 47430. .47687 




Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44496 




Strand 






Start 


27688 




End 


47688 




Name 




. o7 . tm 


Method 


TBLASTX: Maize 




Start 


29960 




End 


32210 




GI 


none 




Score 


115 




Exons 


29960. .30082, 29989. 


.30081, 


30022. .30186, 30053 .. 30232 , 






31268. .31444, 31269. 


.31442, 


31270. .31443, 31558 31704 , 






31560. .31706, 31562. 


.31711, 


32048. .32209, 32052.. 32210 




Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44496 




Strand 






Start 


27688 




End 


47688 




Name 


ujy jizi / zu.uz.lo.oxu 


. OZ . LS 


Method 


TBLASTX: Soybean 




Start 


30068 




End 


32159 




GI 


none 




Score 


132 




Exons 


30068. .30187, 30091. 


.30198, 


31268. .31444, 31269 .. 31427 , 






31270. .31443, 31561. 


.31704, 


31562. .31705, 31575 31706, 






32052. .32159 










Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44496 




Strand 








OICOO 
Z / DO 0 




End 


47688 




Name 


OJ991217 20. 0218. C10 


. o7.tc 


Method 


TBLASTX: Cress 




Start 


30071 




End 


31705 




GI 


none 




Score 


143 




Exons 


30071. .30187, 30073. 


.30198, 


31268. .31513, 31270 .. 314 61 , 






31561. .31674, 31564. 


.31668, 


31565. .31705, 31565.. 31669 




Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 


Gene No. 


44496 




Strand 






btiar l 


Z / DO O 




End 


47688 




Name 


OJ991217 20. 0218. C10 


.08 . tc 


Method 


TBLASTX: Cress 




Start 


38400 




End 


41502 




GI 


none 




Score 


38 




Exons 


38400. .38429, 38526. 


.38615, 


40850. .40924, 41045 .. 41143, 






41050. .41142, 41428. 


.41502 








Seq. No. 


21285 




Seq. ID 


OJ991217_20.0218 


.C10 



21643 




Gene No. 


. 44496 






Strand 






Start 


27688 






End 


47688 




Name 


OJ991217 20. 0218. CIO 


.o7. ts 


Method 


TBLASTX : Soybean 




Start 


38526 






End 


43973 




GI 


none 






Score 


125 




Exons 


38526. 


.38615, 38526. 


.38615, 


40798. .40917, 40850 .. 40924 , 






41045. 


.41143, 41050. 


.41142, 


41428. .41502, 41825 .. 41938, 






41827. 


.41937, 42815. 


.42922, 


42818. .42949, 4284 1 .. 42939, 






43289. 


.43585, 43395. 


.43586, 


43690. .43761, 43854. .43973 




Seq. No. 


21285 






Seq. ID 


OJ991217_20.0218. 


C10 


Gene No. 


44496 






Strand 






Start 


27688 






End 


47688 




Name 


OJ9912 


17_20. 0218. C10 


.08. tm 


Method 


TBLASTX: Maize 




J Lai L 


41884 






End 


43980 




GI 


none 






Score 


85 




Exons 


41884 . 


.41937, 41885. 


.41938, 


42818. .42949, 4284 1 .. 42939, 






43328. 


.43585, 43395. 


.43586, 


434 02. .4 3620, 4368 9. .43757, 






43690. 


.43761, 43854. 


.43979, 


43862. .43939, 438 63 .. 43979, 






43870. 


.43980 










Seq. No. 


21285 






Seq. ID 


OJ991217_20.0218. 


C10 


Gene No. 


44496 






Strand 






O Lai L. 


. 27688 






End 


47688 




Name 


OJ9912 


17_20. 0218. C10 


,o4 . tc 


Method 


TBLASTX: Cress 




Start 


42853 






End 


44033 




GI 


none 






Score 


135 




Exons 


42853. 


.42939, 42854. 


.42949, 


4334 0. .43585, 4 3395. .4 3586, 






43405. 


.43599, 43690. 


.43761, 


43863. .44033 




Seq. No. 


21285 






Seq. ID 


OJ991217_20.0218. 


C10 


Gene No. 


44496 






Strand 






Start 


27688 






End 


47688 




Name 


OJ991217 20. 0218. C10 


» o3 . tw 


Method 


TBLASTX: Wheat 




Start 


45133 






End 


45865 




GI 


none 






Score 


51 




Exons 


45133. 


.45165, 45133. 


.45171, 


45254. .452 


83, 45283. .45315, 






45284. 


.45316, 45629. 


.45700, 


45629. .457 


03, 45631. .45708,. 






45721. 


.45861, 45728. 


.45865, 


45729. .458 


63 




Seq. No. 


21285 






Seq. ID 


OJ991217_20.0218. 


C10 


Gene No. 


44496 






Strand 






Start 


27688 






End 


47688 




Name 


QJ9912 


17_20. 0218. C10 


. o5 . tm 


Method 


TBLASTX: Maize 




OLaiL 


45625 






End 


47176 




GI 


none 






Score 


228 




Exons 


45625. 


.45951, 45629. 


.45976, 


45629. .459 


64, 45664. .45966, 






46320. 


.46541, 46321. 


.46542, 


46922. .47044, 4 6922 .. 47053, 






46923. 


.47057, 47040. 


.47165, 


47040. .47165, 4 704 1 .. 47166, 






47108. 


.47176 










Seq. No. 


21285 






Seq. ID 


OJ991217_20.0218. 


C10 


Gene No. 


44496 






Strand 






Start 


27688 






End 


47688 




Name 


OJ991217 20. 0218. C10 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


45635 






End 


47117 




GI 


none 






Score 


44 





2164 



4 



Exons 



45635. .45667, 45710 45976, 45775 45966, 46320 . . 4 654 1 , 
46321. .46542, 4 6324 46542, 4 6922 47116, 4 6923 .. 47117 , 
46938.. 47117 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21285 
44496 
27688 
OJ991217 
45724 
none 
45724 
46922 
47398 



20.0218.C10.ol.ts 



45966, 
47095, 
47544, 



45725, 
46923. 
47430, 



,45976, 
,47165, 
.47651 



Seq. ID OJ991217_20.0218.C10 
Strand 

End 47688 

Method TBLASTX : Soybean 

End 47655 

Score 390 
46320. .46541, 4 6321 .. 46542, 
46926. .47162, 47380 .. 47 655, 



Seq. No. 21285 

Gene No. 444 96 

Start 27688 

Name OJ991217_20 . 0218 . C10 . o2 . tc 

Start 47118 

GI none 

Exons 47118. .47165, 47372 .. 47437, 
47430. .47633 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_20. 0218. C10 
47688 

TBLASTX: Cress 

47640 

65 



47380. .47640, 47380 4754 4, 



Seq. No. 21286 

Gene No.. 4 44 97 

Start 459 

Name OJ991217_20 . 0218 . Cll . ol . 

Start 459 

GI none 

Exons 459.. 479 



gs 



Seq. ID OJ991217_20. 0218. Cll 

Strand + 

End 479 

Method GENSCAN 

End 479 

Score . 63 



Seq. No. 21287 

Gene No. 44 4 98 

Start 41 

Name OJ991217_20 . 0218 . C12 . ol , 

Start 41 

GI none 

Exons 41.. 121, 289.. 388 



gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_20.0218.C12 
388 

GENSCAN 

388 

.62 



Seq. No. 21288 

Gene No. 44499 

Start 48 

Name OJ991217_20 . 0218 . C13 . ol , 

Start 48 

GI none 

Exons 48.. 129 



gs 



Seq. ID OJ991217_20.0218.C13 

Strand + 

End 129 

Method GENSCAN 

End 129 

Score .99 



Seq. No. 21289 

Gene No. 44500 

Start 1 

Name OJ991217_20 . 0218 . C15 . ol . 

Start . 1 

GI 4206200 

Exons 1 . . 367 

GI Descrip. (AF071527) hypothetical 

Seq. No. 21290 



np 



Seq. ID OJ991217_20.0218.C15 

Strand 

End 367 

Method AAT/NAP 

End 367 

Score 148 



protein [Arabidopsis th'aliana] 

Seq. ID OJ991217 20.0218.C17 



21645 



Gene No. 44501 Strand 

Start 25 End 

Name OJ991217_20 . 0218 . C17 . ol . gs Method 

Start 25 End 

GI none Score 

Exons 25.. 215 



+ 

215 

GENSCAN 

215 

.56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21291 Seq. ID 

44502 Strand 

413 End 
OJ991217_20.0218.C19.ol.gs Method 

413 End 

none Score 

413. .543, 917. .1058, 1120. .1146 



OJ991217_20.0218.C19 

1146 
GENSCAN 
1146 
.88 



21292 - Seq. ID OJ991217_20 . 0218 . C24 

44503 Strand + 

184 End 327 

OJ991217_20 . 0218 . C24 . ol . gp Method AAT/GAP 

184 End 327 

11912_1.R1084 Score 244 

184. .327 

, 5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 21293 Seq. ID 

Gene No. 44504 Strand 

Start 296 End 

Name OJ991217_20 . 0218 . C25 . ol . gs Method 

Start 296 End 

GI none Score . 

Exons 296. .355 



OJ991217_20.0218.C25 
355 

GENSCAN 

355 

.66 



Seq. No. 21294 Seq. ID 

Gene No. 44505 Strand 

Start 242 End 

Name OJ991217_10 . 0218 . C2 . ol . gs Method 

Start 242 : Enck 

GI none - Score " 

Exons 242.. 433 



OJ991217_10.0218.C2 
+ 

433 

GENSCAN 

433 

.99 



Seq. No. 21295 Seq. ID 

Gene No. 44506 Strand 

Start 1733 End 

Name OJ991217_10 . 0218 . C3 . ol . gs Method 

Start 1733 End 

GI none Score 

Exons 1733.. 1969 



OJ991217_10.0218.C3 
+ 

1969 
GENSCAN 
1969 
.57 



Seq. No. 21295 Seq. ID 

Gene No.. 44507 Strand 

Start . 2506 End 

Name OJ991217_10 . 0218 . C3 . o2 . gs • Method 

Start 2506 End 

GI none Score 

Exons 2506.. 2874 



OJ991217_10.0218.C3 
+ 

2874 
GENSCAN 
2874 
. 99 



21646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21295 
44508 
10377 
OJ991217 
10377 
none 
10377. 
14241. 
15474. 



10.0218.C3.o4.gs 



.10920, 
.14342, 
.15586, 



11299. .12034, 
14445. .14560, 
16146. .16555 



Seq. ID 

Strand 

End 

Method 

End 

Score 

12219. 

14754. 



12950, 
14973, 



OJ991217_ 
+ 

16555 
GENSCAN 
16555 
.54 

12970, 
15212, 



10. 0218. C3 



,13342, 
,15378, 



OJ991217 10. 0218. C3 



21295 Seq. ID 

44509 Strand 

112 End 193 

OJ991217_10 . 0218 .C3 . ol . gp Method AAT/GAP 

112 End 193 

LIB3474-001-P1-K1-D2 Score 83 
112. .193 

'3123271/sp|P51430|RS6_ARATH 8.0e-36 40S RIBOSOMAL PROTEIN S6 

>gi_2224751_emb_CAA74381_ (Y14052) ribosomal protein S6 
[Arabidopsis thaliana] ' 



21295 Seq. ID 

44510 Strand 

2662 End 

OJ991217_10 . 0218 . C3 . o2 . gp Method 

2662 End 

none Score 
2662. .3089 



OJ991217_10.0218.C3 

3089 
AAT/GAP 
3089 
787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21296 Seq. ID 

44511 Strand 

1 End 

OJ991217_10.0218.C4.o3.np Method 

1 End 

5917664 Score 



OJ991217_10.0218.C4 
+ 

33767 
AAT/NAP 
33767 
193 

11723, 15351. .15391, 



1..67, 730. .967, 10297 .. 10795 , 11700 
15665. .15714, 29534 29639, 33717.. 33767 

(AFi59296) extensin-like protein [Lycopersicon esculentum] 



21296 
44511 
1 

OJ991217_10 . 0218 . C4 . ol . gs 

737 

none 



Seq. ID OJ991217_10.0218.C4 

Strand + 

End 337 67 

Method GENSCAN 

End 12746 

Score .44 



737. .781, 1125. .1183, 2010. .2274, 2357. .2497, 2968. .3103, 
4230. .4355, 5440. .5490, 6171. .6303, 8907. .9189, 9403. .9501, 
10463. .10805, 10865. .10956, 11 958 .. 12154 , 12195 .. 12445, 
12646. .12746 



Seq. No. 21296 

Gene No. 44511 

Start 1 

Name OJ991217JL0 . 0218 . C4 . ol . np 

Start 837 

GI 6651069 
Exons 



Seq. ID OJ991217_10.0218.C4 

Strand + 

End 33767 

Method AAT/NAP 

End 3127 

Score 170 



837. .1036, 2010. .2201, 2654. .2760, 3075. .3127 



21647 



GI Descrip. (AF134217) 107 protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21296 Seq. ID OJ991217_10 . 0218 . C4 

44511 Strand + 

1 End 337 67 

OJ991217JL0 . 0218 .C4 . o2 . np Method AAT/NAP 

2321 End 4394 

5734626 Score 167 

2321. .2537, 4147. .4394 

(AP000391) Similar to mouse ankyrin 3 (AC005727) [Oryza sativa] 



21296 .... Seq. ID 

44511 Strand 
1 End 337 67 

OJ991217_10 . 0218 . C4 . o3 . gs Method GENSCAN 

16612 End 23993 

none Score .64 

16612. .16730, 16867. .17064, 18022 .. 18070, 18111 

18704. .18735, 19412 .. 19523, 19623 19656, 20468 



OJ991217_10.0218.C4 
+ 



.18263, 
.20648, 



20941. .22179, 22260 .. 23386, 2374 9 23829, 23926.-23993 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21296 Seq. ID 

44511 Strand 
1 End 

OJ991217_10.0218.C4 .ol.gp ' Method 
18767 End 
3107362 Score 



OJ991217_10.0218.C4 
+ 

33767 
AAT/GAP 
19436 
610 



18767. .18882, 1914 9 .. 19334 , 19412. .19436 



21296 
44511 
1 

OJ991217_10.0218.C4 .o2.gp 

21587 

none 

21587. .22113 



Seq. ID OJ991217_10.0218.C4 

Strand + 

End 33767 

Method AAT/GAP 

End 22113 

Score 957 



Seq. No. 212.96 
Gene No. 44512 
Start 37151 

Name OJ991217_10 . 0218 . C4 . o7 . gs 

Start 37151 

GI none 

Exons 37151. .37440, 37513 .. 37573, 37712 

39197. .'39270, 39392 39690, 40012 
40726. .40997, 41176. . 41448, 41759 
43899.. 44076 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217_10.0218.C4 
+ 



44076 
GENSCAN 
44076 
.75 

37813, 38669. 
40369, 40455. 
41837, 43090. 



,38756, 
,40665, 
,43378, 



Seq. No. 21296 

Gene No. 44512 

Start 37151 

Name OJ991217_10 . 0218 .C4 . o5 . np 

Start 37957 

GI 3786007 
Exons 



Seq. ID OJ991217_10.0218.C4 

Strand + 

End 44076 

Method AAT/NAP 

End 41457 

Score 1205 



37957. .37991, 39458 .. 39690, 40012 40369, 404 55 .. 40997 , 
41179. .41457 

GI Descrip. (AC005499) hypothetical protein [Arabidopsis thaliana] 



21648 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21296 
44512 
37151 

OJ991217_10.0218.C4.o4.gp 
40851 

uC-osflcypl06hllbl 
40851. .40997, 41176.. 41448 
•3786007 4.0e-38 (AC005499) 
thaliana] 1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_ 
+ 

44076 
AAT/GAP 
41448 
792 



10. 0218. C4 



hypothetical protein [Arabidopsis 



Seq. ID 

Strand 

End 

Method 

End 

Score 



21296 
44513 
44194 

OJ991217_10.0218.C4.o6.gp 
44194 

uC-osflcyp098d01al 
44194. .44588 

, 6069643/dbj | AP000616 . 1 1 AP000616 1.0e-152 Oryza sativa genomic 
DNA # chromosome 6, clone : P0514G12 ' 



OJ991217_ 
+ 

44588 
AAT/GAP 
44588 
703 



10. 0218. C4 



Seq. No. 


. 21296 




Seq. ID 


OJ991217_ 


10.0218 


.C4 


Gene No. 


44514 




Strand 








Start 


14835 




. . End 


15712 






Name 


OJ991217 10. 0218. C4 


. o2 . gs 


Method 


GEN SCAN 






Start 


14835 




End 


15712 






GI 


none 




Score 


.48 






Exons 


14835. .14985, 15210 


. .15712 










Seq. No. 


21296 




Seq. ID 


OJ991217_ 


10.0218 


.C4 


Gene No. 


44515 




Strand 








Start 


24120 




End 


24259 






Name 


OJ991217 10. 0218. C4 


. o3 .gp 


Method 


AAT/GAP 






Start 


24120 




End 


24259 






GI 


none 




Score 


257 






Exons 


24120. .24259 












Seq. No. 


21296 




Seq. ID 


OJ991217_ 


10.0218 


.C4 


Gene No. 


44516 




Strand 








Start 


25294 




End 


29890 






Name 


OJ991217 10. 0218. C4 


. o4 .gs 


Method 


GENSCAN 






Start 


25294 




End 


29890 






GI 


none 




Score 


.8 






Exons 


. 25294. .25458, 25560 


. .25715, 


25851. .25946, 26093. 


.26285, 






26378. .26438, 26481 


. .26802, 


27.294. .27497, 27605. 


.27755, 






29249. .29376, 29469 


. .29704, 


29842. .29890 






Seq. No. 


21296 




Seq. ID 


OJ991217_ 


10.0218 


.C4 


Gene No. 


44516 




Strand 








Start 


25294 




End 


29890 






Name 


OJ991217 10. 0218. C4 


. o4 .np 


Method 


AAT/NAP 






Start 


25297 




End 


29621 






GI ' 


1346735 




S.coire 


2229 






Exons 


25297. .25458, 25560 


. .25715, 


25851. .25946, 26093. 


.26285, 






26378. .26802, 27294 


. .27497, 


27605. .27755, 29249. 


.29376, 





29469. .29621 

GI Descrip. 2, 3-BISPHOSPHOGLYCERATE-INDEPENDENT PHOSPHOGLYCERATE MUTASE 



21649 




( PHOS PHOGLYCEROMUTASE ) (BPG-INDEPENDENT PGAM) (PGAM-I) 
gi 1 1076562 Ipir | | S49647 phosphoglycerate mutase (EC 5.4.2.1) - 
castor bean gi | 474170 I emb| CAA49995 | (X70652) phosphoglycerate 
mutase [Ricinus communis] 



Seq. No. 


21296 






Seq. ID 


OJ991217_10.0218 


.C4 


Gene No. 


44517 






Strand 


- 




Start 


32499 






End 


32918 




Name 


OJ991217_10.0218 


.C4.o5. 


gs 


Method 


GENSCAN 






^94 QQ 






End 


*J ^ X Q 




GI 


none 






Score 


.51 




Exons^ 


32499. .32918 












Seq. No. 


21296 






Seq. ID 


OJ991217_10.0218 


.C4 


Gene No. 


44518 






Strand 


- 




Start 


41656 






End 


42028 




Name 


OJ991217_10.0218 


.C4.o5. 


gp 


Method 


AAT/GAP 




o Cd.iL 


4 1 fiR 






FnH 

£j i 1 LI 


*i £. \J C. O 




GI 


none 






Score 


714 




Exons 


41656.. 42028 












Seq. No. 


21296 






Seq. ID 


OJ991217_10.0218 


.C4 


Gene No. 


44519 






Strand 


- 




Start 


44608 






End 


57267 




Name 


OJ991217 10.0218 


.C4 .o3. 


tc 


Method 


TBLASTX: Cress 




Otdl L 








FnH 


£. *J \J J 




GI 


none 






Score 


299 




Exons 


2300.. 2503, 2308 


. .2496 










Seq. No. 


21296 






Seq. ID 


OJ991217_10.0218 


.C4 


Gene No. 


44519 






Strand 


- 




Start 


44608 






End 


57267 




Name 


OJ991217 10.0218 


.C4.ol0 


. tm 


Method 


TBLASTX: Maize 




o Ldl L 


9^09 






FnH 

HjI 1LI 


*J J «J 




GI 


none 






Score 


274 




Exons 


2302.. 2493, 2303 


. .2533, 


2303. 


.2494 






Seq. No. 


21296 






;.-Seq. ID 


OJ991217_10.0218 


.C4 


Gene No. 


44519 






•Strand 


- 




Start 


44608 






End 


57267 




Name 


OJ991217 10.0218 


.C4.o6. 


ts 


Method 


TBLASTX: Soybean 




OLdX I 


2321 






FnH 

Hi 11 LI 






GI 


none 






Score 


237 




Exons 


2321.. 2509, 2323 


. .2499, 


2574. 


.2663 






Seq. No. 


21296 






Seq. ID 


OJ991217_10.0218 


,C4 


Gene No. 


44519 






Strand 






Start 


44608 






End 


57267 




Name 


OJ991217 10.0218 


.C4.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


21383 






End 


21673 




GI 


none 






Score 


393 




Exons 


21383. .21673, 21391. .21669 








Seq. No. 


21296 






Seq. ID 


OJ991217_10.0218 


.C4 


Gene No. 


44519 






Strand 






Start 


44608 






End 


57267 




Name 


OJ991217 10.0218 


.C4.o6. 


tm 


Method 


TBLASTX: Maize 





21650 



Start 


21686 








End 


22179 






GI 


none 








Score 


399 






Exons 


21686. 


.22084, 


21735. 


.22112, 


21754. .22089, 22060 


. .22176, 






22066. 


.22179, 


22095. 


.22178 










Seq. No. 


21296 








Seq. ID 


OJ991217 


_10.0218 


,C4 


Gene No. 


44519 








Strand 








Start 


44608 








End 


57267 






Name 


OJ991217 10. 0218. C4. 


ol3 . tm 


Method 


TBLASTX: Maize 




Start 


22431 








End 


22821 






GI 


none 








Score 


73 






Exons 


22431. 


.22538, 


22431. 


.22469, 


22533. .22571, 22540 


. .22773, 






22576. 


.22773, 


22581. 


.22790, 


22688. .22816, 22735 


. .22821, 






22768. 


.22812, 


22772. 


.22819 










Seq. No. 


21296 








Seq. ID 


OJ991217 


_10.0218 


.C4 


Gene No. 


44519 








Strand 








Start 


44608 








End 


57267 






Name 


OJ991217 10. 0218. C4. 


o3. tm 


Method 


TBLASTX :" 


Maize 




Start 


22847 








End 


24145 






GI 


none 








Score 


105 






Exons 


22847. 


.22927, 


22867. 


.22926, 


22936. .23010, 22936 


. .23007, 






22945. 


.23400, 


22987. 


.23430, 


23004. .23417, 23716 


. .23823, 




. - 


23746. 


.23823, 


23747. 


.23827, 


23748. .23828, 23923 


. .23985, 






23924. 


.23992, 


23924. 


.23992, 


24007. .24027, 24007 


. .24027, 






24094. 


.24126, 


24094. 


.24132, 


24095. .24145 






Seq. No. 


21296 








Seq. ID 


OJ991217 


_10.0218 


.C4 


Gene No. 


44519 








Strand 








Start 


-44608 








End 


57267 






Name 


OJ991217 10. 0218. C4 . 


o7.ts 


Method 


TBLASTX: 


Soybean 




Start 


23109. 








End 


23328 






GI 


none 








Score 


175 






Exons 


23109. 


.23231, 


23110. 


.23241, 


23233. .23328, 23233 


. .23328 




Seq. No. 


21296 








Seq. ID 


OJ991217 


_10.0218 


.C4 


Gene No. 


44519 








Strand 








Start 


44608 








End 


57267 






Name 


OJ991217 10. 0218. C4. 


ol.tc 


Method 


TBLASTX: 


Cress 




Start 


25285 








End 


29609 






GI 


none 








Score 


76 






Exons 


25285. 


.25458, 


25289. 


.25459, 


25557. .25712, 25557 


. .25721, 






25558. 


.25716, 


25812. 


.25946, 


25831. .26007, 26090 


. .26287, 






26091. 


.26300, 


26378. 


.26803, 


26378. .26620, 26379 


. .26804, 






26380. 


.26805, 


26380. 


.26805, 


27286.-27498, 27294 


. .27503, 






27600. 


.27755, 


27602. 


.27760, 


29248.-29376, 29249 


. .29389, 






29472. 


.29609, 


29473. 


.29532 










Seq. No. 


21296 








Seq. ID 


OJ991217 


_10.0218 


.C4 


Gene No. 


44519 








Strand 








Start 


44608 








End 


57267 






Name 


OJ991217 10. 0218. C4. 


ol . tm 


Method 


TBLASTX: 


Maize 




Start 


25290 








End 


29630 






GI 


none 








Score 


78 






Exons 


25290. 


.25481, 


25294. 


.25458, 


25337. .25468, 25557 


. .25721, 






25558. 


.25716, 


25578. 


.25730, 


25589. .25723, 25812 


. .25946, 






25831. 


.25947, 


25851. 


.25949, 


26082. .26300, 26090 


. .26287, 





21651 




26109. .26300, 
26380. .26805, 
27602. .27760, 
29472. .29630 



26378. .26803, 
27286. .27519, 
29248. .29376, 



26378. .26803, 
27294 . .27503, 
29249. .29377, 




26380. .26805, 
27600. .27755, 
29470. .29535, 



Seq. No. 


21296 








Seq. ID 


OJ991217 


J.0.0218 


Gene No. 


44519 








Strand 






tit art 


4 d fins 








End 


57267 




Name 


OJ9912 


17 10. 0218. C4. 


ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


25294 








End 


29609 




GI 


none 








Score 


83 




Exons 


25294. 


.25482, 


25300. 


.25464, 


25349.-25483, 25558 


. .25716, 




25569. 


.25730, 


25569. 


.25730, 


25577. .25738, 25812 


. .25946, 




25831. 


.26007, 


25850. 


.25972, 


26082. .26300, 26090 


. .26287, 




26352. 


.26549, 


26378. 


.26803, 


26378. .26803, 26380 


. .26805, 




26380. 


.26805, 


27286. 


.27501, 


27294 . .27503, 27294 


. .27503, 






.27755, 


27602. 


97760 

• £.11 \J \J , 


27605. .27757, 29248 


. * Zs ~J f Zs f 




29249. 


.29377, 


29469. 


.29609, 


29470. .29535 




Seq. No. 


21296 








Seq. ID 


OJ991217 


_10.0218 


Gene No. 


44519 








Strand 






Start 


44608 








% End 


57267 




Name 


OJ9912 


17 10. 0218. C4. 


o2.tw 


"Method 


TBLASTX : 


Wheat 


Start 


25294 








End 


25676 




GI 


none 








Score 


94 




Exons 


25294. 


.25458, 


25300. 


.25452, 


25346. .254 


59, 25557 


. .25676, 




Z J J JO . 


.25668 












Seq. No. 


21296 








Seq. ID 


OJ991217 


_10.0218 


Gene No. 


44519 








Strand 






Start 


44608 








End 


57267 




Name 


OJ9912 


17 10. 0218. C4. 


ol . tw 


Method 


TBLASTX : 


Wheat 


Start 


25836 








End 


26797 




GI 


none 








Score 


78 




Exons 


25836. 


.25916, 


25845. 


.25916, 


25917. .25946, 26082 


. .26300, 




26090. 


.26287, 


26092. 


.26289, 


26109. .26300, 26378 


. .26797, 




26378. 


.26773, 


26380. 


.26796 








Seq. No. 


21296 








Seq. ID 


OJ991217 


J.0.0218 


Gene No. 


44519 








Strand 






Start 


44608 








End 


57267 




Name 


OJ9912 


17 10. 0218. C4. 


ol5 . tm 


Method 


TBLASTX: 


Maize 


Start 


36867 








End 


37773 




GI 


none 








Score 


192 




Exons 


36867. 


.36902, 


36986. 


.37003, 


37150. .372 


66, 37151 


. .37267, 




37708. 


.37773 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - ■ 

Exons 



21296 Seq. ID 

44519 Strand 

44608 End 

OJ991217_10 . 0218 -C4.o4.ts Method 

39511 End 

none " Score 



OJ991217_10.0218.C4 
57267 

TBLASTX: Soybean 

40387 

192 



39511. .39684, 39515 .. 39685, 39515 39685 , 40016 .. 40252, 
40016. .40207, 40030 .. 40239, 40068 .. 4024 1 , 40318 .. 40356, 
40319. .40372, 40322.. 40387 



21652 



Seq. No. 21296 

Gene No. 44519 

Start 44 608 

Name OJ991217_10 . 0218 . C4 . o4 . tc 

Start 40022 

GI none 

Exons 40022 
40683 



OJ991217 10. 0218. C4 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

40234, 40033. .40227, 40298 40369, 40470 .. 4057 1, 
40727, 40779. .40850, 40910.. 40930 



57267 

TBLASTX: Cress 

40930 

-163 



Seq. No. 21296 
Gene No. 44519 
Start 44608 

Name OJ991217_10 . 0218 .C4.. o2 . tm 

Start 40033 

GI none 

Exons 40033. .40080, 40034 

40082. .40264, 40086 
40273. .40365, 40286 
40475. ..40969, 40782 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_10.0218.C4 
57267 

TBLASTX: Maize 

41292 

66 



40078, 40078. .40263, 40079 . ..40264 , 

40268, 40089. .40310, 4 0259 40363, 

40369, 40452. .40730, 4 0454 4 1005 , 

41000, 41217. .41291, 41221.. 41292 



Seq. No. ' 21296 Seq. ID 

Gene No. 44519 Strand 

Start 44608 End 

Name OJ991217_10 . 0218 .C4 . o9 . ts Method 

Start 41185 End 

GI none Score 

Exons 41185. .41460 



OJ991217_10.0218.C4 

57267. 

TBLASTX : Soybean 

414 60 

196 



Seq. No. 21296 Seq. ID 

Gene No. 44519 Strand 

Start 44608 End 

Name OJ991217_10 . 0218 .C4 . o5 . tc Method 

Start 41218 End 

GI none Score 

Exons 41218. .41445 



OJ991217_10.0218.C4 
57267 

TBLASTX: Cress 

41445 

191 



Seq. No. 21296 
Gene No. 44519 
Start 44608 

Name OJ991217_10 . 0218 . C4 . o5 . tm 

Start 41307 
GI none 
Exons 41307. 

41320. 

41571. 

41734. 

41884. 

41911. 



.41477, 41315. 

.41532, 41559. 

.41654, 41647. 

.41754, 41768. 

.41910, 41885. 

.41934, 41948. 



.41488, 
.41654, 
.41703, 
.41863, 
.41917, 
.42001, 



Seq. ID 'OJ991217_10.0218.C4 
Strand 

End 57267 

Method TBLASTX: Maize 

End 42002 

Score 168 
41317. .41526, 4 1318 .. 4 1533, 
41560. .41652, 4 1561 .. 4 1653, 
41647. .41703, 4 168 1 .. 4 1719, 
41773. .41904, 41778 .. 4 18 64 , 
41885. .41923, 4 1909 . . 4 1 947 , 
41949. .42002 



Seq. No. 21296 

Gene No. 44519 

Start 44608 

Name OJ991217_10 . 0218 . C4 . o4 . tw 

Start 41434 

GI none 

Exons 41434 
41518 



OJ991217 10. 0218. C4 



Seq. ID 
Strand 
End 

Method 
End 
Score 

41484, 41436. .41480, 41470 .. 41523, 4 1504 .. 4 1533, 
41727, 41557. .41727, 4 1564 .. 4 1734 , 41565 .. 4 1732, 



57267 

TBLASTX: Wheat 

41805 

38 



21653 




41735. .41803, 41737.. 41805 



Seq. No. 


21296 








Seq. ID 


OJ991217 


J.0.0218 


.C4 


Gene No. 


44519 








Strand 








Start 


44608 








End 


57267 






Name 


OJ991217 10. 0218. C4. 


o8.gs 


' Method 


GENSCAN 






O Lai U 


44608 








End 


57267 






GI 


none 








Score 


.71 






Exons 


44608. 


.44934, 


45238. 


.45307, 


45785. .45836, 46447 


. .46648, 






47266. 


.47444, 


48752. 


.48948, 


49229.-49342, 50032 


. .50106, 






51653. 


.52059, 


52350. 


.52440, 


52708. .53186, 53275 


. .53510, 






53607. 


.54116, 


54199. 


.54674, 


54761. .54895, 55162 


. .55236, 






55502. 


.55573, 


55836. 


.55910, 


56004. .56165, 56412 


. .56486, 






56749. 


.56875, 


57153. 


.57267 










Seq. No. 


21296 








Seq. ID 


OJ991217 


_10.0218 


.C4 


UCllC LH\J . 


44519 








Strand 








Start 


44608 








End 


57267 






Name 


OJ991217 10.0218.C4.o6.np 


Method 


AAT/NAP 






Start 


44614 








End 


47342 






GI 


4519671 






Score 


387 






Exons 


44614. 


.44934, 


45238. 


.45307, 


45785. .45839, 46129 


. .46171, 






46260. 


.46336, 


46447. 


.46660, 


47266. .47342 






GI Descrip. 


(AB017693) transfactor [Nicotiana tabacum] 






JCL| a IN O . 


21296 








Seq. ID 


OJ991217 


i n D9i ft 


CA 


Gene No. 


44519 








Strand 








Start 


44608 








End 


57267 






Name 


OJ991217 10. 0218. C4. 


o5 . ts 


'** Method 


TBLASTX: 


Soybean 




Start 


45235 








End 


46522 






GI 


none 








Score 


42 






Exons 


45235. 


.45291, 


46109. 


.46177, 


46131. .46172, 46260 


. .46334, 






46260. 


.46337, 


46261. 


.46335, 


46448. .46522, 46449 


. .46517 




Cpn Mo 

OClj ■ Vt\J • 


21296 








Seq. ID 


OJ991217 


1 n n?i ft 

iU . U6XO 


CA 


Gene No. 


44519 








Strand 








Start 


44608 








End 


57267 






Name 


OJ991217 10. 0218. C4 . 


ol2.tm ' 


Method 


TBLASTX; 


Maize 




Start 


46128 








End 


46522 






GI 


none 








Score 


45 






Exons 


46128. 


.46172, 


46130. 


.46177, 


46260. .46340, 46264 


. .46338, 






46445. 


.46522, 


46446. 


.46517 










Seq. No. 


21296 








Seq. ID 


OJ991217 


_10.0218 


.C4 


Gene No. 


44519 








Strand 








O Ud.IT U 


44608 








End 


57267 






Name 


OJ991217 10. 0218. C4. 


o9. tm 


Method 


TBLASTX: 


Maize 




Start 


47265 








End 


47803 






GI 


none 








Score 


109 






Exons 


47265. 


.47342, 


47266. 


.47364, 


47278. .47358, 47354 


. .47413, 






47394. 


.47486, 


47483. 


.47599, 


47484. .47591, 47485 


. .47601, 






47485. 


.47598, 


47486. 


.47599, 


47563. .47739, 47607 


. .47741, 






47609. 


.47740, 


47623. 


.47742, 


47724. .47795,' 47741 


. .47803 




Seq. No. 


21296 








Seq. ID 


OJ991217 


_10.0218 


.C4 


Gene No. 


44519 








Strand 








Start 


44608 








End 


57267 







21654 



Name OJ991217_10. 0218 .C4 .o7 .np Method AAT/NAP 

Start 51861 End 54655 

GI 6522608 Score .512 

Exons 51861. .51958, 52734 .. 53186, 53275 53510, 53607 .. 54111, 
54432. .54655 

GI Descrip. (AL133298) receptor-like protein kinase homolog [Arabidopsis 
thaliana] 



Seq. No. 21296 

Gene No. 44519 

Start 44608 

Name OJ991217_10 . 0218 . C4 . ol4 . tm 

Start 52627 

GI none 

Exons 52627. .52764, 52668 527 63, 52757 52780, 52761 .. 52853, 
52762. .52854 



Seq. ID OJ991217_10.0218.C4 
Strand 

End 57267 

Method TBLASTX: Maize 

End 52854 

Score 136 



Seq. No. 21296 

Gene .No. 4 4 519 

Start 44608 

Name OJ991217_10 . 0218 . C4 . 08 . tm 

Start 52854 

GI none 

Exons 52854. .52973, 52897 52989, 
52968. .53135, 52972. .53136 



Seq. ID OJ991217_10.0218.C4 
Strand 

End 57267 

Method TBLASTX: Maize 

" End 53136 

Score 117 
52961. .53065, 52968 53123, 



Seq. No. 21296 

Gene No. 44519 

Start 44608 

Name OJ991217_10 . 0218 . C4 . o2 . tc 

Start 53079 

GI none 

Exons 53079. .53186, 53095 .. 53187 , 
53596. .53802, 53809 .. 53850, 



Seq. ID OJ991217_10.0218.C4 
Strand 

End 57267 

Method TBLASTX : Cress 

End 53910 

Score 82 
53275. .53520, 53279 .. 534 19, 
53866. .53910 



Seq. No. 21296 

Gene No. 44519 

Start 44608 

Name OJ991217JL0 . 0218 . C4 . o2 . ts 

Start 53079 

GI none 

Exons 53079. .53186, 53089 .. 53187, 
53335. .53487, 53603 53803, 



Seq. ID OJ991217_10.0218.C4 
Strand 

End 57267 

Method TBLASTX : Soybean 

End 53904 

Score 91 
53278. .53493, 5327 9 .. 534 13, 
53605. .53904 



Seq. No. 21296 - 

Gene No. 44519 

Start 44608 

Name OJ991217_10 . 0218 . C4 . o4 . tm 

Start 53299 

GI none 

Exons 53299. .53511, 53306 .. 53527 , 
53861. .53947, 53929.. 53979 



Seq. ID OJ991217_10.0218.C4 
Strand 

End 57267 

Method TBLASTX :Maize 

End 53979 

Score 115 
53603. .53812, 53605 .. 5394 6, 



Seq. No. 21296 

Gene No. 44519 

Start 44608 

Name OJ991217 10 . 0218 . C4 . o3 . tw 



Seq. ID OJ991217_10.0218.C4 
Strand 

End 57267 

Method TBLASTX : Wheat 



21655 



Start 
•GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



53383 
none 



End 
Score 



53803 
139 



53383. .53505, 53383 .. 53502, . 53594 53803, 53611.. 53802 



21296 
44519 
44608 

OJ991217_10.0218.C4.o3.ts 

54200 

none 



Seq. ID OJ991217_10.0218.C4 
Strand 

End 57267 

Method TBLASTX : Soybean 

End 54 616* 

Score 203 



54200. .54544, 54201 .. 54536, 54557.. 54616 



21296 
44519 
44608 

OJ991217_10.0218.C4.o8.ts 

54763 

none 



Seq. ID OJ991217_10.0218.C4 
Strand 

End 57267 

Method TBLASTX : Soybean 

End 55399 

Score 47 



54763. .54891, 54 980 55057, 54985 .. 55056, 55143 .. 55247 , 
55176. .55235, 55331.. 55399 



Seq. No. 


21296 


Seq. ID 


OJ991217 


Gene No. 


44519 


Strand 




Start 


44608 


End 


57267 


Name 


OJ991217 10.0218.C4.ol0.ts 


Method 


TBLASTX: 


Start 


56018 


End 


56485 


GI 


none 


Score 


79 


Pvnn s 


56018. .56182, 56039 .. 56176, 


56261. .56329, 56432 


Seq. No. 


21296 


Seq. ID 


OJ991217 


Gene No. 


44519 


Strand 




Start 


44608 


End 


57267 


Name 


OJ991217 10.0218.C4.oll.tm 


Method 


TBLASTX: 


Start 


56587 


End 


56895 


GI 


none 


Score" 


74 


Exons 


56587. .56661, 56590 .. 56661, 


56594 . .56668, 56743 




56748. .56894 






Seq. No. 


21297 


Seq. ID 


OJ991217 


Gene No. 


44520 


Strand 


+ 


Start 


5593 


End 


7087 


Name 


OJ991217 10.0218.C5.ol.np 


Method 


AAT/NAP 


Start 


5593 


End 


7087 


GI 


6907105 


Score 


291 


Exons 


5593.. 5820, 7059.. 7087 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


21297 


Seq. ID 


OJ991217 


Gene No. 


44520 


Strand 


+ 


Start 


5593 


End 


7087 


Name 


OJ991217 10.0218.C5.o2.gs 


Method 


GENSCAN 


Start 


5593 . - 


End 


6216 


GI 


none 


Score 


.61 


Exons 


5593. .5821, 6017. .6216 






Seq. No. 


21297 


Seq. ID 


OJ991217 


Gene No. 


44521 


Strand 





21656 



Start 


367 




End 


512 


Name 


OJ991217 10.0218.C5.ol. 


gp 


Method 


AAT/GAP 


Start 


367 




End 


512 


GI 


56410 1.R1084 




Score 


266 


Exons 


367. .512 








GI Descrip. 


•5852170/emb|AL117265.1 IOST17804 3.0e- 


94 Oryza. sativa 




indica (GLA4 ) genomic DNA, chromosome 4 


, BAC clone : tl7804 ' 


Seq. No. 


21297 




Seq. ID 


OJ991217 10 . 0218 .C5 


Gene No. 


44522 




Strand 




Start 


1038 




End 


4616 


Name 


OJ991217_10.0218.C5.ol. 


gs 


Method 


GENSCAN 


Start 


1038 




End 


4616 


GI 


none 




Score 


.89 


Exons 


1038. .1143, 1508. .1654, 


3921v. 


4156, 4250. .4327, 4359. .4616 


Seq. No. 


21297 




Seq. ID 


OJ991217_10.0218.C5 


Gene No. 


44522 




Strand 




Start 


1038 




End 


4616 


Name 


OJ991217 10.0218.C5,o2. 


gp 


Method 


AAT/GAP 


Start 


1180 




End 


4 535 


GI 


4254 1.R1084 




Score 


1887 


Exons 


1180. .1654, 3921. .4156, 


4250. . 


4535 




GI Descrip. 


1 1651865/dbj | BAA16792 | 


4 . 0e-l< 


I (D90900) hypothetical prote: 




[Synechocystis sp. ] 1 








Seq. No. 


21297 




Seq. ID 


OJ991217_10.0218.C5 


Gene No. 


44523 




Strand 




Start 


7021 




End 


7609 


Name 


OJ991217 10.0218.C5.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1285 




End 


4442 


GI 


none 




Score 


45 


Exons 


12 85.. 134 7, 1310.. 137 8, 


1312 . . 


1392, 1323.. 1391, 1392.. 1652 




1407. .1649, 1412. .1660, 


1414. . 


1659, 3911. .4009, 3920. .4159 




3921.. 4019, 4107.. 4163, 


4107. . 


4166, 4250. .4279, 4267. .4305 




4268.-4342, 4335.-4442, 


4352. . 


4441 




Seq. No. 


21297 




Seq. ID 


OJ991217_10.0218.C5 


Gene No. 


44523 




Strand 




Start 


7021 




End 


7609 


Name 


OJ991217_10.0218.C5.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1486 




End 


4288 


GI 


none 




Score 


159 


Exons 


1486. . 1659, 1487. . 1660, 


3920. . 


4141, 3921. .4019, 4107. .4139 




4256. .4288, 4257. .4286 








Seq. No. 


21297 




Seq. ID 


OJ991217_10.0218.C5 


Gene No. 


44523 




Strand 




Start 


7021 




End 


7609 


Name 


OJ991217 10.0218.C5.ol. 


tc * 


Method 


TBLASTX: Cress 


Start 


1540 




End 


4141 


GI 


none 




Score 


63 


Exons 


1540.. 1659, 1544. .1660, 


3836. . 


4141, 3911. .4003, 3921. .4019, 




4107. .4139 








Seq. No. 


21297 




Seq. ID 


OJ991217_10.0218 -C5 


Gene No. 


44523 




Strand 





21657 



Start 


7021 




End 


7609 






Name 


OJ991217 10.0218.C5.o3 


-gs 


Method 


GENSCAN 






Start 


7021. 




End 


7378 






GI 


none 




Score 


.84 






Exons 


7021.. 7378 












Seq. No. 


21297 




Seq. ID 


OJ991217_10. 


0218 


.C5 


Gene No. 


44523 




Strand 








o car l 






oil (J 


' DU-J 






Name 


OJ991217 10.0218.C5.o2 


.np 


Method 


AAT/NAP 






Start 


7041 




End 


7609 






GI 


5852180 




Score 


51 






Exons 


7041.. 7282, 7468.. 7609 












GI Descrip. 


(AL117265) zhbOOOlO.l 


[Oryza 


sativa] 








Seq. No. 


21298 




Seq. ID 


OJ991217_10. 


0218 


.C6 


bene no . 






btrana 


+ 






Start 


869 




End 


1663 






Name 


OJ991217 10.0218.C6.ol 


.gs 


Method 


GENSCAN 






Start 


869 




End . 


1663 






GI 


none 




Score 


.98 






Exons 


869. .1663 












Seq. No. 


21298 




.Seq. ID 


; OJ991217_10. 


0218 


.C6 


Gene No. 


44525 




Strand 


+ 








1 OQ1 

1 0 y 1 






IIDjj 






Name 


OJ991217 10.0218.C6.ol 


.np 


Method 


AAT/NAP 






Start 


1891 




End 


6335 






GI 


4680179 




Score 


5607 






Exons 


1891. .2951, 2979. .6335 












GI Descrip. 


(AF111709) polyprotein 


[Oryza 


sativa 


subsp. indica] 






Seq. No. 


21298 




Seq. ID 


OJ991217_10. 


0218 


.C6 


Gene No. 


44525 




Strand 


+ 






Start 


1891 




End 


11635 






Name 


OJ991217 10.0218.C6.o2 


.np 


Method 


AAT/NAP 






OLalL 


3458 




End 


8666 






GI 


6063554 




Score 


• 194 






Exons 


3458.. 3543, 6722.. 6946 


, 7110. 


.7339, 8 


483. .8666 






GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 




correspond to a region of the 


predicted gene . ; hypothetical 




protein [Oryza sativa] 












Seq. No. 


21298 




Seq. ID 


OJ991217_10. 


0218 


.C6 


Gene No. 


44525 




Strand 


+ 






Start 


1891 




End 


11635 






Name 


OJ991217 10.0218.C6.o3 


.np 


Method 


AAT/NAP 






Start 


8003 




End 


11635 






GI 


6539581 




Score 


2128 






Exons 


8003.. 8022, 9290.. 9469 


, 9575. 


.11414, 


11489. .11635 







GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA ' chromosome 4, BAC 
clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 21298 Seq. ID 

Gene No. 44525 Strand 

Start 1891 End 

Name OJ991217_10 . 0218 .C6.ol .gp Method 



OJ991217_10.0218.C6 
+ 

11635 
AAT/GAP 



21658 



Start 8044 End 8426 

GI 2427387 Score 508 

Exons . 8044. .8426 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 3.0e-94 Oryza sativa 

indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t 17804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI ' 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21298 
44526 
11939 

OJ991217_10.0218.C6.o4.np 

11939 

4680186 

11939. .12108, 12690. .12823, 1 
(AF111709) unknown [Oryza saj 

21298 
44527 
14107 

OJ991217_10.0218.C6.o5.np 
13977 
6907086 

13977. .14752, 14811 .. 14958, 1 
(AP001129) hypothetical prote 

21298 . 
44527 
14107 

OJ991217_10.0218.C6.o5.gs 
14107 
none 



Seq. ID 
Strand 
End 

Method 
End 
Score 
34 62. .13507 
^ya..£pJt>sp.-* indica] 



OJ991217_10.0218.C6 
+ 

13507 
AAT/NAP 
13507 
196 




OJ991217_10.0218.C61, 

+ - 

16278 
AAT/NAP ' 
15860 
517 



5141. .15374, 15601, 
in [Oryza sativa] 



15860 



Seq. ID OJ991217 10. 0218. C6 



Strand 
End 

Method 

End 

Score 



+ 

16278 
GEN SCAN 
16278 
.41 



14107. .14887, 15057. .15150, 15180 .. 15354 , 16204. .16278 



21298 Seq. ID 

44528 • Strand 
7091 End 
OJ991217_10.0218 .C6.o3.gs Method 
7091 End 
none Score 
7091. .7336, 7365. .7612, 8398.-8479 

21298 Seq. ID 

44529 Strand 
12248 End 
OJ991217_10. 0218. C6. oil. tw Method 
,2102 End 
none Score 
2102.. 2293, 2103.. 2297 



OJ991217_10.0218.C6 

8479 
GENSCAN 
8479 
.93 



OJ991217_10.0218.C6 
12674 

TBLASTX: Wheat 

2297 

207 



Seq. No. 21298 Seq. ID 

Gene No. 44529 Strand • 

Start ' 12248 End 

Name OJ991217_10.0218.C6.o6.tw Method 

Start 2349 End 

GI none Score 

Exons 2349.. 2546, 2352.. 2702 



OJ991217_10.0218.C6 
12674 

TBLASTX: Wheat 

2702 

307 



Seq. No. 



21298 



Seq. ID OJ991217 10. 0218. C6 



21659 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.v; m * ■ - . 
Seq. 'No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44529 
12248 

OJ991217_10. 

2352 

none 

2352. .2690 

21298 
44529 
12248 

OJ991217_10. 

3036 

none 

3036. .3389 

21298 
44529 
12248 

OJ991217_10. 
3393 - 
none 

3393. .3584, 

21298 
44529 
12248 

OJ991217JL0. 

3521 

none 

3521. .3961, 

21298 
44529 
.12248 

OJ991217_10. 

3558 

none 

3558. .3872 



0218. C6.o7. tin 



0218.C6.olO.tw 



0218.C6.o9.tm - 
3431. .3538 

0218.C6.o4.tw 
3522.. 4004, 3546. 

0218.C6.o5.ts 



Strand 
End 

Method 

End 

Score 



12674 

TBLASTX: Maize 

2690 

248 



Seq. ID OJ991217_10.0218.C6 
Strand 

End 12674 

Method TBLASTX : Wheat 

End 3389 

Score 223 



Seq. ID ■ OJ991217J10.0218.C6 
Strand 

End 12674 
Method . TBLASTX: Maize 
End 3584 
Score 188 



Seq. ID OJ991217_10.0218.C6 
Strand 

12674 

TBLASTX: Wheat 
4004 
536 



End ' 
Method 
End 
Score 
.4001 



Seq. ID OJ991217_10.0218.C6 
Strand 

End 12674 

Method TBLASTX : Soybean 

End 3872 

Score 199 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



21298 
44529 
12248 

OJ991217_10, 

3587 

none 

3587. .4024, 

21298 
44529 
12248 

.OJ991217_10, 
3945 
none 

3945. .3977, 

21298 
44529 



0218.C6.o4.tm 



3591. .4058 



0218.C6.ol.ts 



Seq. ID OJ991217_10.0218.C6 
Strand 

End 12674 

Method TBLASTX : Mai ze 

End 4058 

Score 397 



Seq. ID OJ991217_10.0218.C6 
Strand 

End 12674 

Method TBLASTX : Soybean 

End 43'40 

Score 57 

3945. .3977, 3981. .4340, 3983. .4024, 4097. .4330 

Seq. ID OJ991217_10.0218.C6 
Strand 



21660 




Start 


12248 








End 


-12674 




Name 


OJ991217 10 


.0218 


.C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4053 








End 


4355 




GI 


none 








Score 


418 




Exons 


4053. .4355, 


4094 


. .4354 










Seq. No. 


21298 








Seq. ID 


OJ991217_10.0218 


.C6 


bene lno . 


A A Q 
4 ft D c. J 








C f- ranr | 






Start 


12248 








End 


12674 




Name 


OJ991217 10 


.0218 


.C6.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


4074 








End 


4421 




GI 


none 








Score 


326 




Exons 


4074. .4421, 


4142 


. . 4420 










Seq. No.- 


...21298' 








Seq? ID 


GJ991217_ ; i0.0218 


.C6 


bene wo . 










Q+- ran H 

o liana 






Start 


12248 








End 


12674 




Name 


OJ991217-.10 


.0218 


.C6.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


4356 








End 


4781 




GI 


none 








Score 


595 




Exons 


4356. .4781, 


4358 


. .4774, 


4431. 


.4778 






Seq. No. 


21298 








Seq. ID 


OJ991217_10.0218 


.G6 


bene INO . 


A A R 0 Q 

ft ft jz y 








oirana 






Start 


12248 








End 


12674 




Name 


OJ991217 10 


.0218 


,C6.o4. 


ts 


Method 


TBLASTX : Soybean 




Start 


4362 








End 


4610 




GI 


none 








Score 


206 




Exons 


4362. .4610 














Seq. No. 


21298 








Seq. ID 


OJ991217_10.0218 


,C6 


Gene No . 


A A Q 








ocrana 






Start 


12248 








End 


12674 




Name 


OJ991217 10 


.0218 


,C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


4428 








End 


4784 




GI 


none 








Score 


466 




Exons 


4428. .4784, 


4433 


.'.4783 










Seq. No. 


21298 








Seq. ID 


OJ991217_10.0218 


.C6 


bene ino . 


H ft J 








o rrana 






Start 


12248 








End 


12674 




Name 


OJ991217 10 


.0218 


,C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


4787 








End 


5326 




GI 


none 








Score 


625 




Exons 


4787. .5326, 


4969 


. .5322 










Seq. No. 


21298 








Seq. ID 


OJ991217_10.0218 


.C6 


bene ino . 


A A Q 








otrana 






Start 


12248 








End 


12674 




Name 


OJ991217 10 


.0218 


.C6.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


5024 








End 


5350 




GI 


none 








Score 


89 




Exons 


5024. .5206, 


5207 


. .5350, 


5209. 


.5349 






Seq. No. 


21298 








Seq. ID 


OJ991217_10.0218 


.C6 


Gene No. 


44529 








Strand 






Start 


12248 








End 


12674 





21661 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No; 
Start ' 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991217_10. 

5114 

none 

5114. .5374, 

21298 
44529 
12248 

OJ991217_10. 

5172 

none 

5172. .5276, 

21298 
4 4,529. 
12248 

OJ991217_10. 

5333 

none 

5333. .5959, 

21298 
44529 
12248 

OJ991217_10. 

5512 

none 

5512. .5667, 
6033. .6095 



0218.C6.o3.ts 



5125. .5373 



0218.C6.o3.tm 



Method TBLASTX : Soybean 
End 5374 
Score 302 



Seq. ID OJ991217_10.0218.C6 
Strand 

End 12674 

Method TBLASTX : Mai ze 

End 54 64 

Score 87 



5172. .5459, 5173. .5460, 5174. .5464 



0218.C6.ol.tw 



5335.-5844, 5504. 



Seq. ID OJ991217_10.0218.C6 
Strand 

12674 

TBLASTX: Wheat 
5959 
718 



End' 
Method 
End 
Score 
.5917 



Seq. ID OJ991217_10.0218.C6 
Strand 

End 12674 

Method TBLASTX : Maize 

End 6095 

Score 229 
5513. .5674, 5671. .5832, 5672. .6034, 5890. .6030, 



0218.C6.ol.tm 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21298 
44529 
12248 

OJ991217_10. 

5959 

none 

5959. .6030, 

21298 
44529 
12248 

OJ991217JL0. 

9566 

none 

9566. .9664, 

21298 
44529 
12248 

OJ991217_10. 

9569 

none 

9569. . 9790 



0218.C6.o7.tw 



Seq. ID OJ991217_10.0218.C6 
Strand 

End 12674 

Method TBLASTX : Wheat 

End 6290 

Score 99 



5960.. 6031, 6033.. 6290, 6053.. 6238 



0218.C6.o8.tw 
9668. .9958 

0218.C6.o8.tm 



Seq. ID OJ991217_10.0218.C6 
Strand 

End 12674 

Method TBLASTX: Wheat ■ 

End 9958 

Score 66 



Seq. ID OJ991217_10.0218.C6 
Strand 

End 12674 

Method TBLASTX : Mai ze 

End 97 90 

Score 231 



Seq. No. 
Gene No. 
Start 



21298 
44529 
12248 



Seq. ID OJ991217__10. 0218. C6 
Strand 

End 12674 



21662 



Name 


OJ991217 10.0218.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


9785 


End 


10105 


GI 


none 


Score 


231 


Exons 


9785.. 10105, 9812.. 10006 






Seq. No. 


21298 


Seq. ID 


OJ991217_10.0218.C6 


Gene No. 


A A C O Q 

4 4 oZ3 


O 4_ „ J 

btrano 




Start 


12248 


End 


12674 


Name 


OJ991217 10.0218.C6.o6.tm 


Method 


TBLASTX: Maize 


Start 


9791 


End 


10174 


GI 


none 


Score 


278 


Exons 


9791.. 10174, 9794.. 10153 






Seq. No. 


21298 


Seq. ID 


OJ991217_10.0218.C6 


Gene Np. ..*■ 


4 4o^ y 


C 4- v -> n s4 

t btrana 




Start"""" 


12248" ' 


End 


12674 


Name 


OJ991217 10.0218.C6.o2.ts 


Method 


TBLASTX: Soybean 


Start 


9851 


End 


10393 


GI 


none 


Score 


392 


Exons 


9851.. 10393, 9851.. 10186 

- 






Seq. No. 


21298 


Seq. ID 


OJ991217_10.0218.C6 


Gene No . 


A A C O Q 


btrana 




Start 


12248 


End 


12674 


Name 


OJ991217 10.0218.C6.o9.tw 


Method 


TBLASTX: Wheat 


Start 


10025 


End 


10456 


GI 


none 


Score 


244 


Exons 


10025. .10456, 10261.. 10455 






Seq. No. 


21298 


Seq. ID 


OJ991217_10.0218.C6 


Gene No. 


44529 


Strand 




Start 


12248 


End 


12674 


Name 


OJ991217 10.0218.C6.o2.gp 


Method 


AAT/GAP 


Start 


12248 


End 


12674 


GI 


4878407 


Score 


688 


Exons 


12248. .12674 






GI Descrip. 


6069643/dbj IAP000616.1 IAP000616 1.0e-152 Oryza sativa genomii 




DNA, chromosome 6, clone : P0514G12 




Seq. No. 


21299 


Seq. ID 


OJ991217_10.0218.C7 


Gene No. 


44530 


Strand 




C 4- v- +- 

otart 


1 


End 


2667 


Name 


OJ991217 10.0218.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1935 


GI 


'6539580 - 


Score 


641 


Exons 


1..114, 198. .281, 394..56S, 


655. .1004, 


1441. .1553, 1690. . 193. 


GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa]' 


Seq. No. 


21299 


Seq. ID 


OJ991217_10.0218.C7 


Gene No. 


44530 


Strand 




Start 


1 


End 


2667 


Name 


OJ991217 10.0218.C7.ol.gs 


Method 


GENSCAN 


Start 


651 . 


End 


2667 


GI 


none 


Score 


.68 


Exons 


651. .1004, 1458. .1553, 1783. 


,.1908, 2424 


..2522, 2614. .2667 


Seq. No. 


21300 


Seq. ID 


OJ991217_10.0218.C8 



21663 



Gene No. 44531 Strand 

Start 1 End 932 

Name OJ991217_10 . 0218 .C8 .ol .np Method AAT/NAP 

Start 1 End 932 

GI 6539580 Score 797 

Exons 1..142, 228.. 824, 910.. 932 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



Seq. No. 


21301 


Seq. ID 


OJ991217 


J.0.0218 


C9 


Gene No. 


44532 


Strand 








o tar c 


1 


End 


67 6 






Name 


OJ991217 10.0218.C9.ol.np 


Method 


AAT/NAP 






Start 


1 


End' 


676 






GI. .• . 


5902444 


Score 


775 






Exons : -v • 


1. .676 










GI Descrip.' 


_ (AB030283) GAG-POL precursor [Oryza sativa] 






Seq. No. 


21301 


Seq. ID 


OJ991217 


_10.0218 


C9 


Gene No. 


44532 


Strand 








Start 


1. 


End 


676 






Name 


OJ991217 10.0218.C9.ol.gs 


Method 


GENSCAN 






Start 


246 


End 


628 






GI 


none 


Score 


.55 






Exons 


246. .504, 560. .628 










Seq. No. 


21302 


Seq. ID 


OJ991217 


J.0.0218 


C10 


Gene No. 


44533 


Strand 








Start 


1 


End 


710 






Name 


OJ991217 10.0218.C10.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


710 






GI 


4680183 


Score 


336 






Exons 


1. .710 










GI Descrip.. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 





Seq. No. 21302 Seq. ID 

Gene No. 44533 Strand 

Start 1 End 

Name OJ991217_10 . 0218 . C10 . ol . gs Method 

Start 83 End 

GI none Score 

Exons 83.. 360, 422.. 610 



OJ991217_10. 0218. C10 
710 

GENSCAN 

610 

.74 



Seq. No. 21303 Seq. ID OJ991027_10 . 0202 . C4 

Gene No. 44534 Strand + 

Start 1 1 End 2316 

Name OJ991027_10 . 0202 . C4 .ol . np Method AAT/NAP 

Start 1 End 2316 

GI 3461840 Score 16 

Exons 1..47, 87. .288, 364. .410, 2285. .2316 

GI Descrip. (AC005315) putative non-LTR retroelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start 



21303 
44534 
1 

OJ991027 
179 



10.0202.C4.o2.tm 



Seq. ID OJ991027_10.0202.C4 

Strand + 

End 2316 

Method TBLASTX : Mai ze 

End 399 



21664 




GI 


none 




Score 


141 






Exons 


179.. 301, 229.. 300, 318 


.398, 


319. .399 








Seq. No. 


21303 




Seq. ID 


OJ991027 


_10.0202 


.C4 


Gene No . 


4 




otrana 


+ 






Start 


1 




End 


2316 






Name 


OJ991027 10.0202.C4.ol. 


gs 


Method 


GENSCAN 






Start 


268 




End 


1162 






GI 


none 




Score 


.78 






Exons 


268. .397, 819. .1162 












Seq. No. 


21303 




Seq. ID 


OJ991027 


_10.0202 


.C4 


bene No. 


A A O A 




Strand 


+ 






Start 


1 




End 


2316 






Name 


OJ991027 10.0202.C4.ol. 


tm ..; 


Method . 


TBLASTX : 


Maize 




Start 


563 ' • 




End 


1135 






GI 


none 




Score 


.67 






Exons 


563. .655, 685. .819, 686 


i. .883, 


977. .1135 






Seq. No. 


21304 




Seq. ID 


OJ991027 


JL0.0202 


.C5 


Gene No . 


4 4 OOO 




Strand 


+ 






Start 


1798 




End 


2941 






Name 


OJ991027 10.0202.C5.ol. 


gs 


Method 


GENSCAN 






Start 


1798 




End 


2941 






GI 


none 




Score 


.81 






Exons 


1798.. 2009, 2675.. 2941 












Seq. No. 


21304 




Seq. ID 


OJ991027 


_10.0202 


.C5 


bene no. 


A A C O C 

440 JD 




Strand 








Start 


3934 




End 


5992 






Name 


OJ991027 10.0202.C5.o2. 


gs 


Method 


GENSCAN 






Start 


3934 




End 


5992 






GI 


none 




Score 


.84 






Exons 


3934.. 3969, 4381. .4796, 


4876. 


.5992 








Seq. No. 


21304 




Seq. ID 


OJ991027 


_10.0202 


.C5 


Gene No . 


A A £ *5 C. 

44 0 Jo 




Strand 








Start 


3934 




End 


5992 






Name 


OJ991027 10.0202.C5.ol. 


tm . 


Method 


TBLASTX: 


Maize 




Start 


5411 




End 


5872 






GI 


none 




Score 


64 






Exons 


5411. .5476, 5570. .5668, 


5586. 


.5669, 5660.. 5773, 


5840. .5872 


Seq. No. 


21305 




Seq. ID 


OJ991027 


_10.0202 


.C6 


Gene No . 


A A £ "3 ~1 
4 4 0 D 1 




Strand 


+ 






Start 


1736 




End 


2539 






Name 


OJ991027 10.0202.C6.ol. 


gs 


Method 


GENSCAN 






Start 


1736 




End 


2539 






GI 


none 




Score 


.46 






Exons 


1736.. 1885, 1934. .1985, 


2442. 


.2539 








Seq. No. 


21305 




Seq. ID 


OJ991027 


_10.0202 


.C6 


Gene No. 


44537 




Strand ' 


+ 






Start 


1736 




End 


2539 






Name 


OJ991027 10.0202.C6.ol. 


np 


Method 


AAT/NAP 






Start 


1814 




End 


1985 






GI 


3924594 




Score 


66 







21665 



Exons 1814. .1985 

GI Descrip. (AF069442) putative ribonucleoprotein [Arabidopsis thaliana] 
gi|4262139|gb|AAD14439| (AC005275) putative ribonucleoprotein 
(Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene ' No. 

Start 

Name 

Start 

GI 

■ Exons 



OJ991027_10.0202.C7 
+ 

2192 
AAT/GAP 
2192 
69 



21306 Seq. ID 

44538 Strand 
2131 End 
OJ991027_10 . 0202 . C7 . ol . gp Method 
2131 End 
4715947 Score 
2131. .2192 

2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana;) >gi_6049882_gb_AAF02797 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana] 



21306 Seq. ID 

44539 " Strand" 

15' End 

OJ991027_10 . 0202 . C7 . ol . gs Method 

15 . End 

none Score 

15. .140, 1441. .1532, 1682. .1803 



OJ991027_10.0202.C7 

1803 
GENSCAN 
1803 
.54 



Seq. No. 21307 

Gene No. 44540 

Start 1216 

Name OJ991027JL0 . 0202 . C8 . ol . gs 

Start 1216 

GI none 

Exons 1216.. 1363, 3291.. 3434 



Seq. ID OJ991027_10.0202.C8 

Strand + 

End 3434 

Method GENSCAN 

End 3434 

Score .57 



Seq. No. 21308 

Gene No. 44541 

Start 1 

Name OJ991027_10 . 0202 . Cll . ol . np 

Start 1 

GI 3402758 

Exons 1..179, 269.. 506, 611.. 659 

GI Descrip. (AL031187) serine/threonine kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ991027_10. 0202. Cll 
Strand 

659 . 
AAT/NAP* . 
659 
418 



End 

Method 

End 

Score 



Seq. No. 21308 ' 

Gene No. 44541 

Start 1 

Name OJ991027_10 . 0202 . Cll . ol . ts 

Start 22 

GI none 
Exons 



Seq. ID OJ991027_10. 0202. Cll 

Strand 

End 659 

Method TBLASTX : Soybean 

End 562 

Score 58 



22. .171, 28. .171, 29. .178, 78..179, 269. .481, 271. .507, 
272.. 508, 289.. 531, 536.. 562 



Seq. No. 21308 

Gene No. 44541 

Start 1 

Name OJ991027_10 . 0202 . Cll . ol . gs 



Seq. ID OJ991027_10. 0202. Cll 

Strand 

End 659 

Method GENSCAN 



21666 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

,Start 

.Name 

Start 

GI 

Exons 



29 

none 

29. .179, 269, 



End 
Score 



506 
.94 



.506 



21308 
44541 
1 

OJ991027_10.0202.Cll.ol.tw 
29 

none 



Seq. ID OJ991027_10.0202.C11 
Strand 

End 659 

Method TBLASTX : Wheat 

End 444 

Score 111 



29. .178, 66. .179, 271. .438, 271. .444, 272. .442 



21308 
44541 

1 ...... 

OJ991027_10.0202.Cll.ol.tm 
29 

none 



Seq. ID OJ991027_10.0202.C11 
Strand 

. End : , 659 

Method ' TBLASTX: Maize 

End 508 

Score 83 

29. .178, 29. .178, 30. .179, 76. .180, 93. .179, 94. .180, 266. .508, 
277. .507 



Seq. No. 


21308 


Seq. . ID 


OJ991027_10.0202.C11 


Gene No. 


44541 


Strand 




Start 


1 


End 


659 


Name 


OJ991027 10.0202.Cll.ol.tc 


Method 


TBLASTX: Cress * 


Start 


50 


End 


508 


GI 


none 


Score 


78 


Exons 


50. .175, 78. .167, 271. .507, 


272. .484, 


332. .508 


Seq. No. 


21309 


Seq. ID 


OJ991027 10.0202.C13 


Gene No. 


44542 


Strand 


+ 


Start 


456 


End 


890 


Name 


OJ991027 10.0202.C13.ol.gp 


Method 


AAT/GAP 


Start 


456 


End 


890 


GI 


LIB3431-028-P1-N1-A10 


Score 


669 


Exons 


456. .890 






GI Descrip. 


, 4680203/gb|AAD27566.1|AF114171 7 3.0e 


-33 (AF114171) TNP2-like 




protein [Sorghum bicolor] ' 






Seq. No. 


21309 


Seq. ID 


OJ991027_10.0202.C13 


Gene No. 


44543 


Strand 




Start 


509 


End 


1038 


Name 


OJ991027 10.0202.C13.ol.gs 


Method 


GENSCAN 


Start 


509 


End 


1012 


GI 


none 


Score 


1 ■ 


Exons 


509. .1012 






Seq. No.. 


21309 


Seq. ID 


OJ991027_10.0202.C13 


Gene No. 


44543 


Strand 




Start 


509 


End 


1038 


Name 


OJ991027 10.0202.C13.ol.np 


Method 


AAT/NAP 


Start 


524 


End 


1038 


GI 


4680203 


Score 


493 



Exons 524_. . 1038 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No. 



21309 



Seq. ID OJ991027_10.0202.C13 



21667 



Gene No. 4 4 543 Strand 

Start 509 End 

Name OJ991027_10 . 0202 . C13 . ol . tw Method 

Start 584 End 

GI none Score 

Exons 584.. 676, 585.. 650, 601.. 672, 665.-745, 693.. 746, 750. 

752. .868, 7S9..899, 770. .898, 846. .941, 878. .937, 943. 

944. .988 



1038 

TBLASTX: Wheat 

1008 

52 



.830, 
.1008, 



Seq. No. 21310 Seq. ID 

Gene No. 44544 Strand 

Start 2006' End 

Name OJ991027_10 . 0202 .C15.ol.gs Method 

Start 2006 End 

GI none . Score 

Exons 2006. .2457 



OJ991027_10.0202.C15 
+ 

5936 
GENSCAN 
2457 
.4 



i!fi 

HI 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21310 Seq. ID OJ991027 

44544 ... Strand + 

2006 End 5936 

OJ991027_10 . 0202 . C15 . o2 . np Method AAT/NAP 
2074 End 5936 

6063554 Score 136 

2074. .2182, 3774. .3891, 4174. .4430, 4594. .4649, 
(AP000615) ESTs AU075609 (C6334 4 ) , C7 1850 (E04 64 ) , 
correspond to a region of the predicted gene.; 
protein [Oryza sativa] 



10.0202.C15 



5801. .5936 
098611 (E0464) 
hypothetical 



10.0202.C15 



21310 Seq. ID OJ991027 

44544 Strand + 

2006 End 5936 

OJ991027_10 . 0202 . C15 . o2 . gp Method AAT/GAP 
3021 End 3111 

5867_1.R1084 Score 133 

3021.. 3111 

' 4 64 986/sp | P35132 | UBC9_ARATH 5 . 0e-58 
ENZYME E2-17 KD 9 (UBIQUITIN-PROTEIN 

CARRIER PROTEIN 9) (UBCAT4B) >gi_421857_pir S32674 

ubiquitin — protein ligase (EC 6.3.2.19) UBC9 - Arabidopsis 
thaliana >gi_297884_emb_CAA78714_ (Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



UBIQUITIN-CONJUGATING 
LIGASE 9) (UBIQUITIN 



21310 
44545 
300 

OJ991027JL0. 0202. CIS. ol.np 
300 

2967837 
300. .635 
(AF052641) 
aestivum] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027_10.0202.C15 
635 

AAT/NAP 

635 

180 



cyst nematode resistance gene candidate [Triticum 



Seq. No. 21310 Seq. ID 

Gene No. 44546 Strand 

Start 1024 End 

Name OJ991027 10 . 0202 . C15 . ol . gp Method 



OJ991027_10 . 0202 . C15 

1166 
AAT/GAP 



21668 



Start 1024 End 1166 

GI LIB3477-003-P1-K1-E9 Score 158 

Exons 1024.. 1166 

GI Descrip. '2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



21310 Seq. ID 

44547 Strand 

4045 End 
OJ991027_10 . 0202 . C15 . o2 . gs Method 

4045 End 

none Score 
4045.. 4650 



OJ991027_10.0202.C15 

4650 
GENSCAN 
4650 
.79 



21311 Seq. ID 

44548 Strand 

1 End 

OJ991027_10.0202.C16.ol.np Method 

1 End 

6063554 Score 
1. .242 

(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E0464 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991027_10.0202.C16 
+ 

2930 
AAT/NAP 
2.42 
140 



21311 Seq. ID 

44548 Strand 

1 End 
OJ991027_10.0202.C16.ol.gs Method 

7 9 End 

none Score 

79. .147, 2540. .2728, 2811. .2930 



21311 Seq. ID 

44549 Strand 
1 End 4490 

OJ991027_10 . 0202 . C16 . o3 . np • Method AAT/NAP 
1 End 4 4 90 

4680204 Score 899 

1..57, 2397. .2963, 3057. .4490 

(AF114171) hypothetical protein [Sorghum bicolor] 



OJ991027_10.0202.C16 
+ 

2930 
GENSCAN 
2930 
.56 



OJ991027 10.0202.C16 



21311 Seq. ID 

44549 Strand 

1 End 

OJ991027_10.0202.C16.o2.np Method 

17 6 End 

4680204 Score 



OJ991027_10.0202.C16 

4490 
AAT/NAP 
4490 
899 



176.. 216, 2537.. 2963, 3057.. 4490 

(AF114171) hypothetical protein [Sorghum bicolor] 



21311 
44549 
1 

OJ991027_10.0202.C16.ol.gp 
630 



Seq. ID OJ991027_10.0202.C16 
Strand 

End 4 4 90 

Method AAT/GAP 

End 889 



21669 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



61605_3.R1084 Score 370 

630. .889 

, 1402920/emb|CAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] 1 



21311 
44549 
1 

OJ991027_10.0202.C16.o2.gs 

3318 

none 

3318. .4355 



Seq. ID OJ991027_10.0202.C16 
Strand 

End 4 4 90 

Method GENSCAN 

End -4 355 
Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

.Exons 



21311 
'44550 
5298 7 ' 

"OJ991027_10.0202.C16.ol.tw 
3447 
none 



Seq. ID OJ991027_10.0202.C16 

Strand . . - . 

End • 5961 ' 

Method TBLASTX : Wheat 

End 3848 

Score 4 6 



3447. .3557, 3447. .3617, 3457 .. 3618, * 3607 .: 3741, 3612. .3848, 
3621. .3788 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



21311 
44550 
5298 

OJ991027_10.0202.C16.o3.gs 

5298 

none 

5298.. 5770, 5847.. 5961 



Seq. ID OJ991027_10.0202.C16 
Strand 

End 5961 

Method GENSCAN 

End 5961 

Score . 92 



Seq. ID OJ991027_10.0202.C17 
Strand 

End 3179 

Method AAT/NAP 

End 3179 

Score 3063 



21312 
44551 
1 

OJ991027_10.0202.C17.ol.np 
1 

4680203 

1..848, 1125. .1355, 1509. .3179 

(AF114171) TNP2-like protein [Sorghum bicolor] 

: & ; 

21312 Seq. ID OJ991027_10 . 0202 .C17 

44551 * Strand 

1 End 3179 

OJ991027_10 . 0202 . C17 . ol . tw Method TBLASTX: Wheat 

6 • End 1247 

none " Score 64 

6. .86, 34. .87, 91. .171, 93. .209, 100. .240, 111. .239, 187. .282, 
219. .278, 284. .349, 285.-329, 324. .1241, 340. .1242, 1062. .1247 



21312 
44551 
1 

OJ991027_10.0202.C17.ol.tc 

506 

none 



Seq. ID OJ991027_10.0202.C17 
Strand 

End 3179 

Method TBLASTX : Cress 

End 958 

Score 113 



506. .757, 507. .656, 507. .950, 511. .954, 517. .954, 776. .958 
21312 Seq. ID OJ991027_10 . 0202 . C17 



21670 



Gene No. 44551 Strand 

Start 1 End 

Name OJ991027_10 . 0202 . C17 . ol . tm Method 

Start 885 End 

GI none Score 

Exons 885.. 1199, 913.. 1188 



3179 

TBLASTX: Maize 

1199 

142 



Seq. No. 


21312 










Seq. ID 


OJ991027 


10.0202.C17 


Gene No. 


44551 










Strand 








Start 


1 










End 


3179 






Name 


OJ991027 10 


0202. 


C17.o3 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1248 










End 


1653 






GI 


none 










Score 


64 






Exons 


1248. 


.1328, 


1249. 


.1329, 


1249. 


.1335, 1361.. 1573, 


1362. 


.1580, 




1362. 


.1580, 


1402. 


.1584, 


. 1590. 


.1652, 1603. .1653 






Seq. No. 


21312 










Seq. ID 


OJ991027 


10.0202.C17 


Gene No. 


44551 










Strand 








Start 


1 










End 


3179 






Name 


OJ991027 10 


0202. 


C17.o2 


.tw 


Method 


TBLASTX: 


Wheat 




Start 


1792 










End 


2258 " 






GI 


none 










Score 


49 






Exons 


1792. 


1863, 


1797; 


.1862, 


1862. 


.1903, 1869.. 1910, 


1870. 


.1920, 




1871. 


1912, 


1912. 


.2019, 


1913. 


.1996, 1991.. 2092, 


1997. 


.2089, 




1999. 


2094,- 


1999. 


.2097, 


2101. 


.2190, 2105.. 2191, 


2202. 


.2258, 




2206. 


2250 

















Seq. No. 21312 

Gene No. 44551 

Start 1 

Name OJ991027_10 . 0202 . C17 . o2 . tm 

Start 2000 

GI none 

Exons 2000.. 2203, 2002.. 2199, 2206. 



Seq. ID OJ991027_10.0202.C17 
Strand 

End 3179 

Method TBLASTX: Maize 

End 2387 

Score 88 

.2259, 2211.. 2282, 2298.. 2387 



Seq. No. 21312 

Gene No. 44551 

Start 1 

Name OJ991027_10 . 0202 . C17 . o2 . tc 

Start 2047 

GI none 

Exons 2047.. 2187, 2066.. 2185, 2217. 



Seq. ID OJ991027_10.0202.C17 
Strand 

End -3179 

Method TBLASTX : Cress 

End 2394 

Score 71 
.2387, 2242.. 2394 



Seq. No. 21312 

Gene No. 44551 

Start 1 

Name OJ991027_10 . 0202 . C17 . ol . ts 

Start 2128 

GI none 

Exons 2128.. 2196, 2146.. 2202, 2202. 

2473. .2556, 2481. .2555 



Seq. ID OJ991027_10.0202.C17 
Strand 

End 3179 

Method TBLASTX: Soybean 

End 2556 

Score 48 

.2423, 2215. .2391, 2418. .2480, 



Seq. No. 
Gene No. 
Start 
Name 
Start 



21312 
44551 
1 

OJ991027 
2472 



10.0202.C17.o4.tw 



Seq. ID OJ991027_10.0202.C17 
Strand 

End • 3179 

Method TBLASTX : Wheat 

End 2822 



21671 




GI 


none 


Score 


155 


Exons 


2472. .2729, 2477. .2719, 2485. 


.2727, 2487.. 2738, 2488. .2730, 




2736. .2822 






Seq. No. 


21313 


Seq. ID 


OJ991027_10.0202.C18 




44552 


Strand 


+ 


Start 


613 


End 


4971 


Name 


OJ991027 10.0202.C18.ol.gs 


Method 


GENSCAN 


Start 


613 


End 


3550 


GI 


none 


Score 


.87 


Exons 


613.. 692, 2318.. 2455, 2930.. 3053, 3239 


..3314, 3469.. 3550 


Seq. No. 


21313 


Seq. ID 


OJ991027_10.0202.C18 


Gene No. 


44552 


Strand 


+ 


Start 


D ± 3 


End 


4971 


Name 




' Method' 


AAT/NAP 


Of a r f 


9 9 "3 6 _ 


End 


4971 


GI 




Score 


655 


Exons 


99^6 9^ft7 9Q^n ^044 ^79fi 


.3840, 3929.. 4209, 4289.. 4352, 




4 "3Q9 4 Q7 1 






GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No.. 


91 "31 ^ 


Seq. ID 


OJ991027_10.0202-.C18 


Gene No . 


4 4 c c o 
fl f± O O j 


Strand 


+ 


Start 


0 O O i7 


End 


11309 


Name 


HTQQ1H97 10 Pl9fi9 PI ft rrc 


Method 


GENSCAN 


Start 


ppp Q ~~ 
OOO j 


End 


11309 


GI 


none 


Score 


.62 


Exons 


8889. .8991, 9061. .9327, 10301 


. .10417, 


10668. .10751, 11263.. 11309 


Seq. No. 


21313 


Seq. ID 


OJ991027_10.0202.C18 


bene lno • 


44554 


Strand 




Start 


3742 


End 


7045 


Name 


OJ991027 10.0202.C18.o2.gs 


Method 


GENSCAN 


Start 


3742 


End 


7045 


GI 


none 


Score 


.84 


Exons 


3742. .4178, 4306. .4419, 5326. 


.5534, 6412.. 6899, 6995.. 7045 


Seq. No. 


21313 


Seq. ID 


OJ991027_10.0202.C18 


Gene No. 


44555 


Strand 




Start 


10483 


End 


15129 


Name 


OJ991027 10.0202.C18.o2.np 


Method 


AAT/NAP 


Q-t- a rt 
OLai L. 


10483 


End 


15129 


GI 


6063554 


Score 


225 


Exons 


10483. .10655, 12093 .. 12324 , 124 42 .. 12757 , 15087. .15129 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


21313 


Seq. ID 


OJ991027_10.0202.C18 


Gene No. 


44555 


Strand 




Start 


10483 


End 


15129 


Name 


OJ991027 10.0202.C18.o2.gp 


Method 


AAT/GAP 


Start 


10723 


End 


11098 


GI 


2427387 


Score 


623 


Exons 


10723. .11098 







21672 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone :t!7804 



21314 Seq. ID 

44556 Strand 
1 End 
OJ991027_10 . 0202 . CI 9 . ol . np Method 
1 End 
6498441 Score 
1..254, 1958. .1985 

(AP000815) EST C72786 {E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ991027__10.0202.C19 
+ 

1985 

AAT/NAP 

1985 

125 . 



Seq. No. 


21314 


Seq. ID 


OJ991027 10.0202.C19 


Gene No. 


44556 


Strand 




Start 


1 


End 


1985 


Name 


OJ991027 10.0202.C19.ol.gs 


Method 


GENSCAN 




42 


End 


£. VJ U 


GI 


none 


Score 


. 64 • 


Exons 


42. .266 






Seq. No. 


21314 


Seq. ID 


OJ991027_10. 0202.C19 


Gene No. 


44556 


Strand 


+ 


Start 


1 


End 


1985 


Name 


OJ991027 10.0202.C19.o2.gs 


Method 


GENSCAN 


Start 


840 


End 


1857 


GI 


none 


Score 


.88 


Exons 


840. .1213, 1306. .1478, 1772.. 


1857 




Seq. No. 


21314 


Seq. ID 


OJ991027_10.0202.C19 




44557 


Strand 




Start 


909 


End 


1342 


Name 


OJ991027 10.0202.C19.o2.np 


Method 


AAT/NAP 


Start 


909 


End 


1342 


GI 


4680185 


Score 


510 


Exons 


909.. 1342 






GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 


Seq. No. 


21315 


Seq. ID 


OJ991027_10.0202.C20 


Gene No. 


44558 


Strand 




Start 


7315 


End 


11807 


Name 


OJ991027 10.0202.C20.ol.np 


Method 


AAT/NAP 


Start 


7315 


End 


11807 


GI 


6069646 


Score 


2640 


Exons 


7315.. 8299, 8581.. 9396, 11786 


. .11807 




GI Descrip. 


(AP000616) similar to putative reverse 


transcriptase (AC005315) 




[Oryza sativa] gi I 6907112 |dbj 


IBAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAC 


F9013 genomic sequence, 




putative non-LTR retroelement 


reverse 1 


transcriptase. (AC00624 8) 




[Oryza sativa] 






Seq. No/ 


21315 


Seq. ID 


OJ991027_10.0202.C20 


Gene No. 


44558 


Strand 




Start 


7315 


End 


11807 


Name 


OJ991027 10.0202.C20.o3.tm 


Method 


TBLASTX: Maize 


Start 


7330 


End 


7891 



21673 




GI 


none 






Exons 


7330. .7554, 


7555. 


. .7890, 


Seq. No. 


21315 






Gene No. 


44558 






Start 


7315 






Name 


OJ991027 10. 


.0202. 


.C20.O1 


Start 


7441 






GI 


none 






Exons 


7441. .7476, 


7597. 


..7794, 




Score 89 
7574. .7891 

Seq. ID OJ991027_10.0202.C20 
Strand 

End 11807 

.tw Method TBLASTX: Wheat 

End 7794 

Score 73 
7601. .7765 



Seq. No. 21315 Seq. ID 

Gene No. 44558 Strand 

Start 7315 End 

. Name OJ991027_10 . 0202 . C20 . 06 . tm Method 

Start 7891 End . <~ 

GI none Score 

Exons 7891.. 8136, 7892.. 8134 



OJ991027JL0 . 0202 . C20 
11807 

TBLASTX: Maize 

8136 

65 



Seq. No. 21315 

Gene No. 44558 

Start 7315 

Name OJ991027_10 . 0202 . C20 . o2 . tw 

Start 8278 

GI none 

Exons 8278.. 8406, 8416.. 8514, 8511. 



Seq. ID OJ991027_10.0202.C20 



Strand 
End 

Method 
End 
Score 
.8672 



11807 

TBLASTX: Wheat 

8672 

126 



Seq. No. 21315 Seq. ID 

Gene No. 44558 Strand 

Start 7315 End 

Name OJ991027_10 . 0202 .C20 . ol . tm Method 

Start 8357 End 

GI none Score 

Exons 8357.. 8518, 8359.. 8517, 8502.. 8672, 
8893. .9057 



OJ991027_10.0202.C20 
11807 

TBLASTX: Maize 
9061 
93 

8639.. 9061, 8666.. 9052, 



Seq. No. 21315 

Gene No. 44558 

Start 7315 - 

Name OJ991027_10 . 0202 . C20 . o3 . tw 

Start 8858 

GI none 

Exons 8858.. 9127, 8859.-8954 



Seq. ID OJ991027_10.0202.C20 
Strand 

End 11807 

Method TBLASTX : Wheat 

End 9127 

Score 60 



Seq. No. 21315 

Gene No. 44558 

Start 7315 

Name OJ991027_10 . 0202 . C20 . o2 . tm 

Start 9065 

GI none 

Exons 9065.. 9148, 9072.. 9131, 9143. 
9426. .9536 



Seq. ID OJ991027_10.0202.C20 
Strand 

End 11807 

Method TBLASTX: Maize 

End 9550 

Score 50 

.9385, 9159.. 9386, 9410.. 9550, 



Seq. No. 21315 

Gene No. 44558 

Start 7315 

Name OJ991027_10 . 0202 . C20 . o2 . np 



Seq. ID OJ991027_10.0202.C20 
Strand 

End - 11807 
Method AAT/NAP 



21674 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9224 End 9628 

804809 Score 128 

9224. .9628 

(M13100) unknown protein [Rattus norvegicus] 



21315 
44558 
7315 

OJ991027_10.0202.C20.o4.tm 

9554 . 

none 

9554.. 9910, 9908.. 10027 

21315 
44558 
7315 

OJ991027_10 . 0202 . C20 . o5 . tm 

10194 

none 

10194. .10310, 10314.. 10475 



Seq. ID OJ991027_10.0202.C20 
Strand 

End 11807 

Method TBLASTX : Mai ze 

End 10027 

Score 88 



Seq. ID OJ991027_10.0202.C20 
Strand 

End ; 11807 
Method TBLASTX : Mai ze 
End 10475 
Score 167 



21316 
44559 
1 

OJ991027_10.0202.C21.ol.np 
1 

4966374 

1..30, 489. .1096, 1172. .3460 

(AC006341) >F309.28 [Arabidopsis thaliana] 



Seq. ID OJ991027_10.0202.C21 
Strand + 

3465 
AAT/NAP 
3460 
2360 



End 

Method 

End 

Score 



21316 
44559 
1 

OJ991027_10.0202.C21.ol.gs 

261 

none 

261. .3310 



Seq. ID OJ991027_10.0202.C21 

Strand + 

End 34 65 

Method GENSCAN 

End 3310 

Score . 68 



Seq. No. ' 21316 

Gene No. 44559 

Start 1 

Name OJ991027_10 . 0202 . C21 . o2 . tc 

Start 680 

GI none 
Exons 



Seq. ID OJ991027_10.0202.C21 

Strand + 

End 34 65 

Method TBLASTX: Cress 

End 2872 

-Score 84 



680. .859," 986. .1159, 997. .1152, 1289. .1462, 1592. .1813, 
1895. .2056, 2201. .2347, 2548. .2850, 2549. .2872 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 1 



21316 
44559 
1 

OJ991027_10.0202.C21.ol.tw 

686 

none 



Seq. ID OJ991027_10.0202.C21 

Strand + 

End 3465 

Method TBLASTX : Wheat 

End 2761 

Score 69 



686. .847, 881. .1159, 925. .1083, 1379. .1795, 1685. .2056, 
1979. .2056, 2096. .2326, 2399. .2761, 2560. .2703, 2596. .2706 



Seq. No.. 



21316 



Seq. ID OJ991027_10.0202.C21 



21675 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44559 Strand 

1 End 

OJ991027_10.0202.C21.o3.ts Methqd 

881 End . 

none Score 



+ 

3465 

TBLASTX : Soybean 

2689 

81 

.1350, 1274. .1651, 



881. .1045, 958. .1044, 971. .1348, 1246. 
1576. .1701, 1577. .1954, 1728. .1853, 1874.. 1963, 2096.. 2260, 
2180.. 2308, 2483.. 2689 



21316 
44559 
1 

OJ991027_10 . 0202 . C21 . ol . tm 
1106 



Seq. ID OJ991027_10.0202.C21 
Strand + 

3465 

TBLASTX: Maize 
3196 
138 



End 

Method 
End 

none Score 
1106. .1438, 1142. .1519, 1216. .1470, 1235. .1360, 1400 
1418. .1795, 1424. .1759, 1631. .2023, 1727. .2056, 1727 
2024.. 2050, 2093.. 2347, 2096.. 2332, 2096.. 2347, 2234 
2399. .2497, 2399.-2656, 2549. .3196, 2549. .2704, 2549 
2560.. 2844 



,1660, 
,2083, 
,2515, 
,2632, 



Seq. No. 21316 Seq. ID 

Gene No. 44559 Strand 

Start 1 End 

Name OJ991027_10.0202.C21 .ol.ts Method 

Start 2702 End . 

GI none Score 

Exons 2702.. 3241, 2758.. 3111 

Seq. No. 21316 Seq. ID 

Gene No. 44559 Strand 

Start 1 End 

Name OJ991027_10 . 0202 . C21 . ol . tc Method 

Start 2930 End 

GI none Score 

Exons 2930.. 3463, 3131.. 3463, 3172.. 3465 

Seq. No. 21316 .Seq. ID 

Gene No. 44559 Strand 

Start 1 End 

Name OJ991027_10 . 0202 . C21 . o2 . tm Method 

Start 3197 End 

GI none Score 

Exons 3197.. 3463, 3256.. 3462 

Seq. No. 21316 Seq. ID 

Gene No. 44559 Strand 

Start 1 End 

Name OJ991027_10 . 0202 . C21 . o2 . ts Method 

Start 3245 End 

GI none . Score 

Exons 3245.. 3463, 3256.. 3462 

Seq. No. 21317 Seq. ID 

Gene No. 44560 Strand 

Start 2608 End 

Name OJ991027_10 . 0202 . C22 . o2 . gs Method 



OJ991027_10.0202.C21 
+ 

3465 

TBLASTX: Soybean 

3241 

411 



OJ991027_10.0202.C21 
+ 

3465 

TBLASTX: Cress 

3465 

411 



OJ991027_10.0202.C21 
+ 

3465 

TBLASTX: Maize 

3463 

308 



OJ991027_10.0202.C21 
+ 

3465 

TBLASTX: Soybean 

3463 

251 



OJ991027_10.0202.C22 

3205 
GENSCAN 



21676 




Start 


2608 








End 


3139 




GI 


none 








Score 


.98 




Exons 


2608. .3139 














Seq. No. 


21317 








Seq. ID 


OJ991027 


_10.0202.C22 


Gene No. 


44560 








Strand 






Start 


2608 








End 


3205 




Name 


OJ991027 10 


.0202. 


C22.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


2628 








End 


3205 




GI 


none 








Score 


70 




Exons 


2628. .2711, 


2659. 


.3027, 


2660 


.2773, 2867.. 3025, 


3022. .3102, 




3106. .3204, 


3107. 


.3205 










Seq. No. 


'21317 








Seq. ID 


OJ991027 


_10.0202.C22 


Gene No. 


44560 








Strand 






Start 


2608 








End 


3205 




Name 


OJ991027 10 


.0202. 


C22.ol 


.tc 


Method 


TBLASTX : 


Cress 


Start 


2641 








End 


3075' 




GI 


none 








Score 


80 




Exons 


2641. .3027, 


2824. 


.2979, 


2867 


.3025, 3022.. 3075 




Seq. No. 


21317 








Seq. ID 


OJ991027 


_10.0202.C22 


Gene No. 


44560 








Strand 






Start 


2608 








£nd 


3205 




Name 


OJ991027 10 


.0202. 


C22.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2646 








End r:- 


3028 




GI 


none 








Score 


101 




Exons 


2646. .2756, 


2651. 


.2770, 


•2656 


.3027, 2818. .3018, 


2867. .3028 


Seq. No. 


21317 








Seq. ID 


OJ991027 


_10.0202.C22 


Gene No. 


44560 








Strand 






Start 


2608 








End 


3205 




Name 


OJ991027 10 


.0202. 


C22.ol 


. np 


Method 


AAT/NAP 




Start 


2656 








End 


3205 




GI 


6692682 








Score 


496 




Exons 


2656. .3205 














GI Descrip. 


(AC007592) 


F12K11 


.15 [Arabidopsis thaliana] 




Seq. No. 


21318 








Seq. ID 


OJ991027 


_10.0202.C23 


Gene No. 


44561 








Strand 






Start 


1 








End 


2096 




Name 


OJ991027 10 


.0202. 


C23.ol 


. np 


Method 


AAT/NAP 




Start 


1 








End 


2066 




GI 


4558564 








Score 


396 




Exons 


1..37, 1406 


. .2066 










GI Descrip. 


(AC007138) 


predicted protein 


of unknown function [Arabidopsis 




thaliana] 














Seq. No. 


21318 








Seq. ID 


OJ991027 


_10.0202.C23 


Gene No. 


44561 








Strand 






Start 


1 








End 


2096 




Name 


OJ991027 10 


.0202. 


C23.ol 


. gs 


Method 


GENSCAN 




Start 


1131 








End 


2096 




GI 


none 








Score 


.7 




Exons 


1131. .1190, 


1392. 


.2096 










Seq. No. 


21318 








Seq. ID 


OJ991027 


_10.0202.C23 



21677 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



44561 ' Strand 
1 End 
OJ991027_10 , 0202 . C23 . ol . tm Method 
1391 End 
none Score 



2096 

TBLASTX: Maize 

1737 

43 



1391. .1429, 1392. .1445, 1515. .1658, 1529. .1606, 1531. .1644, 
1635.. 1736, 1659.. 1727, 1693.. 1737 



Seq. No. 


21318 








Seq. ID 


OJ991027 


_10.0202 


.C23 


Gene No . 


A A C C 1 

4 4 obi 








Strand 








Start 


1 








End 


2096 






Name 


OJ991027 10 


.0202, 


.C23.ol. 


. ts 


Method 


TBLASTX: 


Soybean 




Start 


1578 








End 


1926 






GI 


none 








Score 


183 






Exons 


1578. .1796, 


1579. 


. .1926, 


1636. 


.189.0., 1845. .1925 




- 


Seq. No. 


21319 








Seq. ID 


OJ991027 


_10.0202 


.C27 


Gene No. 


44562 








Strand 








Start 


1124 








End 


1182 






Name 


OJ991027 10 


.0202, 


.C27.ol. 


.gs 


Method 


GENSCAN 






Start 


1124 








End 


1182 






GI 


none 








Score 


.74 






Exons 


1124. .1182 
















Seq. No. 


21320 








Seq. ID 


OJ991027 


J.0.0202 


.C28 


Gene No. 


44563 








Strand 


+ 






Start 


3892 








End 


5298 






Name 


OJ991027 10 


.0202. 


.C28.o2. 


•np 


Method 


AAT/NAP 






Start 


3892 








End 


5298 






GI 


6907088 








Score 


650 






Exons 


3892. .4029, 


4205, 


. .4391, 


4866. 


.5298 








GI Descrip. 


(AP001129) 


hypothetical 


protein [Oryza 


sativa] 







Seq. No. 21320 Seq. ID 

Gene No. 4 4 564 Strand 

Start 63 End 

Name OJ991027_10 . 0202 . C28 . ol . gs Method 

Start 63 • ' End 

GI none Score 

Exons 63.. 2168 



OJ991027_10.0202.C28 

2168 
GENSCAN 
2168 
.81 



Seq. No. 21320 Seq. ID 

Gene No. 4 4 565 Strand 

Start 3393 End 

Name OJ991027_10 . 0202 . C28 . o2 . gs Method 

Start 3393 End 

GI none Score 

Exons 3393.. 3439, 3906.. 3960 



OJ991027_10.0202.C2E 

3960 
GENSCAN 
3960 
.81 



Seq. No. 21320 Seq. ID 

Gene No. 4 4 566 Strand 

Start 4559 End 

Name OJ991027_10 . 0202 . C28 . o3 . gs Method 

Start 4559 End 

GI none Score 

Exons 4559.. 4653, 5087.. 5141 



OJ991027_10.0202.C28 

5141 
GENSCAN 
5141 
.89 



21678 




Seq. No. 


21321 






Seq. ID 


OJ991027_10.0202 


.C29 


Gene No. 


44567 






Strand 


+ 




otait 


j. 






End 






Name 


OJ991027 10 


.0202.C29.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


783 




GI 


5734635 






Score 


322 




Exons 


1. .783 












GI Descrip. 


(AP000391) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


21321 






Seq. ID 


OJ991027_10.0202 


.C29 


Gene No. 


44567 






Strand 


+ 




Start 


1 






End 


2334 




Name 


OJ991027 10 


.0202.C29.ol 


. gs 


Method 


GENSCAN 




Start 


471 






End 


2334 




GI 


none 






Score 


.47 




Exons 


471.. 563, 1252.. 1320, 2241.. 


2334 






Seq. No. 


Zl oZZ 






Seq. ID 


OJ991027_10.0202 


.C30 


Gene No. 


A A C C O 






Strand 


+ 




Start 


851 






End 


943 




Name 


OJ991027_10 


.0202.C30.ol 


.gs 


Method 


GENSCAN 




Start 








End 


943 




GI 


none 






Score 


.87 




Exons 


OCT fJ A O 

ool. . 94 5 












Seq. No. 


ZL3ZZ 






Seq. ID 


OJ991027JL0.0202 


.C30 


Gene No. 


A A C C C\ 

4 4 5b9 






Strand 






Start 


2009 






End 


4427 




Name 


OJ991027_10 


.0202.C30.ol 


. np 


Method 


AAT/NAP 




Start 


zuuy 






End 


4427 




GI 


c ^ c a doc 

5764.395 






Score 


433 




Exons 


Z0Q3 . . 20 J4 , 


3404. .4427 










GI Descrip. 




far-red impaired response protein [Arabidopsis 




thaliana] 












Seq. No. 


21322 






Seq. ID 


OJ991027_10.0202 


.C30 


Gene No . 


44569 






Strand 






Start 


2009 






End 


4427 




Name 


OJ991027 10 


.0202.C30.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


3667 






End 


4026 




GI 


none 






Score 


67 




Exons - 


3667. .3786, 


3668. .3787, 


3877 


. .4026 






Seq. -No. 


21322 






Seq. ID 


OJ991027_10.0202 


.C30 


Gene ' No . 


44569 






Strand 






Start' 


2009 






End 


4427 




Name 


OJ991027 10 


.0202.C30.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3680 






End 


3969 




GI 


none 






Score 


39 




Exons 


3680. .3730, 


3682. .3726, 


3733 


..3969, 3743.. 3928 




Seq. No. 


21322 






Seq. ID 


OJ991027_10.0202 


.C30 


Gene No. 


44569 






Strand 






Start 


2009 






End 


4427 




Name - 


OJ991027 10 


.0202.C30.ol 


. tw 


Method 


TBLASTX .-Wheat 




Start 


3751 






End 


4158 




GI 


none 






Score 


164 





21679 




Exons 


3751.. 3834, 3883.. 4158 








Se.q. No. 


21322 


Seq. ID 


OJ991027_10.0202. 


C30 






Oil dllU 






Start 


2009 


End 


4427 




Name 


OJ991027 10.0202.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


4030 


End 


4423 




GI 


none 


Score 


116 




Exons 


4030.. 4422, 4103.. 4273, 4307.. 


.4423 






Seq. No. 


21322 


Seq. ID 


OJ991027_10.0202. 


C30 


ucilc LNU ■ 




Strand 






Start 


2009 


End 


4427 




Name 


OJ991027 10.0202.C30.o2.ts 


Method 


TBLASTX : Soybean 




Start 


4138 


End 


4392 




GI 


•none 


Score 


74 




Exons 


4138. .4278, 4139. .4276, 4276.. 


.4392, 4289. .4351 




Seq. No. 


21323 




OJ991217_12.0204. 


CI 


Gene No. 


44570 








Start 


181 


End 


1859 




rvalue 


OJ991217 1? 0204 PI nl nn 


Method 


AAT/NAP 




Start 


162 




1859 




GI 


6714431 


Score 


1084 




Exons 


162. .1859 








GI Descrip. 


(AC012328) putative cellulose 


oyilL I La. o c 


catalytic subunit 




[Arabidopsis thaliana] 








Seq. No. 


21323 


Seq. ID 


OJ991217_12.0204. 


CI 


VjtSilC LNU . 


A A S70 


Strand 






Start 


181 


FnH 

EjI 1U 


1859 




Name 


OJ991217 12.0204.Cl.ol.gs 




GENSCAN 




Start 


. 181 


1CJ. 


1758 




GI 


none 


Score 


.9 




Exons 


181. .1758 








Seq. No. 


21323 


Seq. ID 


OJ991217_12.0204; 


CI 


Gene No. 


44570 


Strand 






Of- -> r +- 

oiai L 


lOl 


End 


1859 




Name 


OJ991217 12.0204.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


271 


End 


1729 




GI 


none 


Score 


72 




Exons 


271. .336, 530. .691, 547. .699, 


787. .1182 


!, 935.. 1150, 1279 


>. .1' 




1280. .1471, 1501. .1704, 1517.. 


,1729 






Seq. No. 


21323 


Seq. ID 


OJ991217_12.0204. 


CI 


CZ. o o \T /™\ 


A A n 


Strand 






Start 


181 


End 


1859 




Name 


OJ991217 12.0204.Cl.o2.ts 


Method 


TBLASTX : Soybean 




Start 


271 


End 


1060 




GI 


none 


Score 


42 




Exons 


271. .336, 547. .699, 793. .1059, 


806. .865 


., 935.. 1060 




Seq. No. 


21323 


Seq. ID 


OJ991217_12.0204 . 


CI 


Gene No. 


44570 


S.trand 






Start 


181 


End 


1859 




Name 


OJ991217 12.0204.Cl.ol.tm 


Method 


TBLASTX: Maize 





21680 



Start 


271 








End 


1194 




GI 


none 








Score 


149 




Exons 


271. .342, 547. .699, 551 


.694, 


787. .900, 


895.. 1194, 932. 


.1159 


Seq. No. 


21323 








Seq. ID 


OJ991217_12.0204 


.CI 


t^ene wo . 


44570 














Start 


181 








End 


1859 




Name 


OJ991217 12. 


0204 


.Cl.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


547 








End 


1303 




GI 


none 








Score 


134 




Exons 


547. .699, 551. .694, 787 


. .900, 


892. .951, 


1262. .1303 




Seq. No. 


91 "KO^K 








Seq. ID 


OJ991217_12.0204 


.CI 


oene ino . 


A A R70 
ft ft J / U 














Start 


1 ft 1 








End 


1859 




Name 


O TQQ1 917 19 


H9H4 
UZ U ft 


PI r> 1 
. CI ■ Oj . 


tw 


Method 


TBLASTX: Wheat 




Start 


i nn^ ~~ 

IUUj 








End 


1191 




GI 


none 








Score 


83 




Exons 


1003. .1191, 


1052 


. .1159 










Seq. No. 


91 ^9^ 








Seq. ID 


OJ991217_12.0204 


.CI 


Gene No. 


A A n 








Strand 






O -) i v+* 

Otdll 


i fti 

101 








End 


1859 




Name 


O TQQ1 917 19 


UZU1 


. Ll .Ul . 


ts 


Method 


TBLASTX : Soybean 




Start 


1U Oft 








End ■ 


1803 




GI 


none 








Score 


82 




Exons 


1064. .1159, 


1066 


. .1194, 


1292. 


.1471, 1297. .1479, 1504.. 1803, 




1517. .1768 














Seq. No. 


91 ^9^ 








Seq. ID 


OJ991217_12.0204 


;ci 


Gene No . 


44^70 








Strand 






Start 


1 ft 1 
1 O 1 








End 


1859 




Name 


O.TQQ1 917 19 


0904 
yj z, u h 


n n9 


tm 


Method 


TBLASTX: Maize 




Start 


1 9 R** ~~ 








End 


1696 




GI 


none 








Score 


222 




Exons 


1253. .1480, 


1297 


. .1491, 


1510. 


.1635, 1520. .1696, 1626.. 1646 


Seq. No. 


91 *39** 








Seq. ID 


OJ991217_12.0204 


.CI 


uene wo. 


ft fi O / U 








Strand 






Start 


181 








End 


1859 




Name 


OJ991217 12. 


0204 


.Cl.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1342 








End 


1716 




GI 


none 








Score 


137 




Exons 


1342. .1479, 


1343 


. .1471, 


1504. 


.1716, 1517. .1714 




Seq. No. 


21324 








Seq. ID 


OJ991217_12.0204 


. C2 


bene no . 


44571 








Strand 


+ 




Start' 


1663 








End 


3602 




Name 


OJ991217 12. 


0204 


.C2.o2. 


gs 


Method 


GENSCAN 




Start 


1663 








End 


3602 




GI 


none 








Score 


.55 




Exons 


1663. .1859, 


3419 


. .3602 










Seq. No. 


21324 








Seq. ID 


OJ991217_12.0204 


-C2 


Gene No. 


44571 








Strand 


+ 




Start 


1663 








End 


3602 




Name 


OJ991217 12. 


0204 


.C2.ol. 


gp 


Method 


AAT/GAP 





21681 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



Seq. No. 



2038 End 2346 

'3767033 Score 526 

2038. .2346 

2326760/embl Y14434 IMTTANAD2X 1.0e-53 Triticum aestivum 
mitochondrial nad2 gene exons 3, 4 and 5, and trnY gene 



Seq. ID OJ991217_12.0204.C2 
Strand 

End 2026 

Method AAT/NAP 

End 2026 

Score 321 



21324 
44572 
1 

OJ991217_12.0204.C2.ol.np 
1 

2924781 

1..364, 404. .479, 1949. .2026 

(AC002334) putative cellulose synthase [Arabidopsis thaliana] 



21324 . . Seq. ID 

44572 Strand 
1 End 
OJ991217_12 . 0204 . C2 . ol . tm Method 
1 • End 

none Score 

1..228, 2. .211, 238. .360, 266. .361 



21324 
44572 
1 

OJ991217_12 . 0204 .C2 . ol . tc 
1 

none 

1..228, 265. .360 

21324 - 

44572 

1 

OJ991217_12.0204.C2.ol.ts 
1 

none 

1..228, 265. .360 

21324 
44572 
1 

OJ991217_12 . 0204 .C2 . ol .gs 
38 

none 

38. .472, 562. .602 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_12.0204.C2 
2026 

TBLASTX: Maize 

361 

135 



OJ991217_12.0204 .C2 
2026 

TBLASTX: Cress 

360 

97 



OJ991217_12.0204.C2 
2026 

TBLASTX : Soybean 

360 

98 



OJ991217_12.0204.C2 

2026 
GENSCAN 
602 
.65 



21325 
44573 
14313 

OJ991217_12.0204.C3.o4.gs 
14313 
none 

14313. .14385, 14513 .. 14716, 16739 
17705. .17884, 18180.. 18240 



21325 



OJ991217_12.0204.C3 
+ 

18240 
GENSCAN 
18240 
.42 

17071, 17109. .17292, 
Seq. ID OJ991217_12.0204 .C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 



21682 



Gene No. 


4 4574 


Strand 






Start 


370 


End 


548 




Name 


OJ991217 12.0204.C3.ol.gs 


Method 


GENSCAN 




Start 


370 


End 


548 




GI 


none 


Score 


.93 




Exons 


370. .548 








Seq. No. 


21325 


.Seq. ID 


OJ991217 


_12.0204.C3 


Gene No. 


44575 


Strand 






Start 


3008 


End 


14402 




Name 


OJ991217 12.0204.C3.ol.gp 


Method 


AAT/GAP 




Start 


2797 


End 


3154 




GI 


2799714 


Score 


351 




Exons 


2797.. 2905, 2996.. 3154 








Seq. No. 


21325 


Seq. -ID 


OJ991217 


_12.0204.C3 


Gene No. 


44575 


Strand 






Start 


3008 


End 


14402 




Name 


OJ991217 12.0204.C3.o2.gs 


Method 


GENSCAN 




Start 


3008 • . 


End 


12663 




GI 


none 


Score 


.84 




Exons 


3008.. 3232, 3316.. 3363, 3566. 


.3598, 3708.. 3767, 


4081. .4143, 




4221. .4268, 4386. .4451, 4729. 


.4794, 4896. .4961, 


5211. .5294, 




5546. .5890, 5974. .6069, 6163. 


.6255, 6365.-6568, 


6670. .6962, 




7069. .7240, 10456 .. 10704 , 10861 11106, 


11169. . 


11271, 




11350. .11670, 11769. .11961, 12183. .12663 




Seq. No. 


21325 


Seq. ID 


OJ991217 


_JL2.0204.C3 


Gene No. 


44575 


Strand 






Start 


3008 


End 


14402 




Name 


OJ991217 12.0204.C3.o2.gp 


Method 


AAT/GAP 




Start 


7288 


End 


8002 




GI 


3548947 


Score 


658 




Exons 


7288. .7334, 7654. .8002 








Seq. No. 


21325 


Seq. ID 


OJ991217 


_12.0204.C3 


Gene No. 


44575 


Strand 






Start 


3008 


End 


'14402 




Name 


OJ991217 12.0204.C3.ol.np 


Method 


AAT/NAP 




Start 


10562 


End 


11288 




GI 


5732031 


Score 


279 




Exons 


10562. .11081, 11156.. 11288 








GI Descrip. 


(AF147260) No definition line 


found [Arabidopsis thaliana] 


Seq. No. 


21325 


Seq. ID 


OJ991217 


_12.0'204.C3 


Gene No. 


44575 


Strand 






Start 


3008 


End 


14402 




Name 


OJ991217 12.0204 .C3.o2.np 


Method 


AAT/NAP 




Start 


11541 


End 


14402 




GI 


5911167 


Score 


1545 




Exons 


11541. .11670, 11769. .13928, 14331. .14402 




GI Descrip. 


(AF136221) putative transposase protein [Zea mays] 


Seq. No. 


21325 


Seq. ID 


OJ991217 


_12.0204.C3 


Gene No. 


44575 


Strand 






Start 


3008 


End 


14402 




Name 


OJ991217 12.0204.C3.o3.gs 


Method 


GENSCAN 





21683 



Start 


13482 


End 


14003 


GI 


none 


Score 


.97 


Exons 


13482. .14003 






Seq. No. 


21325 


Seq. ID 


OJ991217 


bene no. 


A A RT £ 
4 4 O / D 


oLiana 




Start 


19793 


End 


23308 


Name 


OJ991217 12.0204.C3.o7.tm 


Method 


TBLASTX : i 


Start 


3002 


End 


3235 


GI 


none 


Score 


121 


Exons 


3002.. 3235, 3060.. 3233 






Seq. No. 


21325 


Seq. ID 


OJ991217 


Gene No. 


44576 


Strand 




btart 


l y / yj 


End 


. 23308 


Name ;, : . 


■ OJ991217 12.026'4.C3.o6.tm 


Method 


TBLASTXri 


Start 


5750 


End 


6045 


GI 


none 


Score 


120 


Exons 


5750.. 5884, 5751.. 5882, 5761 


..5892, 5790.. 5891, 




5971.. 6039, 5986.. 6045 






Seq. No. 


21325 


Seq. ID 


OJ991217 


Gene No. 


44576 


Strand 




Of -i >~4- 

b tar z 




End 


23308 


Name 


OJ991217 12.0204.C3.ol.tm 


Method 


TBLASTX : i 


Start 


6383 


End 


6945 


GI 


none 


Score 


98 


Exons 


6383.. 6577, 6383.. 6568, 6442 


..6570, 6664.. 6720, 




6700.. 6897, 6720.. 6902, 6725 


..6895, 6904. .6945 


Seq. No. 


21325 


Seq. ID 


OJ991217 


Gene No. 


44576 


Strand 




o rare 


i y / y j 


End 


23308 


Name 


OJ991217 12.0204.C3.ol.tw 


Method 


TBLASTX: 1 


Start 


10708 


End 


12118 


GI 


none \*i 


Score 


66 


Exons 


10708. .10884, 11554. .11673, 


11556. .11687, 11765 




11799. .11891, 11946. .12065 






Seq. No. 


21325 


Seq. ID 


OJ991217 


Gene No. 


44576 


Strand 




btart 


i otqo 

i y / y j 


End 


23308 


Name 


OJ991217 12.0204.C3.o5.tm 


Method 


TBLASTX:] 


Start 


10822 


End 


11109 


GI 


none 


Score 


73 


Exons 


10822. .11106, 10829. .10903, 


10831. .10959, 10833 




10993. .11109 






Seq. No. 


21325 


Seq. ID 


OJ991217 


Gene No . 


A A R H C 

4 4 D / D 


Strand 




Start 


19793 . 


End 


23308 


Name 


OJ991217 12.0204.C3.o4.tm 


Method 


TBLASTX : 1 


Start 


11768 


End 


12121 


GI 


none 


Score 


68 


Exons 


11768. .11914, 11768. .12121, 


11769. .12119, 12011 


Seq. No. 


21325 


Seq. ID 


OJ991217 



21684 




f* rt « rt Xlrt 

Gene No. 


A A C T C. 

4 4 0 / D 




Strand 






Start 


19793 




End 


23308 




Name 


OJ991217 12. 0204. C3 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11780 




End 


12121 




GI 


none 




Score 


84 




Exons 


11780. .12019, 11781 


. .11900, 


12029. .12121 




Seq. No. 


21325 




beq. ±D 


ujyyi^i/ L£. . u^u4 


.C3 


Gene No. 


A A cl n c. 
4 4 O / D 




Strand 






Start 


19793 




End 


23308 




Name 


OJ991217 12. 0204. C3 


.08. tm 


Method 


TBLASTX: Maize 




Start 


12256 




End 


12462 




GI 


none 




Score 


113 




Exons 


12256. .12462, 12257 


. .12388 








Seq. No. 


21325 




Seq. ID 


OJ991217_12.0204 


.C3 


/~" rt W rt XI rt. 

Gene No . 


A A C "7 C 

4 4 D 1 0 




Strand 






Start 


19793 




End 


23308 




Name 


OJ991217 12. 0204. C3 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


12610 




End 


- 13047 




GI 


none 




Score 


105 




Exons 


12610. .12789', 12612 


. .12791, 


12804. .13037, 12811. .13047 




Seq. No. 


21325 




Seq. ID 


OJ991217_12.0204 


.C3 


Z" 1 rt « rt XT rt 

Gene No. 


a a an c 
4 4t> / D 




Strand 






Start 


19793 




End 


23308 




Name 


OJ991217 12. 0204. C3 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


12807 




-End 


13094 




GI 


none 




Score 


144 




Exons 


12807. .13094, 12814 


. .13089 








Seq. No. 


21325 




Seq. ID 


OJ991217_12.0204 


.C3 


rt *-n rt X7 rt 

Gene no . 


a a a ^ a 
4 40 / O 




Strand 






Start 


19793 




End 


23308 




Name 


OJ991217 12. 0204. C3 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


12882 




End 


13233 




GI 


none 




Score 


57 




Exons 


12882. .13103, 12901 


. .13041/ 


13125. .13214, 13126. .13233 




Seq. No. 


21325 




Seq. ID 


OJ991217__12.0204 


,C3 


Gene No. 


44576 




Strand 






Start 






End 


23308 




Name 


OJ991217 12. 0204. C3 


.o5. gs 


Method 


GENSCAN 




Start 


19793 




End 


22966 




GI 


none 




Score 


.43 




Exons 


19793. .19885, 20510 


. .20596, 


20830. .20936, 214 17 .. 21706, 






22734. .22966 










Seq. No. 


21325 




Seq. ID 


OJ991217_12.0204 


.C3 


Gene No. 


44576 




Strand 






Start 


19793 




End 


23308 




Name 


OJ991217 12. 0204. C3 


. o3 . gp 


Method 


AAT/GAP 




Start 


20388 




End 


21464 




GI 


6547 2.R1084 




Score 


1093 




Exons 


20388. .20611, 20853 


. .21375, 


21405. .21464 





GI Descrip. 1 5257255/dbj | AP000364 . 1 | AP000364 6.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone: P0026F07 ' 



21685 



Seq. No. 21325 Seq. ID 

Gene No. 44576 Strand 

Start 19793 End 23308 

Name OJ991217_12 . 0204 .C3.o3.np Method AAT/NAP 

Start 20829 End 23308 

GI 6907106 Score 418 

Exons 20829. .21016, 21090 .. 21360, 21395 .. 21672 , 23194. 
GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a 



OJ991217 12. 0204. C3 



23308 

region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 21325 
Gene No. 44576 
Start 19793 

Name OJ991217_12 . 0204 . C3 . o3 . tm 

Start 20928 
GI none 
Exons 20928. 

21047. 

21076. 



.20975, 20929. .20973, 
,21073, 21062. .21103, 
.21276 



Seq. ID 
Strand 
End 

Method 

End 

Score' 
20948 
21063 



OJ991217 12. 0204. C3 



23308 

TBLASTX: Maize 
21276 
57 

21058, 21008. .21058, 
21260, 21075. .21275, 



Seq. No. 


21326 






Seq. ID 


OJ991217 


__12. 


0204 


.C4 


Gene No. 


44577 






Strand 










Start 


645 






End 


5340 








Name 


OJ991217 12 


.0204.C4.ol. 


np 


Method 


AAT/NAP 








Start 


311 






End 


5340 








GI 


5091513 






Score 


712 








Exons 


311. .1318, 


5321. .5340 














GI Descrip. 


(AB023482) 


Hypothetical 


. prote 


in [Oryza 


sativa] 








Seq. No. 


21326 






Seq. ID 


OJ991217 


_12. 


0204 


.C4 


Gene No. 


44577 






Strand 










Start 


645 






End 


5340 








Name 


OJ991217 12 


.0204.C4.ol. 


gs 


Method 


GENSCAN 








Start 


645 






End 


4323 








GI. 


none 






Score 


.54 








Exons 


645. .1446, 


1769. .1894, 


2705. . 


2771, 3294.. 3348, 


4060 


>. .4323 


Seq. No. 


21326 






Seq. ID 


OJ991217 


_12. 


0204 


,C4 


Gene No. 


44577 






Strand 










Start 


645 






End 


5340 








Name 


OJ991217 12 


.0204.C4.ol. 


gp 


Method 


AAT/GAP 








Start 


3787 






End 


4330 








GI 


3548963 






Score 


958 








Exons 


3787. .4330 
















Seq. No. 


21327 






Seq. ID 


OJ991217 


_12. 


0204 


.C5 


Gene No. 


44578 






Strand 


+ 








Start 


278 






End 


496 








Name 


OJ991217 12 


.0204.C5.ol. 


gs 


Method 


GENSCAN 








Start 


278 






End 


496 








GI 


none 






Score 


.66 








Exons 


278. .355, 408. .496 














Seq. No. 


21327 






Seq. ID 


OJ991217 


_12. 


0204 


.C5 


Gene No. 


44579 






Strand 


+ 








Start 


6135 






End 


7679 









21686 



Name 


OJ991217 12 


.0204 


.C5.o2.np 


Method 


AAT/NAP 


Start 


6135 






End 


7679 


GI 


4680203 






Score 


497 


Exons 


6135. .6368, 


6644 


..7349, 7417. 


.7679 




GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum bicolor] 


Seq. No. 


21327 






oeq. iu 


*"\TQQ101"7 TO f\OC\A e: 


Gene No . 


A A RQ H 






Strand 




Start 


1065 






T-l _ _J 

End 


Jo4o 


Name 


OJ991217 12 


.0204 


.C5.o2.gs 


Metnoa 




Start 


1065 






End 


3848 


GI 


none 






Score 


.45 


Exons 


1065. . 1813, 


2462 


..2583, 3766. 


.3848 




Seq. No. 


21327 






Seq. ID 


atooi oi n 10 no c\ a r~*CL 

ojyyizi / iz.uzU4.cd 


Gene No. 


44580 






Strand 




otait 


X U OJ 






End 


*D O A O 


Name 


OJ991217 12 


.0204 


.C5.ol.np 


Method 


AAT/NAP 


Start 


1142 






End 


1772 


GI 


5091513 






Score 


632 


Exons 


1142. .1772 










GI Descrip. 


(AB023482) 


Hypothetical protein [Oryza 


sativa] 


Seq. No. 


21327 






Seq. ID 


OJ991217_12.0204.C5 


Gene No. 


A A R Q 1 






Strand 




Start 


5493 






End 


5999 


Name 


OJ991217 12 


.0204 


.C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


5493 






End 


5999 


GI • 


none 






Score 


195 


Exons 


5493. .5780, 


5615 


..5803, 5832. 


.5951, 5838.. 5957, 5949.-5999 


Seq. No. 


21327 






Seq. ID 


OJ991217_12.0204.C5 


Gene No . 


/) /| C Q T 
4 H JO 1 






Strand 




Start 


5493 






End 


5999 


Name 


OJ991217 12 


.0204 


.C5.ol.ts 


Method 


TBLASTX : Soybean 


Start 


5505 






End 


5780 


GI 


none 






Score 


277 


Exons 


5505. .5780, 


5519 


. .5671 






Seq. No. 


21327 






Seq. ID 


OJ991217_12.0204.C5 


Gene No . 


yi / coo 






Strand 




Start 


6222 






End 


7423 


Name 


OJ991217 12 


.0204 


.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


6222 






End 


6604 


GI 


none 






Score 


63 


Exons 


6222. .6290,. 


6290 


..6466, 6291. 


.6476, 64* 


31. .6600, 6482. .6604 


Seq. No. 


21327 






Seq. ID 


OJ991217_12.0204 .C5 


Gene No. 


44582 






Strand 




Start 


6222 






End 


7423 


Name 


OJ991217 12 


.0204 


.C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


6246 






End 


7423 


GI 


none 






Score * •' - 


125 


Exons 


6246. . 6452, 


6482 


..6946, 6500. 


.6760, 6983.. 7123, 6984.. 7106, 



7127. .7231, 7160. .7213, 7235. .7342, 7249. .7341, 7337. .7405, 
7355. .7423 



21687 




Seq. No. 


21327 




Seq. ID 


OJ991217_12.0204 


.C5 


Gene No. 


j j coo 

4 4582 




Strand 






Start 


6222 




End 


7423 




Name 


OJ991217 12. 


0204.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


6536 




End 


6946 




GI 


none 




Score 


278 




Exons 


6536. .6946, 


6572. .6760 








Seq. No. 


21328 




Seq. ID 


OJ991217_12.0204 


.C6 


Gene No. 


< < coo 

44583 




Strand 


+ 




Start 


1150 




End 


3051 




Name 


OJ991217 12. 


0204.C6.ol.gs 


Method 


GENSCAN 




Start 


1150 




End 


3051 




GI 


none 




Score 


.77 




Exons 


1150. .1160, 


2629.. 2750, 2968. 


.3051 






Seq. No. 


21328 




Seq. ID 


OJ991217_12.0204 


.C6 


Gene No. 


4 4583 




Strand 


+ 




Start 


1150 




End 


3051 




Name 


OJ991217 12. 


0204.C6.ol.tw 


•Method 


TBLASTX: Wheat 




Start 


1604 




End 


1889 




GI 


none 




Score 


118 




Exons 


1604. .1768, 


1764.. 1889, 1768. 


.1887 






Seq. No. 


21329 




Seq. ID 


OJ991217_12.0204 


.C7 


Gene No. 


44584 




Strand 






Start 


35 




End 


572 




Name 


OJ991217 12. 


0204.C7.ol.gs 


Method 


GENSCAN 




Start 


35 




End 


572 




GI 


none 




Score 


.63 




Exons 


35. .104, 516 


;. .572 








Seq. No. 


21329 




Seq. ID 


OJ991217_12.0204 


.C7 


Gene No. 


44585 




Strand 






Start 


.3318 




End 


4840 




Name 


OJ991217 12. 


0204.C7.o2.gs 


Method 


GENSCAN 




Start 


3318 




End 


3955 ' 




GI 


none 




Score 


.76 




Exons 


3318. .3955 










Seq. No. 


21329 




Seq. ID 


OJ991217_12.0204 


.C7 


Gene No. 


44585 




Strand 






Start 


3318 




End 


4840 




Name 


OJ991217 12. 


0204.C7.ol.np 


Method ' 


AAT/NAP 




Start 


3456 




End 


4840 ' 




GI 


1947160 




Score 


67 . 




Exons 


3456. .3581, 


3632.. 3692, 3799. 


.4050, 47E 


10. .4840 




GI Descrip. 


(AF000298) weak similarity to 


collagens; glycine- and 






proline-rich 


. [Caenorhabditis 


elegans] 






Seq. No. 


21330 




Seq. ID 


OJ991217_12.0204 


.CI! 


Gene No. 


44586 




Strand 


+ 




Start 


1 




End 


1547 




Name 


OJ991217 12. 


0204. C10. ol.np 


Method 


AAT/NAP 




Start 


1 




End 


1547 




GI 


6721512 




Score 


71 




Exons 


1..27, 717.. 


1049, 1521. .1547 









21688 



GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


21330 




Seq. ID 


OJ991217 


Gene No. 


44586 




Strand 


+ 


Start 


1 




End 


1547 


Name 


OJ991217 12. 0204. CIO. ol. 


.gs 


Method 


GENSCAN 


Start 


703 




End 


1540 


GI 


none 




Score 


.4 


Exons 


703.. 802, 1010.. 1153, 1158. 


.1261, 1399 


. .1540 


Seq. No. 


21331 




Seq. ID 


OJ991217 


Gene No. 


44587 




Strand 


+ 


Start 


1 




End 


1269 


Name 


OJ991217 12. 0204. Cll. ol. 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1269 


GI 


6907089 




Score 


292 


Exons 


1. .548, 1250. .1269 








GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


21331 




Seq. ID 


OJ991217 


Gene No. 


44587 




Strand 


+ 


Start 


1 




End 


1269 


Name 


OJ991217 12. 0204. Cll. ol. 


.gs 


Method 


GENSCAN 


Start 


91 




End 


1151 


GI 


none 




Score 


.52 


Exons 


91. .195, 268. .424, 673. , 


.759 


, 826.. 1023 


,' 1053. .1 


Seq. No. 


21331 




Seq. ID 


OJ991217 


Gene No. 


44587 




Strand 


+ 


Start 


1 




End 


1269 


Name 


OJ991217 12. 0204. Cll. o2. 


.np 


Method 


AAT/NAP 


Start 


207 




End 


1261 


GI 


6721558 




Score 


83 


Exons 


207. .285, 614. .759, 904. 


,.1012, 1157. .1261 


GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 




gil 6815083 |dbj I.BAA90369. 


.11 


(AP001081) : 


hypotheti 




[Oryza sativa] 









12.0204 .Cll 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21331 
44587 
1 

OJ991217_12. 0204. Cll. o3.np 

264 

6721561 



Seq. ID 
Strand 
End 

Method 
End 
Score 

264. .332, 826. .1023, 1093. .1151, 1234. 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 | dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



OJ991217_12. 0204 .Cll 
+ 

1269 
AAT/NAP 
1269 
223 
.1269 



21332 Seq. ID 

44588 Strand 

1 End 

OJ991217_12.0204.C12.ol.np Method 

1 ' End 

6721561 Score 



OJ991217_12.0204 .C12 
+ 

4518 
AAT/NAP 
657 
833 



21689 



Exons 1 . . 657 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C1297 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


21332 


Seq. ID 


OJ991217 12.0204.C12 


Gene No . 


44588 


Strand 


+ 


Start 


1 


End 


4518 


Name 


OJ991217 12.0204.C12.ol.gs 


Method 


GENSCAN 


Start 


67 


End 


4518 


GI 


none 


Score 


.43 


Exons 


67. .656, 796. .923, 1749. .1864 


, 2980.. 


3517, 4214. .4518 


Seq. No. 


21332 


Seq. ID 


OJ991217_12.0204.C12 


Gene No . 


44589 


Strand 




Start 


1930 


End 


6322 


Name 


OJ991217 12.0204.C12.o2.np 


Method 


AAT/NAP 


Start 


1930 


End 


6322 


GI 


6063554 


Score 


173 


Exons 


1930. .2104, 3137. .3198, 3283. 


.3466, 6244. .6322 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the 


predicted gene.; hypothetical 




nrni*pi ri [Orv7a ^atival 






Seq. No. 


21332 


Seq. ID 


OJ991217_12.0204.C12 


Gene No . 


*± 1 -J O J 


Strand 




Start 


1930 


End 


6322 


Name 


OJ991217 12.0204.C12.o3.np 


Method 


AAT/NAP 


Start 


5134 


End 


6322 


GI 


5902445 


Score 


530 


Exons 


5134.. 5731, 6263.. 6322 






GI Descrip . 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


21332 


Seq. ID 


OJ991217_12.0204.C12 


Gene No. 


44589 


Strand 




Start 


1930 


End 


6322 


Name 


OJ991217 12.0204.C12.ol.tw 


Method 


TBLASTX: Wheat 


Start 


5143 


End 


5732 


GI 


none 


Score 


75 


Exons 


5143. .5274, 5144. .5269, 5406. 


.5732, 5494.. 5601, 5647.. 5718 


Sea No 


21333 


Seq. ID 


OJ991217_12.0204.C13 


Gene No. 


44590 


Strand 


+ 


Start 


1150 


End 


6626 


Name 


OJ991217 12.0204.C13.ol.gs 


Method 


GENSCAN 


Start 


1150 


End 


1941 


GI 


none 


Score 


.98 


Exons 


1150. .1941 






Seq. No. 


21333 


Seq. ID 


OJ991217_12.0204.C13 


Gene No. 


44590 


Strand 


+ 


Start 


1150 


End 


6626 


Name 


OJ991217 12.0204 .C13.ol.np 


Method 


AAT/NAP 


Start 


1150 


End 


1938 


GI 


4512231 


Score 


1280 



21690 




Exons 


1150. .1938 












GI Descrip. 


(AB014741) 


ORF0 protein 


[Oryza sativa] 






Seq. No. 


21333 






Seq. ID 


OJ991217JL2.0204 


.C13 


Gene No. 


44590 






Strand 


+ 






11 jU 






End 


6626 




Name 


OJ991217 12 


.0204.C13.o2 


. np 


Method 


AAT/NAP 




Start 


1620 






End 


6623 




GI 


4680179 






Score 


5691 




Exons 


1620. .1665, 


2205. .3194, 


32.12. . 


.6623 






GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa subsp. indica] 




Seq. No. 


21333 






Seq. ID 


OJ991217_12 .0204 


.C13 


Gene No. 


a a a q n 

4 4 oyu 






Strand 


+ 




Start 


1150 






End 


6626 




Name 


OJ991217 12 


.0204 .C13.o2 


.gs 


Method 


GENSCAN 




Start 


2205 






End 


c c o c 

6626 




GI 


none 






Score 


. 47 




Exons 


2205. .5281, 
■ «" 


5378. .6626 










Seq. No. 


21333 






Seq. ID 


OJ991217 12 . 0204 


.C13 


Gene No. 


44591 






Strand 


+ 




b tar z 


/ jiy 






End 


O O A 1 

8241 




Name 


OJ991217 12 


.0204.C13.o3 


.np 


Method 


7V 7\ (Tl / XT TV T"k 

AAT/NAP 




Start 


7319 






End 


O O A T 

oz4 1 




GI 


5852178 






Score 


378 




Exons 


7319. .7628, 


7678. .7778, 


8147. 


.8241 






GI Descrip. 


(AL117265) 


zhb0008 . 1 [Oryza. sativa] 






Seq. No. 


21333 






Seq. ID 


OJ991217 12 . 0204 


.C13 


Gene No . 








Strand 






Start 


7032 






End 


7754 




Name 


OJ991217 12 


.0204.C13.o3 


.gs 


Method 


GENSCAN 




Start 


7032 






End 


7754 




GI 


none 






Score 


.5 




Exons 


7032. .7754 












Seq. No. 


21333 






Seq. ID 


OJ991217 12.0204 


.C13 


Gene No .- 


A A C Q "3 






Strand 






Start 


8145 






End 


10066 




Name 


OJ991217 12 


.0204.C13.olO.tw 


Method 


TBLASTX: Wheat 




Start 


2366 






End 


2564 




GI 


none 






Score 


215 




Exons 


2366. .2563, 


2367. .2564 










Seq. No. 


21333 






Seq. ID 


OJ991217_12.0204 


.C13 


bene no. 


A A CZ Q O 

44oyj 






Strand 






Start 


8145 






End 


10066 




Name 


OJ991217 12 


.0204.C13.o7 


-tw 


Method 


TBLASTX: Wheat 




Start 


2615 






End 


2966 




GI 


none 






Score 


309 




Exons 


2615. .2788, 


2616. .2966, 


2764. , 


,2832 






Seq. No. 


21333 






Seq. ID 


OJ991217_12.0204 


.C13 


Gene No. 


44593 






Strand 






Start 


8145 






End 


10066 




Name 


OJ991217 12 


.0204.C13.o6 


. tm 


Method 


TBLASTX: Maize 





21691 




Start 


2616 








End 


2921 


GI 


none 








Score 


246 


Exons 


2616. .2921 












Seq. No. 


21333 








Seq. ID 


OJ991217_12. 0204 .C13 


Gene No. 


4 4593 - 








Strand 




Start 


8145 




> 




End 


10066 


Name 


OJ991217_12 


.0204 


,C13.o9 


. tw 


Method 


TBLASTX: Wheat 


Start* 


3300 








End 


3653 


GI 


none 








Score 


256 


Exons 


3300. .3653 












Seq. No. 


21333 








Seq. ID 


OJ991217_12 . 0204 . C13 


Gene No. 


44593 








Strand 




Start 


8145 








End 


10066 


Name 


OJ991217 12 


.0204 


.C13.o8 


. tm 


Method 


TBLASTX: Maize 


Start 


3657 








End 


3850 


GI 


none 








Score 


188 


Exons 


3657. .3848, 


3695 


. .3850 


- 






Seq. No. 


21333 








Seq. ID 


OJ991217_12 . 0204 .C13 


Gene No. 


44593 








Strand 




Start 


8145 








End 


10066 


Name 


OJ991217 12 


.0204 


.C13.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


3785 








End 


4269 


GI 


none 








Score 


535 


Exons 


3785. .4225, 


3786 


. . 4268, 


3810. 


.4265, 3895.. 4269 


Seq. No. 


21333 








Seq. ID 


OJ991217_12.0204.C13 


Gene No . 


44593 








Strand 




Start 


8145 








End 


10066 


Name 


OJ991217 12 


. 0204 


.C13.o4 


.ts 


Method 


TBLASTX : Soybean 


Start 


3822 








End 


4136 


GI 


none 








Score 


198 


Exons 


3822. .4136 












Seq. No. 


21333. 








Seq. ID 


OJ991217_12.0204.C13 


Gene No. 


44593 








Strand 




Start 


8145 








End 


10066 


Name 


OJ991217_12 


.0204 


.C13.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


3851 








End 


4298 


GI 


none 








Score 


373 


Exons 


3851. .4288, 


3855 


. . 4298 








Seq. No. 


21333 








Seq. ID 


OJ991217_12.0204.C13 


Gene No. 


44593 








Strand 




Start 


8145 








End 


10066 


Name 


OJ991217 12 


.0204 


.C13.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


4209 








End 


4604 


GI 


none 








Score 


57 


Exons 

i' 


4209. .4241, 


4209 


. .4241, 


4245. 


.4298, 4247. .4288, 4353. .4604, 


4361. .4594 












Seq. No. 


21333 








Seq. ID 


OJ991217_12.0204.C13 


Gene No. 


44593 








Strand 




Start 


8145 








End 


10066 


Name 


OJ991217 12 


.0204 


.C13.o5 


. tm 


Method 


TBLASTX: Maize 



21692 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



4353 
none 

4353. .4685, 

21333 
44593 
8145 

OJ991217_12< 

4356 

none 

4356. .4619, 

21333 
44593 
8145 

OJ991217_12. 

4620 

none 

4620. .5045, 

21333 
44593 
8145 

OJ991217_12. 

4626 

none 

4626. .4874 

21333 
44593 
8145 

OJ991217_12. 

4692 

none 

4692. .5045, 



End 
Score 



4685 
310 



4406. .4684 

0204.C13.o5.tw 
4358. .4618 

0204.C13.o3.tw 
4622. .5038 

0204.C13.o3.ts 



0204.C13.o2.tm 



4697. .5038 



21333 
44593 
8145 

OJ991217_12.0204 .C13.o2.tw 

5073 

none 

5073. .5612, 5255. .5608 



21333 
44593 
8145 

OJ991217_12. 

5310 

none 

5310. .5492, 



21333 
44593 
8145 

OJ991217_12. 
5400 



0204.C13.ol.tc 
5493.. 5636, 5495. 

0204.C13.o2.ts 



Seq. ID OJ991217_12.0204.C13 
Strand 

End 10066 

Method TBLASTX : Wheat 

End 4619 

Score 373 



Seq. ID OJ991217_12.0204.C13 
Strand 

End 10066 

Method TBLASTX : Wheat 

End 5045 

Score 599 



Seq. ID OJ991217_12.0204.C13 
Strand 

End 10066 

Method TBLASTX : Soybean 

End 4874 

Score 206 



Seq. ID OJ991217_12.0204.C13 
Strand 

End 10066 

Method TBLASTX: Maize 

End 5045 

Score 4 63 



Seq. ID OJ991217_12.0204.C13 
Strand 

End 10066 ' 

Method TBLASTX : Wheat 

End 5612 

Score 624 



Seq. ID OJ991217_12.0204.C13 
Strand 

10066 

TBLASTX: Cress 
5636 • 
81 



End 

Method 
End 
Score 
.5635 



Seq. ID OJ991217_12.0204.C13 
Strand 

End 10066 

Method TBLASTX : Soybean 

End 5660 



21693 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 



none 

5400.. 5660, 5411.. 5659 

21333 
44593 
8145 

OJ991217_12.0204.C13.o3.tm 
5459 

none 

5459.. 5746, 5460.. 5750, 5592.. 5747 



301 



21333 
44593 
8145 

OJ991217_12.0204.C13.ol.tw 

5619 

none 



21333- 

44593 

8145 

OJ991217_12.0204.C13.ol.tm 
5798 

none 



Seq. ID OJ991217 12.0204.C13 
Strand 

10066- 

TBLASTX: Maize 
5750 
411 



End 

Method 
End 
Score 



5619. .6245, 5678. .6124, 6185. .6244 



Seq. ID OJ991217_12.0204.C13 
Strand 

End 10066 

Method TBLASTX : Wheat 

End 6245 

Score 715 



Seq. ID. OJ991217_12.0204.C13 
Strand 

End 10066 

Method TBLASTX : Mai ze 

End 6383 

Score 229 



llllV.llll' 5? "-- 5960 ' 581 3-,5962, 5957. .6121, 5958. .6383, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



21333 
44593 
8145 

OJ991217 12.0204.C13.o6.tw 

6245 

none 



6245. .6526, 6246. .6578, 6411.. 6527 



Seq. ID OJ991217 12.0204.C13 
Strand 

End 10066 

Method TBLASTX : Wheat 

End 6578 

Score 315 



21333 
44593 
8145 

OJ991217 12.0204.C13.o4.np 
8145 
6498441 

8145.. 8193, 9649.. 10066 
(AP000815) EST C7278 6 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicoldr Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. ID OJ991217 12.0204.C13 
Strand 

10066 
AAT/NAP 
10066 ' 
389 



End 

Method 

End 

Score 



21333 
44593 
8145 

OJ991217_12.0204.C13.o8.tw 

9688 

none 



Seq. ID OJ991217_12.0204.C13 
Strand 

End 10066 

Method TBLASTX : Wheat 

End 10029 

Score 126 



9688.. 9915, 9698.. 9916, 9906.. 10028, 9907.. 10029 



21333 
44593 



Seq. ID OJ991217 12.0204.C13 
Strand 



21694 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 
Seq. No. 



End 

Method 

End 

Score 



8145 

OJ991217_12. 0204 .C13.o4 .gs 
9770 
none 

9770.. 10000 

21333 
44593 
8145 

OJ991217_12.0204.C13.o7.tm 
9868 
none 

9868.. 9915, 9906.. 10031, 9907.. 10044 



10066 
GENSCAN 
10000 
.55 



Seq. ID OJ991217_12.0204.C13 
Strand 

1006.6 

TBLASTX: Maize 
10044 
97 



End 

Method 

End 

Score 



21334 
44594 
10554 

OJ991217_12.0204.C14.o5.gs 

10554 

none 

10554. .12119 



Seq. ID OJ991217_12.0204 .C14 

Strand + 

End 12354 

Method GENSCAN 

End 12119 

Score .96 



21334 
44594 
10554 

OJ991217_12.0204.C14.o3.np 
10557 
3445397 
10557. .12354 

(AJ010166) S-domain receptor-like protein kinase [Zea mays] 



Seq. ID OJ991217_12.0204.C14 
Strand + 

12354 
AAT/NAP 
12354 
1231 



End 

Method 

End 

Score 



21334 
44595 
1 

OJ991217_12.0204.C14.ol.np 
5902445 

1. .168, 208. .2042 
(AB030283) GAG-POL precursor [Ory.za sativa] 



Seq. ID OJ991217_12.0204.C14 
Strand 

End 2042 

Method AAT/NAP 

End 2042 

Score 1908 



21334 
44595 
1 

OJ991217 12.0204.C14.ol.gs 

85 

none 

85. .410, 644. .1679 

21334 
44596 
2106 

OJ991217_12.0204.C14.o7.tw 

190 

none 



Seq. ID OJ991217_12.0204 .C14 
Strand 

End 2042 

Method GENSCAN 

End 1679 

Score .61 



Seq. ID OJ991217_12.0204.C14 
Strand 

End 12352 

Method TBLASTX: Wheat 

End 54 6 

Score 4 9 



190. .435, 371. .412, 447. .545, 451. .546 
21334 Seq. ID OJ991217_12.0204.C14 



21695 



Gene No. 44596 Strand 

Start 2106 End 

Name OJ991217_12 . 0204 . C14 . o4 . ts Method 

Start 450 End 

GI none Score 

Exons 450.. 713, 720.. 833 



12352 

TBLASTX : Soybean 

833 

85 



Seq. No. 21334 Seq. ID 

Gene No. 44596 Strand 

Start 2106 End 

Name OJ991217_12 . 0204 .C14 . o5 . tw Method 

Start 54 9 End 

GI none Score 

Exons 549.. 722, 550.. 672, 730.. 891, 732.. 956 



OJ991217_12.0204.C14 
12352 

TBLASTX: Wheat 

956 

57 



Seq. No. 21334 Seq. ID 

Gene No. 44596 Strand 

Start 2106 End 

Name OJ991217_12 . 0204 . C14 . o2 . ts Method 

Start 1047 *- " End 

GI none Score 

Exons 1047.. 1472, 1288.. 1428 



OJ991217_12.0204 .C14 
12352 

TBLASTX : Soybean 

1472 

92 " 



Seq. No. 21334 Seq. ID 

Gene No. 44596 Strand 

Start 2106 End 

Name OJ991217_12 . 0204 . C14 . o2 . tw Method 

Start 1102 End 

GI none Score 

Exons 1102.. 1428, 1104.. 1526 



OJ991217_12.0204.C14 
12352 

TBLASTX: Wheat 

1526 

240 



Seq. No. 21334 Seq. ID 

Gene No. 44596 Strand 

Start 2106 End 

Name OJ991217_12 . 0204 . C14 . o3 . tm Method 

Start 1200 End 

GI none Score 

Exons 1200.. 1583, 1201.. 1428, 1439.. 1534 



OJ991217_12.0204.C14 
12352 

TBLASTX :Maize 

1583 

102 



Seq. No. 21334 Seq. ID 

Gene No. 44596 Strand 

Start 2106 End 

Name OJ991217_12 . 0204 . C14 . ol . tm Method 

Start 1611 End 

GI none Score 

Exons 1611.. 1967, 1612.. 1905 



OJ991217_12.0204.C14 
12352 

TBLASTX: Maize 
1967 
'219 



Seq. No. 21334 Seq. ID 

Gene No. 44596 Strand 

Start 2106 End 
Name . OJ991217_12 . 0204 . C14 . ol . tw Method 

Start 1641 End 

GI none Score 

Exons 1641.. 2096, 1642.. 2097 



OJ991217_12.0204 .C14 
12352 

TBLASTX: Wheat 

2097 

362 



Seq. No. 
Gene No. 



21334 
44596 



Seq. ID OJ991217_12.0204 .C14 
Strand 



21696 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2106 

OJ991217_12.0204.C14.o2.qs 
2106 

none 

2106. .2768 



End 

Method 

End 

Score 



12352 
GENSCAN 
2768 
.97 



21334 
44596 
2106 

OJ991217_12.0204.C14.o2.np 
2109 
5902444 

2109.. 2787, 5787.. 6767, 6930. .7197, 11526.. 11555 
(AB030283) GAG-POL precursor [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_12.0204.C14 

12352 
AAT/NAP 
11555 
956 



21334 
44596 
2106 

OJ991217_12.0204.C14.o4.tw 

2289 

none 



Seq. ID OJ991217_12.0204.C14 
Strand 

End 12352 

Method TBLASTX : Wheat 

End 2741 

Score 110 



2289.. 2549, 2304.. 2549, 2555. .2741, 2560.. 2733 



21334 
44596 
2106 

OJ991217_12.02Q4.C14.o3.gs 

3172 

none 

3172. .3894 



21334 
44596 
2106 

OJ991217 12 
4979 
none 

4979. .5236, 
8978. .8997 



Seq. ID OJ991217_12.0204.C14 
Strand 

End 12352 

Method GENSCAN 

End 3894 

Score .66 



_12.0204.C14.o4.gs 



Seq. ID 

Stzrand 

End 

Method 
End 
Score 



OJ991217_12.0204.C14 

12352 
GENSCAN 
8997 
.49 



5801.. 6436, 6507.. 6618, 6762.. 8259, 8687.. 8754, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21334 
44596 
2106 

OJ991217_12.0204.C14.o6.tw 
6371 

none 
6371. 
6719, 



. 6646, 
.6769 

i 
t 

I 



6420.. 6641, 6605. 



21334 
44596 : 
2106 ! 
OJ9912l!7 
10997 
none I 
10997. .;11083, 
11607. .111729, 



_12.0204 -C14.ol.tc 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.6718, 



OJ991217 12.0204.C14 



12352 

TBLASTX: Wheat 
. 6769 
100 . 
6611.. 6694, 6615.. 6707, 



Seq. ID 

Strand': 
End - 
Method 
•End ; 
Score " 



OJ991217 12.0204. C14 



11160. .11273, 11174 , 
11969... 12142, 12125, 



12352 

TBLASTX: Cress 
12352 . 
.93 

11272, '11310'. .11561, 
12352 . 



21697 




Seq. No. 


21334 




Seq. ID 


OJ991217 


_12.0204 


.C14 


Gene No. 


44596 




Strand 








Start 


ZlUb 




End 


12352 






Name 


ojyyizi / iz.uzu4.ci4 


. 03 . tS 


Method 


TBLASTX: 


Soybean 




Start 


HZoU 




End 


11651 






GI 


none 




Score 


94 






Exons 


HZoU . . 113 / o , 11ZOO. 


. 113 / / , 


11385. .11651, 11426 


1 1 CLA A 

. .1104 4 




Seq. No. 


Zl 3 34 




Seq. ID 


OJ991217 


1 O ft O ft >l 

1Z . UZU4 


. C14 


Gene No. 


44596 




Strand 








Start 


2106 




End 


12352 






Name 


ojyyizi/ iz.uzu4.ci4 


. o3 . tw 


Method 


TBLASTX: 


wneat 




Start 


1 1 O O O 

113 /Z 




End 


11772 






GI 


none 




Score 


117 






Exons 


1 1 O O O 1 1 ^ 1 O 1 i "50il 

113/Z..llol/, 113o4 . 


1 1 C ft c 

. II0U0, 


11385. .11771, 11424 


1 1 *7 *7 1 
. . 11 / / 1, 






11400 . .11/ /Z 












Seq. No. 


O 1 O O /I 

Z1334 




Seq. ID 


OJ991217 


to ft 0 n a 
1Z . UZU4 


. C14 


Gene No. 


44596 




Strand 








Start 


2106 




End 


. 12352 






Name 


ojyyizi/ iz.uzu4.ci4 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


1 1 ft 1 O 

11913 




End 


12352 






GI 


none 




Score 


344 






Exons 


11913 11963, 1202U. 


i o o o c 

. 12325, 


12022. .12315, 12026 


1 0 0 0 c 

. . 123ZO, 






1 O O 1 1 O O C O 

1Z314 . . 1Z35Z 












Seq. No. 


21334 




Seq. ID 


OJ991217 


_12.0204 


.C14 


Gene No. 


44596 




Strand 








Start 


O 1 f\ C 

ZlUb 




End 


12352 






Name 


ojyyizi / iz.uzu4.ci4 


. oZ . tm 


Method 


TBLASTX : 


Maize 




Start 


i o ft 1 a 
1ZU14 




End 


12325 






GI 


none 




Score 


142 






Exons 


1 O ft 1 >l 1 O 1 O ft 1 O ft 1 C 

1ZU14 . . 1Z13U , lZUlo. 


i 0 1 0 (i 
. lzizy, 


12125. .12325, 12127 


. . 1Z310 




Seq. No. 


Z133o 




Seq. ID 


OJ991217 


10 ft 0 ft a 
1Z . UZU4 


. Clo 


Gene no. 


44597 




Strand 


+ 






Start 


657 




End 


955 






Name 


OJ991217 12.0204.C15 


.ol.gp 


Method 


AAT/GAP 






Start 


657 




End 


955 






GI 


uC-osflcypl38d02al 




Score 


598 






Exons 


657. .955 












GI Descrip. 


■6069643/dbj I AP000616. 1 | AP000616 l.Oe- 


152 Oryza 


sativa 


genomic 




DNA, chromosome 6, clone : P0514G12 1 








Seq. No. 


21335 




Seq. ID 


OJ991217 


_12.0204 


-C15 


Gene No. 


44598 




Strand 








Start 


191 




End 


1168 






Name 


OJ991217 12.0204.C15 


. ol . gs 


Method 


GENSCAN 






Start 


191 




End 


1168 






GI 


none 




Score 


.69 






Exons 


191.. 235, 871. .992, : 


1030. .1168 








Seq. No. 


21335 




Seq. ID 


OJ991217 


_12.0204 


-C15 


Gene No. 


44599 




Strand 








Start 


5290 




End 


5976 






Name 


OJ991217 12.0204.C15 


. o2.gs 


Method 


GENSCAN 







21698 




Start 


5290 


End 


5976 




GI 


none 


Score 


.71 




Exons 


5290. .5388, 5806. .5976 








Seq. No. 


21336 


Seq. ID 


OJ991217_12.0204 


.C16 


Gene No. 


44600 


Strand 






Start 


801 


End 


2925 




Name 


OJ991217 12.0204 .C16.ol.gs 


Method 


GENSCAN 




Start 


801 


End 


2925 




GI 


none 


Score 


. 61 




Exons 


801. .921, 1033. .1213, 1300. 


.1625, 2379 


. .2925 




Seq. No. 


21337 


Seq. ID 


OJ991217_12 . 0204 


.C17 


Gene No. 


44601 


Strand 


+ 




Start 


4402 


End 


4826 




Name 


OJ991217 12.0204.C17.ol.gp 


Method 


AAT/GAP 




Start 


4402 


End 


4826 




GI 


4878407 


Score 


666 




Exons 


4402. .4826 








GI Descrip. 


6069643/dbj IAP000616. 1 IAP000616 1.0e-152 Oryza sativa genomic 




DNA, chromosome 6, clone : P0514G12 






Seq. No. 


21337 


Seq. ID 


OJ991217_12..0204 


.C17 


Gene No. 


44602 


Strand 


+ 




Start 


6247 


End 


9729 




Name 


OJ991217 12.0204.C17.ol.np 


Method 


AAT/NAP 




Start 


6247 


End 


9729 




GI 


3445397 


Score 


1833 




Exons 


6247. .8608, 9692. .9729 








GI Descrip. 


(AJ010166) S-domain receptor-like protein kinase [Zea mays] 


Seq. No. 


21337 


Seq. ID 


OJ991217JL2.0204 


.C17 


Gene No. 


44602 


Strand 


+ 




Start 


6247 


End 


9729 




Name 


OJ991217 12.0204.ClJ.b2.gs 


Method 


GENSCAN 




Start 


6247 


End 


8649 




GI 


none 


Score 


.7 




Exons 


6247. .8649 








Seq. No. 


21337 


Seq. ID 


OJ991217_12.0204 


.C17 


Gene No. 


44603 


Strand 


+ 




Start 


10277 


End 


11160 




Name 


OJ991217 12.0204.C17.o2.np 


Method 


AAT/NAP 




Start 


10277 


End 


11160 




GI 


6907106 


Score 


178 




Exons 


10277. .10338, 10372.. 11160 








GI Descrip. 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


21337 


Seq. ID 


OJ991217_12.0204 


.C17 


Gene No. 


44604 


Strand 


+ 




Start 


15601 


End 


16223 




Name 


OJ991217 12.0204.C17.o2.gp 


Method 


AAT/GAP 




Start 


15601 


End 


16223 




GI 


37591 1.R1084 


Score 


1180 




Exons 


15601. .16223 








GI Descrip. 


■3298541 2.0e-18 (AC004681) 


putative cellulose synthase 





21699 



[Arabidopsis thaliana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21337 Seq. ID 

44605 Strand 

2026 End 

OJ991217_12.0204.C17.ol.gs Method 

2026 End 

none Score 



2026.. 2208, 2651.. 2792, 3739.. 3907, 
5902. .5990 



OJ991217_12.0204.C17 

5990 
GENSCAN 
5990 
.73 

4267. .4373, 4936. .5130, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21337 
44606 
10440 

OJ991217_12.0204 .C17.o3.gs 

10440 

none 

10440. .10553, 10558. .10773, 
12884. .13198, 13385.. 13387 

21337 
44607 
15739 

OJ991217_12 . 0204 . C17 . o4 . gs 

15739 

none 

15739. .16296, 16540 .. 16812 , 
17558. .17770, 18053 .. 18172 , 
20596. .20855 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_12.0204.C17 

13387 
GENSCAN 
13387 
.55 



10941. .11299, 11970. .12069, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_12.0204.C17 

20855 
GENSCAN 
20855 
.68 



16905. .17089, 17358 174 15, 
18332. .18457, 20164 .. 204 91 , 



Seq. No. 21337 Seq. ID 

Gene No. 44607 Strand 

Start 15739 End 

Name OJ9912 17_12 . 0204 . C17 . o3 . np Method 

Start 15742 End 

GI 3298542 Score 

Exons 15742. .16231, 16408 .. 16812 , 16905 , 

17570. .17770, 18053 .. 18 172 , 18332. 

20596. .20855 

GI Descrip. (AC004681) putative cellulose synthase [Arabidopsis thaliana] 



OJ991217_12.0204.C17 

20855 
AAT/NAP 
20855 
1253 



,17089, 17340, 
18457, 20164, 



.17464, 
,20491, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21337 Seq. ID OJ991217_12 . 0204 . C17 

44607 Strand 

15739 End 20855 

OJ991217_12 . 0204 . C17 . o3 . gp Method AAT/GAP 

20328 End 20849 

uC-osflM202046f02bl Score 792 

20328. .20491, 20596. .20849 

'4519589/dbj | AB017542 . 1 | AB017542 5.0e-29 Oryza sativa 

tfanposable elemet RMu2-IR36 DNA, complete sequence 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21337. Seq. ID 

44608 Strand 

22286 End 

OJ991217_12.0204.C17.ol.tc Method 

6688 End 

none Score 



OJ991217_12.Q204.C17 
22549 

TBLASTX: Cress 

8610 

54 



21700 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



6688. .6738, 
7701. .7790, 

21337 
44608 
22286 

OJ991217_12, 

6979 

none 

6979. .7179, 

21337 
44608 
22286 

OJ991217_12, 

7059 

none 

7059. .7304, 

21337 
44608 
.22286 

OJ991217_12. 

7072 

none 

7072. .7332, 

21337 
44608 
22286 

OJ991217_12. 

7693 

none 

7693. .7821, 
8011. .8136, 

21337 
44608 
22286 

OJ991217_12. 

7699 

none 

7699. .8004, 
8000. .8146 

21337 
44608 
22286 

OJ991217_12. 

7864 

none 

7864. .8016, 

21337 
44608 
22286 

OJ991217 12. 



6850.. 6963, 6991. 
7803.. 8333, 7804. 



0204.C17.o7.tm 
7171.. 7293, 7297. 

0204.C17.ol.tw 



,7248, 7294. .7416, 7615. .7806, 
,8334, 8368.. 8610, 8370.. 8552 



Seq. ID OJ991217_12.0204.C17 
Strand 

22549 

TBLASTX: Maize 
7422 
92 



End 

Method 
End 
Score 
.7422 



Seq. ID OJ991217_12.0204.C17 
Strand 

End 22549 

Method TBLASTX : Wheat 

End 7458 

Score 63 



7071. .7289, 7072. .7458, 7297. .7449 



0204.C17.o5.ts 



7098. .7331 



0204.C17.o2.tm 



7695.. 7820, 7806. 
8013.. 8138, 8014. 



0204.C17.ol.ts 



Seq. ID OJ991217_12.0204.C17 
Strand 

End 22549 

Method TBLASTX : Soybean 

End 7332 

Score 214 



Seq. ID OJ991217_12.0204.C17 
Strand 

End 22549 

Method TBLASTX : Maize 

End 8139 

Score 139 

.7994, 7810. .8004, 8009. .8134, 
.8139 

Seq. ID OJ991217_12.0204.C17 
Strand 

End 22549 

Method TBLASTX : Soybean 

End 8146 

Score 329 



7701. .7994, 7705. .8004, 7993. .8145, 7998. .8144, 



Seq. ID OJ991217_12.0204.C17 
Strand 

End 22549 

Method TBLASTX : Wheat 

End 8277 

Score 107 

.8214, 8014. .8178, 8215. .8277 



0204.C17.o2.tw 



8001. .8177, 8011. 



0204.C17.o6.tm 



Seq. ID OJ991217_12.0204 .C17 
Strand 

End 22549 

Method TBLASTX : Mai ze 



21701 



Start 
GI 

Exons 



8140 
none 

8140.. 8337, 8142.. 8249 



End 
Score 



8337 
252 



Seq. No. 21337 

Gene No. 4 4 608 

Start 22286 

Name OJ991217_12 . 0204 .C17 . o4 . ts 

Start 8205 

GI none 

Exons 8205.. 8249, 8206.. 8334, 8219. 
8443. .8586 



OJ991217_12.0204.C17 
22549 

TBLASTX : Soybean 

8586 

171 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8308, 8239. .8334, 8298.-8336, 



Seq. No. 21337 Seq. ID 

Gene No. 4 4 608 Strand 

Start 22286 End 

Name OJ991217_12 . 0204 .C17 . o5 . tm Method 

Start 8436 End 

GI none Score 
Exons 



OJ991217_12.0204.C17 
22549 

TBLASTX: Maize 

8614 

254 



8436. .8612, 8440. .8613, 8444. .8614 



Seq. No. 21337 

Gene No. 4 4 608 

Start 22286 

Name OJ991217_l2 . 0204 . C17 . o3 . tm 

Start 15736 

GI none 
Exons 



Seq. ID OJ991217_12.0204.C17 
Strand 
End 

Method 
End 
Score 



22549 

TBLASTX: Maize 

16090 

62 



15736. .15828, 1574 9 .. 15829, 1582 6 .. 16089, 15827.. 16090 



Seq. No. 21337 Seq. ID 

Gene No. 4 4 608 Strand 

Start 22286 End 

Name OJ991217_12 . 0204 . C17 . o3 . tc Method 

Start 16078 End 

GI none Score 
Exons 



OJ991217_12.0204.C17 
22549 

TBLASTX: Cress 

18143 

128 



16078. .16269, 16459 .. 168 15, 16562 .. 16810, 16702 .. 16815, 
16902. .16958, 17399 .. 17458 , 1757 6 .. 17767 , 17 667 .. 17768 , 
18048. .18143, 18050.. 18142 



OJ991217 12.0204.C17 



Seq. No. 21337 Seq. ID 

Gene No. 44 608 Strand 

Start 22286 End 

Name OJ991217_12 . 0204 . C17 . o2 . ts Method 

Start 16456 End 

GI ■ none Score 

Exons 16456. .16815, 16646 .. 16816, 16902 .. 17093, 17393 .. 17473, 
17576. .17602 



22549 

TBLASTX : Soybean 

17602 

103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21337 Seq. ID 

44608 Strand 

22286 End 

OJ991217_12.0204 .C17.ol.tm Method 

16508 End 

none Score 



OJ991217_12.0204.C17 
22549 

TBLASTX: Maize 

17081 

318 



16508. .16813, 16510. .16815, 16513 .. 1 68 15, 16515*. . 16820, 
16892. .16951, 16902 .. 17081, 16903. .17058 



21702 




Seq. No. 


21337 






Seq. ID 


OJ991217_12 . 0204 


.C17 


Gene No. 


44608 






Strand 






Start 


22286 






End 


22549 




Name 


OJ991217 12.0204.C17 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


17663 






End 


20699 




GI 


none 






Score 


95 




Exons 


17663. 


.17767, 18050. 


. 18142, 


20209. .20370, 20228 .. 20371, 






20380. 


.20484, 20595. 


.20699 








Seq. No. 


21337 






Seq. ID 


OJ991217_12.0204 


.C17 


Gene No. 


44608 






Strand 






Start 


22286 






End 


22549 




Name 


OJ991217 12.0204.C17.o3.ts 


Method 


TBLASTX : Soybean 




Start 


20209 






End 


20699 




GI 


none 






Score 


73 




Exons 


20209. 


.20370, 20228. 


.20359, 


20380. .20481, 20595.. 20699 




Seq. No. . 


21337 






Seq. ID 


OJ991217_12.0204 


.C17 


Gene No; 


44608 






Strand 






Start 


22286 






End 


22549 




Name 


OJ991217 12.0204.C17 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


20215 






End 


20699 




GI 


none 






Score 


102 




Exons 


20215. 


.20370, 20228. 


.20371, 


20377. .20493, 20595.. 20699 




.Seq. No. 


21337 






Seq. ID 


OJ991217_12.0204 


.C17 


Gene No. 


44608 






Strand 






Start 


22286 






End 


22549 




Name 


OJ991217 12.0204.C17 


. o5 . gs 


Method 


GEN SCAN . 




Start 


22286 






End 


22549 




GI 


none 






Score 


. 67 




Exons 


22286. 


.22549 











Seq. No. 21338 Seq. ID 

Gene No. 44 609 Strand 

Start 312 End 

Name OJ991217_12 . 0204 . G20 . ol . gs Method 

Start 312 End 

GI none Score 

Exons 312.. 4 05 



OJ991217_12.0204 .C20 
+ 

405 

GENSCAN 

405 

.43 



Seq. No. 21338 

Gene No. 4 4 610 

Start 634 

Name OJ991217_12 . 0204 . C20 . ol . gp 

Start 634 

GI 49175_1.R1084 

Exons 634.. 717 

GI Descrip. f 5730134 /emb | CAB52468 . 1 | 1. 

[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_ 
+ 

717 

AAT/GAP 

717 

137 



12.0204.C20 



Oe-13 (AL109796) putative protein 



Seq. No. 21339 Seq. ID 

Gene No. 4 4 611 Strand 

Start 102 End 

Name OJ991217_12 . 0204 . C21 . ol . gs Method 

Start 102 End 

GI none Score 



OJ991217_12.0204.C21 
+ 

2862 
GENSCAN 
2862 
.59 



21703 



Exons 



102.. 194, 304.. 490, 2675.. 2862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21339 Seq. ID 

44611 Strand 
102 End 
OJ991217_12 . 0204 .C21 . ol*. gp Method 
301 End 
none Score 
301. .490, 992. .1080, 1468. .1696 

21339 Seq. ID 

44612 Strand 
1710 End 
OJ991217_12 . 0204 . C21 . o2 . gp Method 
1710 End 
none Score 
1710. .2254 



OJ991217_12.0204 .C21 
+ 

2862 
AAT/GAP 
1696 
912 



OJ991217 12.0204.C21 



2254 
AAT/GAP 
2254 
983 



Seq. No. 21339 

Gene No. 44613 

Start 2763 

Name OJ991217_12 . 0204 . C21 . o2 . tm 

Start 2 

GI none 

Exons 2.. 181, 14.. 199, 78.. 206, 322, 
355. .444, 355. .477, 375. .485 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.357, 



OJ991217 12.0204.C21 



5033 

TBLASTX : Maize 
485 
77 

326. .454, 353. .442, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21339 
44613 
2763 

OJ991217_12.0204.C21.ol.tm 

2599 

none 



Seq. ID OJ991217_12.0204.C21 



Strand 
End 

Method 

End 

Score 



5033 

TBLASTX: Maize 

4922 

74 



2599.. 2676, 2600.. 2680, 2604.. 2705, 2759.. 2896, 2760.. 2909, 
2760.. 2906, 2761.. 2952, 3053.. 3193, 3060.. 3194, 3060.. 3209, 
3061.. 3210, 4750.. 4821, 4869.. 4922 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



OJ991217_12.0204.C21 
5033 

TBLASTX: Cress 
3191 
77 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2949, 2776.. 2925, 3053.. 3190, 



21339 
44613 
2763 

OJ991217_12.0204.C21.ol.tc 
2721 
none 

2721. .2906, 2736. .2888, 2767. 
3054. .3191, 3057. .3191 

21339 
44613 
2763 

OJ991217_12.0204 .C21.ol.np 
2763 
4432840 

2763. .2951, 3059. .3191, 4747. .4892, 4965. .5033 
(AC006283) unknown protein [Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_12.0204.C21 

5033 
AAT/NAP 
5033 
506 



21340 
44614 



Seq. ID 
Strand 



OJ991217 12.0204.C23 



21704 




Start 


211 






End 


357 






Name 


OJ991217 12.0204.C23 


.ol 


.gs 


Method 


GENSCAN 






Start 


211 






End 


357 






GI 


none 






Score 


.9 






Exons 


211. .357 














Seq. No. 


21341 






Seq. ID 


OJ991217_12 


.0204 


.C25 


Gene No. 


44615 






Strand 


+ 






Start 


187 






End 


205 






Name 


OJ991217 12.0204.C25 


.ol 


.gs 


Method 


GENSCAN 






Start 


187 






End 


205 






GI 


none 






Score 


.81 






Exons 


187. .205 














Seq. No. 


21342 






Seq. ID 


OJ991217_12 


.0204 


.C26 


Gene No. • 


44616 






Strand 








Start 


1 






End 


417 






Name 


OJ991217 12.0204.C26 


.ol 


. nD 


Method 


AAT/NAP 






Start 


1 






End 


325 






GI"- 


3608155 






Score 


108 






Exons 


1. .325 














GI Descrip. 


(AC005314) putative pre 


-mRNA 


splicing 


factor RNA helicase 




[Arabidopsis thaliana] 












Seq. No. 


21342 






Seq. ID 


OJ991217_12 


0204 


.C26 


(^onp No 


44616 






Strand 


- 






Start 


1 






End 


417 






Name 


OJ991217 12.0204.C26 


.ol 


.gs 


Method 








Start 


83 






End 


417 






GI 


none 






Score 


. 63 






Exons 


83. .417 














Seq. No. 


21343 






Seq.. ID 


OJ991217_12 


0204 


.C28 


Gpne Mo 


44617 






Strand 








Start 


24 






End 


155 






Name 


OJ991217 12.0204.C28 


.ol 


.gs 


Method 


GENSCAN 






Start 


24 






End 


155 






GI 


none 






Score 


.83 






Exons 


24. .155 














Seq. No. 


21344 






Seq. ID 


OJ991217_12 


0204 


.C30 


Qpnp Nn 


44618 






Q+* rand 


+ 






Start 


190 






End 


555 






Name 


OJ991217 12.0204.C30 


.ol 


.gs 


Method 


GENSCAN 






Start 


190 






End 


555 






GI 


none 






Score 


.53 






Exons 


190. .555 














Seq. ' No. 


- 21345 






Seq. ID 


OJ991217_12. 


0204 


.C32 


Genp No 


44619 






Strand 


+ 






Start 


360 






End 


.532 






Name 


OJ991217 12.0204.C32 


ol 


.gs 


Method 


"GENSCAN 






Start 


360 






End 


532 






GI 


none 






Score 


.8 






Exons 


360. .532 














Seq. No. 


21346 






Seq. ID 


OJ991217JL2. 


0204 


.C33 



21705 



Gene No. 44 620 Strand 

Start 1 End 309 

Name OJ991217_12 . 0204 .C33 .ol .np Method AAT/NAP . 

Start 1 End 309 

GI 6539553 Score 534 

Exons 1. .309 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIRE1 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIRE1 (D85597)* 
[Oryza sativa] 





Seq. No. 


21346 




Seq. ID 


OJ991217_12. 


0204 


.C33 




Gene No. 


44620 




Strand 










Start 


1 




End 


309 








Name 


OJ991217_12.0204 .C33.ol 


. tm 


Method 


TBLASTX: Maize 






Start 


1 




End 


253 








GI 


none 




Score 


298 








Exons 


1. .246, 2. .226, 2. .253, 


9. . 


,245 










Seq. No. 


21346 




' Seq. ID 


OJ991217_i2. 


0204 


.C33 




Gene No. 


44620 




Strand 


— 








Start 


1 




End 


309 








Name 


OJ991217 12.0204.C33.ol 


.gs 


Method 


GEN SCAN 








Start 


88 




End 


231 








GI 


none 




Score 


.78 






'' F-'s 


. Exons 


88. .231 . 














Seq. No. 


21347 




Seq. ID 


OJ991217_12. 


0204 


.C35 


. 


Gene No. 


44621 




Strand 


+ 








Start 


102 




End 


245 






LS 


Name 


OJ991217 12.0204.C35.ol 


.gs 


Method 


GENSCAN 






II 


Start 


102 




End 


245 






Li 


GI 


none 




Score 


. 82 








Exons 


102. .245 












J 


Seq. No. 


21348 




Seq. ID 


OJ991217_12. 


0204 


.C36 




Gene No. 


44622 




Strand 


+ 






Si 


Start 


1 




End 


596 






=? 


Name 


OJ991217 12.0204.C36.ol 


.np 


Method 


AAT/NAP 






::r 


Start 


1 




End 


593 








GI 


6498436 




Score 


373 








Exons 


1..207, 475.-593 














GI Descrip. 


(AP000815) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


21348 




Seq. ID 


OJ991217_12. 


0204 


.C36 




Gene No. 


44622 




Strand 


+ 








Start 


1 




End 


596 








Name 


OJ991217 12.0204.C36.ol 


. gs 


Method 


GENSCAN 








Start 


149 




End yfr"' 


596 








GI 


none 




Score 


.75 - 








Exons 


149. .191, 475. .596 














Seq. No. 


21349 




Seq. ID 


OJ991217_12. 


0204 


.C38 




Gene No.* 


44623 




Strand 


+ 








Start 


1 




End 


253 








Name 


OJ991217 12.0204.C38.ol 


• gp 


■ Method 


AAT/GAP 








• Start 


1 




End 


253 







21706 



GI 91759JL.R1084 Score 458 

Exons 1..253 

GI Descrip. ■ 4585924/gb| AAD25584 . 1 | AC007211_6 2.0e-18 (AC007211) 
hypothetical protein [Arabidopsis thaliana] ' 



Seq. No. 21350 Seq. ID 

Gene No. 44 624 Strand 

Start 45 End 

Name OJ991217_12 . 0204 . C39 . ol . gs Method 

Start 45 End 

GI none Score 

Exons 45. .138 



OJ991217_12.0204 .C39 
138 

GEN SCAN 

138 

.49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. " 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21351 Seq. ID 

44625 Strand 

330 End 

OJ991027_09 . 0207 . CI . ol . gs Method 

330 End 

none Score 

330.;428, 547. .598 



OJ991027_09.0207.C1 
598 

GENSCAN 

598 

.76 



Seq. ID OJ991027_09.0207.C2 



21352 

44626 Strand + 

1 End 9344 

OJ991027_09 . 0207 . C2 . ol . np Method AAT/NAP 
1 End 3290 

4680203 Score 2036 

1..1554, 1597. .1689, 1843. .2073, 2350. .3290 
(AF114171) TNP2-like protein [Sorghum bicolor] 



21352 Seq. ID 

44626 Strand 

1 End 

OJ991027_09 . 0207 . C2 . ol . gs Method 

111 End 

none Score 



OJ991027_09.0207.C2 
+ 

9344 
GENSCAN 
9228 
.74 



111. .409, 572. .2881, 2971. .3234, 3612. .3665, 3871. .4416, 
6228.. 6961, 7040.. 7501, 7583.. 8415, 8'498..8668, 8835.. 9006, 
9112.. 9228 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21352 
44626 
1 

OJ991027_09.0207.C2.o2.np 
188 

1076802 - 



Seq. ID 
Strand 
' End 
Method 
End 
Score 

188. .231, 3871. .4435, 5474. .5502 

extensin-like protein - maize gi I 600118 I emb I CAA84230 I (234465) 
extensin-like protein [Zea mays] gi | 1096557 | prf | | 2111476A 
extensin-like domain [Zea mays] 



OJ991027_09.0207.C2 
+ 

9344 
AAT/NAP 
5502 
290 



Seq. No. 21352 Seq. ID 

Gene No. 44626 Strand 

Start . 1 End 

Name OJ991027_09 . 0207 . C2 . o3 . tw Method 

Start 334 End 

GI none Score 



OJ991027_09.0207.C2 
+ 

9344 

TBLASTX: Wheat 

885 

229 



21707 



Exons 



334. .732, 558. .734, 780. .875, 781. .885 



Seq. No. 21352 

Gene No. 44626 

Start 1 

Name OJ991027_09 . 0207 . C2 . ol . ts 

Start 613 

GI none 
Exons 



Seq. ID OJ991027_09.0207.C2 

Strand + 

End 934 4 

Method TBLASTX : Soybean 

End 1032 

Score 126 



613.. 732, 615.. 734, 783.. 1028, 784.. 1032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21352 
44626 
1 

OJ991027_09.0207.C2.ol.tc 

780 

none 



Seq. ID OJ991027J39.0207.C2 

Strand + 

End 934 4 

Method TBLASTX : Cress 

End 1110 

Score 309 



780.. 917, 781.. 1110, 954.. 1013, 964.. 1068, 1035.. 1109 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21352 
44626 
1 

OJ991027_09.0207.C2.o2.tw 

898 

none 



Seq. ID OJ991027_09.0207.C2 

Strand + 

End 9344 

Method TBLASTX : Wheat 

End 1364 

Score 54 



898. .951, 906. .941, 952. .1056, 963. .1049, 1048. .1158, 
1057. .1173, 1061. .1159, 1065. .1235, 1176. .1364, 1204. .1359 



Seq. No. 


21352 




Seq. ID 


OJ991027_09.0207 


.C2 


Gene No. 


44626 




Strand 


+ 




Start 


1 




End 


9344 




Name 


OJ991027 09.0207.C2.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


955 




End 


1398 




GI 


none 




Score 


221 




Exons 


955.. 1200, 1204.^.1398 










Seq. No. 


21352 




Seq. ID 


OJ991027_09.0207 


.C2 


Gene No. 


44626 




Strand 


+ 




Start 


1 




End 


9344 




Name 


OJ991027 09.0207.C2.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1233 




End 


1467 




GI 


none 




Score 


250 




Exons 


1233.. 1388, 1234.. 1467 











Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21352 
44626 
1 

OJ991027_09.0207.C2.o4.tw 

1606 

none 



Seq. ID OJ991027_09.0207.C2 



Strand 
End 

Method 

End 

Score 



+ 

9344 

TBLASTX: Wheat 

1956 

184 



1606. .1836, 1635. .1835, 1872. .1955, 1873. .1956 



Seq. No. 21352 Seq. ID 

Gene No. 44626 Strand 

Start 1 End 

Name OJ991027JD 9 . 0207 . C2 . o3 . tm Method 

Start 1612 End 

GI none Score 



OJ991027_09.0207. 
-f- 

9344 

TBLASTX: Maize 

1827 

166 



C2 



21708 



Exons 



1612. .1758, 1641. .1748, 1765. .1827 



Seq. No. 21352 Seq. ID 

Gene No. 44626 Strand 

Start 1 End 

Name OJ991027_09 . 0207 . C2 . o2 . tm Method 

Start 1864 End 

GI none Score 
Exons 



OJ991027_09.0207.C2 
+ 

9344 

TBLASTX: Maize 

2349 

299 



1864. .2349, 1881. .2057, 2193. .2342 



Seq. No. 


21352 


Seq. ID 


OJ991027_09. 0207 .C2 


Gene No. 


44626 


Strand 


+ 


Start 


1 


End 


9344 


Name 


OJ991027 09.0207.C2.ol.gp 


Method 


AAT/GAP 


Start 


1945 


End 


3404 


GI 


5002953 - 


Score 


1272 


Exons 


1945.. 2076, 2335.. 2744, 3223. 


.3404 




GI Descrip. 


4680203/gb|AAD27566.1|AF114171 7 l.Oe- 


39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 






Seq. No. 


21352 


Seq. ID 


OJ991027_09.0207.C2 


Gene No . 


44626 


Strand 


+ 


Start 


1 


End 


9344 


Name. 


OJ991027 09.0207.C2.ol.tw 


Method 


TBLASTX: Wheat 


Start 


1960 


End 


3179 


GI 


none 


Score 


491 


Exons 


1960. .2502, 2004.. 2450, 2521. 


.2682, 2538.. 2678, 2686.. 2877, 




2721.. 2861, 2866.. 2913, 2913. 


.2957, 2925.. 2957, 2981.. 3058, 




2982.. 3086, 3087.. 317.9 . 






Seq. No. 


21352 


Seq. ID 


OJ991027_09.0207.C2 


Gene No. 


44626 


Strand 


+ 


Start 


1 


End 


9344 


Name 


OJ991027 09.0207.C2.o2.tc 


Method 


TBLASTX: Cress 


Start • 


2247 


End 


2673 


GI 


none 


Score 


209 


Exons 


2247. .2450, 2251. .2502, 2521. 


.2673, 2538.. 2660 


Seq. No. 


21352 


Seq. ID 


OJ991027_09. 02.07. C2 


Gene No. 


44626 


Strand 


+ 


Start 


1 


End 


9344 


Name 


OJ991027 09.0207.C2.o2.gp 


Method 


AAT/GAP 


Start 


8824 


End 


9344 


GI 


LIB3431-001-P1-N1-B5 


Score 


758 


Exons 


8824. .9006, 9112. .9344 






GI Descrip . 


»4680203/gb|AAD27566.1|AF114171 7 1 . Oe 


-39 (AF114171) TNP2-like 




protein [Sorghum bicolor] 1 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 

GI Descrip. 



Seq. ID OJ991027_09.0207.C3 
Strand 

End 1411 

Method AAT/NAP 

End 1411 

Score 176 



21353 
44627 
773 

OJ991027_09.0207.C3-.ol.np 
773 

4559367 
773. .1411 

(AC006585) putative MADS-box protein [Arabidopsis thaliana] 
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Seq. No. 


21354 


Seq. ID 


OJ991027 


_09.0207 . 


C4 


Gene No. 


44628 


Strand 


+ 






Start 


-3. 


End - 


2427 






Name 


OJ991027_09. 0207 ,C4 .ol.gs 


Method 


GENSCAN 






Start 


3 


End 


2427 






GI 


none 


Score 


. 59 






Exons 


3. .114, 1925. .1994, 2117.. 


2264, 2311 . . 


2427 






Seq. No. 


21354 


Seq. ID 


OJ991027 


_09 . 0207 . 


C4 


Gene No. 


44629 


Strand 


+ 






Start 


6772 


End 


7029 






Name 


OJ991027 09.0207.C4.o3.np 


Method 


AAT/NAP 






Start 


6772 


End 


7029 






GI 


6006879 


Score 


89 






Exons 


6772. .7029 










GI Descrip. 


(AC008153) putative eukaryotic translation initiation fact 




subunit [Arabidopsis thaliana] 








Seq. No. 


21354 


Seq. TD 


OJ991027 


_09.0207 . 


C4 


Gene No. 


44630 


Strand 








Start 


876 


End 


1641 






Name 


OJ991027 09.0207.C4.ol.np 


Method 


AAT/NAP 






Start 


876 


End 


1641 






GI 


4680183 


Score 


197 






Exons 


876.. 965, 1573.. 1641 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


. 21354 


Seq. ID 


OJ991027 


_09.0207. 


C4 


Gene No. 


44631 


Strand 








Start 


3349 


End 


5771 






Name 


OJ991027 09.0207.C4.o2.gs 


Method 


GENSCAN 






Start 


3349 


End 


3925 






GI 


none 


Score 


.59 






Exons 


3349.-3499, 3600.. 3925 










Seq. No. 


21354 


Seq. ID 


OJ991027 


_09.0207. 


C4 


Gene No. 


44631 


Strand 








Start ■ , 


3349 


End 


5771 






Name 


OJ991027 09.0207.C4.o2.np 


Method 


AAT/NAP 






Start 


3475 


End 


5771 






GI 


6498436 


Score 


300 






Exons 


3475. .3939, 5733. .5771 










GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


21354 


Seq. ID 


OJ991027 


_09.0207. 


C4 


Gene No. 


44632 


Strand 








Start 


8485 


End 


11581 






Name 


OJ991027 09.0207.C4.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


4091 


End 


4546 






GI 


none 


Score 


277 






Exons 


4091. .4309, 4092. .4463, 4395. .4463, 44 


81. .4546, 


4482. .4541 


Seq. No. 


21354 


. Seq. ID 


OJ991027 


_09.0207. 


C4 


Gene No. 


44632 


Strand 








Start 


8485 


End 


11581 






Name 


OJ991027 09.0207.C4.ol.tw 


Method 


TBLASTX: Wheat 




Start 


4287 


End 


4601 
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GI 


none 


Score 


214 




Exons 




.4539, 4545.. 4601 




Seq. No. 


z 1 Jb4 


Seq. ID 


OJ991027_09 


.0207.C4 


Gene No. 


44632 


Strand 






Start 


8485 


End 


11581 




Name 


ojyyiuz / uy . uzu / . C4 . oz . tm 


Method 


TBLASTX: Maize 


Start 


A T 1 O 

4 /lo 


End 


5011 




GI 


none 


Score 


182 




Exons 


ym o /i ni c >ito^ >t o o a >i a i a 

4/lo..4ylo f 4/zo..4ooU, 4910.. 


,5011, 4931.. 5008 




Seq. No. 


zloo4 


Seq. ID 


OJ991027_09 


. UZ U / . 


Gene No. 


44632 


Strand 






Start 


8485 


End 


11581 




Name 


/^TQQIAOT AA AOAT O/l ~ A _ „ 

ojyyiuz / uy . uzu / . C4 . o4 . gs 


Method 


GEN SCAN 




Start 


Q/| QC 

o4oO 


End 


11581 




GI 


none 


Score 


.96 - 




Exons 


O/IOC O ft A O 1 1 E O 1 

o4oo..oyyj, 114zb..lIool 








Seq. No. 


ZlJo4 


Seq. ID 


OJ991027J39 


.0207. C4 


Gene No. 


44 o Jz 


Strand 






brarr 


8485 


End 


11581 




Name 


OJ991027 09.0207.C4.o4.np 


Method 


AAT/NAP 




Start 


8488 


End 


10372 




GI 


6006879 


Score 


92 




Exons 


8488.. 8936, 10322. .10372 








GI Descrip. 


(AC008153) putative eukaryotic translation initiation factor 




subunit [Arabidopsis thaliana] 








Seq. No. 


21355 


Seq. ID 


OJ991027_09 


.0207. C5 


Gene No. 


44633 


Strand 


+ 




Start 


243 


End 


754 




XI m a 

Name 


OJ991027 09-0207. C5.ol.gs 


Method 


GENSCAN 




Start 


243 


End 


754 




GI 


none 


Score 


.49 




Exons 


243. .464, 571. .754 








Seq. No. 


21355 


Seq. ID 


OJ991027_09 


.0207. C5 


Gene No . 


44634 


Strand 


+ 




O Ldit 


944 


End 


2288 




Name 


OJ991027 09.0207.C5.ol.np 


Method 


AAT/NAP 




Start 


944 


End 


2288 




GI 


6630699 


Score 


95. 




Exons 


944. .989, 2205. .2288 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 






gi I 6721536 |dbj IBAA89566. il (AP001073) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


21355 


Seq. ID 


OJ991027_09 


.0207. C5 


Gene No. 


44635 


Strand 


+ 






6566 


End 


6644 




Name 


OJ991027 09.0207.C5.o3.np. 


Method 


AAT/NAP 




Start 


6566 


End ■ 


6644 




GI 


6630699 


Score 


96 




Exons 


6566. .6644 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 





gi I 6721536 | dbj | BAA89566 . 1 1 (AP001073) hypothetical protein 



21711 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



[Oryza sativa] 

21355 Seq. ID 

44636 Strand 

6780 End 

OJ991027_09.0207.C5.o4 .np Method 

6780 End 

6539570 Score 
6780.. 6972, 7131.. 7201 

(AP000836) hypothetical protein [Oryza sativa] 



OJ991027_09.0207.C5 
+ 

7201 
AAT/NAP 
7201 
201 



21355 Seq. ID 

44637 Strand 
2168 End 
OJ991027_09 . 0207 . C5 . o2 . gs Method 
2168 End 
none Score 

2168.. 2265, 2682.. 2820, 3016.. 3091, 3145 

3983. .4103, 4338. .4570, 5787. .5875 



OJ991027 09. 0207. C5 



6359 
GENSCAN 
5875 
.71 

3314, 3667, 



,3880, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991027 09. 0207. C5 



Seq. No. 21355 
Gene No. 4 4 637 

Start 2168 

Name OJ991027_09 . 0207 . 05 . o2 . np 

Start 2427 
GI 5922620 

Exons 2427.. 2541, 3939.. 4020, 4128, 

GI Descrip. (AP000492) EST D15357 (C0514 ) 

predicted gene . ; hypothetical protein [Oryza sativa] 
gi|6016853|dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



6359 
AAT/NAP 
6359 
236 

..4326, 4376.. 4515, 6288, 
corresponds to a region 



.6359 
of the 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21355 Seq. ID OJ991027_09 . 0207 . C.5 . 

44638 Strand 

6552 End 6985 

OJ991027_09 . 0207 . 05 . ol . gp Method AAT/GAP 

6552 End 6985 

LIB3479-006-Q6-K1-B11 Score 596 

6552. . 6985 

1 5734616/dbj | AP000391.il AP000391 1.0e-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 1 



Seq. No. 21356 Seq. ID 

Gene No. 4 4 639 Strand 

Start 99 End 

Name OJ991027_09 . 0207 . C6 . ol . gs Method 

Start 99 End 

GI none Score 

Exons 99.. 162, 273.. 396, 448.. 514 

Seq. No. 21356 Seq. ID 

Gene No. 44640 Strand 

Start 12929 End 

Name OJ991027_09 . 0207 . C6 . 06 . np Method. 

Start 12929 End 

GI 5042463 Score 



OJ991027_09.0207.C6 
+ 

514 

GENSCAN 

514 

.65 



OJ991027_09.0207.C6 
+ 

15776 
AAT/NAP 
15776 
111 
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Exons 12929. .12990, 14 145 .. 14372, 15729.. 15776 

GI Descrip. (AC007789) unknown protein [Oryza sativa] 



Seq. No. 


21356 








Seq. ID 


OJ991027_09.0207 


.C6 


Gene No. 


44641 








Strand 






Start 


10461 








End 


13430 




Name 


OJ991027 09 


.0207, 


,C6.o4. 


tm 


Method 


TBLASTX: Maize 




Start 


1534 








End 


1768 




GI 


none 








Score 


65 




Exons 


1534 . . 1767, 


1535. 


, . 1636, 


1579. 


.1767, 1661.. 1768 




Seq. No. 


21356 








Seq. ID 


OJ991027 09.0207 


.C6 


Gene No. 


44641 








Strand 






Start 


10461 








End 


13430 




Name 


OJ991027 09 


.0207. 


C6.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


1844 








End 


2211 




GI 


none 








Score 


148 




Exons 


1844 . . 2098, 


1846. 


. .1947, 


2020. 


.2211 






Seq. No, 


21356 








Seq. ID 


OJ991027_09.0207 


.C6 


Gene No. 


44641 








Strand 






Start 


10461 








End 


13430 




Name 


OJ991027 09 


.0207. 


C6.o3. 


tm 


Method 


TBLASTX: Maize 




Start 


1940 








End ' 


2409 




GI 


none 








Score 


62 




Exons 


1940 . . 2026, 


2038 . 


.2409 










Seq. No. 


21356 








Seq. ID 


OJ991027_09.0207 


.C6 


Gene No. 


44641 








Strand 






Start 


10461 








End 


13430 




Name 


OJ991027 09 


.0207. 


C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


2308 








End 


2859 




GI 


none 








Score 


111 




Exons 


2308. .2406, 


2416. 


.2490, 


2497 . 


.2679, 2504.. 2815, 2749.. 2859 


Seq. No. 


21356 








Seq. ID 


OJ991027_09.0207 


.C6 


Gene No. 


44641 








Strand 






Start 


10461 








End 


13430 




Name 


OJ991027 09 


.0207. 


C6.ol- 


tm 


Method 


TBLASTX: Maize 




Start 


2615 








End 


3570 




GI 


none 








Score 


94 




Exons 


2615. .2890, 


2749. 


. 3570, 


2951. 


.3553 






Seq. No. 


21356 








Seq. ID 


OJ991027_09.0207 


.C6 


Gene No. 


44641 








Strand 






Start 


10461 








End 


13430 




Name 


OJ991027 09 


.0207. 


C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3214 








End 


3522 




GI 


none 








Score 


140 




Exons 


3214. .3522, 


3248. 


.3502 










Seq. No. 


21356 








Seq. ID 


OJ991027_09.0207 


.C6 


Gene No. 


44641 








Strand 






Start 


10461 








End 


13430 




Name 


OJ991027 09 


.0207. 


C6.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


3714 








End 


4496 




GI 


none 








Score 


61 
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Exons 


3714 . . 3791, 


3715 


. . 3774, 


3768 


..3950, 3880.. 4014, 


3933. .4346, 




4356. . 4439, 


4455, 


. . 4496 












Seq. No. 


21356 








Seq. ID 


OJ991027 


_09.0207 


.C6 


Gene No. 


44641 








Strand 








Start 


10461 








End * 


13430 






Name 


OJ991027_09 


.0207 . 


.C6.ol . 


tw 


Method 


TBLASTX : 


Wheat 




Start 


3852 








End 


4277 






GI 


none 








Score 


112 






Exons 


3852. . 4277, 


3853. 


. .4035, 


3858 


..407.3, 4051.. 4119 






Seq. No. 


21356 








Seq. ID 


OJ991027 


09. 0207 


.C6 


Gene No. 


44641 








Strand 








Start 


10461 








End 


13430 






Name 


OJ991027 09 


.0207 , 


,C6.o3. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


4492 








End 


4845 






GI 


none 








Score 


147 






Exons 


4492 . . 4710, 


4500 . 


. .4730, 


4500 


..4721, 4701. .4844, 


4723. .4 


845 


Seq. No. 


21356 








Seq. ID 


OJ991027 


_09. 0207 


.C6 


Gene No. 


44641 








Strand 








Start 


10461 








End 


13430 






Name 


OJ991027 09 


.0207. 


,C6.o5. 


np 


Method 


AAT/NAP 






Start 


10461 








End 


13430 






GI 


6498436 








Score 


454 






Exons 


10461. .10579, 10844. .11127, 


11153. .11189, 13376 


. . 13430 




GI Descrip. 


(AP000815) ; 


hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


21357 








Seq. ID 


OJ991027 


09. 0207 


.C7 


Gene No. 


44642 








Strand 








Start 


31 








End 


105 






Name 


OJ991027 09 


.0207. 


C7.ol. 


gs 


Method 


GENSCAN 






Start 


31 








End 


105 






GI 


none 








Score 


.44 






Exons 


31. .105 
















Seq. No. 


21358 








Seq. ID 


OJ991027 


_09. 0207 


.C9 


Gene No. 


44643 








Strand 








Start 


9581 








End 


13596 






Name 


OJ991027 09 


.0207. 


C9.o2. 


gs 


Method 


GENSCAN 






Start 


9581 






End 


13596 






GI 


none 








Score 


.51 






Exons 


9581. .9955, 


iooie 


t. .10069, 13478. .13596 








S'eq. No. 


21358 








Seq. ID 


OJ991027 


_09.0207 


.C9 


Gene No. 


44644 








Strand 








Start 


15174 








End 


16844 






Name 


OJ991027 09 


.0207. 


C9.o3. 


tm 


Method 


TBLASTX :1 


Maize 




Start 


3510 








End 


4030 






GI 


none 








Score 


69 . 






Exons 


3510. .3608, 


3512. 


.3610, 


3524 


. .3640, 3599. .3712, 


3661. .3711, 




3708. .3812, 


3727. 


.3825, 


3812 


..4030, 3815. .4027 






Seq. No. 


21358 








Seq. ID 


OJ991027 


_09.0207 


.C9 


Gene No. 


44644 








Strand 








Start 


15174 








End 


16844 ' 






Name 


OJ991027 09 


.0207. 


C9.o2. 


tm 


Method 


TBLASTX:] 


Maize 





21714 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5019 End 5442 

none Score 261 

5019.. 5240, 5020.. 5268, 5020.. 5268, 5257.. 5331, 5268.. 5330, 

5275.. 5442, 5331.. 5441 



21358 
44644 
15174 

OJ991027_09.0207.C9.o2.tw 
5071 
none 

5071.. 5385, 5076.. 5372, 5113.. 5388 



Seq. ID OJ991027_09.0207.C9 



Strand 
End 

Method 
End 
Score 



16844 

TBLASTX: Wheat 

5388 

322 



Seq. No. 21358 Seq. ID 

Gene No. 4 4 644 Strand 

Start 15174 End 

Name OJ991027_09 . 0207 . C9 . ol . gp Method 

Start 14 972 End 

GI 10762_1.R1084 Score 

Exons 14972. .15581, 15672 
GI Descrip. 



OJ991027_09.0207.C9 

16844 
AAT/GAP 
16776 
2276 



16070, 16600. .16776 
•1928991 1.0e-125 (U92815) heat shock protein 70 precursor 
[Citrullus lanatus] ' 



Seq. No. 21358 
Gene No. 4 4 644 

Start 15174 

Name OJ991027_09 . 0207 . C9 . o3 . tw 

Start 15095 
GI none 

Exons 15095. .15121, 15102 15119, 

15295. .15393, 15297 15389, 
15434. .15460 



Seq. ID 

Strand 

End - 

Method 

End 

Score 
15159. .15221, 
15297. .15455, 



OJ991027 09. 0207. C9 



16844 

TBLASTX: Wheat 
15460 
35 

15162. .15230, 
15298. .15456, 



Seq. No. 21358 Seq. ID 

Gene No. 44644 Strand 

Start 15174 End 

Name OJ991027_09 . 0207 . C9 . o2 . ts Method 

Start 15155 • End 

GI none Score 

Exons 15155. .15208, 15160 .. 15207, 

15300. .15449, 15301. .15447 



OJ991027_09.0207.C9 
16844 

TBLASTX: Soybean 
15449 
50 

15168. .15221, 15253. .15363, 



Seq. No. 21358 
Gene No. 44644 
Start 15174 

Name OJ991027_09 . 0207 . C9 . ol . tm 

Start 15172 
GI none 

Exons 15172. .15207, 15174 .. 15221, 

15298. '.15504, 15437 .. 15556, 
15566. .15583, 15566 .. 15583, 
16599. .16727, 16599 .. 16796, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991027 09. 0207. C9 



16844 

TBLASTX: Maize 
16803 
42 

15209. .15382, 15216 .. 15527 , 
15454. .15555, 15530 .. 15574 , 
15669. .16073, 15670 .. 16074 , 
16600. .16800, 16603. .16803 



Seq. No. 21358 Seq. ID 

Gene No. 44644 Strand 

Start 15174 End 

Name OJ991027_09 . 0207 . C9 . o3 . gs Method 



OJ991027_09.0207.C9 

16844 
GENSCAN 



21715 




Start 


15174 




End 


16789 






GI 


none 




Score 


1 






Exons 


15174. .15581, 15672. 


.16070, 


16600. . 16789 






Seq. No. 


21358 




Seq. ID 


OJ991027 


_09.0207 


.C9 


Gene No. 


44644 




Strand 








Start 


15174 




End 


16844 






Name 


OJ991027 09. 0207. C9. 


ol .np 


Method 


AAT/NAP 






Start 


15177 




End 


16844 






GI 


6670931 




Score 


1377 






Exons 


15177. .15581, 15672. 


.16070, 


16600. . 16844 






GI Descrip. 


(AF074969) heat shock protein 70 [Triticum aestivum] 




Seq. No. 


21358 




Seq. ID 


OJ991027 


_09.0207 


.C9 


Gene No. 


44644 




Strand 








Start 


15174 




End 


16844 






Name 


OJ991027 09 0207 C9 


ol . tc 


Method 


TBLASTX: 


Cress 




Start 


15396 ~~ 




End 


16800 






GI 


none 




Score 


127 






Exons . 


15396. .15584, 15400. 


. 15504, 


15464. .15583, 15669 


. . 16073, 






15670 . . 16071, 15670 . 


. 16077, 


16593. .16727, 16600 


16800, 






16658. .16792 












Seq. No. 


21358 




Seq. ID 


OJ991027 


09 . 0207 


.C9 


Gene No. 


44644 




Strand 








Start 


15174 




End 


16844 






Name 


OJ991027 09 0207 C9 


ol . tw 


Method 


TBLASTX : 


Wheat 




Start 


15460 ~ 




End 


15879 






GI 


none 




Score 


152 






Exons 


15460. .15582, 15461. 


. 15583, 


15462. .15584, 15524 


15598 , 






15669. .15878, 15670. 


.15879, 


15670. .15879 






Seq. No. 


21358 




Seq. ID 


OJ991027 


09. 0207 


.C9 


Gene No. 


44644 




Strand 








Start 


15174 




End 


16844 






Name 


OJ991027 09. 0207 .C9. 


ol . ts 


Method 


TBLASTX: 


Sovbpan 




Start 


15472 — 




End 


16800 






GI 


none 




Score 


287 






Exons 


15472. .15573, 15669. 


.16073, 


15703. . 16068, 16600 


. . 16800, 






16658. .16771 


j 










Seq. No. 


21358 


Seq. ID 


OJ991027 


_09.0207 


.C9 


Gene No. 


44644 




Strand 








Start 


15174 




End 


16844 






Name 


OJ991027 09. 0207. C9. 


o4 . tw 


Method 


TBLASTX:' 


Wheat 




Start 


15885 




End 


16777 






GI 


none 




Score 


139 






Exons 


15885. .16049, 15886. 


.16050, 


16594. .16731, 16672 


. .16776, 






16688. .16777 












Seq. No. 


21359 




Seq. ID 


OJ991027 


_09.0207 


.CH 


Gene No. 


44645 




Strand 








Start 


1 




End 


2988 






Name 


OJ991027 09. 0207. C10 


. o 1 . gp 


Method 


AAT/GAP 






Start 


1 




End 


1607 






GI 


uC-osroM202001a09bl 




Score 


752 






Exons 


1..116, 694. .773, 1404. .1607 











21716 




GI Descrip. ' 399942/sp | Q02028 | HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_4 21881 jpir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA4 9147_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21359 
44645 
1 

OJ991027 
1 

399942 
1.-116, 694 

CHLOROPLAST 



OJ991027 09. 0207. CIO 



Seq. ID _ 
Strand 

End 2988 
Method AAT/NAP 
End 2988 
Score 1174 
1656, 2426.. 2988 
HEAT SHOCK-RELATED PROTEIN PRECURSOR 
gi|421881|pir| IS32818 heat shock protein, 70K, chloroplast - 
garden pea gi 1169023 (L03299) 70 kDa heat shock protein [Pisum 
sativum] gi | 871515 | emb | CAA4 9147 | (X69213) Psst70 (stress 70 
protein) [Pisum sativum] 



09.0207.C10.ol.np 



.773, 1404 
STROMA 70 KD 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21359 Seq. ID 

44645 Strand 

1 End 

OJ991027_09. 0207. C10. ol.tm Method 

1 End 

none / Score 



OJ991027_09. 0207. C10 
2988 

TBLASTX: Maize 

2885 

173 

.779, 1404. .1577, 



1..117, 3. .119, 6. .119, 694. .780, 696. 
1404. .1574, 1405. .1659, 1406. .1657, 1617. .1658, 2400. .2807, 
2423.. 2794, 2847.. 2885 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21359 Seq. ID 

44645 Strand 

1 End 
OJ991027_09 . 0207 . C10 . ol . gs Method 

694 End 

none Score 

694. .773, 1404. .1656, 2426. .2923 



OJ991027_09. 0207. C10 

2988 
GENSCAN 
2923- 
.91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21359 
44645 
1 

OJ991027_09. 0207. C10. ol.ts 
694 

none ■ 



Seq. ID OJ991027_09. 0207. C10 
Strand 
End 

Method 
End 
Score 



2988 

TBLASTX : Soybean 

2771 

'63 



694. .780, 1405. .1467, 1409. .1447, 1421. .1639, 1450. .1656, 
2543. .2641, 2645. .2770, 2658. .2771 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21359 Seq. ID 

44645 Strand 

1 End 

OJ991027_09. 0207. C10. ol.tw . Method 

695 End 

none Score 



OJ991027_09. 0207. C10 
2988 

TBLASTX: Wheat 

2831 

74 



695. .751, 696. .764, 697. .780, 1405. .1452, 1406. .1438, 

1459. .1656, 1460. .1657, 2423. .2458, 2528. .2641, 2637. .2765, 

2637. .2696, 2645. .2767, 2793. .2831 



21717 



Seq- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21359 
44645 
1 

OJ991027_09. 0207. CIO. ol.tc 

696 

none 

696.-779, 697.. 780, 697.. 780, 
1405.. 1659, 1406.. 1657, 2397. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1404. .1646, 
2795, 2423. 



OJ991027 09. 0207. C10 



2988 

TBLASTX: Cress 
2795 
71 

1404. .1574, 
2794 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991027 09. 0207. C10 



2988 
AAT/GAP 
2790 
649 



21359 
44645 
1 

OJ991027_09. 0207. C10. o2.gp 
2462 
5005162 
2462. .2790 

399942/sp|Q02028|HS7S_PEA 4.0e-48 CHLOROPLAST STROMA 70 KD HEAT 

SHOCK-RELATED PROTEIN PRECURSOR >gi_421881_pir S32818 heat 

shock protein, 70K, chloroplast - garden pea >gi_169023 (L03299) 
70 kDa heat shock protein [Pisum sativum] 

>gi_871515_emb_CAA4 9147_ (X69213) Psst70 (stress 70 protein) 
[Pisum sativum] 



Seq. No. 21360 Seq. ID 

Gene No. 44 646 Strand 

Start 583 End 

Name OJ991027_09 . 0207 . Cll . ol . gs Method 

Start 583 - End 

GI none Score 

Exons 583.. 684 



OJ991027_09. 0207. Cll 
+ 

684 

GENSCAN 

684 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21360 Seq. ID 

44647 Strand 

3648 End 

OJ991027_09. 0207. Cll. ol.np Method 

3648 End 

3023947 Score 



OJ991027_09. 0207. Cll 
+ 

10792 
AAT/NAP 
7189 
169 



3648.. 3674, 4933. . 5091, 7156. . 7189 

PROBABLE HISTONE DEACETYLASE (RPD3 HOMOLOG) gi 12665840 
(AF035815) putative histone deacetylase RPD3 [Zea mays] 



Seq. No. 


21360 




Seq. ID 


OJ991027 


Gene No. 


44647 




Strand 


+ 


Start 


3648 




End 


10792 


Name 


OJ991027 09.0207. 


Cll.o2.np 


Method 


AAT/NAP 


Start 


5460 




End 


7494 


GI 


4102839 




Score 


41 


Exons 


5460.. 5595, 6579. 


.6646, 7393. 


.7494 




GI Descrip. 


(AF016713) LeOPTl 


[Lycopersicon esculentum] 


Seq. No. 


21360 




Seq. ID 


OJ991027 


Gene No. 


44647 




Strand 


+ 


Start 


3648 




End 


10792 v ": • 


Name 


OJ991027 09.0207. 


Cll.ol.gp 


Method 


AAT/GAP 


Start 


6020 




End 


9462 


GI 


7430 1.R1084 




Score 


2962 


Exons 


6020.. 6129, 7775. 


.8262, 8335. 


.8706, 8915.. 9462 



21718 



GI Descrip. ' 399015/sp | P31691 1 ADT_ORYSA 1.0e-145 ADP, ATP CARRIER PROTEIN 
PRECURSOR (ADP/ATP TRANSLOCASE) (ADENINE NUCLEOTIDE 
TRANSLOCATOR) (ANT) >gi_218145_dbj_BAA02161_ (D12637) ATP /ADP 
translocator [Oryza sativa] 1 



Seq. No. 


21360 








Seq. ID 


OJ991027_09. 0207. Cll 


Gene No. 


44647 








Strand 


+ 


Start 


3648 








End 


10792 


Name 


OJ991027 09 


.0207 


.Cll.o3 


.gs 


Method 


GENSCAN 


Start 


7789 








End 


10792 


GI 


none 








Score 


.77 


Exons 


7789. .8262, 


8335 


. .8706, 


8915 


..9182, 10464. .10792 


Seq. No. 


21360 








Seq. ID 


OJ991027_09. 0207. Cll 


Gene No. 


44647 








Strand 


+ 


Start 


3648 








End 


10792 


Name 


OJ991027 09 


.0207 


.Cll.o3 


-np 


Method 


AAT/NAP 


Start 


7792 






End 


9208 


GI 


2842480 








Score 


1423 


Exons 


77 92. .82 62, 


8335 


. .8706, 


8915 


. .9208 




GI Descrip. 


(AL021749) ADP, ATP carrier- 


like protein [Arabidopsis thaliana] 


Seq. No. 


21360 








Seq. ID 


OJ991027_09. 0207. Cll 


Gene No. 


44648 








Strand 




Start 


3407 








End 


6094 


Name 


OJ991027 09 


. 0207 


.Cll .o2 


. gs 


Method 


GENSCAN 


Start 


3407 _ 








End 


6094 


GI 


none 








Score 


.52 


Exons 


3407 . . 3559, 


3592 


. . 3735, 


3771 


..3926, 4744. .5197, 5540. .5635, 




5790. .5889, 


5989 


. .6094 








Seq. No. 


21360 








Seq. ID 


OJ991027_09. 0207. Cll 


Gene No. 


44649 








Strand 




Start 


'18678- 








End 


19467 


Name 


OJ99102.7 09 


.0207 


-Cll.o3 


.ts 


Method 


TBLASTX: Soybean 


Start 


4932 








-"- End 


5073 


GI 


none 








Score 


217 


Exons 


4932. .5072, 


4933 


. .5073 








Seq. No. 


21360 








Seq. ID 


OJ991027_09. 0207. Cll 


Gene No. 


44649 








Strand 




Start 


18678 








End 


194 67 : 


Name 


OJ991027 09 


.0207 


.Cll.o3 


.tc 


Method 


TBLASTX : Cress 


Start 


4932 








End 


5073 


GI 


none 








Score 


217 


Exons 


4932. .5072, 


4933 


. .5073 








Seq. No. 


21360 








Seq. ID 


OJ991027_09. 0207. Cll 


Gene No. 


44649 








Strand 




Start 


18678 








End 


19467 


Name 


OJ991027 09 


.0207 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


7776 








End 


9216 ■ 


GI 


none 








Score 


624 


Exons 


7776. .8258, 


7777 


. .8271, 


7960 


..8280, 8114. .8281, 8332. .8706, 




8333. .8407, 


8333 


. .8707, 


8335 


..8706, 8520. .8711, 8871. .9101, 




8911. .9102, 


8912 


. .9193, 


8941 


..9192, 9168. .9206, 9169. .9216 



21719 



Seq. No. 21360 
Gene No. 44 649 

Start 18678. 

Name OJ991027_09 . 0207 . Cll . ol . ts 

Start 7789 
GI none 

Exons 7789.. 7866, 7909.. 8271, 7956. 

8326.. 8415, 8327.. 8407, 8331. 
8912.. 9193, 8912.. 9052, 8913. 



Seq. ID OJ991027_09. 0207. Cll 
Strand 

End 194 67 

Method TBLASTX : Soybean 

End 9193 

Score 64 

.8258, 7975. .8277, 8114. .8278, 
.8672, 8335. .8712, 8458. .8712, 
.9098, 8941.. 9192 



Seq. No. 21360 
Gene No. 44649 
Start 18678 

Name OJ991027_09 . 0207 . Cll . ol . tc 

Start 7971 
GI none 

Exons 7971.. 8264, 7972.. 8265, 8291. 

8529. .8672, 8535. .8708, 8536. 
8912. .9052, 8941. .9192 * 



Seq. ID OJ991027_09. 0207. Cll 
Strand 

End 194 67 

Method TBLASTX : Cress 
End 9193 
Score 421 

.8407, 8327. .8527, 8332. .8508, 
.8709, 8536.. 8712, 8909.. 9193, 



Seq. No. 21360 

Gene No. 44649 

Start 18678 

Name OJ991027_09 . 0207 .Cll . o3 . tw 

Start 7974 

GI none 

Exons 7974.. 8198, 8001.. 8198, 8002. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.8199, 8117. .8200 



OJ991027_09. 0207. Cll 
19467 

TBLASTX: Wheat 
8200 
134 



Seq. No. 21360 
Gene No. 44649 
Start 18678 

Name OJ991027_09 . 0207 . Cll . ol . tw 

Start 8218 
GI none 

Exons 8218.. 8280, 8220.. 8264, 8221. 

8330.. 8707, 8335.. 8706, 8535. 
8941. .9192 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991027 09. 0207. Cll 



19467 

TBLASTX: Wheat 
9193 
63 

8271, 8306. .8407, 8329.-8472, 
8708, 8912.. 9193, 8913.. 9101, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21360 Seq. ID 

44649 Strand 

18678 End 

OJ991027_09. 0207. Cll. o2.tc Method 

12742 End 

none Score 



OJ991027_09. 0207. Cll 
19467 

TBLASTX: Cress 
-13372 
174 



12742. .13113, 12756. .13058, 13118 .. 1318.6, 13119 13187 , 
13193. .13288, 13206 .. 13286, 13343.. 13372 



Seq. No. 21360 

Gene No. 44649 

Start 18678 

Name . OJ991027_09 . 0207 . Cll . o2 . ts 

Start 12748 

GI none 

Exons 12748. .13059, 12756.. 13058 



Seq. ID OJ991027_09. 0207. Cll 
Strand 

End 19467 

Method TBLASTX : Soybean 

End 13059 

Score 155 



Seq; No. 
Gene No. 



21360 
44649 



Seq. ID 
Strand 



OJ991027 09. 0207. Cll 



21720 



Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18678 End 19467 

OJ991027_09.0207.Cll.o4.np Method AAT/NAP 
18678 ■ End 19467 

4585985 Score 263 

18678.. 19467 

(AC005287) Hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ991027_09.0207.C11 
Strand 

End 194 67 

Method TBLASTX : Maize 
End 19250 
Score 106 
19080, 18892. .19083, 18893 .. 19084 , 19078 19161 , 
19144, 19140. .19250, 19156.. 19242 



21360 
44649 
18678 

OJ991027_09.0207.Cll.o2.tm 
18892 
none 
18892. 
19079. 



Seq. No. 


21360 . 


Seq. ID 


OJ991027J39.0207 


-Cll 


Gene No. 


44649 


Strand 






Start 


18678 


End 


19467 




Name 


OJ991027 09.0207.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


19090 


End 


19466 




GI 


none 


Score " > 


61. 




Exons 


19090. .19161, 19091. .19165, 


1914 0. .19250, 19141. .19242, 






19250. .19312, 19255. .19326, 


19318. .19401, 19319. .19402, 






19398. .19466 








Seq. No. 


21361 


Seq. ID 


OJ991027_09.0207 


.C12 


Gene No. 


44650 


Strand 


+ 




Start 


1 


End 


759 




Name 


OJ991027 09.0207.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


687 




GI 


6862956 


Score 


394 




Exons 


1. . 687 








GI Descrip. 


(AC019018) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


21361 


Seq. ID 


OJ991027_09.0207 


.C12 


Gene No. 


44650 


Strand 


+ 




Start 


1 


End- 


759 




Name 


OJ991027 09.0207.C12.ol.gs 


Method 


GEN SCAN 




Start 


70 


End 


759 




GI 


none 


Score 


.72 




Exons 


70. .451, 599. .759 








Seq. No. 


21361 


Seq. ID 


OJ991027_09.0207 


.C12 


Gene No. 


44651 


Strand 


+ 




Start 


3226 


End 


3665 




Name 


OJ991027 09.0207.C12.o2.gs 


Method 


GENSCAN 




Start 


3226 


End 


3665 




GI 


none 


Score 


.45 




Exons 


3226.. 3279, 3639.. 3665 








Seq. No. 


21361 


Seq. ID 


OJ991027_09.0207 


.C12 


Gene No. 


44652 


Strand 


+ 




Start 


4097 


End 


5780 




Name 


OJ991027 09.0207.C12.o2.np 


Method 


AAT/NAP 




Start 


4097 


End 


5441 




GI 


6630699 


Score 


87 





21721 



Exons 4097.. 4154, 5361.. 5441 

GI Descrip. (AP000969) hypothetical protein [Oryza sativa] 

gi | 6721536 | dbj | BAA89566 . 1 1 (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 21361 

Gene No. 44 652 

Start 4097 

Name OJ991027_09 . 0207 . C12 . o3 . gs 

Start 4457 

GI none 

Exons 4457 . .4553, 



4965. .5177, 5624, 



Seq. ID OJ991027_09.0207.C12 

Strand + 

End 5780 

Method GENS CAN 

End 5780 

Score .54 
.5780 



Seq. No. 


21361 


Seq. ID 


OJ991027_09.0207 


.C12 


Gene No. 


44653 


Strand 






Start 


5581 


End 


5721 




Name 


OJ991027_09. 0207 .C12.ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 


End 


384 




GI 


none 


Score 


131 




Exons 


1..147, 5. .127, 21. .152, 14o. 


.384, 160 


..378, 170.. 379,- 




Seq. No. 


21361 


Seq. ID 


OJ991027_09.0207 


.C12 


Gene No. 


44653 


Strand 






Start 


5581 


End 


5721 




Name 


OJ991027 09.0207.C12.ol.tm 


Method 


TBLASTX: Maize 




Start 


223 


End 


576 




GI 


none 


Score 


491 




Exons 


223. .576, 236. .508, 267. .575 








Seq. No. 


21361 


Seq. ID 


OJ991027_09.0207 


.C12 


Gene No. 


44653 


Strand 






Start 


5581 


End 


5721 




Name 


OJ991027 09.0207.C12.o3.np 


Method 


AAT/NAP 




Start 


5581 


End 


5721 




GI 


5922620 


Score 


175 




Exons 


5581. .5721 








GI Descrip. 


(AP000492) EST D15357 (C0514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 





gi| 6016853 | dbj IBAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


21362 




Seq. ID 


OJ991027 


Gene No. 


44654 




Strand 


+ 


Start 


1944 




End 


4309 


Name 


OJ991027 09.0207.C13.ol 


.np 


Method 


AAT/NAP 


Start 


1944 




End 


3351 


GI 


6721512 




Score 


56 


Exons 


1944.. 2052, 3318.. 3351 








GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


'21362 




Seq. ID 


OJ991027 


Gene No. 


44654 




Strand 


+ 


Start 


1944 




End 


4309 


Name 


OJ991027 09.0207.C13.ol 


.gs 


Method 


GENSCAN 


Start . 


1987 




End 


2947 


GI 


none 




Score 


.56 
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Exons 


1987.. 2178, 2351.. 2429, 2452. 


.2471, 2879.-2947 


Seq. No. 


21362 


Seq. ID 


OJ991027_09.0207.C13 


Gene No. 


44654 


Strand 


+ 


Start 


1944 


End 


4309 


Name 


OJ991027 09.0207.C13.o2.np 


Method 


AAT/NAP 


Start 


2325 


End 


4309 


GI 


5139348 


Score 


144 


Exons 


2325.. 2471, 2861.. 2969, 3106. 


.3178, 3729.-3864, 4079.. 4309 


GI Descrip.- 


(AJ007046) [acyl-carrier protein] S-malonyltransf erase [Brass 




napus] 






Seq. No. 


21363 


Seq. ID 


OJ991217_08.0202.C2 


Gene No. 


44655 


Strand 




Start 


548 


End 


634 


Name 


OJ991217 08.0202.C2.ol.gs 


Method 


GEN SCAN 


Start 


548 


End 


634 


GI 


none 


Score 


.63 


Exons _ 


548. .634 






Seq. No. 


21364 


Seq. ID 


OJ991217_08.0202.C3 


Gene No. 


44656 


Strand 


+ 


Start 


2336 


End 


6884 


Name 


OJ991217 08.0202.C3.o2.gs 


Method 


GENSCAN 


Start 


2336 


End 


6755 


GI 


none 


Score 


.87 


Exons 


2336.. 2420, 2426.. 2730, 2850. 


.2949, 4006. .4220, 4381. .4464, 




5649.. 5702, 6558.. 6755 






Seq. No. 


21364 


Seq. ID 


OJ991217 08. 0202. C3 


Gene No. 


44656 


Strand 


+ 


Start 


2336 


End 


6884 


Name 


OJ991217 08.0202.C3.ol.np 


Method 


AAT/NAP 


Start 


2632 


End 


6740 


GI 


4115936 


Score 


916 


Exons 


2632.. 2730, 2850.. 2949, 4006. 


.4220, 4381.. 4464, 5649.. 5702, 




6558. .6740 






GI Descrip. 


(AF118223) No definition line 


•found [Arabidopsis thaliana] 


Seq. No. 


21364 


Seq. ID 


OJ991217_08.0202.C3 


Gene No. 


44656 


Strand 


+ 


Start 


2336 


End 


6884 


Name 


OJ991217 08.0202.C3.ol.gp 


Method 


AAT/GAP 


Start 


4405 


End 


6884 


GI 


uC-osflcypll2c08al 


Score 


801 


Exons 


4405. .4464, 5649. .5702, 6558. 


.6884 




GI Descrip. 


»4115936/gb|AAD03446.1| l.Oe- 


32 (AF118223) No definition line 




found [Arabidopsis thaliana] 1 






Seq. No. 


21364 


Seq. ID 


OJ991217_08.0202.C3 


Gene No. 


44657 


Strand 


+ 


Start 


7901 


End 


9211 


Name 


OJ991217 08.0202.C3.o2.np 


Method 


AAT/NAP 


Start 


7901 


End 


9211 


GI 


2809252 


Score 


967 


Exons 


7901. .9211 







GI Descrip. (AC002560) F21B7.21 [Arabidopsis thaliana] 
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Seq. No. 21364 

Gene No. 44 658 

Start 12611 

Name OJ991217_08 . 0202 . C3 . o2 . gp 

Start 12611 

GI none 

Exons 12611. .12742, 12858.. 13127 



Seq. ID OJ991217_08.0202.C3 

Strand + 

End 13127 

Method AAT/GAP 

End 13127 

Score 752 



Seq. No. 21364 Seq. ID. 

Gene No. 44659 Strand 

Start 17 End 

Name OJ991217_08 . 0202 . C3 . ol . gs Method 

Start 17 End 

GI none Score 

Exons 17.. 339, 426.-599 



OJ991217_08.0202.C3 
599 

GEN SCAN 

599 

.83 



Seq. No. 21364 
Gene No. > 44660 

Start 13699 * ■ - 
Name OJ991217_08 . 0202 . C3 . o2 . tm 
Start 2568 
GI none 

Exons 2568.. 2729, 2569 2733, 2788 . 

4004. .4240, 4007. .4240, 4038. 

4376. .4465, 5648. .5698, 5649. 

6538..67S6, 6557. .6658, 6558. 

6767..6862, 6770.. 6862, 6772. 



Seq. ID OJ991217_08.0202.C3 
Strand 

End 13953 
Method TBLASTX : Mai ze 
End 6942 
Score 203 

.2952, 2841. .2948, 2847. .2963, 
.4241, 4150. .4248, 4342. .4467, 
.5702, 5650.. 5703, 6509.. 6679, 
.6755, 6558.. 6770, 6680.. 6760, 
.6864, 6850.. 6942, 6872.. 6892 



Seq. No. 21364 
Gene No. 44660 
Start 13699 

Name OJ991217_08 . 0202 .C3 . ol . tw 

Start 2583 
GI none 

Exons 2583.-2729, 2632.-2733, 2841. 

4038. .4241, 4147. .4254, 4342. 
4382. .4441 



Seq. ID OJ991217_08.0202.C3 
Strand 

End 13953 
Method TBLASTX : Wheat 
End 4441 
Score 169 

.2960, 2847. .2963, 4004. .4240, 
.4440, 4350. .4421, 4376. .4441, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21364 
44660 
13699 

OJ991217 08.0202.C3.o2.tc 



OJ991217 08. 0202. C3 



Seq. ID 
Strand 
End 

_ Method 
2631 End 
none Score 
2631. .2729, 2632. .2733, 2847. .2963, 2847.-2948, 4004 
4006. .4080, 4038. .4223, 4153. .4248, 4342.-4467, 4381 



13953 

TBLASTX: Cress 

4467 

165 



4240, 
4467 



Seq. No. 21364 
Gene No. 44 660 

Start 13699 

Name OJ991217_08 . 0202 . C3 . o2 . ts. 

Start 2631 
GI none 
Exons 2631.. 2729, 

4009. .4074, 

4342. .4467, 



2632.. 2733, 2841. 
4038. .4223, 4153. 
4381. .4455, 5649. 



Seq. ID OJ991217_08.0202.C3 
Strand 

End 13953 

Method TBLASTX : Soybean 

End 6707 

Score 160 

.2960, 2850. .2963, -4004. .4240, 
.4254,' 4308. .4334, 4341. .4421, 
.5702, 6554. .6658, 6557. .6679, 
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6558.. 6695, 6642.. 6707 



Seq. No. 


21364 






Seq. ID 


OJ991217_08.0202. 


C3 


Gene No. 


44660 






Strand 






Start 


13699 






End 


13953 




Name 


OJ991217 08 


.0202 


.C3".,Ql..tc 


Method 


TBLASTX: Cress 




Start 


8150 






End 


8869 




GI 


none 






Score 


68 




Exons 


8150. .8290, 


8411 


..8749, 8440. 


.8754, 8486. .8761, 8621. .8815 




8756. .8869 












Seq. No. 


21364 






Seq. ID 


OJ991217_08.0202. 


C3 


Gene No. 


44660 






Strand 






Start 


13699 






End 


13953 




Name 


OJ991217 08 


.0202 


.C3.ol.tm 


Method 


TBLASTX: Maize 




Start 


8174 






End 


9196 




GI 


none 






Score 


88 




Exons 


.8174 . .8308,. 


.8420 


. .8554, . 8440. 


.8754, 8 


456. .8776, 8456. .9196 






8585 


, .-874.6 ;. , 




**■" '"■ • : 


















Seq. No. 


21364 






Seq. ID 


OJ991217_08'.'0202. 


C3 


Gene No. 


44660 






Strand 


~ 




Start 


13699 






End 


13953 




Name 


OJ991217 08 


0202 


.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


8417 






End 


8890 




GI 


none 






Score 


256 




Exons 


8417. .8890 












Seq. No. 


21364 






Seq. ID 


OJ991217_08.0202. 


C3 


Gene No. 


44660 






Strand 


— 




Start 


13699 






End 


13953 




Name 


OJ991217 08 


0202 


.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


8768 






End 


9199 




GI 


none 






Score 


336 




Exons 


8768. .9199, 


8785 


. .9198 








Seq. No. 


21364 






Seq. ID 


OJ991217_08.0202. 


C3 


Gene No. 


44660 






Strand 






Start 


13699 






End 


13953 




Name 


OJ991217 08 


0202 


.C3.o3.tc 


Method 


TBLASTX: Cress 




Start 


8885 






End 


9193 




GI 


none 






Score 


199 




Exons 


8885. .9193, 


8887 


..9186 








Seq. No. 


21364 






Seq. ID 


OJ991217_08.0202-. 


C3 


Gene No. 


44660 






Strand 






Start 


13699 






End 


13953 




Name 


OJ991217 08. 


0202 


.C3.o3.ts 


Method 


TBLASTX : Soybean 




Start 


12524 






End 


12660 




GI 


none 






Score 


190 




Exons 


12524. .12649, 12544. .12660 








Seq. No. 


21364 






Seq. ID 


OJ991217_08.0202. 


C3 


Gene No. 


44660 






Strand 






Start 


13699 






End 


13953 




Name 


OJ991217 08. 


0202 


.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


12527 






End 


12920 
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GI 

Exons 



none Score 268 

12527. .12721, 12528 .. 12668, 12529 127 14 , 12624, 
12847. .12897, 12891.. 12920 



,12728, 



Seq. No. 21364 

Gene No. 44660 

Start 13699 

Name OJ991217_08 . 0202 . C3 . o4 . gs 

Start 13699 

GI none 

Exons 13699. .13953 



Seq. ID OJ991217_08.0202.C3 
Strand 

End 13953 

Method GENSCAN 

End 13953 

Score . 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21365 
44661 
1 

OJ991217_08.0202.C4.ol.np 

1 • 

4432864. 



Seq. ID OJ991217_08.0202.C4 

Strand + 

End 3260 

Method AAT/NAP 

End 3260 

Score 674 



. 1:.45, 1.562. ..1699," 1794. .1927, 2-311.. 2456, 2626, .2705,. . 
2990.- .3260* * ' V ' . ' " 



GI Descrip. (AC006300) hypothetical protein ..[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21365 
44661 
1 

OJ991217_08 . 0202 . C4 . ol . gp 
1087 

14557 1.R1084 



Seq. ID OJ991217_08.0202.C4 

Strand -+ 

End 3260 

Method AAT/GAP 

End 3105 

Score 1472 



1087. .1287, 1563. .1699, 1794. .1927, 2311. .2456, 2626. .2705, 
2990.. 3105 

* 4432864/gb | AAD20712 | 2.0e-68 (AC006300) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 21365 

Gene No. 44 661 

Start 1 

Name OJ991217_08 . 0202 . C4 . ol . gs 

Start 1207 

GI ' none 

Exons 



Seq. ID OJ991217_08.0202.C4 
Strand + 
End 32 60 

Method . GENSCAN 
End 3247 
Score .83 v 

1207. .1287, 1625. .1699, 1794. .1927, 2311. .2456, 2626. .2705, 
2990. .3247 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21365 
44661 
1 

OJ991217_08 . 0202 . C4 . ol . tm 

1562 

none 



Seq. ID OJ991217_08.0202.C4 

Strand + 

End 3260 

Method TBLASTX : Maize 

End 2350 

Score 202 

1562. .1699, 1562. .1699, 1793. .1921, 1797. .1928, 1809. .1931, 
1810. .1932, 2306. .2350 



21365 
44661 
1 

OJ991217_08 . 0202 . C4 . o2 . tm 

2350 

none 



Seq. ID OJ991217_08.0202.C4 

Strand " + 

End 3260 

Method TBLASTX : Mai ze 

End 3193 

Score ■ 180 
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Exons 



2350.. 2436, 2351.. 2461, 2351.. 2455, 2353.. 2466, 2625.. 2711, 
2628. .2705, 2629. .2706, 2975. .3187, 2981. .3097, 2988. .3137, 
3022.. 3189, 3137.. 3193 



Seq. No. 21366 

Gene. No. 44 662 

Start 1 

Name OJ991217_08 . 0202 . C5 . ol . np 

Start 1 

GI , 4432864 
Exons 



Seq. ID OJ991217_08.0202.C5 

Strand + 

End 4005 

Method AAT/NAP 

End 3789 

Score 787 



1.-184, 660. .782, 1480. .1601, 1673. .1742, 1981. .2073, 
2440. .2567, 2696. .2837, 3709. .3789 
GI Descrip. (AC006300) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start. - 

GI ; 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21366 
44662 
1 

OJ991217_08.0202.C5.ol.gp 
112 

uC-osflcypilla08bl/ 



Seq. ID 
Strand 
End 

Method 
End.. . 
Score 

112.. -184, 660.. 782, 1480.. 1601, 1673. 
■ 4432864/gb|AAD20712| 9.0e-52 (AC006300) hypothetical protein 
[Arabidopsis thaliana] * 



OJ991217_08.0202.C5 
+ 

4005 
AAT/GAP 
2048 - 
793 

,1742, 1981. .2048 



21366 
44662 
1 

OJ991217_08.0202.C5.ol.gs 

660 

none 



Seq. ID OJ991217_08.0202.C5 

Strand + 

End 4005 

Method GEN SCAN 

End 3840 

Score .83 



660. .782, 1981. .2073, 2440. .2567, 2696. .2837, 3709. .3840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21366 Seq. ID 

44662 Strand 
1 End 
0 J991217JD8 . 0202 . C5 . o2 . gp Method 
2494 . End 

38316_1.R1084 Score 
2494.. 2567, 2696.. 2837, 3709.. 4005 

'4432864/gb|AAD20712| 6.0e-25 (AC006300) hypothetical protein 
[Arabidopsis thaliana] ' 



OJ991217_08.0202.C5 
+ 

4005 
AAT/GAP 
4005 
969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



21366 Seq. ID 

44663 Strand 
4963 End 7545 

OJ991217_08.0202.C5.o3.gp Method AAT/GAP 

4963 End 7545 

979JL.R1084 Score 2257 

4963. .5306, 5537. .5668, 5968. .6081, 6907. .7545 
f 2292978/emb|CAA71303.1| 1.0e-158 (Y10253) 
pantoate--beta-alanine ligase_ [Oryza sativa] 1 



OJ991217 08. 0202. C5 



21366 ' Seq. ID 

44663 Strand 

4 963 End 

OJ991217_08.0202.C5.o2.np Method 

5187 End 



OJ991217_08.0202.C5 

7545 

AAT/NAP 

7479 
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GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI . 

Exons 



2292978 Score 1385 

5187.. 5306, 5537.. 5668, 5968.. 6077, 6904.. 7479 
(Y10253) pantoate — beta-alanine ligase [Oryza sativa] 



21366 
44664 
8650 

OJ991217_08.0202.C5.o4 .tm 
.1977 
none 

1977.. 2036, 1977.. 2072, 1978. 
2438.-2566, 2693. .2836, 2693. 
3708.. 3842, 3709.. 3768 



Seq. ID OJ991217_08.0202.C5 
Strand 

End 11224 
Method TBLASTX : Mai ze 
End 3842 
Score 91 

.2073, 2437. .2565, 2437. .2559, 
.2836, 2694. .2846, 2694. .2840, 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



21366 
44664 
8650 

OJ991217_08 . 0202 . C5 . o3 . tw 

2700 

none" 



Seq. ID OJ991217_08.0202.C5 
Strand 
End 

Method . 
End " 
Score %? 



11224 

TBLASTX: Wheat 

3786 

178 



2700.. 2846, 2700.. 2840, 3709.. 3768, 3709.. 3786 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21366 
44664 
8650 

OJ991217_08. 

6997 

none 

6997. .7092, 
7423. .7458 



0202.C5.o2.ts 



Seq. ID 
Strand 
'End 
Method 
End 
Score 



OJ991217_08.0202.C5 
11224 

TBLASTX : Soybean 

7461 

98 



6998. .7102, 7166. .7312, 7198. .7299, 7291. .7461, 



OJ991217 08. 0202. C5 



Seq. No. 21366 Seq. ID 

Gene No. 4 4 664 Strand- 

Start 8650 End 

Name OJ991217_08 . 0202 . C5 . o2 . tm Method 

Start 7027 End 

GI none Score 

Exons 7027. .7113, 7028. .7111, 7153. .7308, 7163 .. 7309, .7294 .. 7476, 
7354.. 7485 



11224 

TBLASTX: Maize 

7485 

105 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 



21366 
44664 
8650 

OJ991217_08 . 0202 . C5 . o4 . 
8650 

2706_1.R1084 

8650. .9018, 9118. .9257, 



Seq. ID 
Strand 
End 

gp Method 
End 
Score 
9334. .9426, 



OJ991217_08.0202.C5 

11224 
AAT/GAP 
9881 
1216 
9814. .9881 



'549986 2.0e-44 (U13149) possible apospory-associated protein 
[Pennisetum ciliare] 1 



21366 
44664 
8650 

OJ991217_08.0202.C5.ol.tc 

8919 

none 



Seq. ID OJ991217_08 .0202.C5 



Strand 
End 

Method 

End 

Score 



11224 

TBLASTX: Cress 

10486 

65 



8919. .9017, 8926. .9018, 9117. .9266, 9117. .9236, 9118. .9258, 
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9138.. 9266, 9310.. 9465, 9335. .9439, 9790.. 9852, 9791.. 9841, 
9943.. 10005, 9947.. 9994, 10088 .. 10330, 10114 .. 1034 1, 
10402. .10485, 10415. ..10486 



Seq. No. 


21366 




Seq. ID 


OJ991217_08.0202.C5 


Gene No. 


44664 




Strand 




Start 


8650 




End 


11224 


Name 


OJ991217 08. 


0202. 


C5.ol.tw Method 


TBLASTX: Wheat 


Start 


8919 




End 


9266 


GI 


none 




Score 


101 


Exons 


8919 9011, 


8919. 


.9017, 9103. .9258, 9117. .9266, 9117. .9179 


Seq. No. 


21366 




Seq. ID 


OJ991217_08.0202.C5 


Gene No. 


44664 




Strand 




Start 


8650 




End 


11224 


Name 


OJ991217 08. 


0202. 


C5.o3.tm Method 


TBLASTX: Maize 


Start 


8919 




End 


9228 


GI 


none 




Score 


83 


Exons 


8919. .9017, 


8925. 


.9011-.,/ 8926. .9018,. 9109.. 9228, 9117.. 9227, 




9117". .9227, ' 


9118: 


.9228 - • 




Sea No 


21366 




Seq. ID 


.OJ991217_08.0202.C5 


Gene No. 


44664 




Strand 




Start 


8650 




End 


11224 


Name 


OJ991217 08. 


0202. 


C5.ol.ts Method 


TBLASTX : Soybean 


Start 


8919 




End 


10495 


GI 


none 




Score 


108 


Exons 


8919. .9017, 


9109. 


.9258, 9117. .9266, 9117. .9236, 9138. .9266, 




9310. .9441, 


9332. 


.9439, 9790. .9852, 9815. .9838, 9934. .10005, 




9947. .9997, 


10091 


..10330, 10114.. 10341 


, 10399. .10494, 




10406. .10495 






Seq. No. 


21366 




Seq. ID 


OJ991217_08.0202.C5 


Gene No. 


44664 




Strand 




Start 


8650 




End 


11224 


Name 


OJ991217 08. 


0202. 


C5.o3.np Method 


AAT/NAP 


Start 


8922 




End 


11006 


GI 


5830787 




Score 


802 


Exons 


" 8922. .9018/ 


9118. 


.9257, 9334. .9426, 9814. .9994, 10100 .. 10485, 




10819. .11006 






GI Descrip. 


(AL117188) ankyrin repeat-containing protein 2 [Arabidopsis 




thaliana] 








Seq. No. 


21366 




Seq. ID 


OJ991217_08.0202.C5 


Gene No. 


44664 




Strand 




Start 


8650 




End 


11224 


Name 


OJ991217 08. 


0202. 


C5.ol.tm Method 


TBLASTX: Maize 


Start 


9228 




End 


10863 


GI 


none 




Score 


39 


Exons 


9228. .9260, 


9310. 


.9480, 9334. .9444, 9796..9852, 9806. .9853, 




9940. .10005, 


9941 


..9994, 10079. . 10330, 


10114. .10344, 




10396. .10494 


, 10397. .10486, 10819.. 10863 


Seq. No. 


21366 




, Seq. ID 


OJ991217_08.0202.C5 


Gene No. 


44664 




Strand 




Start 


8650 




End 


11224 


Name 


OJ991217 08. 


0202. 


C5.o2.tw Method 


TBLASTX: Wheat 



21729 



Start 
GI 

Exons 



9814 End 10290 

none Score 57 

9814.. 9852, 9815.. 9853, 9946.. 10005, 9947.. 9994, 10088 .. 10282 , 
10114. .10290 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21366 
44664 
8650 

OJ991217_08 . 0202 . C5 . o5 . gp 
9929 

7582 1.R1084 



OJ991217 08. 0202. C5 



Seq. ID 
Strand 

End 11224 
Method AAT/GAP 
End 11224 
Score 1327 

9929. .9994, 10100 .. 10485, 10819. . 10958, 11074. .11224 

•4205079 2.0e-46 (U70425) ankyrin repeat-containing protein 2 

[Arabidopsis thaliana] 1 



Seq. No. 


21367 




Seq. ID 


OJ991217_ 


08 . 0202 .C6 


Gene No. 


44665 




Strand 


+ 




Start 


5774 




..End 


612.4 




Name 


OJ991217 08.0202-.C6. 


o3.gp 


Method 


AAT7GAP 




Start 


-5774 ■ 


■End. 


6124 




GI 


3762722 




Score 


650 




Exons 


5774. .6124 










Seq. "No. 


21367 




Seq. ID 


OJ991217_ 


08. 0202. C6 


Gene No. 


44666 




Strand 


+ 




Start 


6070 




End 


11799 




Name 


OJ991217 08. 0202. C6. 


ol . np 


Method 


AAT/NAP 




Start 


6070 




End 


11799 




GI 


4678197 




Score 


1859 




Exons 


6070.. 6122, 7539.. 8834, 8862 


..9734, 9913. .9954, 


10018. .11799 


Cji uescrip. 


(AC007134) putative 


retroelement pol polyprotein 


[Arabidopsis 




thaliana] 










Seq. No. 


21367 




Seq. ID 


OJ991217_ 


08. 0202. C6 


Gene No. 


44667 




Strand 


+ 




Start 


21015 




End 


25816 




Name 


OJ991217 08. 0202. C6. 


o2 . np 


Method 


AAT/NAP 




Start 


21015 




End 


25553 




GI 


6434942 




Score 


443 




Exons 


21015. .21076, 22225. 


.22458, 


23178. .232 


85, 23375. 


.23479, 




23583.-23639, 23720. 


.23834, 


24467. .24936, 25022. 


.25071, 




25160. .25243, 25338. 


.25553 








GI Descrip. 


(AF145315) hypothetical 55kDa protein 


[Drosophila melanogaste 


Seq. No. 


21367 




Seq. ID 


OJ991217_ 


08. 0202. C6 


Gene No. 


44667 




Strand 


+ 




Start 


21015 




End 


25816 . 




Name 


OJ991217 08. 0202. C6. 


o4 .gp 


Method 


AAT/GAP 




Start 


21927 




End 


23887 




GI 


18963 1.R1084 




Score 


1452 




Exons 


21927. .22087, 22261. 


.22458, 


23178. .23285, 23375. 


.23479, 



23583.-23639, 23720.. 23887 
GI Descrip- 1 4506221/ref | NP_002807 . 1 | pPSMD12 | 2.0e-47 proteasome (prosome, 
macropain) 26S subuni.t, non-ATPase, 12 >gi_194 5611_dbj_BAA197 4 9 
(AB003103) 26S proteasome subunit p55 [Homo sapiens] 1 



Seq. No. 



21367 



Seq. ID OJ991217_08.0202.C6 



21730 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



44667 Strand + 

21015 End 25816 

OJ991217_08 . 0202 . C6 . o4 . gs Method GENSCAN 

22085 End 25550 

none Score . 9 

22085. .22087, 22261 .. 22458 , 23178 23285, 23375 .. 23479, 

23720. .23916, 24523 .. 24658, 24718 .. 24830, 24 918 .. 25071, 

25160. .25237, 25332.. 25550 



Seq. No. 21367 

Gene No. 44 667 

Start 21015 

Name OJ9912 17_08 . 0202 . C6 . o5 . gp 

Start 24790 

GI 3328_2.R1084 
Exons . 24790. .24830, 24 918 25071, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25160. .25237, 25332.. 25816 
•4506221/ref |NP_002807.1|pPSMD12| 7.0e-23 proteasome (prosome, 
macropain) 26S subunit, non-ATPase, 12 >gi_194 5611_dbj_BAA1974 9_ 
(AB003103) 26S proteasome subunit p55 [Homo sapiens] 1 



OJ991217_08.0202.C6 
+ 

25816 
AAT/GAP 
25816 
1392 



Seq. No. 21367 

Gene No. 44 668 

Start 1 

Name OJ9912 17_08 . 0202 . C6 . ol . gp 

Start 1 

GI none 

Exons 1..121, 389.. 719 

Seq. No. 21367 

Gene No. 44668 

Start 1 

Name OJ991217_08 . 0202 . C6 . ol . gs 

Start 389 

GI none 

Exons 389.. 750, 1412.. 1528, 2400. 
4075. .4332 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2475, 3407 



OJ991217_08.0202.C6 

4332 
AAT/GAP 
719 
876 



OJ991217_08.0202.C6 

4332 
GENSCAN 
4332 
.82 

..3560, 3660. .3984, 



Seq. No. 21367 

Gene No. 44668 

Start 1 

Name OJ991217_08 . 0202 . C6 . o2 . gp 

Start 3534 

GI none 

Exons 3534.. 3560, 3660.. 3995 

Seq. No. 21367 

Gene No. 44669 

Start 12866 

Name OJ991217_08 . 0202 . C6 . o2 . tm 

Start 398 

GI none 
Exons 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_08.0202.C6 

4332 
AAT/GAP 
3995 
659 



20613 

TBLASTX: Maize 
1582 
458 

398. .724, 400. .753, 401. .754, 1425. .1574, 1430. .1573, 
1431. .1577, 1435;. 1581, 1436. .1582 



Seq. ID OJ991217_08.0202.C6 
Strand 
End 

Method 
End 
Score 



Seq. No. 
Gene No. 
Start 



21367 
44669 
12866 



Seq. ID 

Strand 

End 



OJ991217 08. 0202. C6 



20613 



21731 



Name 


OJ991217 08 


.0202 


,C6.o4. 


tc 


Method 


TBLASTX: Cress 




Start 


475 








End 


1531 




GI 


none 








Score 


108 




Exons 


475. .624, 476.-634, 595 


. .777, 


596. .745 


, 1409.. 1531, 1428 




Seq. No. 


21367 








Seq. ID 


OJ991217_08.0202. 


C6 




44669 








Strand 






Start 


12866 








End 


20613 




Name 


OJ991217 08 


. 0202 


. C6. 06. 


tm 


Method 


TBLASTX: Maize 




Start 


7360 ~ 








End 


7667 




GI 


none 








Score 


331 




Exons 


7360. .7659, 


7371 


. .7667, 


7376. 


.7666, 7443.-7667 




Seq. No. 


21367 








Seq. ID 


OJ991217_08.0202. 


C6 


Gene No. 


44 669 








Strand 






Otai u 


12866 








End 


20613 




Name 


OJ991217 08 


. 0202 


. C6 . o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


8736 ~~ 








End 


9192 




GI 


none 








Score 


101 




Exons 


8736. .8795, 


8737 


. IW26, 


8841. 


;9074, 8842. .96.75, 8876.. 9079 




8953 9078. 


9103 


. .9192, 


9107. 


.9178, 9112.. 9192 




Seq. No. 


21367 








Seq. ID 


OJ991217_08.0202. 


C6 




44 669 








Strand 






Start 


12866 








End 


20613 




Name 


OJ991217 08 


. 0202 


. C6.o2. 


tw" 


Method 


TBLASTX: Wheat 




Start 


9100 








End 


9708 




GI 


none 








Score 


282 




Exons 


9100. . 9486, 


9156 


. . 9455, 


9502. 


.9591, 9586. .9708 




Seq. No. 


21367 








Seq. ID 


OJ991217_08.0202. 


C6 




44669 








Strand 






Start 


12866 








End 


20613 




Name 


OJ991217 08 


. 0202 


. C6 . o7 . 


tm 


Method 


TBLASTX: Maize 




Start 


9199 








End 


9755 




GI 


none 








Score 


324 




Exons 


9199. . 9726, 


9211 


. . 9375, 


9243. 


.9473, 9495.. 9755 




Seq. No. 


21367 








Seq. ID 


OJ991217_08.0202. 


C6 


(Zpn<^ No 


44669 








Strand 






Start 


12866 








End 


20613 




Name 


OJ991217 08 


. 0202 


. C6 . o4 . 


ts 


Method 


TBLASTX: Soybean 




Start 


9265 








End 


9726 




GI 


none 








Score 


287 




Exons 


■ 9265 9726 


9339 


9566 










Seq. No. 


Li JU ' 








Seq. ID 


OJ991217_08.0202. 


C6 


VJCliC 


44669 








Strand 






Start 


12866 








End 


20613 




Name 


OJ991217 08 


.0202 


.C6.o3. 


tc 


Method 


TBLASTX: Cress 




Start 


9280 








End 


9729 




GI 


none 








Score 


292 




Exons 


9280. .9729, 


9306 


. .9455 










Seq. No. 


21367 








Seq. ID 


OJ991217_08.0202. 


C6 


Gene No. 


44669 








Strand 






Start 


12866 








End 


20613 ■ 





21732 




Name 


OJ991217 08. 0202. C6. 


o3 . ts 


Method 


TBLASTX : Soybean 




Start 


10267 




End 


10751 




GI 


5509260 




Score 


396 




Exons 


10267. .10746, 10303. 


.10524, 


10401. .10544, 10590. .10751 




GI Descrip. 


- 










Seq. No. 


21367 




Seq. ID 


OJ991217_08.0202 


.C6 


Gene No. 


44669 




Strand 


— 




Start 


12866 




End 


20613 




Name 


OJ991217 08. 0202. C6. 


o2.tc 


Method 


TBLASTX: Cress. 




Start 


10381 




End 


10650 




GI 


none 




Score 


298 




Exons 


10381. .10650, 10395. 


.10649 








Seq. No. 


21367 




Seq. ID 


OJ991217_08.0202 


.C6 


Gpnp No 


44669 




Strand 






Start 


12866 




End 


20613 




Name 


OJ991217 08. 0202. C6. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10431 




End 


10977 




GI 


none 




Score 


282 




Exons 


10431. .10544, 10432. 


.10776, 


10768.. 10977 




Seq. No. 


21367 




Seq. ID 


OJ991217_08.0202 


,C6 


Gene No . 


44669 




Strand 






Start 


12866 




End 


20613 




Name 


OJ991217 08. 0202. C6. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


10431 




End 


10863 




GI 


none 




Score 


339 




Exons 


10431. .10523, 10432. 


.10863, 


10590. .10805 




Seq. No. 


21367 




Seq. ID 


OJ991217JD8.0202 


.C6 


Gene No . 


44669 




Strand 






Start 


12866 




End 


20613 




Name 


OJ991217 08. 0202. C6. 


06. tc 


Method 


TBLASTX: Cress 




Start 


10795 




End 


11073 ' 




GI 


none 




Score 


202 




Exons 


10795. .11073, 10842. 


.11069 








Seq. No. 


21367 




Seq. ID 


OJ991217_08.0202 


,C6 


Gpnp No 


44669 




Strand 






Start 


12866 




End 


20613 




Name 


OJ991217 08. 0202. C6. 


o5 . ts 


Method 


TBLASTX : Soybean 




Start 


10930 




End 


11109- 




GI 


none 




Score 


188 




Exons 


10930. .11109, 10932. 


.11075 








Seq. No. 


21367 




Seq. ID 


OJ991217_08.0202 


.C6 


Gene No * 


44669 




Strand 






Start 


12866 




End 


20613 




Name 


OJ991217 08. 0202. C6. 


o5. tw 


Method 


TBLASTX: Wheat 




Start 


10987 




End 


11373 




GI 


none 




Score 


101 




Exons 


10987. .11106, 11127. 


.11258, 


11128. .11373, 11329. .11364 




Seq. No. 


21367 




Seq. ID 


OJ991217_08.0202 


.C6 


Gene No. 


44669 




Strand 






Start 


12866 




End 


20613 





21733 



Name 


OJ991217 08. 0202. C6. 


o3. tm 


Start 


11119 






GI 


none 






Exons 


11119. 


.11475, 11217. 


.11330, 




11557. 


.11742 




Seq. No. 


21367 






Gene No. 


44669 






Start 


12866 






Name 


OJ991217 08. 0202. C6. 


o2.ts 


Start 


11137 






GI 


none 






Exons 


11137. 


.11481, 11137. 


.11640, 




11551. 


.11811, 11725. 


.11811 


Seq. No. 


21367 






Gene No. 


44669 






Start 


12866 






Name 


OJ991217 08. 0202. C6. 


o3 .gs 


Start 


12866 






GI 


none 






Exons 


- 12866. 


.13405, 14768. 


.14840, 




16545. 


.16788, 18114. 


.18324, 


Seq. No. 


21367 






Qcinfi No 


44669 






Start 


12866 






Name 


OJ991217 08. 0202. C6. 


08 . tm 


Start 


13070 






GI 


none 






Exons 


13070. 


.13213, 13071. 


.13190 


Seq. No. 


21367 






Gene No. 


44670 






Start 


22222 






Name 


OJ991217 08. 0202. C6. 


ol . tm 


Start 


22222 






GI 


none 






Exons 


22222. 


.22458, 22225. 


.22458, 




23139. 


.23294, 23174. 


.23281, 




23378. 


.23425, 23434. 


. 23481, 




23717. 


.23920, 23717. 


.23920, 




23719. 


.23937, 24479. 


.24625, 




24713. 


.24832, 24718. 


.24840, 




24915. 


.25070, 24916. 


.25080, 




25133. 


.25237, 25162. 


.25239, 


Seq. No. 


21367 






Gene No. 


■ 44670 






Start 


22222 






Name 


OJ991217 08. 0202. C6. 


o3. tw 


Start 


22222 






GI 


none 






Exons 


22222. 


.22458, 22263. 


.22319, 




23105. 


.23284, 23139. 


.23294, 




23375. 


.23449, 23375. 


.23425, 



Method TBLASTX: Maize 
End 11742 
Score 32.6 
11373. .11474, 11556. .11633, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_08.0202.C6 
20613 

TBLASTX : Soybean 

11811 

409 



11141. .11506, 11241. . 1164 8, 



Seq. ID 

Strand 

End 

Method 
.End 
Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22251 

23373 

23582 

23718 

24525 

24720 

24916 



OJ991217_08.0202.C6 

20613 
GEN SCAN 
20613 
.89 



OJ991217_08.0202.C6 
20613 

TBLASTX: Maize 

13213 

75 



OJ991217 08. 0202. C6 



25800 

TBLASTX: Maize 
25556 
329 

22463, 22380 
23480, 23375 
23641, 23583 
23924, 23718 
24620, 24548 
24827, 24887 
25101, 25129 



25326. .25556, 25331, 



22460, 
23488, 
23642, 
23939, 
24622, 
25072, 
25263, 
25546 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22269 

23175 



OJ991217 08. 0202. C6 



25800 

TBLASTX: Wheat 
23450 
65 

22463, 22270. .22458, 
23288, 23374. .23448, 



23376. .23450 



21734 



Seq. No. 21367 

Gene No. 44 670 

Start 22222 

Name OJ991217_08 . 0202 . C6 . o5 . tc 

Start 22233 

GI none 

Exons 22233. .22457, 22249 .. 22458 , 
23175. .23288 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217__08.0202.C6 
25800 

TBLASTX: Cress 

23288 

208 



23148. .23288, 23174 .. 23284 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21367 
44670 
22222 
OJ99121 
22267 
none 
22267. . 
23358. . 
23582. . 
23717. . 
24526. . 
24916. . 
25162. . 



7 08.0202.C6.ol.ts 



22458, 22278. 

23477, 23360. 

23635, 23582. 

23920, 23790. 

24621, 24718. 

25005, 25005. 

25254, 25326. 



.22457, 
.23425, 
.23641, 
.23939, 
.24840, 
.25070, 
.25562, 



.Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 08. 0202. C6 



25800 

TBLASTX : Soybean 
25562 
273 

23139. .23327, 23174 .. 23284 , 
23375. .23488, 23434 .. 23481, 
23583..23642, 23717 .. 23920, 
24479. .24625, 24 522 .. 24 617 , 
24720. .24827, 24 915. .25004, ^ 
25015. .25080, 25160 .. 25237, ' 
25331. .25549 



Seq. No. 21367 
Gene No. 44670 
Start 22222 

Name OJ991217_08 . 0202 ,C6. ol . tc 

Start 24704 
GI none 
Exons 24704, 

24915. 

25133. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991217 08. 0202. C6 



.24802, 24713. .24829, 24717, 
.25070, 24916. .25080, 24931, 
.25237, 25133. .25237, 25182. 



25800 

TBLASTX: Cress 
25544 
89 

24827, 24718. .24840, 
25083, 25129. .25230, 
25238, 25325. .25534, 



25326. .25544 



Seq. No. 21367 

Gene No. 44670 

Start 22222 

Name OJ991217_08 . 0202 . C6 . o4 . tw 

Start 25401 

GI none 

Exons 25401. .25553, 25404 .. 25544 , 
'25651. .25686, 25652 .. 25687 , 



Seq. ID OJ991217_08.0202.C6 
Strand 

End 25800 

Method TBLASTX : Wheat 

End 25800 

Score 245 
25406. .25546, 25536 .. 25628 , 
25694. .25711, 25771.. 25800 



Seq. No. 21368 Seq. ID 

Gene No. 4 4 671 v • * Strand 

Start 2292 End 

Name OJ9912 17_08 . 0202 . C7 . o2 . gs Method 

Start 2292 End 

GI none Score 

Exons 2292.. 2298, 2399.. 2480, 2573.. 2797, 



3286. 
5203. 



.3360, 3632, 
.5268, 5344, 



.3736, 3845.-3935, 
.5406, 5593. .5833, 



OJ991217_ 
+ 

6523 
GENSCAN 
6523 
.85 

2923. .2998, 
4022. .4227, 
6426. .6523 



08. 0202. C7 



3092. 
4719. 



,3184, 
.4802, 



Seq. No. 21368 • Seq. ID 

Gene No. 44671 Strand 

Start 2292 End 

Name OJ9912 17_08 . 0202 . C7 . o3 . gp Method 



OJ991217_08.0202.C7 
+ 

6523 
AAT/GAP 



21735 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



2547 End 3179 

63630_1.R1084 Score 775 

2547.. 2797, 2923.. 2998, 3092.. 3179 

'3924 612 4.0e-26 (AF069442) mitochondrial elongation factor Tu 
[Arabidopsis thaliana] >gi_4263511_gb_AAD15337_ (AC004044) 
mitochondrial elongation factor Tu [Arabidopsis thaliana] ' 



21368 
44671 
2292 

OJ991217 08.0202.C7.ol.np 



OJ991217_08.0202.C7 
+ 



Seq. ID 
Strand 

End 6523 
Method AAT/NAP 
2610 End 5990 

3924612 Score 1488 

2610.. 2797, 2923. .2998, 3092.. 3184, 3286.. 3360, 3632.. 3736, 
3845. .3935, 4022. .4227, 4719. .4797, 5195. .5268, 5344. .5406, 
5593.. 5833, 5923.. 5990 

(AF069442) mitochondrial elongation factor Tu [Arabidopsis 
thaliana] gi | 4263511 1 gb | AAD15337 | (AC004044) mitochondrial 
elongation factor Tu [Arabidopsis thaliana] 



21368 
44671 
2292 

OJ991217_08.0202.C7.o4.gp 
3905 

28202 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
3905. .3935, 4022. .4227, 4719. .5071 

'3924612 2.0e-45 (AF069442) mitochondrial elongation factor Tu 
[Arabidopsis thaliana] >gi_4263511_gb_AAD15337_ (AC004044) 
mitochondrial elongation factor Tu [Arabidopsis thaliana] ' 



OJ991217_08.0202.C7 
+ 

6523 
AAT/GAP 
5071 
1037 



21368 
44671 
2292 

OJ991217_08.0202.C7.o5.gp 
5579 

503_1.R1084 
5579. .5833, 5923. .6290" ' 

'2129754/pir | IS62701 3.0e-46 translation elongation factor Tu 
precursor - Arabidopsis thaliana >gi_114 9571_emb_CAA61511_ 
(X89227) mitochondrial elongation factor Tu . [Arabidopsis 
thaliana] ' 



Seq. ID OJ991217_08.0202.C7 

Strand + 

End 6523 

Method AAT/GAP 

End 6290 

Score " 1131 



Seq. No. 21368 Seq. ID 

Gene No. 44672 Strand 

Start 13175 End 

Name OJ9912 17_08 . 0202 . C7 . o5 . gs Method 

Start 13175 End 

GI none Score 

Exons 13175. .13640, 14971.. 15149 



OJ991217_08.0202.C7 
• + 
19259 
GENSCAN 
15149 
.99 



Seq. No. 21368 Seq. ID 

Gene No. 44672 Strand 

Start 13175 End 

Name OJ991217_08 . 0202 . C7 . o4 .np Method 

Start 13178 End 

GI 2244765 , Score 



OJ991217_08.0202.C7 
+ 

19259 
AAT/NAP 
19259 
239 



21736 



Exons 13178. .13480, 13574 13655, 14886 .. 15079, 19220.. 19259 

GI Descrip. (Z97335) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 21368 

Gene No. 4 4 672 

Start 13175 

Name OJ991217_08 . 0202 . C7 . o9 . gp 

Start 13184 

GI 47538_1.R1084 

Exons 13184. .13640, 14971.. 15020 

GI Descrip. ' 2244765/emb | CAB10188 . 1 1 2.0e- 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_ 
+ 

19259 
AAT/GAP 
15020 
925 



08. 0202. C7 



19 (Z97335) hypothetical protein 



Seq. No. 


21368 


Seq. ID 


OJ991217_0* 


3.0202.C7 


Gene No. 


44672 


Strand 


+ 




Start 


13175 


End 


19259 




Name 


OJ991217 08.0202.C7.o6.gs 


Method 


GENSCAN 




Start 


16393 


End 


17854 




GI. 


none 


Score 


.69 




Exons 


16393. .1.6521, 175.02 . . 17565, 


17730.. 17854 




Seq. No. 


21368 


Seq. ID 


OJ991217_0E 


3.0202.C7 


Gene No. 


44672 


Strand 


+ 




Start 


13175 


End 


19259 




Name 


OJ991217 08.0202.C7.o5.np 


Method 


AAT/NAP 




Start 


16947- 


End 


" 19259 




GI 


5734621 


Score 


417 




Exons 


16947. .17022, 18884 .. 19023, 


19112. .19259 




GI Descrip. 


(AP000391) ESTs AU067992 (C11433) , AU077424 (C11433) 


correspond 



a region of the predicted gene.; Similar to ABC transporter-7 
(U43892) [Oryza sativa] 



Seq. No. 


21368 


Seq. ID 


OJ991217_08 


.0202.C7 


Gene No. 


44672 


Strand 


+ 




Start 


13175 


End 


19259 




Name 


OJ991217 08.0202.C7.ol0.gp 


Method 


AAT/GAP 




Start 


18183 


End 


18356 




GI 


2798777 


Score 


294 




Exons 


18183. .18356 








GI Descrip. 


2286121 2.0e-31 (U88068) secl4 like protein [Oryza 


sativa] 


Seq. No. 


21368 


Seq. ID 


OJ991217_08 


.0202. C7 


Gene No. 


44672 


Strand 


+ 




Start 


13175 


End 


19259 




Name 


OJ991217 08.0202.C7.o7.gs 


Method 


GENSCAN 




Start 


18240 


End 


19200 




GI 


none 


Score 


. 69 




Exons 


18240. .18356, 18952.. 19200 








Seq. No. 


21368 


Seq. ID 


OJ991217_08 


.0202.C7 


Gene No. 


44673 


Strand 






Start" 


89 


End 


2335 




Name 


OJ991217 08.0202.C7.ol.gp 


Method 


AAT/GAP 




Start 


89 


End 


1884 




GI 


none 


Score 


1028 




Exons 


89. .572, 1843.. 1884 
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Seq. No. 21368 

Gene No. 44673 

Start 89 

Name OJ991217_08 . 0202 . C7 . ol ,gs 

Start 517 

GI none 

Exons 517.. 572, 1843.. 2098 



Seq. ID OJ991217_08.0202.C7 
Strand 

End 2335 

Method GENSCAN 

End 2098 

Score .85 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21368 
44673 
89 

OJ991217_08.0202.C7.o2.gp 
1944 

LIB3431-030-P1-K2-C10 
1944. .2335 

'4678303/emb|CAB41094.1| 1.0e-13 (AL049655) putative protein 
[Arabidopsis thaliana] 1 



Seq. ID OJ991217_08.0202.C7 
Strand 

End 2335 

Method AAT/GAP 

End 2335 

Score 740 



21368 
44674 
6933 

OJ991217_08.0202.C7.o3.gs 

6933 

none 



Seq. ID OJ991217_08.0202.C7 
Strand 

End 10588 
Method GENSCAN 
End 10246 
Score . . 65 

6933. .7499, 7513. .7631, 7668.-7782, 8749. .8888, 9954. .10102, 
10203.. 10246 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21368 
44674 
6933 

•OJ991217_08.0202.C7.o6.gp 
8498 

34262 1.R1084 



Seq. ID OJ991217_08.0202.C7 
Strand 

End 10588 
Method AAT/GAP 
End 10588 
_ Score 1418 

8498. .8888, 9381. .9419, 9800. .9856, 9954. .10102, 10203 10270, 
10502. .10588 

, 5912424/emb|CAB56149.1| 2.0e-51 (AJ242970) BTF3b-like factor 
[Arabidopsis thaliana] 



21368 
44674 
6933 

OJ991217_08.0202.C7.o2.np 

8713 

6598870 



Seq. ID OJ991217_08.0202.C7 
Strand ' - 
End 10588 
Method AAT/NAP 
End 10270 
Score 4 67 

8713. .8888, 9381. .9419, 9800. .9856, 9954. .10102, 10203. . 10270 
(AC010556) putative transcription factor BTF3 (RNA polymerase B 
transcription factor 3) [Arabidopsis thaliana] 



21368 
44675 
11187 

OJ991217_08 . 0202 . C7 . 08 . gp 

11187 

4714183 

11187. .11499 



Seq. ID OJ991217_08.0202.C7 

Strand . - 

End 11499 

Method AAT/GAP 

End 11499 

Score 563 



Seq. No. 



21368 



Seq. ID OJ991217_08.0202.C7 



21738 




Gene No. 


44676 






Strand 






Start 


11495 






End 


11905 




Name 


OJ991217 


08 . 0202 .C7 


.ol . ts 


Method 


TBLASTX : 


Soybean 


Start 


c rt 0 

502 






End 


2104 




GI 


none 






Score 


65 




Exons 


502 . . 573, 


521 . . 574 , 


1835 . 


. 2104, 1844 . . 


2101 




Seq. No. 


21368 






Seq. ID 


/™i t rt rt i rt 1 ^ 

OJ991217 


_08 . 0202 . C7 


Gene No. 


A A C~l C 






Strand 






Start 


11495 






End 


11905 




Name 


OJ991217 


08. 0202. C7 


.o2.tm 


Method 


TBLASTX: 


Maize 


Start 


502 






End 


2219 




GI 


none 






Score 


66 




Exons 


502. .573, 


511. .567, 


521. . 


574, 1793. .2218, 1844. 


.2101, 1845 



Seq. No. 
Gene No. 
Start 
Name 
Start * 
GI 

Exons 



21368 
44676 
11495 

OJ991217_08.0202.C7.o2.tc 

517 

none 



Seq. ID OJ991217_08.0202.C7 



Strand 
End 

Method 

End 

Score 



11905 

TBLASTX: Cress 

2105 

146 



517. .573, 1793. .2104, 1838. .2089, 1998. .2105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21368 
44676- 
11495 

OJ991217_08. 
2511 
none 
2511, 
2757, 
2924 . 
3286. 
3829, 
4021, 
4718, 
5341-, 
5682. 
5927. 



0202.C7.ol.tm 



.2558, 
.2798, 
.3037, 
.3360, 
.3933, 
.4227, 
.4795, 
.5409, 
.5*82-2, 
.6046, 



2512. 
2759. 
2924. 
3303. 
3843. 
4021. 
5197. 
5341. 

5701; 

5929. 



.2559, 
,2806, 
,3049, 
.3368, 
.3932, 
.4227, 
.5268, 
.5409, 
.5'835,- 
.6045 



2621. 
2760. 
3089. 
3623. 
3843. 
4023. 
5199. 
5549. 
5703. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2683, 2622 
.2798, 2917 
.3184, 3091 
.3739, 3629 
.3953, 3845.. 3949, 
.4229, 4707.. 4796, 
.5270, 5199.. 5267, 
.5701, 5590.. '5703, 
.5834, -5922..6041, 



OJ991217 08. 0202. C7 



11905 

TBLASTX: Maize 
6046 
34 

2684, 2756. .2797, 
3000, 2917.. 3036, 
3183, 3277. .3360, 
3739, 3631. .3741, 
4020. .4223, 
4717. .4860, 
5200. .5304, 
5591. .5701, 
5925. .6041, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21368 
44676 
11495 
OJ9912 
2771 
none 
2771. . 
2924. . 
3278. . 
3670. . 
4020. . 
5215. . 
5919. . 



17 08.0202.C7.ol.tc 



2794, 2772. .2795, 2909. 

3037, 3089.. 3184, 3091. 

3358, 3286.. 3360, 3303. 

3738, 3829.. 3933, 3837. 

4223, 4021.. 4227, 4021. 

5268, 5341. .5442, 5593. 

5969, 5921. .5968, 5925. 



Seq. ID OJ991217_08.0202.C7 

Strand • - 

End 11905 

Method TBLASTX : Cress 

End 5984 

Score 39 

.2986, 2917.. 3000, 2917.. 3036, 
.3183, 3157. .3186, 3272. .3355, 
.3368, 3623.. 3739, 3631.. 3765, 
.3935, 3843. .3971, 3845.. 3949, 
.4227, 4707. .4796, 4718. .4795, 
.5835, 5593. .5805, 5601. .5834, 
.5984 



Seq. No. 
Gene No. 
Start 



21368 
44676 
11495 



Seq. ID OJ991217_08.0202.C7 
Strand 

End 11905 



21739 



Name 

Start 

GI 

Exons 



OJ991217 08.0202.C7.o4.ts 



Method TBLASTX : Soybean 



2917 End 4813 

none Score 116 

2917. .2985, 2921. .2986, 3286. .3339, 3331. .3360, 3623.-3739, 

3670, .3738, 3845. ,3943, 4020, ,4091, 4021. .4095, 4126. .4224, 

4134. .4223, 4703. -.4813, 4707. .4796 



Seq. No. 21368 
Gene No. 44 676 

Start 11495 

Name OJ991217_08 . 0202 . C7 . o2 . tw 

Start 4704 
GI none 

Exons 4704.. 4799, 4705.. 4845, 4718. 

5200.. 5304, 5344.. 5409, 5549. 
5601. .5741 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991217_08.0202.C7 
11905 

TBLASTX: Wheat 

5742 

123 



.4798, 5187. 
.5716, 5590. 



.5267, 5197. 
.5742, 5594, 



.5268, 
.5731, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21368 Seq. ID 

44676 Strand 

11495 . End 

OJ991217_08.0202.C7.o2.ts Method 

5208 End 

none Score 



OJ991217_08.0202.C7 

11905 . 
TBLASTX: Soybean 
5995 
93 



5208. .5264, 5209. .5268, 5341. .5412, 5590. .5835, 5590. .5826, 
5601. .5834, 5919.. 5969, 5921.. 5995, 5921. .5968 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21368 Seq. ID 

44676 Strand 

11495 End 

OJ991217_08.0202.C7.o3.tm Method 

8590 End 

none Score 



OJ991217_08.0202.C7 
11905 

TBLASTX: Maize 

10273 

45 



8590. .8634, 8598.-8633, 8602. .8661, 8641. .8712, 8665. .8709, 
8719. .8886, 8719. .8892, 8720. .8893, 9379. .9420, 9795. .9857, 
9799..9858, 9805. .9858, 9948. .10103, 9955.. 10104, 10033 .. 10104 , 
10194. .10271, 10202. .10273, 10202.. 10273 



Seq . No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21368 ..- Seq. ID 

44676 "' " * Strand 

11495 End 

OJ991217_08 . 0202 . C7 . o3 . ts Method 

8719 End 

none Score 



OJ993.217_.08. 0-202. C7- 
11905 

TBLASTX : Soybean 

10273 

66 



8719. .8805, 8725. .8850, 8785. .8916, 9795. .9857, 9805. .9858, 
9936. .10100, 9955. .10104, 10033 .. 10101, 10194 .. 10271, 
10202. .10273, 10205.. 10273 



•Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21368 
44 676 
11495 

OJ991217_08 . 0202 .C7 . o3 . tc 

8770 

none 



Seq. ID OJ991217_08.0202.C7 
Strand 

End 11905 

Method - TBLASTX: Cress 

End 10277 

Score 55 



8770. .8805, 8770. .8805, 8785. .8892, 8852. .8893, 9795.-9857, 
9802. .9858, 9955. .10104, 9956. .10021, 10036 .. 10101, 
10194. .10277, 10202.. 10276 



21740 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21368 Seq. ID 

44676 Strand 

11495 End 

OJ991217J38 . 0202 .C7 .ol . tw Method 

9777 End 

none Score 



OJ991217_08.0202.C7 
11905 

TBLASTX: Wheat 

10298 

85 



9777.. 9857, 9805.. 9858, 9806.. 9871, 9955.. 10104, 9959.. 10021, 
9972.. 10103, 10030. .10104, 10194 .. 10298, 10202.. 10273 



21368 Seq. ID 

44676 Strand 

11495 End 

OJ991217_08 . 0202 . C7 . o4 . gs Method 

11495 End 

none Score 
11495.. 11872 



OJ991217_08.0202.C7 

11905 
GENSCAN 
11872 
.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start" 

GI 

Exons 



21368 
44676 
11495 

OJ991217_08 . 0202 . C7 . o.3 : . hp 
11498 
3860333 
11498.. 11875 

(AJQ12693) basic blue copper protein [Cicer arietinum] 



Seq. ID OJ991217_08.0202.C7 
.Strand 

End . 11905 

Method AAT/NAP 
End 11875 
Score 360 



21368 Seq. ID 

44676 Strand 

11495 End 

OJ991217_08 . 0202 . C7 . o4 . tc Method 

11513 End 

none Score 



OJ991217_08.0202.C7 
11905 

TBLASTX: Cress 

11857 

82 



11513. .11623, 11514. .11624, 11633 .. 11857 , 11658.. 11789 

OJ991217 08. 0202. C7 



21368 Seq. ID 

44676 Strand 

114 95 . End 

OJ991217_08.0202.C7.o4.tm . * Method 

11513 ** End 

none Score 



11905 

-TBLASTX: Maize 
11905 
144 



11513. .11629, 11514. .11627, 11627 .. 11887 , 11628 11825, 
11762. .11905 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21368 Seq. ID 

44676 Strand 

11495 End 

OJ991217_08 . 0202 . C7 . 06 . ts Method 

11513 End 

none Score 



OJ991217_08.0202.C7 
11905 

TBLASTX: Soybean 

11822 

77 



11513. .11623, 11517. .11624, 11631 .. 11822 , 11633. .11803 

OJ991217 08.0202. C7 



21368 Seq. ID 

44677 Strand 

13247 End 

OJ991217_08 . 0202 . C7 . o5 . tm Method 

13247 End 

none Score 



13644 

TBLASTX: Maize 

13644 

72 



21741 




Exons 


13247 . . 13288, 13294 . . 13392, 


13295. .13465, 13457 


. . 13642, 




13459. . 13644 








Seq. No. 


21368 


Seq. ID 


OJ991217 


_08 . 0202 .C7 


Gene No. 


44677 


Strand 






Start 


13247 


End 


13644 




Name 


OJ991217_08.0202.C7 .oS.tc 


Method 


TBLASTX: 


Cress 


Start 


13253 


End 


13509 




GI 


none 


Score 


165 




Exons 


13253. .13384, 13276. .13371, 


13378. .13449, 13403 


. . 13444, 




13418. .13507, 134 62.. 13509 








Seq. No. 


21368 


Seq. ID 


OJ991217 


_08.0202.C7 


Gene No. 


44677 


Strand 






Start 


13247 


End 


13644 




Name 


OJ991217_08.0202.C7.o5.ts 


Method 


TBLASTX : 


Soybean 


Start 


13253 


End 


13621 




GI 


none 


Score 


139 




Exons 


13253. .13384, 1327 6. . 13371, 


13403. .13444, 13445 


. . 13507, 




13507; . 13620, 13514 . . 13621 








Seq. No. 


21369 


Seq. ID 


OJ991217 


_08.0202.C8 


Gene No. 


44678 


Strand 


+ 




Start 


2241 


End 


7149 




Name 


OJ991217 08.0202.C8.ol.gp 


Method 


AAT/GAP 




Start 


2241 


End 


2699 




GI 


2798777 


Score 


704 




Exons 


2241. .2699 








GI Descrip. 


2286121 2.0e-31 (U88068) secl4 like protein [Oryza sativa] 


Seq. No. 


21369 


Seq. ID 


OJ991217 


_08.0202.C8 


Gene No. 


44678 


Strand 


+ 




Start 


2241 


End 


7149 




Name 


OJ991217 08.0202.C8.ol.gs 


Method 


GEN SCAN 




Start 


2243 


End 


2911 




GI 


none 


Score 


. 65 




Exons 


2243. .2911 ' 








Seq. No. 


21369 '•'*'' 


Seq. ID 


OJ991217 


_08.0202.C8 


Gene -No. 


44678 


Strand 


+ 




Start 


2241 


End 


7149 




Name 


OJ991217 08.0202.C8.ol.np 


Method 


AAT/NAP 




Start 


2243 


End 


2881 




GI 


2739046 


Score 


547 




Exons 


2243. .2881 








GI Descrip. 


(AF024652) polyphosphoinositide binding protein 


Ssh2p [Glycine 




max] 








Seq. No. 


21369 


Seq. ID 


OJ991217_ 


_08.0202.C8 


Gene No. 


44678 


Strand 


+ 




Start 


2241 


End 


7149 




Name 


OJ991217 08.0202.C8.o2.np 


Method 


AAT/NAP 




Start 


2712 


End 


6808 




GI 


1652327 


Score 


239 




Exons 


2712. .2786, 4523. .4937, 6297 


..6367, 6522.. 6620, 


6740. .6808 


GI Descrip. 


(D90904) hypothetical protein [Synechocystis sp 


.] 



21742 



Seq. No. 21369 Seq. ID 

Gene No. 44678 Strand 

Start 2241 End 

Name OJ991217_08 . 0202 . C8 . o2 . gs Method 

Start 4087 End 

GI none Score 

Exons 4087.. 4937, 5462.. 5607, 6522.. 6844 



OJ991217_08.0202.C8 
+ 

7149 
GENSCAN 
6844 
.47 



Seq. No. 


21369 




Seq. ID 


OJ991217_08.0202.C8 


Gpnp No 


44678 




Strand 


+ 


Start 


2241 




End 


7149 


Name 


OJ991217 08.0202. 


C8.o4 .gp 


Method 


AAT/GAP 


Start 


6594 




End 


7149 


GI 


4715658 




Score 


819 


Exons 


6594.. 6620, 6740. 


.7149 






Seq. No. 


21369 




Seq. ID 


OJ991217_08.0202.C8 




44 679 




Strand 


+ 


Start 


9213 




End 


11809 


Name 


OJ991217 08.0202. 


C8.o3.gs 


Method 


GENSCAN 


Start 


9213 




End 


11809 


GI 


none 




Score 


.6 


Exons 


9213.. 9408, 10921 


. .11073, 


11426. . 11475 


, 11648. .11809 


3 Seq. No. 


21369 




Seq. ID 


OJ991217_08.0202.C8 


3 Gene No. 


44680 




Strand 




S Start 


2662 




End 


3122 


i I Name 


OJ991217 08.0202. 


C8 . o2 . gp 


Method 


AAT/GAP 


~ Start • 


2662 




End 


3122 


3 GI 


4968980 




Score 


812 


y Exons 


2662. .3122 








J 

l| Seq. No. 


21369 




Seq. ID 


OJ991217_08.0202.C8 


Gene No. 


44681 




Strand 




Start 


4256 




End 


4805 


^ Name 


OJ991217 08.0202. 


C8.o3.gp 


Method 


AAT/GAP 


4 Start 


4256 




End 


4805 


GI 


1298.5 1.R1084 




>t . Score 


919 


-I Exons 


4256.. 4277, 4335. 


.4805 






Z GI Descrip. 


'2286121 2.0e-31 


(U88068) 


secl4 like protein [Oryza sativa 


■J Seq. No. 


21369 




Seq. ID 


OJ991217_08.0202.C8 


Gene No. 


44682 




Strand 




Start 


12830 




End 


14193 


Name 


OJ991217 08.0202. 


C8 .o4 .gs 


Method 


GENSCAN 


Start 


12830 




End 


14193 


GI 


none 




Score 


.86 


Exons 


12830. .13168, 13382. .13966, 14095. .14193 



Seq. No. 21369 Seq. ID 

Gene No. 44683 Strand 

Start 15715 * End 

Name OJ9912 17_08 . 0202 . C8 . o2 . tc Method 

Start 2237 End 

GI none Score 

Exons 2237 .-.2359, 2366.-2545 



OJ991217_08.0202.C8 
23107 

TBLASTX: Cress 

2545 

117 
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Seq. No. 21369 

Gene No. 44 683 

Start 15715 

Name OJ991217_08 . 0202 . C8 . ol . ts 

Start 2243 

GI none 

Exons 2243.. 2359, 2363.. 2545, 2413. 
2606.. 2866, 2617.. 2817 



Seq. ID OJ991217_08.0202.C8 
Strand 

End 23107 

Method TBLASTX : Soybean 

End 2866 

Score 133 

.2460, 2557. .2604, 2558. .2605, 



OJ991217 08. 0202. C8 



Seq. No. 21369 Seq. ID 

Gene No. 44683 Strand 

Start 15715 End 

Name OJ991217_08 . 0202 . C8 . o2 . tm Method 

Start 2366 End 

GI none Score 

Exons 2366.. 2503, 2416.. 2469, 2557 . . 2601-, 2558.. 2605, 2606.. 2866, 
2614. .2817 



23107 

TBLASTX: Maize 

2866 

144 



Seq/ No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21369 
44683 
15715 

OJ991217_08 . 0202 . C8 . o5 . tm 

4322 

none 



Seq. ID OJ991217_08.0202.C8 
Strand 
End 

Method 
End 
Score 



23107 

TBLASTX: Maize 

4726 

60 



4322. .4408, 4519. .4671, 4520. .4675,. 4670. .4726, 4686. .4724 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21369 
44683 
15715 

OJ991217_08.0202.C8 .o3.ts 

4519 

none 



Seq. ID OJ991217_08.0202.C8 
Strand 

End 23107 

Method TBLASTX : Soybean 

End * 6828 

Score 140 



4519. .4650, 4520. .4651, 4732. .4938, 4739. .4939, 6295. .6366, 
6296.. 6367, 6346.. 6390, 6522.. 6629, 6524.. 6622, 6531.. 6629, 
6737. .6817, 6737. .6811, 6739. .6828 



Seq. No. 21369 Seq. ID 

Gene No. 44683 . • ' Strand 

Start 15715 - End 

Name OJ991217_08 . 0202 . C8 . o4 . tm Method 

Start 4745 End 

GI none Score 

Exons 4745.. 4939, 4747.. 4938, 6294. 

6296. .6367, 6520. .6621, 6521. 



OJ991217_08.0202.C8 
23107 

TBLASTX: Maize 

6837 

288 



,6359, 6295, 
,6622, 6522, 



6360, 6295. 
6620, 6522. 



.6366, 
6629, 



6737.. 6826, 6738.-6827, 6739.. 6837 



Seq. No. 21369 

Gene No. 44683 

Start 15715 

Name OJ991217_08 . 0202 . C8 . o5 . gs 

Start 15715 

GI none 
Exons 



Seq. ID OJ991217_08.0202.C8 
Strand 

End 23107 . 

Method GEN SCAN 

End . 23070 . 

Score .48 



15715. .15927, 16270 .. 16458 , 16516 .. 1704 6, 18024 .. 18152, 

18239. .18301, 18923. .19039, 19128 .. 19220, 19302 .. 19421, 

19652, 19909. .20004, 20502 20522, 21018 21172 , 

22586, 22687. .22911, 23005.. 23070 



19536 

22377. .22417, 22504 
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Seq. No. 21369 Seq. ID 

Gene No. 4 4 683 Strand 

Start 15715 End 

Name OJ991217_08 . 0202 . C8 . o5 . gp Method 

Start 17694 End 

GI 3235JL.R1084 Score 

Exons 17694. .18152, 18239 .. 18301, 18459 

19128. .19220, 19302.. 19405 
GI Descrip. 1 4376158/emb | CAA67376 1 2.0e-83 

[Arabidopsis thaliana] 1 



OJ991217_08.0202.C8 

23107 
AAT/GAP 
19405 
1707 

18575, 18923. .19039, 
(X98873) aspartate kinase 



Seq. No. 21369 Seq. ID 

Gene No. 44683 Strand 

Start 15715 End 

Name OJ991217_08 . 0202 . C8 . ol . tw Method 

Start 17935 End 

GI none Score 

Exons 17935. .18024, 17977 18015, 18021 

18227. .18310, 18228. .18305, 18457 

. 18459. ..,18587, 184 60 . .18600, 18921 



OJ991217 08. 0202. C8 



23107 

TBLASTX: Wheat 
18973 
54 

18155, 18038. .18154, 
18585, 18459. .18578, 
18971, 18923. .18973 



Seq. No. 21369 

Gene No. 44683 

Start 15715 

Name OJ991217_08 •. 0202 . C8 . o3 . tm 

Start 17976 

GI none 

Exons 17976. .18155, 
18228. .18305, 



17984. .18154, 
18443. .18631, 



Seq. ID OJ991217_08.0202.C8 
Strand 

End 23107 
Method TBLASTX : Maize- 
End 18631 
Score 117 
17985. .18155, 18227 .. 18310, 
18457. .18585, 18459. .18587 



Seq. No. 
Gene No. 
Start 
Name 
Start 
GI . 
Exons 



21369 Seq. ID 

44683 Strand 

15715 End 

OJ991217_08.0202.C8.o4.np Method 

18000 End 

4376158 Score 



OJ991217JD8.0202.C8 

23107 
AAT/NAP 
23107 
1555 



18000. .18152, 18239. .18301, 18459 .. 18575, 18923 .. 19039, 
19128. .19220, 19302. .19421, 19536 .. 19652, 19909 .. 20004 , 
20123. .20273,. 21018. .21213, 22504 .. 225136, 22687 22836, 
23065. .23107 

GI Descrip. (X98873) aspartate kinase [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21369 

44683 

15715 

OJ9912 

18021 

none 

18021. 

18458. 

19103. 

19302. 

19529. 

19907. 

20191. 

22498. 



17 08.0202.C8.ol.tc 



18155, 
18586, 
19222, 
19424, 
19654, 
20005, 
20274, 
22587, 



18227. 
18459. 
19122. 
19302. 
19530. 
20123. 
21009. 
22663. 



.18310, 
.18587, 
.19223, 
.19421, 
.19655, 
.20185, 
.21143, 
.22836, 



Seq. ID OJ991217_08.0202.C8 
Strand 

End 23107 

Method TBLASTX : Cress 

End 22836 

Score 91 
18228. .182 93, 18457. .18585, 
18921. .1904 9, 18 923. .19048, 
19123. .19221, 1927 6. .19422, 
19303. .19422, 19527. .19652, 
19534. .19668, 1987 6 .. 20007 , 
20124. .20198, 20187 .. 20315 , 
21022. .21165, 22497. .22586, 
22691. .22822 
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Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21369 

44683 

15715 

OJ9912 

18075 

none 

18075. 

18454. 

18923. 

19123. 

19530. 

19904.' 

20158. 

21009. 

22381. 

22691. 



17 08.0202.C8.o2.ts 



18155, 
18579, 
19099, 
19215, 
19655, 
20005, 
20274, 
21143, 
22419, 
22822 



18088 
18459 
19112 
19276 
19534 
19908 
20175 
21022 
22497 



.18153, 
.18587, 
.19213, 
.19425, 
.19653, 
.20006, 
.20315, 
.21165, 
.22586, 



Seq. ID OJ991217_ 
Strand 

End 23107 
Method TBLASTX 
End 22839 
Score 77 
18227. .18310, 18228 
18460. .18579, 18921 
19112. .19222, 19122 
19302. .19421, 19527 
19876. .19998, 19877 
20123. .20185, 20124 
20187. .20282, 20988 
21049. .21162, 22378 
22498. .22587, 22663 



08. 0202. C8 



Soybean 



".'.18305, 
. .19049, 
. .19223, 
. .19652, 
. .19999, 
. .20198, 
. .21164, 
. .22422, 
. .22839, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21369 

44683 

15715 

OJ9912 

18924 

none 

18924. 

19122. 

19299. 

19530. 

20115. 

20192. 

21009. 

22497. 



17 08.0202.C8.ol.tm 



19040, 18924, 

19208, 19122, 

19424, 19302, 

19655, 19534, 

20198, 20117. 

20281, 20252, 

21143, 21022, 
22553 



.19040, 
,19223, 
,19421, 
.19653, 
.20185, 
.20329, 
.21204, 



Seq. ID OJ991217_08.0202.C8 
Strand 

End 23107 

Method TBLASTX : Mai ze 

End 22553 

Score 148 
18925. .19041, 18926. . 19048, 
19123. .19212, 19276. .19422, 
19519. .19653, 19527. .1964 9, ' 
1987 6. .20007, 19904 . .20005, 
20187. .20315, 20188 20274 , 
21002. .21136, 21006. .21173, 
21026. .21175, 22369. .22422, 



Seq. No. 
Gene No. 
Start 
Name 
Start 

GI ..:■./.. 
Exons 

GI Descrip. 



Seq. ID OJ991217_08.0202.C8 
Strand 

End 23107 

Method AAT/GAP 

End 22801 

Score 743'- 
22377. .22417, 22504 22586, 



21369 
44683 
15715 

OJ991217_08 . 0202 . C8 . 06 . gp 
20224 

. LIB3434-003-P1-K1-C5 
20224. .20281,' 21026 . . 21172 , 
22687.. 22801 

, 4376158/emb|CAA67376| 6.0e-52 (X98873) aspartate kinase 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21369 
44683 
15715 

OJ991217_08 .0202.C8 .o6.tm 

22558 

none 

22558. .22611, 22561 .. 22602 , 



Seq. ID OJ991217_08.0202.C8 
Strand 

End 23107 

Method TBLASTX: Maize 

End 22902 

Score 4 6 
22687. .22902, 22688.-22822 



Seq. No. 21370 

Gene No. 44684 

Start 124 

Name OJ991217JD8 . 0202 . C9 . ol . gs 

Start 124 

GI none 



Seq. ID OJ991217_08.0202.C9 

Strand + 

End 3638 

Method GEN SCAN 

End 3638 

Score .62 
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Exons 


124.. 138, 2798.. 2920, 3219.. 


3638 






Seq. No. 


21371 


Seq. ID 


OJ991217_08. 02.02. 


C10 


Gene No. 


44685 


Strand 


+ 




Start 


9203 


End 


14950 




Mamo 


OJ991217 08.0202.C10.o4.gs 


Method 


GENSCAN 




Start 


9203 


End 


14886 




GI 


none 


Score 


.77 




Exons 


9203.. 9353, 9673.. 9797, 10001 .. 10097 , 


10326. .10754, 






11319. .11656, 12678. .12828, 


13162. .13202, 13674. .13802, 






13872. .14071, 14436. .14521, 


14651. .14886 




Seq. No. 


21371 


Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44685 


Strand 


+ 




Start 


9203 


End 


14950 




Name 


OJ991217 08-0202. C10. o2.np 


Method 


AAT/NAP 




Start 


10572 


End 


12848 




GI 


6841354 


Score 


515 




Exons 


10572. .10754, 11319. . 11656, 


12678. .128 


4 8,./. 




GI Descrip. 


(A£1615%); HSPC058 [Homo sapiens] 






Seq. No. 


21371 


Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44685 


Strand 


+ 




Start 


9203. 


End 


14950 




Name 


OJ991217 08.0202.C10.ol.gp 


Method 


AAT/GAP 




Start 


11552 


End 


12798 




GI 


LIB3433-009-Q6-K1-D8 


Score 


403 




Exons 


11552. .11656, 12678.. 12798 








GI Descrip. 


, 4731912/gb|AAD28548.1|AF111941_l l.Oe 


-19 (AF111941) development 




protein DG1148 [Dictyostelium discoideum] 1 




Seq. No. 


21371 


Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44685 


Strand 


+ 




Start 


9203 


End 


14950 




Name 


OJ991217 08.0202.C10.o2.gp 


Method 


AAT/GAP 




Start 


13706 


End 


14811 




GI 


2428118 


Score 


792 




Exons 


13706. .13798, 13872 .. 14071, 


14651, .14811 




GI Descrip. 


6091744 /gb|AAF03456.1|AC010797_32 '"l.Oe 


-11 (AC010797) unknown 




protein [Arabidopsis thaliana] 






Seq. No. 


21371 


Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44685 


Strand 


+ 




Start 


9203 


End 


14950 




Name 


OJ9912i7 08.0202.C10.o3.np 


Method 


AAT/NAP 




Start 


13707 


End 


14950 




GI 


6513933 


Score 


333 




Exons 


13707. .13798, 13872 .. 14071, 


14651. .14950 




GI Descrip. 


(AC011664) putative dehydrogenase [Arabidopsis thaliana] 




Seq. No. 


21371 


Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44686 


Strand 






Start 


4951 


End 


7971 




Name 


OJ991217 08.0202.C10.ol.np 


Method 


AAT/NAP 




Start 


4928 


End 


7971 




GI 


5915841 


Score 


1422 




Exons 


4928.. 5558, 5659.. 6117, 7468 


. .7971 







21747 



• # 

GI Descrip. CYTOCHROME P450 71E1 gi 12766452 (AF029858) cytochrome P450 
CYP71E1 [Sorghum bicolor] 



Seq. No. 


21371 








Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44686 








Strand 


- 




Start 


4951 








End 


7971 




Name 


OJ991217 08 


.0202 


.C10.o2 


.gs 


Method 


GENSCAN 




Start 


4951 








End 


7968 




GI 


none 








Score 


.91 




LAUllO 


4QS1 SSSft 

7t Z/ ~J ± . • JO; 


-J O «J J. 


fil 1 7 

. . Oil / / 


74 fifi 


• / J u o 






Seq. No. 


21371 








Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44687 








Strand 


- 




Start 


8472 








End 


9060 




Name 


OJ991217 08 


.0202 


.C10.o3 


.tc 


Method 


TBLASTX: Cress 




Start 


83 








End 


287 




GI 


none 








Score 


245 




Exons 


83. .271, 84 


. .287 


, 102.. 


9*7 ft 








Seq. No. 


21371 








Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44 687 








' Strand 


- 




Start 


8472 








End 


9060 




Name 


OJ991217 08 


.0202 


,C10.o3 


.ts 


Method 


TBLASTX : Soybean 




Start 


101 








End 


278 




GI 


none 








Score 


217 




Exons 


101. .271, 102.. 278, 102 


97? 








Seq. No. 


21371 








Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44687 








Strand 


- 




Start 


8472 








End 


9060 




Name 


OJ991217 08 


.0202 


.C10.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


4921 








End 


5213 




GI 


none 








Score 


168 




T* 1 von q 


4921. .5178, 


4935 


. .5213 










Seq. No. 


21371 








Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44687 








Strand 






Start 


8472 








End 


9060 




Name 


OJ991217 08 


.0202 


.ClO.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


4923 








End 


5421 




GI 


none 








Score 


75 




Exons 


4923. .5093, 


4936 


. .5178, 


A Q4 4 


.5417, 5236. .5421 




Seq. No. 


21371 








Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


•44687 








Strand 






Start 


8472 








End 


9060 




Name 


OJ991217 08 


.0202 


.ClO.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


4947 








End 


5553 




GI 


none 








Score 


244 




Exons 


4947. .5417, 


4957 


. .5409, 


5439. 


.5552, 5440.. 5553 




Seq. No. 


21371 








Seq. ID 


OJ991217_08.0202. 


C10 


Gene No. 


44687 








Strand 






Start 


8472 








End 


9060 




Name 


OJ991217 08 


.0202 


.ClO.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


4954 








End 


7764 




GI 


none 








Score 


122 





21748 



Exons 



4954.. 5175, 4956.-5432, 5239.-5367, 5451.. 5564, 5452.. 5559, 
7465. .7764 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21371 
4 4 687 
8472 

OJ991217_08. 0202. CIO. o3.tw 

5241 

none 



Seq. ID OJ991217_08. 0202. CIO 
Strand 

End 9060 

Method TBLASTX : Wheat 

End 5558 

Score 85 



5241. .5402, 5257. .5430, 5433. .5558, 5440.. 5544 



Seq. No. 21371 

Gene No. 4 4 687 

Start 8472 

Name OJ991217_08 . 0202 . C10 . o4 . tc 

Start 7459 

GI none 

Exons 7459.. 7791, 7511.. 7732 



Seq. ID OJ991217_08. 0202. C10 
Strand 

End 9060 

Method TBLASTX : Cress 

End 7791 

Score 133 



Seq.. No. ' 21^1-1 Seq. ID.. 

Gene No." 44 6'87 * Strand 

Start 8472 End 

Name -OJ991217_08 . 0202 . C10 . o5 . tm Method 

Start 74 62 End 

GI none Score 

Exons 7462.. 7791, 7622.. 7855 



OJ991217_08. 0202. C10 
9060 

TBLASTX: Maize 

7855 

138 



Seq. No. 21371 

Gene No. 44687 

Start 8472 

Name OJ991217JD8 . 0202 . C10 . o3 . gs 

Start 8472 

GI none 

Exons 8472.. 8833, 9030.. 9060 



Seq. ID OJ991217_08. 0202. C10 
Strand 

End 9060 

Method GENSCAN 

End 9060 

Score .89 



21371 Seq. ID 

44688 Strand 

10382 End 

OJ991217_08 . 0202 . CIO . o2 . tm Method 

10382 End 

none Score 



OJ991217_08. 0202. C10 
11413 

TBLASTX: Maize 

11413 

70 



10382. .10465, 104 63 .. 10753, 10495 .. 10752, 11304 11408 , 
11304. .11408, 11314. .11412, 11318.. 11413 



21371 Seq. ID 

44688 Strand 

10382 End 

OJ991217_08. 0202. C10. ol.tw Method 

10446 End 

none Score 



'OJ991217_08 . 0202 . C10 
11413 

TBLASTX: Wheat 

11380 

148 



10446. .10589, 10464 10589, 10472 .. 10591, 10556 . .10753, 
10589. .10753, 11318 .. 11380, 11318.. 11380 



Seq. No. 21371 

Gene No. 4 4 689 

Start 11386 

Name OJ991217 08 . 0202 . C10 . o2 . tc 



Seq. ID OJ991217_08. 0202. C10 
Strand 

End 12863 

Method TBLASTX : Cress 



21749 



Start 


11386 




End 


12839 




GI 


none 




Score 


390 




Exons 


11386. .11706, 11396. 


. 11656, 


11406. .11690, 12647. .12823, 






12675. .12839, 12677. 


. 12835 








Seq. No. 


21371 




Seq. ID 


OJ991217_08.0202 


.C10 


Gene No. 


44689 




Strand 






Start 


11386 




End 


12863 




Name 


rti T f*\ f\ 1 1 ^ /*\ rt rt rt rt -1 rt 

OJ991217 08. 0202. CIO 


. o4 . tw 


Method 


TBLASTX: Wheat 




Start 


11393 




End 


11629 




GI 


none 




Score 


189 




Exons 


11393. .11629, 11393. 


. 11539, 


11569. .11601 




Seq. No. 


21371 




Seq. ID 


OJ991217_08.0202 


.C10 


Gene No. 


44689 




Strand 






Start 


11386 




End 


12863 




Name 


OJ991217_08. 0202. CIO 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


11414 




End 


12863 




GI 


none . 




Score 


365 




Exons 


11414 ; . 11653, '11414 . 


. 11647, 


11416. .11.655, 12661, . 12855 ,• 






1 rt ^ ^ " ^ rt rt rt * rt v" ^ rt 

12677 . . 12862, 12678 . 


. 12863 








Seq. No. 


21371 




Seq. ID 


OJ991217_08.0202 


.C10 


Gene No. 


44689 




Strand 






Start 


11386 




End 


12863 




Name 


OJ991217_08. 0202. C10 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11558 




End 


12848 




GI 


none 




Score 


150 




Exons 


11558; .11656, 11560. 


.11676, 


12658. .12840, 12674 .. 1284 1, 






rt >~ ^ f rt rt j| rt -1 /-\ y*~ ^ 

12675 . . 12848, 12677 . 


. 12847 








Seq. No. 


21371 


- 


Seq. ID 


OJ991217_08.0202 


.C10 


Gene No. 


44690 




Strand 






Start 


13706 




End 


14895 . 




Name 


OJ991217 08. 0202. C10 


. o4 .'tm 


Method 


TBLASTX: Maize 




Start 


13706 




End 


14895 




GI 


none 




Score 


131 




Exons 


13706. .13807, 13713. 


13805, 


13864. .14031, 13865. . 139757 






■1 rt rt rt 1 * -1 m ' rt "1 rt -l a rt «4 

13981 . . 14073, 14016. 


14072, 


14644. .14772, 14646 .. 1.4771, 






14656. . 14778, 14660. 


14776, 


14685. .14885, 14758 .. 14889, 






14785. . 14895 










Seq. No. 


21372 




Seq. ID 


OJ991217_08.0202 


.Cll 


Gene No. 


44691 




Strand 


+ 




Start 


111 




End 


424 




Name 


OJ991217 08.0202.C11 


ol . tm 


Method 


TBLASTX: Maize 




Start 


97 




End 


364 




GI 


none 




Score 


67 




Exons 


97. .363, 102. .197, 116. .364, 


251. .364 






Seq. No. 


21372 




Seq. ID 


, OJ991217J38.0202 


.Cll 


Gene No. 


44691 




Strand 


+ 




Start 


111 




End 


424 




Name 


OJ991217 08.0202.C11. 


ol . np 


Method 


AAT/NAP 




Start 


Ill 




End 


394- 




GI 


6513933 




Score 


257 





Exons 111.. 394 

21750 



GI Descrip. (AC011664) putative dehydrogenase [Arabidopsis thaliana] 



Seq. No. 


21372 




Seq. ID 


OJ991217_08.0202 


.Cll 


Gene No. 


44691 




Strand 


+ 




Start 


111 




End 


424 




Name 


OJ991217 08.0202.Cll.ol. 


gs 


Method 


GENSCAN 




Start 


119 




End 


397 




GI 


none 




Score 


.46 




Exons 


119. .397 










Seq. No. 


21372 




Seq. ID 


OJ991217_08.0202 


.Cll 


Gene No. 


44691 




Strand 


+ 




Start 


111 




End 


424 




Name 


OJ991217 08.0202.Cll.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


130 




End 


424 




GI 


none 




Score 


263 




Exons 


130. .396, 137. .424 










Seq. No. 


21373 




Seq. ID 


OJ991217_08.0202 


.C12 


Gpnp No 


44692 . 




•Strand 






Start " 


91 " ' ' * 




End 


957 




Name 


OJ991217 08.0202.C12.ol. 


gp 


Method 


AAT/GAP 




Start 


91 




End 


923 




GI 


43215 1.R1084 




Score 


1436 




Exons 


91. .813, 900. .923 










GI Descrip. 


, 2827651/emb|CAA16605. 1| 


1. 


0e-33 (AL021637) putative protei: 




[Arabidopsis thaliana] ' 










kj Ci ^ • ix KJ ■ 


21373 




Seq. ID 


OJ991217_08.0202 


.C12 


Gene No. 


44692 




Strand 






Start 


91 




End 


957 




Name 


OJ991217 08.0202.C12.ol. 


np 


Method 


AAT/NAP 




Start 


340 




End 


957 




GI . 


2827651 




Score 


394 




Exons 


340. .813, 900. .957 










GI Descrip. 


(AL021637) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


21373 . 




Seq. ID 


OJ991217_08.0202 


-C12 


Gene No. 


44692 




Strand 






Start 


91 




End 


957 




Name 


OJ991217 08.0202.C12.ol. 


gs 


Method 


GENSCAN 




Start 


351 




End 


756 




GI 


none 




Score 


.56 




Exons 


351. .756 










Seq. No. 


21373 




Seq. ID 


OJ991217JD8.0202 


.C12 


Gene No. 


44692 




Strand 






Start 


91 




End 


957 




Name 


OJ991217 08.0202.C12.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


377 




End 


546 




GI. 


none 




Score 


118 




Exons 


'377. .541, 388. .546 










Seq. No. 


21373 




Seq. ID 


OJ991217_08.0202 


.C12 


Gene No. 


44692 




Strand 






Start 


91 




End 


957 




Name 


OJ991217 08.0202.C12.ol. 


tm 


Method 


TBLASTX :Maize 





21751 



Start 
GI 

Exons 



445 End 953 

none Score 71 

445. .612, 448. .534, 613. .813, 629. .814, 884. .943, 900. .953 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21373 
44692 
91 

OJ991217_08.0202.C12.ol.tc 

589 

none 

589. .813, 590. .814, 900. .953 



Seq. ID OJ991217_08.0202.C12 

Strand 

End 957 

Method TBLASTX : Cress 

End 953 

Score 66 



Seq. ID OJ991217_08.0202.C13 

Strand + 

End 3721 

Method AAT/NAP 

End 3721 

Score 123 



21374 
44693 
1 

OJ991217_08.0202.C13.ol.np 
1 

6523547 

1..32, 758. .863, 3518. .3721 

(AJ242540)' hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. riagariensis] 



21374 
44694 
477 

OJ991217_08.0202.C13.ol.gp 
477 

64353_1.R1084 
477. .885 

•2286121 2.0e-31 (U88068) secl4 like protein [Oryza sativa] 1 



Seq. ID OJ991217_08. 0202.C13 
Strand 

End 885 

Method AAT/GAP 

End 885 

Score 739 



21374 
44694 
477 

OJ991217_08.0202.C13.ol.gs 

499 

none 

499. .873 



Seq. ID OJ991217_08.0202.C13 
Strand 

End 885 

Method GENSCAN 

End 873 

Score . 9 



Seq. No. 21374 Seq. ID 

Gene No. 44695 Strand 

Start 3015 End 

Name OJ991217_08 . 0202 . C13 . o2 . gs Method 

Start 3015 End 

GI none Score 

Exons 3015.. 3115, 3593.. 3692 



OJ991217_08.0202.C13 

3692 
GENSCAN 
3692 
.7 



Seq. No. 21375 Seq. ID 

Gene No. 44696 Strand 

Start 5974 End 21432 

Name OJ991217_08 . 0202 . C14 . ol . np Method AAT/NAP 

Start 5484 End 10131 

GI 4406788 Score 707 

Exons 5484.. 5553, 5981.. 6459, 7079.. 7431, 10087.. 10131 

GI Descrip. (AC006532) unknown protein [Arabidopsis thaliana] 



OJ991217 08.0202.C14 



Seq. No. 



21375 



Seq. ID OJ991217_08.0202.C14 



21752 



Gene No . 


A A CQC 








04- t/~ in *A 

btrana 






Start 


5974 








End 


21432 




Name 


OJ991217 08. 


0202. 


C14.o2 


.gs 


Method 


GENSCAN 




Start 


5974 








End 


7513 




GI 


none 








Score 


.68 




Exons 


5974. .6459, 


6553. 


.6915, 


7079. 


.7513 






Seq. No. 


21375 








Seq. ID 


OJ991217_08.0202 


.C14 


Gene No. 


A A £Q£ 








btrana 






Start 


5974 








End 


21432 




Name 


OJ991217 08. 


0202. 


C14.o3 


.ts 


Method 


TBLASTX: Soybean 




Start 


5995 








End 


6213 




GI 


none 








Score 


89 




Exons 


5995. .6213, 


6026. 


.6190 










Seq. No. 


21375 








Seq. ID 


OJ991217_08.0202 


.C14 


bene no. 


4 q by D 








Strand 






Start 


5974 








End 


21432 




Name 


OJ991217 08. 


0202. 


C14.o3 


. tm 


Method 


TBLASTX: Maize 




Start 


6019 








End 


. 6423 




GI 


none 








Score 


• 9b 




Exons 


6019. .6210, 


6020. 


.6208, 


6220. 


.6423, 6221. .6388 




Seq. No. 


21375 








Seq. ID 


OJ991217_08.0202 


.C14 


Gene No. 


a a a q a 
4 41 by d 








Strand 






Start 


5974 








End 


21432 




Name 


OJ991217 08. 


0202. 


C14 .o3 


.'tc 


Method 


TBLASTX: Cress 




Start 


6233 








End 


7219 




GI 


none 








Score 


76 




Exons 


6233. .6361, 


6235. 


. 6459, 


6406. 


.6459, 7079. .7219 




Seq. No. 


21375 








Seq. ID 


OJ991217_08.0202 


.C14 


Gene No . 


a a a q a 
4 h. by b 








Strand 






Start 


5974 








End 


21432 




Name 


OJ991217 08. 


0202. 


C14.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


7199 








End 


9866 




GI 


none 








Score 


215 




Exons 


7199. .7453, 


7200. 


.7454, 


7396. 


.7455, 9755. .9862, 9759. .9866 


Seq. No. 


21375 








Seq. ID 


OJ991217_08.0202 


.C14 


Gene No. 


44696 








Strand 






Start 


5974 








End 


21432 




Name 


uj yy i^i / uy . 


0202. 


C14.o3 


.gs 


Method 


GENSCAN 




Start 


8779 








End 


20099 




GI 


none 








Score 


.47 




Exons 


8779. .8973, 


9629. 


.9919, 


10594 


. .10750, 


12237. .12320, 






13801. .13919 


15777. .15939, 16213 .. 16386, 16910 18847 , 






19513. .19571 


, 19943.. 20099 








Seq. No. 


21375 








Seq. ID 


OJ991217_08.0202 


.C14 


Gene No. 


' 44696 








Strand 






Start 


5974 








End 


21432 




Name 


OJ991217 08. 


0202. 


C14.ol 


.gp 


Method 


AAT/GAP 




Start 


9704 








End 


10086 




GI 


none 








Score 


758 




Exons 


9704. .10086 















21753 



+ 



OJ991217 08.0202.C14 



Seq. No. 21375 Seq. ID 

Gene No. 44696 Strand 

Start 5974 End 21432 

Name OJ991217_08 . 0202 .C14 . o2 . np Method AAT/NAP 

Start 15504 End 21432 

GI 6907098 Score 554 

Exons 15504. .15563; 15777 .. 15905, 16213 .. 16457, 21397. 

GI Descrip. (AP001129) EST AU031036 (E60617 ) corresponds to a 

predicted gene.; Similar to Human mRNA for KIAA0310 gene. 
(AB002308) [Oryza sativa] 



21432 

region of the 



Seq. No. 


21375 




Seq. ID 


OJ991217_08.0202 


.C14 


Gene No. 


44696 




Strand 






Start 


5974 




End 


21432 




Name 


OJ991217 08.0202.C14 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


15540 




End 


15893 




GI 


none 




Score 


107 




Exons 


15540. .15641, 15556. 


.15639, 


15562. .15642, 15636 .. 15698 , 






15638. .15703, 15756. 


.15893 








Seq. No. 


21375 




Seq. ID 


OJ991217_08.0202 


.C14 


Gene No. 


44696 




Strand 






Start 


5974 




End 


21432 




Name 


OJ991217 08.0202.C14 


. o3 . np 


Method 


AAT/NAP 




Start 


16789 




End 


19483 




GI 


2829915 




Score 


1439 




Exons 


16789. .18320, 18348. 


.18847, 


19436.. 19483 




GI Descrip. 


(AC002291) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


21375 




Seo^'. ID 


OJ991217JD8.0202 


-C14 


Gene No. 


44696 




Strand 






Start 


5974 




End 


21432 




Name 


OJ991217 08.0202.C14 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


16792 




End 


17239 




GI 


none 




Score 


38 




Exons 


16792. .17238, 16793. 


.16819, 


16916.. 17239 




Seq. No. 


,21375 




Seq. ID 


OJ991217_08.0202. 


-C14 


Gene No. 


' : 44696 




Strand 




!' - 


Start 


5974 




End 


21432 




Name 


OJ991217 08.0202.C14 


.o4 . tm 


Method 


TBLASTX: Maize 




Start 


16792 




End 


17667 




GI 


none 




Score 


132 




Exons 


16792. .17271, 16931. 


.17281, 


17521. .17667, 17540.. 17638 




Seq. No. 


21375 




Seq. ID 


OJ991217_08.0202 


.CI 4 


Gene No. 


44696 




Strand 






Start 


5974 




End 


21432 




Name 


OJ991217 08.0202.C14 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


16972 




End 


18570 




GI 


none 




Score 


156 ' 




Exons 


16972, .17355, 16988. 


.17356,- 


17521. .17667, 184 87 .. 18570 ' 




Seq. No. 


21375 




Seq. ID 


OJ991217_08.0202 


.C14 


Gene No. 


44696 




Strand 






Start 


5974 




End 


21432 




Name . 


OJ991217 08.0202.C14 


. ol . tw 


Method 


TBLASTX: Wheat 





21754 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



17029 
none 



End 
Score 



18570 
99 



17029. .17097, 17104 .. 17580, 17164 .. 17280, 17 165 .. 17404 , 
17599. .17817*, 17974 .. 18309, 18454.. 18570 



21375 
44696 
5974 

OJ991217_08 .0202.C14.ol.tm 
17284 
none 
17284 
18076 



Seq. ID 

Strand 

End 

Method 

End 

Score 



17469, 17677. .17820, 18043 .. 18198 , 18074 
18534 



OJ991217_08.0202.C14 
21432 

TBLASTX: Maize 

18534 

387 

18514, 



21375 Seq. ID 

44696 Strand 

5974 End ' 

OJ991217_08.0202.C14 .o2.tc Method 

17362 End 

none Score 



OJ991217_08.0202.C14 
21432 

TBLASTX: Cress 

18660 

68 



17362. .17469, 17 69'8 .. 18321, 17947 .. 18126, 17948 .J 18079, 
17974. .18315, 18160 .. 18192, 18367 .. 18486, 18604. .18660 



21376 
44697 
1 

OJ991217_08.0202.C15.ol.np 
1 

4678263 



Seq. ID OJ991217_08.0202.C15 
Strand + 

5171 
AAT/NAP 
4711 
1743 

.2257, 2471.. 2570, 



End 

Method 
End 
Score 

1..421, 1027. .1233, 1632. .1968, 2096. 
2657. .2866, 2957. .3071, 3615. .3821, 3964. .4065, 4359. .4481, 
4562. .4711 

(AL049657) brefeldin A-sensitive Golgi protein-like [Arabidopsis 
thaliana] 



21376 
44697 
1 

OJ991217_08.0202.C15.ol.gs 
50 

none 



Seq. ID OJ991217_08.0202.C15 

Strand + 

End 5171 

Method GENS CAN 

End 5171 

Score .85 



50. .421, 1027. .1233, 1632. .1968, 2096. .2257, 2471. .2570, 
2657. .2866, 2957. .3071, 3615. .3821, 3964. .4020, 4359. .4481, 
4562. .4696, 5058. .5171 



21376 
44697 
1 

OJ991217_08.0202.C15.ol.gp 
2158 

26637 1.R1084 



Seq. ID OJ991217_08.0202.C15 

Strand + 

End 5171 

Method AAT/GAP 

End 3795 

Score 1299 



2158. .2257, 2471. .2570, 2657. .2866, 2957. .3071, 3615. .3795 
'2286121 2.0e-31 (U88068) secl4 like protein [Oryza sativa] f 



21376 
44698 
5093 



Seq. ID OJ991217_08.0202.C15 
Strand + 
End 5437 



21755 



Name 


OJ991217 08 


.0202. 


C15.o2 


.gp 


Method 


AAT/GAP 




Start 


5093 








End 


5437 




GI 


3768939 








Score 


604 




Exons 


5093. .5437 














Seq. No. 


21376 








Seq. ID 


OJ991217 


_08.0202.C15 


rid r\ a 


*i *i \j _7 _7 














Start 


5775 








End 


5942 




Name 


OJ991217 08 


.0202. 


C15.o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2 








End 


268 




GI 


none 








Score 


222 




Exons 


2. .268 














Seq. No. 


21376 








Seq. ID 


OJ991217 


_08.0202.C15 


Gene No. 


44699 








Strand 






Start 


5775 








End 


5942 




Name 


OJ991217 08 


.0202. 


C15.ol 


.tm 


Method 


TBLASTX : 


Maize 


Start 


1024 








End 


5202" 




GI 


none 








Score 


85 




Exons 


1024. .1083> 


1025. 


.1081, 


1026. 


.1091, 1026. .1082, 


1128. .1229, 




1128.. 1229, 


1129. 


.1233, 


1129. 


.1233, 1605.. 1973, 


1613. .1966, 




1615. .1989, 


2093. 


.2257, 


2094. 


.2258, 2097.. 2258, 


2098. .2259, 




2476. .2547, 


2478. 


.2543, 


2485. 


.2547, 2652. .2750, 


2657. .2740, 




^ / UU . * /L O / \J f 


979fi 




97 


.2873, 2747. .2872, 


97 R ^ 9R74 




2918; .3067, 


2940. 


.3080, 


2955. 


.3080, 2956.. 3093, 


3583. .3744, 




3615. .3821, 


3617. 


.3823, 


3617. 


.3775, 3963. .4067, 


3963. .4067, 




3964. .4068, 


4333. 


.4482, 


4341. 


.4481, 4354. .4485, 


4358. .4486, 




4359. .4490, 


4555. 


.4740, 


4562. 


.4696, 4636. .4701, 


5039. .5179, 




• 5052. .5195, 


5052. 


.5195, 


5056. 


.5202 






Seq. No. 


21376 








Seq. ID 


OJ991217 


_08.0202.C15 




*4 *J O J? :? 








Strand 






Start 


5775 








End 


5942 




Name 


OJ991217 08 


.0202. 


CIS.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


1042 








End 


1882 




GI 


none 








Score 


43 




Exons 


1042. .1092, 


1140. 


.1232, 


1141. 


.1233, 1605. .1877, 


1628. .1882 


Seq. No; 


21376 








Seq. ID' 


OJ991217 


_08.0202.C15 


Gene No. 


44699 








Strand 






Start 


5775 








End 


5942 




Name 


O.TQQ1 91 7 Oft 


0909 




. Lb 


Method 


TBLASTX: 


ouyucaii 


Start 


1706 








End 


2873 




GI 


none 








Score- 


312 




Exons 


1706. .1963, 


1707. 


.1973, 


2085. 


.2258/7*2092. .2259, 


2109. .2282, 




2466. .2561, 


2470. 


.2571, 


2652. 


.2702, 2654. .2695, 


2730. .2873, 




2753. .2869 














Seq. No. 


21376 








Seq. ID 


OJ991217 


_08.0202.C15 


ucllc ISO ■ 


A A fiQQ 








Strand 






Start 


5775 








End 


5942 




Name 


OJ991217 08 


.0202. 


C15.o2 


.gs 


Method 


GENSCAN 




Start 


5775 








End. 


5942 




GI 


none 








Score 


.7 




Exons 


5775. .5942 














Seq. No. 


21377 








Seq. ID 


OJ991217 


_08.0202.C16 



21756 




Gene No. 


44700 




Strand 


+ 




Start 


1 




End 


1527 




Name 


OJ991217 08.0202.C16.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


1527 




GI 


2792220 




Score 


602 




Exons 


1..840, 880. .1527 










GI Descrip. 


(AF032688) NBS-LRR type 


resistance protein [Oryza sativa] 


Seq. No. 


21377 




OCV^ . X U 


OJ991217 08 0202 

WU -7 3? X Z. X / UO.UZ.UZ. 


PI 6 


\j cue iivj • 


44700 




Strand 


+ _ 




Start 


1 




End 


1527 




Name 


OJ991217 08.0202.C16.ol 


• Ll*. 


1 JG LilUU 


i. OLtnu ± /V . v^x Coo 




Start 


1 






711 

/XX 




GI 


none 






1 OQ 

X U ^ 




Exons 


1..108, 172. .243, 340.. 


•JO / , 


491 ^64 

*4 Z. X . • JQ4 ; 


sft 6 7ii 

-J O U . • / XX 




Seq. No. 


21377 




c prr t n 

OCLJ. X LJ 


D.TQQ1917 Oft 0909 


PI 


fipnp No 


44700 




Strand 


+ — 




Start 


1 




End 


1527 




Name 


OJ9912-17 08.0202.C16.ol 


■ LS 


1*1 e LilUU. 






Start ' 


1 






O ± j 




GI 


none 




Score 


ft R 




Exons 


1. .66, 70. .162, 87. .188 




. . J4i/ lO H 


■34 9 9ft M Q 




Seq. No. 


21377 






H.TQQ1917 Oft 0909 

\JU _7 _7 X Z, X / VJO.UZ.VJZ. 


pi C 




44700 




Strand 


+ — 




Start 


1 




End 


1527 




Name 


OJ991217 08.0202.C16.o3 


■ L.1LI 




J. CDraO lAi I lei Ilc 




Start 


355 




OI1VJ. 


ftl 
O X U 




GI 


none 




Score 


1 9^ 
X Z. 3 




Exons 


355. .594, 592. .816, 657 


ftl S 








Seq. No. 


21377 






(1.TQQ1917 Oft 0909 
VJU J JlZ 1 / uo.uz.uz. 


PI 




4 4700 




Strand 


+ — 




Start 


1 




End 


1527 




Name 


OJ991217 08.0202.C16.o2 




UC L 1 1VJV_1 






Start 


550 






ftl Q 




GI 


none 




Score 


177 
x / / 




Exons 


550.. 741, 552.. 728, 748 


ftl Q 
• • o x y 


7 69 ft 1 ft 






Seq. No. 


21377 




ocq • x u 


D.7QQ1917 Oft 0909 
kJUi?-?xz,x/ uo.uz.uz. 


PI 
.LID 




44701 




Strand 






Start 


2086 




End 


2844 




Name 


OJ991217 08.0202.C16.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2086 




End 


2667 




GI 


none 




Score 


90 




Exons 


2086.. 2667, 2161.. 2514, 


2330 


. .2602 






Seq. No. 


21377 




Seq. ID 


OJ991217_08.0202 


.C16 


VJCllC LNVJ • 


44701 




Strand 






Start 


2086 




End 


2844 




Name 


OJ991217 08 . 0202 .CI 6. o2 


.tw- 


Method 


TBLASTX: Wheat 




Start 


2098 




End 


2469 




GI 


none 




Score 


66 




Exons 


2098. .2271, 2161. .2274, 


2305 


..2469, 2306. .2467 




Seq. No. 


21377 




Seq. ID 


OJ991217_08.0202 


.C16 



21757 




bene wo . 


A Alft^ 


otrdilQ 






Start 


2086 


End 


2844 




Name 


OJ991217 08.0202.C16.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2482 


End 


2844 




GI 


none 


Score 


89 




Exons 


2482. .2634, 2641. .2844 








Seq. No. 


21377 


Seq. ID 


OJ991217_08.0202 


.C16 


bene no . 


A A~7 no 


o Li ana 






Start 


2863 


End 


3151 




Name 


OJ991217 08.0202.C16.o2.tm 


Method 


TBLASTX: Maize 




Start 


2863 


End 


3151 




GI 


none 


Score 


151 




Exons 


2863.. 3150, 2924.. 3151 








Seq. No. 


21378 


Seq. ID 


OJ991217_04.0207 


.C2 


Gene No . 


A A *7 m 


ourana 


i 




Start 


131 


End 


435 




Name 


OJ991217 04.0207.C2.ol.gs 


Method 


GEN SCAN 




Start 


131 


End 


435 




GI 


none 


Score 


.55 




Exons 


131.. 138, 167. .264, 290. .435 








Seq. No. 


21378 


Seq. ID 


OJ991217_04 .0207 


.C2 


Gene No. 


44703 


Strand 


+ 




o tar t. 


131 


End 


A ^ 
4 JJ 




Name 


OJ991217 04.0207.C2.ol.np 


Method 


AAT/NAP 




Start 


131 


End 


430 




GI 


6437556 


Score 


212 




Exons 


131. .430 








GI Descrip. 


(AC011623) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


21378 


Seq. ID 


OJ991217_04.0207 


.C2 


Gene No . 


44704 


Strand 






Start 


324 


End 


591 




Name 


OJ991217 04.0207.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


62 


End 


445 




GI 


none 


Score 


60 




Exons 


62. .142, 132. .242, 143. .208, 


208. .444, 


215. .445 




Seq. No. 


21378 


Seq. ID 


OJ991217_04 .0207 


.C2 


Gene No. 


44704 


Strand 






otart 


324 


End 






Name 


OJ991217 04.0207.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


132 


End 


430 




GI 


none 


Score 


76 




Exons 


132. .212, 143. .211, 211. .285, 


215. .274, 


304. .420, 308.. 


430, 




313. .423 








Seq. No. 


21378 


Seq. ID 


OJ991217_04 .0207 


.C2 


Gene No. 


44704 


Strand 






Start 


324 


End 


591 




Name 


OJ991217 0'4.0207.C2.ol.ts 


Method 


TBLASTX : Soybean 




Start 


132 


End 


430 




GI 


none 


Score 


94 




Exons 


132. .212, 132. .233, 215. .292, 


308. .430, 


322. .429 





21758 




Seq. No. 


21378 




Seq. ID 


OJ991217_04.0207.C2 


Gene No. 


44704 




Strand 




Start 


324 




End . 


591 


Name 


OJ991217 04. 0207. C2 . 


ol.gp 


Method 


AAT/GAP 


Start 


324 




End 


591 


GI 


68204 1.R1084 




Score 


446 


Exons 


324. .591 








GI Descrip. 


'2435511 1.0e-48 (AF024504) 


contains similarity to prolyl 




4 -hydroxylase alpha 


subunit 


[Arabidopsis thaliana]- 1 


Seq. No. 


21379 




Seq. ID 


OJ991217J)4.0207 .C3 


Gene No. 


44705 




Strand 


+ 


OLqiL 


1 




End 


177 


Name 




ol .np 


Method 


AAT/NAP 


Start 


1 




End 


177 


GI 


4105697 




Score 


133 


Exons 


1. .177 








GI Descrip. 


(AF049870) thaumatin 


L-like protein [Arabidopsis thaliana] 


Seq. No. 


21380 




Seq. ID 


OJ.9?1217_04.0207.C5 


Gene No. 


44706 




Strand 


+ - ' : S : r ■ 


O Ldl L 


A A A 

404 




End 


637 


Name 


OJ991217 04. 0207. C5. 


ol . np 


Method 


AAT/NAP 


Start 


404 




End 


637 


GI 


6735375 




Score 


158 


Exons 


404. .471, 552.. 637 








GI Descrip. 


(AL137082) putative 


protein 


[Arabidopsis thaliana] 


Seq. No. 


21380 




Seq. ID 


OJ991217_04.0207.C5 


Gene No . 


44706 




Strand 


+ 


Start 


404 




End 


637 


Name 


OJ991217 04. 0207. C5 . 


ol . tm 


Method 


TBLASTX: Maize 


Start 


417 




End 


637 


GI 


none 




Score 


95 


Exons 


417. .473, 417. .473, 


418. .474 


, 419. .484, 


536. .637, 537. .632 


Seq. No. 


21380 




Seq. ID 


OJ991217_04.0207.C5 


Gene No . 


44 /Ob 




Strand 


+ 


Start 


404 




End' 


637 


Name 


OJ991217 04. 0207. C5 . 


ol.ts 


Method 


TBLASTX: Soybean 


Start 


417 




End 


637 


GI 


none 




Score 


56 


Exons 


417. .473, 418. .474, 


418. .483 


, 536.. 634, 


536. .637, 537. .635 


Seq. No: 


21381 




Seq. ID 


OJ991217 04. 0207. C6 


bene jno . 


44707 




Strand 


+ 


Start 


1 




End 


145 


Name 


OJ991217 04. 0207. C6. 


ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


145 


GI 


none 




Score 


273 


Exons 


1. .145 








Seq. No. 


21382 




Seq. ID 


OJ991217_04.0207.C7 


Gene No. 


44708 




Strand 




Start 


1 




End 


2394 


Name 


OJ991217 04. 0207. C7. 


ol .np 


Method 


AAT/NAP 


Start 


1 




End 


2394 



21759 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6721512 Score 38 

1..45, 261. .439, 2343. .2394 

(AP001072) hypothetical .protein [Oryza sativa] 



21382 
44708 
1 

OJ991217_04.0207.C7.ol.gs 

185 

none 



Seq. ID OJ991217_04 .0207.C7 
Strand 

End 2394 

Method GENSCAN 

End 2337 

Score . 51 



185. .394, 880. .1002, 2024. .2179, 2269. .2337 



21383 
44709 
1 

OJ991217_04 .0207.C8.o3.np 
1 

4680186 



Seq. ID. OJ991217_04 .0207.C8 

Strand + 

End 14991 

Method AAT/NAP 

End 14991 

Score 359 



1..85, 2498.-2529, 8036. .8089, 14791. .14991 
(AF111709) unknown [Oryza sativa subsp. indica] 



21383 
44709 
1 

OJ991217_04 .0207.C8.ol.gs 
4 

none 



Seq. ID OJ991217_04.0207.C8 
Strand + 

14991 
GENSCAN 
6506 
.75 



End 

Method 
End 
Score 

4. .174, 205. .361, 412. .503, 668 .. 1573, 1644 1787, 1805. .3173, 
3229.. 5169, 5887.. 6506 



21383 
44709 
1 

OJ991217__04.0207.C8.ol.np 
665 

4680179 
665.. 1750, 1784,. 5183 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ991217_04.0207.C8 
Strand + 

14991 
AAT/NAP 
5183 
5390 



End 

Method 

End 

Score 



Seq. ID OJ991217_04.0207.C8 

Strand + 

End 14991 

Method AAT/GAP 

End " 7636 

Score 633 



21383 
44709 
1 

OJ991217_04.0207.C8.ol.gp 
7257 

uC-osflcyp033a04bl : _ 
7257. .7636 

1 6016845/dbj | AP000570.1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21383 
44710 
834 

OJ991217_04 .0207.C8.o2.np 

834 

5852180 



Seq. ID OJ991217_04 .0207.C8 
Strand 

End 14924 

Method AAT/NAP 

End ' -11117 

Score 4 94 



834. .863, 5922. .6326, 6378. .6502, 7486. .7550, 11032. .11117 
(AL117265) zhbOOOlO.l [Oryza sativa] 



21760 




UCLJ. IN O . 


91 ^ft ^ 

JO J 








JC^ • XL/ 


OJQ91217 04 0207 


.C8 


Gene No. 


44710 








Strand 






Start 


834 








End 


14924 




Name 


OJ991217 04 


.0207 


,C8.o9. 


tw 


Method 


TBLASTX: Wheat 




Start 


914 








End 


1113 




GI 


none 








Score 


202 




Exons 


914. .1111, 


916. . 


1113 










IN O . 


91 "3ft ^ 








c^rr T D 

JCLj . X U 


O.TQQ1917 04 0907 


• V_» Vj 


Gene No. 


44710 








Strand 






Start 


834 








End 


14924 




Name 


OJ991217 04 


.0207 


.C8.o7. 


tw 


Method 


TBLASTX: Wheat 




Start 


1147 








End 


1498 




GI 


none 








Score 


297 




Exons 


1147. .1341, 


1148 


. .1498 












91 **R"3 

/ 1 JO J 








Corr T Pi 

OCljt X u 


O.TQQ191 7 04 0907 


> ^0 


Gene No. 


44710 








Strand 






Start 


834 








End 


14 924 




Name 


OJ991217 04 


.0207 


.C8.06. 


tm 


Method 


TBLASTX : Maize 




Start 


1148 








End 


1453 




GI 


none 








Score 


236 




Exons 


1148. .1453, 


1162 


. .1278^ 










Cow Wr\ 

oeq. in o . 


91 ?ft*3 

^1 JO J 








JC^i x u 


O.TQQ1 917 04 0907 


. C8 


Gene No. 


44710 








Strand 






Start 


834 








End 


14924 




Name 


OJ991217 04 


.0207 


.C8.o7. 


tm 


Method 


TBLASTX: Maize 




Start 


1805 








End 


2128 




GI 


none 








Score 


193 




Exons 


1805. .2128 














Jet]. LN U . 


91 ^ft^ 

( L 1 JO J 








Seq. ID 


OJ991217_04 .0207 


.C8 


Gene No. 


44710 








Strand 






Start 


834 








End 


14924 




Name 


OJ991217 04 


.0207 


.C8.08. 


tw 


Method 


TBLASTX: Wheat 




Start 


1811 








End 


2179 




GI ' 


none 








Score 


170 




Exons 


1811. .2020, 


1867 


. .1953, 


2065. 


.2178, 2066. .2179 




Cd/r KI/-\ 

oeq . EMO . 


9 1 ^ 








Seq. ID 


OJ991217_04 .0207 




Gene No. 


44710 








Strand 






Start 


834 








End 


14924 




Name ~ 


OJ991217 04 


.0207 


.C8.o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


2344 








End 


2830 




GI 


none 








Score 


52 




Exons 


2344. .2787, 


2348 


. .2398, 


2422. 


.2733, 2453.. 2830 




Seq. No. 


21383 








Seq. ID 


OJ991217_04.0207 


.C8 


Gene No. 


44710 








Strand 






Start 


834 








End 


14924 




Name 


OJ991217 04 


.0207 


.C8.o5. 


tm 


Method 


TBLASTX: Maize 




Start 


2359 








End 


2649 




GI 


none 








Score 


276 




Exons 


2359. .2649, 


2360 


. .2647 











21761 




Seq. No. 


21383 








Seq. ID 


OJ991217_04.0207.C8 


bene wo . 


H 4 f 1U 








Strand 




Start 


834 








End 


14924 


Name 


OJ991217 04 


.0207 


.C8.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


2717 








End 


3214 


GI 


none 








Score 


171 


Exons 


2717. .2896, 


2725 


. .2844, 


2903. 


.3214, 3043. .3096, 3127. .3174 


Seq. No. 


21383 








Seq. ID 


OJ991217_04 .0207/C8 


bene wo . 


4 4710 
4 4 / IU 








Strand 




Start 


834 








End 


14924 


Name 


OJ991217 04 


.0207 


.C8.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2771 








End 


3166 


GI 


none 








Score 


57 


Exons 


2771. .2803, 


2773 


. .2802, 


2807. 


.3166, 2809. .2844, 2875. .3165 


Seq. No. 


21383 










O.TQQ1 91 7 04 0907 PR 


uene 1NO . 


a a 1 1 n 

4 4 / J. U 








Strand 




Start 


834 








End 


14924 


Name 


OJ991217 04 


.0207 


.C8 .o5. 


tw 


wetnoa 




Start 


2879 










"3 1 ft 4 


GI 


•none 








Score 


^7 ^ 


Exons 


2879. .3184, 


2881 


. .3183 








Seq. No. 


21383 








oeq • ±u 


D.TQQ1 917 04 0 9 07 Pft 


bene no . 


a a 1 1 o 








Strand 




Start 


834 








End 


14924 


Name 


. OJ991217 04 


.0207 


.C8.o3. 


tw 


Mpfhnrl 




Start 


3186 








Jiiiica 


^£09 


GI 


none 








Score 


ODD 


Exons 


3186. .3602, 


3212 


. .3601 








Seq. No. 


21383 








oeq . ± u 


OTQQ1 91 7 04 0907 PR 

VJU-7-7XZX / U4 • U ^ U / .^O 


uene ino . 


4 4 / ± U 








Strand 




Start 


834 








End 


14924 


Name 


OJ991217 04 


.0207 


.C8.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


3203- 








End 


3431 


GI 


none. 








Score 


190 


Exons 


3203. .3430, 


3204 


. .3431 








Seq. No. 


21383 








Seq. ID 


OJ991217_04.0207.C8 


bene ino . 


ft 4 / ± U 








Strand 




Start 


834 








End 


14924 


Name 


OJ991217 04 


.0207 


.C8.o2. 


tm 


Method 


TBLASTX : Maize 


Start 


3251 








End 


3614 


GI 


none 








Score 


483 


Exons 


3251. .3601, 


3252 


. .3605, 


3252. 


.3614 




Seq. No. 


21383 








Seq. ID 


OJ991217_04.0207.C8 


bene lno ■ 


a a n i o 

4 4 / XU 








Strand 




Start 


834 








End 


14924 


Name 


OJ991217 04 


.0207 


.C8.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


3605 








End 


4172 


GI 


none 








Score 


641 


Exons 


3605. .4171, 


3636 


. .4172 








Seq. No. 


21383 








Seq. ID 


OJ991217_04.0207.C8 



21762 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No., 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44710 Strand 
834 ~~ End 

OJ991217_04 . 0207 . C8 . o2 . ts Method 
3960 End 
none Score 
3960.. 4220, 3965.. 4219, 4090.. 4221 



21383 
44710 
834 

OJ991217_04 . 0207 . C8 . o4 . tm 

4019 

none 

4019.. 4306, 4020.. 4310 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14924 

TBLASTX: Soybean 

4221 

286 



OJ991217_04.0207.C8 
14924 

TBLASTX: Maize 

4310 

364 



21383 



Seq. ID OJ991217_04.0207.C8 



44710 
834 

OJ991217_04.0207.C8.ol.tw 
4179 

none , ^ • 

4179.. 4805, 4235.. 4693, 



Strand 
End 

Method 
End 
Score 
4680. .4802 



14924 

TBLASTX: Wheat 

4805 

700 



21383 
44710 
834 

OJ991217_04.0207.C8.ol.tm 

4359 

none 



Seq. ID OJ991217_04.0207.C8 



Strand 
End 

Method 

End 

Score 



14924 

TBLASTX: Maize 

4958 

.231 



4359.. 4520, 4367.. 4513, 4518.. 4958, 4520.. 4942 



21383 Seq. ID 

44710 Strand 

834 End 

OJ991217_04.0207.C8.o6.tw Method 

4805 - End 

none . Score 

4805.. 5074, 4806,-5138 



OJ991217_04.0207.C8 
14924 

TBLASTX: Wheat 

5138 

325 



OJ991217 04. 0207. C8 



21383 Seq. ID 

44710 Strand 
834 End 14924 

OJ991217_04 . 0207 . C8 . o2 . gp Method AAT/GAP 

8679 End 14924 

uC-osflcyp033a04bl Score 663 

8679.. 8729, 14594.. 14924 

1 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



21384 
44711 
161 

OJ991217 
161 

none < 



Seq. ID OJ991217_04.0207.C9 



04.0207.C9.ol.gs 



Strand 
End 

Method 

End 

Score 



+ 

3542 
GENS CAN 
3123 
.47 



161. .276, 1894. .2278, 2438. .2668, 2704. .3123 



21763 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21384 Seq. ID 

44711 Strand 
161 End 
OJ991217_04 .0207.C9.ol.np Method 

1659 , End 
6907087 Score 



OJ991217J34.0207.C9 
+ 

3542 
AAT/NAP 
3542 
1369 



1659.. 2041, 2250.. 2902, 3441.. 3542 

(AP001129) ESTs C7277 1 (E2215) , AU082313 (E2215 ) correspond to 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 21384 Seq. ID 

Gene No. 44712 Strand 

Start 4007 End 

Name OJ991217_04 . 0207 . C9 . ol . gp Method 

Start 4007 End 

GI uC-osflcyp033a04bl Score 

Exons 4007.. 4389 

GI Descrip. ' 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 1 



OJ991217_04.0207.C9 
+ 

4389 
AAT/GAP 
4389 
672 



Seq. No. 21384 Seq. ID 

Gene No. 44713 Strand 

Start 5770 End 

Name OJ991217_04 . 0207 . C9 . o3 . gs Method 

Start 5770 End 

GI none Score 

Exons 5770.. 6873 



OJ991217_04.0207.C9 
+ 

6873 
GEN SCAN 
6873 
.96 



Seq. No. 


21384 




Seq. ID 


OJ991217 


_04 


.0207 


.C9 


Gene No. 


44714 




Strand 










Start 


3435 




End 


4803 








Name 


OJ991217 04. 


0207.C9.o2. 


gs Method 


GENSCAN 








Start 


3435 




End - 


4803 








GI 


none 




Score 


.84 








Exons 


3435. .3541, 


3987. .4141, 


4238. .4291, 4745. .4803 








Seq. No. 


21384 




Seq. ID 


OJ991217 


_04 


.0207 


.C9 


Gene No. 


44714 




. Strand 










Start 


3435 




End 


4803 








Name 


OJ991217 04. 


0207.C9.o2. 


np Method 


AAT/NAP 








Start 


3935 




End 


4141 








GI 


4680186 




Score 


227 








Exons 


3935. .4141 














GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 








Seq. No. 


21384 




Seq. ID 


OJ991217_ 


_04 


0207 


.C9 


Gene No. 


44715 




Strand 










Start 


7407 




End 


7873 








Name 


OJ991217 04'. 


0207.C9.o4. 


gs Method 


GENSCAN 








Start 


7407 




End 


7873 








GI 


none 




Score 


.57 








Exons 


7407. .7546, 


7768. .7873 












Seq. No. 


21385 




Seq. ID 


OJ991217 


_04. 


0207 


.C1C 


Gene No. 


44716 




Strand 


+ 








Start 


871 




End 


2364 









21764 



Name OJ991217_04 . 0207 . CIO . ol . gp Method AAT/GAP 

Start 871 End 14 98 

GI 2310235 Score 299 

Exons 871.. 908, 1359.. 1498 

GI Descrip. 5852182/emb| CAB55420 . 1 | 9.0e-13 (AL117265) 
sativa] 



zhb0012.1 [Oryza 



Seq. No. 21385 Seq. ID 

Gene No. 44716 Strand 

Start 871 End 

Name OJ991217_04 . 0207 . C10 . ol . gs Method 

Start 1359 End 

GI none Score 

Exons 1359.. 2144 



OJ991217_04. 0207. C10 
+ 

2364 . 
GENSCAN 
2144 
.63 



Seq. No. 


21385 




Seq. ID 


OJ991217_04. 0207. C10 


Gene No. 


44716 




Strand 


+ 


Start 


871 




End 


2364 


Name 


OJ991217 04 


.0207. C10. ol.np 


Method 


AAT/NAP 


Start 


1359 . 




End 


2364 


GI 


4680203 




Score" 


1100 


Exons 


1359. .2364 








GI Descrip. 


(AF114171) 


TNP2-like protein 


[Sorghum bicolor] 


: :3 Seq. No. 


21385 




Seq. ID 


OJ991217_04. 0207. C10 


i|fi Gene No. 


44716 




Strand 


+ 


f[f Start 


871 




End 


2364 


r »| Name 


OJ991217 04 


. 0207. C10. ol. tw 


Method 


TBLASTX: Wheat 


Start 


1673 




End 


2061 


;= S GI 


none 




Score 


98 


; *=l Exons 


1673. .1795, 


1710. .1817, 1800. 


.2051, 1808.. 2050, 1810.. 2061 



Seq. No. 21385 

Gene No. 44716 

Start 871 

Name OJ991217_04 . 0207 . C10 . ol . ts 

Start 1982 

GI none 

Exons 1982.. 2065, 1983.. 2057, 2147. 



Seq. ID OJ991217_04. 0207. C10 

Strand + 

End 2364 

Method TBLASTX : Soybean 

End 2363 

Score 93 

.2359, 2148. .2363, 2247. .2363 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21386 
44717 
1 

OJ991217_04.0207.Cll.ol.gp 
1 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End \. 

_ Score 
1..2221, 2366..2387, 2465. .2989 

M574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



OJ991217_04.0207.C11 
+ 

6942 
AAT/GAP 
2989 
4843 



Seq. No. 21386 Seq. ID 

Gene No. 44717 . Strand 

Start 1 End 

Name OJ991217_04 . 0207 . Cll . o2 . gp Method 

Start 1 End 

GI 342_1.R1084 Score 

Exons 1..2221, 2366.. 2387, 2465.. 2942 



OJ991217_04 .0207. Cll 
+ 

6942 
AAT/GAP 
2942 
4775 



.21765 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] 1 



21386 
44717 
1 

OJ991217_04.0207.Cll.o3.gp 
1 

342 1.R1084 



Seq. ID OJ991217_04.0207.C11 

Strand + 

End 6942 

Method AAT/GAP 

End 2904 

Score 4711 



1..2221, 2366.. 2387, 2465. .2904 . 

'4574406/gb|AAD24042.1| 0.0e+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21386 
44717 
1 

OJ991217_04 .0207. Cll. oS.gp 
1 

342 1.R1084 



Seq. ID OJ991217_04 .0207.C11 

Strand + 

End 6942 

Method AAT/GAP 

End 3071 

Score 4 967 



1..2221, 2366.. 2387, 2465. .3071 

' 4 574406/gb | AAD2404 2 . 1 1 0.0e+00 (AF12113~9) RIM2 protein [Oryza 
sativa] 1 



21386 
44717 
1 

OJ991217_04 .0207.Cll.o4.tw 
1 

none 

1..75, 3. .77, 3. .74, 55. .213, 77. .214, 78. .206, 204. .233, 
212. .238 



Seq. ID OJ991217_04.0207.C11 

Strand + 

End 6942 

Method TBLASTX : Wheat 

End 238 

Score 118 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21386 
44717 
1 

OJ991217_04 .0207.Cll.ol.np 
1 

6742729 
1..1591 

(AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ991217_04.0207.C11 

Strand + 

End 6942 

Method AAT/NAP 

End 1591 

Score 2412 



21386 
44717 
1 

OJ991217_04 -0207.Cll.ol.gs 
4 

none 

4. .124, 292. .1238, 1560. .2150 



Seq. ID OJ991217_04.0207.C11 

Strand + 

End 6942 

Method GEN SCAN 

End 2150 

Score .68 



Seq. No. 21386 

Gene No. 44717 

Start 1 

Name OJ991217_04 . 0207 . Cll . o2 . tw 

Start 372 

GI none 
Exons 



Seq. ID OJ991217_04. 0207. Cll 

Strand + 

End 6942 

Method TBLASTX : Wheat 

End 7 55 

Score 51 



372. .410, 396. .638, 416. .598, 672. .755 



21766 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

•Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21386 
44717 
1 

OJ991217_04 . 0207 . Cll . ol . tw 

758 

none . 



Seq. ID OJ991217_04 .0207. Cll 

Strand + 

End 6942 

Method TBLASTX : Wheat 

End 2069 

Score 847 



758. .1660, 759. .1676, 1667. .1714, 1671. .1715, 1718. .1780, 
1722. .1781, 1760. .1900, 1761. .1901, 1914. .1994, 1983. .2069 



21386 
44717 
1 

OJ991217_04. 0207. Cll. ol.tm 

801 

none 



Seq. ID OJ991217_04. 0207. Cll 

Strand + 

End 6942 

Method TBLASTX: Maize 

End 1115 

Score 299 



801. .1115, 818. .1087, 885. .1115 



21386 
44717 
1 

OJ991217_04. 0207. Cll. ol.tc 

1042 

none 



Seq. ID OJ991217_04 .0207. Cll 

Strand + 

End 6942 

Method TBLASTX : Cress 

End 1493 

Score 112 



1042. .1188, 1046. .1201, 1046. .1489, 1050. .1493 



21386 
44717 
1 

OJ991217_04. 0207. Cll. o2.np 
1630 
4038057 
1630. .1871, 6830. .6942 

(AC005897) En/Spm-like transposon protein [Arabidopsis thaliana] 



Seq. ID OJ991217_04 .0207. Cll 

Strand + 

End 6942 

Method AAT/NAP 

End 6942 

Score 109 



21386 
44717 
1 

OJ991217_04 . 0207 . Cll . o2 . gs 

3511 

none 



Seq. ID OJ991217_04 .0207. Cll 

Strand + 

End 6942 

Method GENSCAN 

End 6922 

Score .92 



3511. .3648, 3761.. 3889, 5059.. 6414, 6510.. 6651, 6777.. 6922 



21386 
44717 
1 

OJ991217_04. 0207. Cll. o3.np 
4978 
4680204 
4978. .6414, 6510. .6942 

(AF114171) hypothetical protein [Sorghum bicolor] 



Seq. ID OJ991217_04 .0207. Cll 

Strand + 

End 6942 

Method AAT/NAP 

End 6942 

Score 924 



21386 
44717 
1 

OJ991217_04. 0207. Cll. o3.tw 

5621 

none 



Seq. ID OJ991217_04. 0207. Cll 

Strand + 

End 6942 

Method TBLASTX : Wheat 

End 6024 

Score 221 



21767 




Exons 


5621. .5737, 


5623 


. .5859, 


5623. 


.5817, 5724.. 5891, 


5854. .6024 


Seq. No. 


21386 








Seq. ID 


OJ991217 


_04.0207.C11 


i^ene wo . 


A AIM 

HH / X I 








Strand 


+ 




Start 


1 








End 


6942 




Name 


OJ991217 04. 


,0207 


.Cll.o5. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


6025 








End 


6722 




GI 


none 








Score 


70 




Exons 


6025. .6105, 


6345 


. .6416, 


6346. 


.6420, 6503.. 6577, 


6504. .6722 


Seq. No. 


21387 








Seq. ID 


OJ991217 


_04.0207.C12 


bene wo . 


44718 








Strand 


+ 




Start 


120 








End 


1120 




Name 


OJ991217 04. 


0207 


.C12.ol. 


gs 


Method 


GEN SCAN 




Start 


120 








End 


1120 




GI 


none 








Score 


.88 




Exons 


120. .293, 355. .500, 585. 


.657, 


938. .1120 




Seq. No. 


21387 








Seq. ID 


OJ991217 


_04 .0207.C12 


bene ino . 


44719 








Strand 






Start 


£. £. D D 








End 


2799 




Name 


UxJ yy X£ X I U41 . 


no 07 


PI 9 r\0 
•LIZ . OZ . 


gs 


Method 


GEN SCAN 




Start 


9 9 








End 


2799 




GI 


none 








Score 


.76 




Exons 




i J / U 


97 QQ 










Seq. No. 


91 

^1 JO / 








Seq. ID 


OJ991217 


_04.0207.C12 


Gene No. 


44719 








Strand 






o tare 


2256 








End 


2799 




Name 


OJ991217 04. 


0207 


.C12.01. 


tm 


Method 


TBLASTX: 


Maize 


Start 


2500 








End 


2721 




GI 


none 








Score 


113 




Exons 


2500. .2601, 


2500 


. .2601, 


2504. 


.2617, 2609.. 2719, 


2609. .2665, 




2614. .2718, 


2689 


. .2721 










Seq. No. 


21388 








Seq. ID 


OJ991217 


_04 .0207.C13 


uene wo . 


44720 








Strand 


+ 




Start 


1407 








End 


4019 




Name 


OJ991217 04. 


0207 


.C13.ol. 


gs 


Method 


GENS CAN 




Start 


1407 








End 


4007 




GI 


none 








Score 


.99 




Exons 


1407. .2333, 


3417 


. .4007 










Seq. No. 


21388 








Seq. ID 


OJ991217 


_04.0207.C13 


Gene No. 


44720 








Strand 


+ 






1407 








End 


4019 




Name 


OJ991217 04. 


0207 


.C13.ol. 


np 


Method 


AAT/NAP 




Start 


1407 








End 


4010 




GI 


1237250 








Score 


1549 




Exons 


1407. .2333, 


3417 


. .4010 










GI Descrip. 


(X96784) cytochrome P450 


[Nicotiana tabacum] 




Seq. No. 


21388 








Seq. ID 


OJ991217 


_04.0207.C13 


Gene No. 


44720 








Strand 


+ 




Start 


1407 








End 


4019 




Name 


OJ991217 04. 


0207 


.C13.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1449 








End 


4019 





21768 




GI 


none 








Score 


503 


Exons 


1449. .1496, 


1452 


. .1625, 


1503. 


.1901, 1505.. 1807, 1905.. 2000, 




1925. .1996, 


2021 


. .2164, 


2022. 


.2219, 2070.. 2195, 2235.. 2333, 




2237. .2320, 


2239 


. .2334, 


3407. 


.4018, 3414. .4019 


Seq. No. 


21388 




- 




Seq. ID 


OJ991217_04 . 0207 . C13 


Gene No . 


/ i Tin 

44720 








Strand 


+ 


Start 


1407 








End 


4019 


Name 


OJ991217 04 


.0207 


.C13.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


. 1488 








End 


1874 


GI 


none 








Score 


511 


Exons 


1488. .1625, 


1503 


. .1874, 


1505. 


.1807, 1791. .1874 


Seq. No. 


21388 








Seq. ID 


OJ991217_04.0207.C13 


Gene No. 


44720 








Strand 


+ 


Start 


1407 








End • 


4019 


Name 


OJ991217 04 


.0207 


.C13.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


1506 








End 


1826 


GI 


none 








Score 


248 


Exons 


1506. .1826, 


1508 


. .1714 








Seq. No. 


21388 








Seq. ID 


OJ991217 04.0207.C13 


Gene No. 


A A 1 O A 

44720 








Strand 


+ 


Start 


1407 








End 


4019 


Name 


OJ991217'04 


.0207 


.C13.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1508 








End 


4019 


GI 


none 








Score 


175 


Exons 


1508. .1771, 


1509 


. .1772, 


3407. 


.3934, 3408.. 3935, 3945.. 4019 


Seq. No. '■ 


21388 








Seq. ID 


OJ991217_04.0207.C13 


Gene No. 


44720 








Strand 


+ 


Start 


1407 








End 


4019 


Name 


OJ991217 04 


.0207 


.C13.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


1877 








End 


2168 


GI 


none 








Score 


140 


Exons - 


1877. .2029, 


1878 


. .2039, 


2021. 


.2164, 2022.. 2168 


Seq. No. 


21388 








Seq. ID 


OJ991217_04.0207.C13 


Gene No. 


A A "7 O A 

447*20 








Strand 


+ . 


Start 


1407 








End 


4019 


Name 


OJ991217 04 


.0207 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2175 








End 


4019 


GI 


none 








Score 


179 


Exons 


2175. .2333, 


2178 


. .2333, 


2236. 


.2334, 3408.. 4019, 3413.. 4018 


Seq. No. 


21388 








Seq. ID 


OJ991217_04.0207.C13 


Gene No. 


A A ~t O A 

44720 








Strand 


+ 


Start 


1407 








End 


4019 


Name 


OJ991217 04 


.0207 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


3383 








End 


3716 


GI 


none 


■ K r: 






Score 


265 


Exons 


3383. .3715, 


3384 


. .3716 








Seq. No. 


21388 








Seq. ID 


OJ991217_04.0207.C13 


Gene No. 


44720 








Strand 


+ 


Start 


1407 








End 


4019 


Name 


OJ991217 04 


.0207 


.C13.o3 


. tw 


Method 


TBLASTX: Wheat 



21769 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



3743 
none 

3743.. 3997, 3750, 



End 
Score 



3997 
239 



3989 



21389 
44721 
146 

OJ991217_04 .0207.C14 .ol.np 
146 

2462058 
146. .541 

(Y13389) reverse transcriptase [Antirrhinum majus] 



Seq. ID OJ991217_04.0207.C14 

Strand + 

End 541 

Method AAT/NAP 

End 541 

Score 151 



21389 
44722 
979 

OJ991217_04.0207.C14.ol.tw 

241 

none 

241. .459, 243. .437 

21389 
44722 
979 

OJ9912i7_04 . 0207 . C14 . ol .-tm 

256 

none 

256. .480, 259. .465 

21389 
44722 
979 

OJ991217_04 .0207.C14 .ol.gs 

979 

none 

979. .1073, 1399. .1450 

21390 
44723 
2322 

OJ991217_04. 0207. C16. ol.gs 

2322 

none 

2322.. 2411, 3255.. 3482 



Seq. ID OJ991217_04.0207.C14 
Strand 

End 1450 

Method TBLASTX : Wheat 

End 459 

Score 191 



Seq. ID OJ991217_04.0207.C14 
Strand 

End 1450 

Method TBLASTX: Maize 

End 480 

Score 217 



Seq. ID OJ991217_04.0207.C14 
Strand 

End 1450 

Method GENSCAN 

End 1450 

Score .75 



Seq. ID OJ991217_04.0207.C16 

Strand + 

End 6472 

Method GENSCAN 

End 3482 

Score .86 



21390 
44723 
2322 

OJ991217_04. 0207. C16. ol.np 
2716 
5042463 

2716. .2934, 3587.. 3933, 4642. ,4716, 6435.-6472 
(AC007789) unknown protein [Oryza sativa] 



Seq. ID OJ991217_04.0207.C16 

Strand + 

End 6472 

Method AAT/NAP 

End 6472 

Score 126 



21390 
44724 
8614 



Seq. ID OJ991217_04.0207.C16 
Strand + 
End 8876 



21770 




Name 


OJ991217 04 


.0207 


.C16.o3 


.np 


Method 


AAT/NAP 


Start 


8614 








End 


8876 


GI 


1171579 








Score 


256 


Exons 


8614. .8876 












GI Descrip. 


(X95342) cytochrome P450 [Nicotiana tabacum] 


Seq. No. 


21390 








Seq. ID 


OJ991217_04.0207.C16 


Gene No. 


44725 








Strand 


+ 


o tan 


9169 








End 


9572 


Name 


OJ991217 04 


.0207 


.C16.b4 


. np 


Method 


AAT/NAP 


Start 


9169 








End 


9572 


GI 


2462058 








Score 


173 


Exons 


9169. .9572 












GI Descrip. 


(Y13389) reverse 


transcriptase [Antirrhinum majus] 


Seq. No. 


21390 








Seq. ID 


OJ991217_04.0207.C16 


Gene No. 


44726 








Strand 






3476 








End 


9572 


Name 


OJ991217_04 


.0207 


.C16.o2 


.np 


Method 


AAT/NAP 


Start 


3476 








End 


9572 


GI . 


4585985 ' 








Score 


1315 


Exons 


3476. .3499, 


4742 


. .5936, 


6247. . 


,7786, 7887. .7999, 9546.. 9572 


GI Descrip. 


.(AC005287) 


Hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


21390 








Seq. ID 


OJ991217_04.0207.C16 


Gene No. 


44726 








Strand 




Start 


3476 








End 


9572 


Name 


OJ991217 04 


.0207 


.C16.o2 


.gs 


Method 


GENSCAN 


Start 


4556 








End 


8839 


GI 


none 








Score 


. 62 


Exons 


4556. .4687, 


5057 


. .5417, 


5596. . 


.5736, 5859.. 6075, 6175.. 6741, 




6796. . 6969, 


7390 


. .7786, 


8249. , 


.8839 




Seq. No. 


21390 








Seq. ID 


OJ991217_04 .0207.C16 


Gene No. 


44726 








Strand 




Start ' 


347 6 








End 


9572 


Name 


OJ991217 04 


.0207 


.C16.o3 


. tm 


Method 


TBLASTX: Maize 


Start 


4847 








End 


5156 


GI 


none 








Score 


64 


Exons 


4847. .4912, 


4848 


. .4931, 


4850. . 


.4930, 4927. .5046, 5045. .5155, 




5046. .5156 












Seq. No. 


21390 








Seq. ID 


OJ991217_04.0207.C16 


Gene No. 


44726 








Strand 




Start 


3476 








End 


9572 


Name 


OJ991217 04 


.0207 


.C16.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


5014 








End 


5380 


GI 


none 








Score 


37 


Exons 


5014 . .5046, 


5015 


. .5041, 


5045. . 


,5218, 5046. .5219, 5222. .5278, 




5267. .5380, 


. 5286 


. .5369 








Seq. No. 


21390 








Seq. ID 


OJ991217_04.0207.C16 


Gene No. 


44726 








Strand 




Start 


3476 








End 


9572 


Name 


OJ991217 04 


.0207 


.C16.o4 


.tm 


Method 


TBLASTX: Maize 


Start 


5324 








End 


5517 


GI 


none 








Score 


165 



21771 




Exons 


5324. .5509, 


5326. 


.5517, 


5328. 


.5516 






Seq. No. 


21390. 








Seq. ID 


OJ991217_04.0207 


-C16 


Gene No. 


44726 








Strand 






Start 


3476 








End 


9572 




Name 


OJ991217 04 


.0207. 


C16.ol 


tm 


Method 


TBLASTX: Maize 




Start 


6158 








End 


6557 




GI 


none 








Score 


176 




Exons 


6158. .6556, 


6166. 


. 6447, 


6174. 


.6557 






Seq. No. 


21390 








Seq. ID 


OJ991217_04.0207 


.C16 


Gene No. 


44726 








Strand 






Start 


3476 








End 


9572 




Name 


OJ991217 04 


.0207. 


CI6.06 


tm 


Method 


TBLASTX: Maize 




Start 


7406 








End 


7750 




GI 


none 








Score 


141 




Exons 


7406. .7570, 


7565. 


.7750 










Seq. No. 


21390 








Seq. ID 


OJ991217_04.0207 


.C16 


Gene No. 


4 4726 








Strand 






Start 


3476 








End 


9572 




Name 


OJ991217 04 


.0207. 


C16-ol 


tw 


Method 


TBLASTX: Wheat 




Start 


7442 








End 


7790 




GI 


none 








Score 


130 




Exons 


7442. .7732, 


7442. 


.7762, 


7488. 


.7763, 7593.. 7790 




Seq. No. 


21390 








Seq. ID 


OJ991217_04 .0207 


.C16 


Gene No. 


44726 








Strand 






Start 


3476 ** 








End 


9572 




Name 


OJ991217 04 


.0207. 


C16.ol 


tc 


Method 


TBLASTX: Cress 




Start 


8606 








End 


8831 




GI 


none 








Score 


214 




Exons 


8606. .8827, 


8607. 


.8831 










Seq. No. 


21390 








Seq. ID 


OJ991217_04 .0207 


.C16 


Gene No. 


44726 








Strand 






Start 


3476 








End 


9572 




Name 


OJ991217 04 


.0207. 


C16.ol 


ts 


Method . 


TBLASTX : Soybean 




Start 


8606 








End 


8873 . 




GI 


none 








Score 


300 




Exons 


8606. .8869, 


8607. 


.8873 










Seq. No. 


21390 








Seq. ID 


OJ991217_04.0207 


.C16 


Gene No. 


44726 








Strand 






Start 


3476 








End 


9572 




Name 


OJ991217 04 


.0207. 


C16.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8606 








End 


8899 




GI 


none 








Score 


348 




Exons 


8606. .8878, 


8607. 


.8879, 


8627. 


.8899, 871 


35. .8883 




Seq. No. 


21390 








Seq. ID 


OJ991217_04.0207 


.C16 


Gene No. 


44726 








Strand 






Start 


3476 








End 


9572 




Name 


OJ991217 04 


.0207. 


C16.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


8607 








End 


8830 




GI 


none 








Score 


203 




Exons 


8607. .8822, 


8624. 


.8830 











21772 




uc(j ■ LNU . 


91 "}Qfl 






oeq. iu 


ujyyi^i / uh . vzv / 


.Lib 


Gene No. 


44726 






Strand 






Start 


3476 






End 


9572 




Name 


OJ991217 04 


.0207.C16.o4, 


,tw 


Method 


TBLASTX: Wheat 




Start 


9272 






End 


9538 




GI 


none 






Score 


175 




Exons 


9272. .9538, 


9280. .9474 










Can Mo 


91 






oeq. iu 


n tqqi 01 "7 n a noni 


.Lit) 


Gene No. 


44726 






Strand 






Start 


3476 






End 


9572 




Name 


OJ991217 04 


.0207.C16.o5. 


. tm 


Method 


TBLASTX: Maize 




Start 


9284 






End 


9544 




GI 


none 






Score 


229 




Exons 


9284. .9544, 


9286. .9330, 


9458. 


.9538 






Con Mr* 


91 "*Q1 






C c T Pi 

oeq. ±u 


HTQQ1 oi i n a nom 


.LI / 


Gene No. 


44727 






Strand 


+ ~~ 




Start 


3307 






End 


7620 




Name 


OJ991217 04 


.0207.C17.o2. 


gs 


Method 


GENSCAN 




Start 


3307 




End 


7620 




GI 


none 






Score 


.62 




Exons 


3307. .3369, 


4277. .6808, 


6844. 


.7620 






Seq. No. 


21391 






Seq. ID 


' OJ991217_04.0207 


.C17 




4 4727 






Strand 


+ 




Start 


3307 






End 


7620 




Name 


OJ991217 04 


.0207.C17.o2. 


np 


Method 


AAT/NAP 




Start 


4775 






End 


6760 




GI 


5911167 






Score 


1289 




Exons 


4775. .6760 












GI Descrip. 


(AF136221) ] 


putative transposase protein [Zea mays] 




Seq. No. 


21391 






Seq. ID 


OJ991217 04.0207 


.C17 


1^1 Ann KT s-\ 

bcUc LNO • 


44728 






Strand 


+ 




Start 


9277 






End 


12996 




Name 


OJ991217 04 


.0207.C17.o4,; 


gs 


Method 


GENSCAN 




Start < 


9277 






End 


12996 ' 




GI 


none 






Score 


.99 




Exons 


9277. .9474, 


9565. .11831, 


11917. .12168, 


12449. .12530, 






. 12805. .12996 










O tr ^ . LN vj • 


21391 






Seq. ID 


OJ991217_04.0207 


.Ll / 


Gene No. 


44729 






Strand 


+ 




Start 


20145 






End 


23754 




Name 


OJ991217 04 


.0207.C17.o6. 


gs 


Method 


GENSCAN 




Start 


20145 






End 


23754 




GI 


none 






Score 


.44 




Exons 


20145. .20216, 23122.. 23754 








Seq. No. 


21391 . 






Seq. ID 


OJ991217_04.0207, 


.C17 


Gene No. 


44729 






Strand 


+ 




Start 


20145 






End 


23754 




Name 


OJ991217 04 


.0207.C17.o3. 


np 


Method 


AAT/NAP 




Start 


21219 






End 


23715 




GI 


1237250 






Score 


681 . 





21773 




Exons 21219. .21258, 23114.. 23715 

GI Descrip. (X96784) cytochrome P450 [Nicotiana tabacum] 



Seq. No. 


21391 








Seq. ID 


OJ991217_04.0207.C17 


Gene No. 


44730 








Strand 




Start 


1 








End 


759 


Name 


OJ991217 04 


.0207 


.C17.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


759 


GI 


6721547 








Score 


80 


Exons 


1..23, 675. 


.759 










GI Descrip. 


(APUUIU / J ) 


Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


21391 








Seq. ID 


OJ991217 Q4.Q2Q7.C17 


Gene No. 


44731 








Strand 




Start 


2073 








End 


O C T A 

2674 


Name 


OJ991217 04 


ri o a i 
. 0207 


. CI 7 . Ol 


.gs 


Method 


/—> T-i XT PPTVM 

GENSCAN 


Start 


2073 








End 


O C T A 

2674 


GI 


none 








Score 


.81 


Exons 


OAT'S 00"50 


2557 


. .2674 








Seq. No. 


21391 




■* 

v '- 


- 


Seq. ID 


OJ991217 04.0207.C17 


Gene No. 


44732 








Strand 




Start 


7912 








End 


Soil 


Name 


OJ991217 04 


.0207 


. CI / . o J 


.gs 


Method 


GENSCAN 


Start 


7912 








End 


0 f 0 1 
Bool 


GI 


none 








Score 


.97 - 


Exons 


7912. .8487, 


8551 


. .8631 








Seq. No. 


21391 








Seq. ID 


OJ991217_04.0207.C17 


Gene No. 


44733 








Strand 




Start 


13183 








End 


13647 


Name. 


OJ991217 04 


.0207 


. C17 . o5 


gs 


Method 


GENSCAN 


Start 


13183 








End 


13647 


GI 


none 








Score 


.83 


Exons 


13183. .13647 










Seq, No. 


21391 








Seq. ID 


OJ991217_04.0207.C17 


Gene No. 


44734 








Strand 




Start 


25398 








End 


25565 


Name 


OJ991217 0.4 


.0207 




fu 
L. W 


Method 


TBLASTX: Wheat 


Start 


4772 








• End 


5365 


GI 


none 








Score 


229 


Exons 


4772. .5062, 


4774 


. .5064, 


5120 


..5236, 5123. ,5221, 5240. .5365, 




5257. .5364 












Seq. No. 


21391 








Seq. ID 


OJ991217_04 .0207.C17 


Gene No. 


44734 








Strand 




Start 


25398 








End 


25565 


Name 


OJ991217 04 


.0207 


.C17.o2 


ts 


Method 


TBLASTX : Soybean 


Start 


4790 








End 


5062 


GI 


none 








Score 


292 


Exons 


4790. .5062, 


4807 


. .5055 








Seq. No. 


21391 








Seq. ID 


OJ991217_04.0207.C17 


Gene No. 


44734 








Strand 




Start 


25398 








End 


25565 


Name 


OJ991217 04 


.0207 


.C17.o3. 


ts 


Method 


TBLASTX : Soybean 



21774 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

'Start 

GI 

Exons 

Seq. No. 
Gene No. 



5105 
none 

5105. .5380, 

21391 
44734 
25398 

OJ991217_04, 

5129 

none 

5129. .5461, 

21391 
44734 
25398 

OJ991217_04, 

5267 

none 

5267. .5371, 
5564. .5611, 

21391 
44734 
25398 

OJ991217_04. 

5366 

none 

5366. .5407, 
5663. .5701 

21391 
44734 
25398 

OJ991217_04. 

6257 

none 

6257. .6325, 

21391 
44734 
25398 

OJ991217_04. 

6281 

none 

6281. .6778, 
7180. .7281, 

21391 
44734 
25398 

OJ991217_04. 

6572 

none 

6572. .6778, 

21391 
44734 



End 
Score 



5380 
221 



5140. .5379 



0207.C17.o2.tc 



5215.. 5265, 5299. 



0207. C17.o3. tin 



5275.. 5370, 5374. 
5612.. 5659, 5659. 



0207.C17.o5.tw 



5411. .5509, 5413. 



0207.C17.o2.tm 



6325... 6639, 6326. 



0207.C17.ol.tw 



6334.. 6789, 6796. 
7191. .7310, 7312. 



0207.C17.o3.tc 



6580.. 6789, 6796. 



Seq. ID OJ991217_04.0207.C17 
Strand 

25565 

TBLASTX: Cress 
5461 
288 



End 

Method 
End 
Score 
.5406 



Seq. ID OJ991217_04.0207.C17 
Strand 

End 25565 
Method TBLASTX : Mai ze 
End 5752 
Score 102 

.5466, 5378. .5467, 5535. .5570, 
.5748, 5663.-5752 

Seq. ID OJ991217_04.0207.C17 
Strand 

End 25565 

Method TBLASTX : Wheat 

End 5701 

Score 57 

.5502, 5555.. 5653, 5566.. 5637, 



Seq. ID OJ991217_04.0207.C17 
Strand 

25565 

TBLASTX: Maize 
6640 
59 



End 

Method 
End 
Score 
.6640 



Seq. ID OJ991217_04.0207.C17 
Strand 

End 25565 
Method TBLASTX : Wheat 
End 7413 
Score 395 

.6996, 7005. .7187, 7015. .7203, 
.7413, 7314. .7406 



Seq. ID OJ991217_04.0207.C17 
Strand 

25565 

TBLASTX: Cress 
6996 
172 



End 

Method 
End 
Score 
.6996 



Seq. ID OJ991217_04.0207.C17 
Strand 



21775 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



25398 End 

OJ991217_04 . 0207 . C17 . o4 . tm Method 

6889 End 

none Score 



25565 

TBLASTX: Maize 

7179 

146 



6889. .7059, 6937. .7053, 7071. .7178, 7072. .7179 

OJ991217 04.0207.C17 



21391 Seq. ID 

44734 Strand 

25398 ' End 

OJ991217_04 . 0207 . C17 . o4 . ts Method . 

7261 H " End 

none Score 
7261. .7473, 7261. .7419 

21391 Seq. ID 

44734 Strand 

25398 End 

OJ9912 17_04 . 0207 . C17 . o3 . tw Method 

23107 End 

none Score 
23107. .23421, 23112.. 23420 

21391 Seq. ID 

44734 Strand 

25398 End 

,OJ991217_04 .0207.C17.ol.ts Method 

23112 End 
none Score 
23112. .23741, 23119.. 23745 

21391 Seq. ID 

44734 Strand 

25398 End 

OJ991217_04 . 0207 . C17 . ol . tc Method 

23113 End 
none Score 
23113. .23640, 23136 .. 23630, 23650.. 23724 



25565 

TBLASTX : Soybean 
7473 
187 



OJ991217_04 .0207.C17 
25565 

TBLASTX: Wheat 
23421 
271 



OJ991217_04 .0207.C17 
25565 

TBLASTX: Soybean 
23745 
770 



OJ991217_04 .0207.C17 
25565 

TBLASTX: Cress 
23724 
532 



21391 
44734 
25398 

OJ991217_04. 0207.C17.ol.tm 

23113 

none 



Seq. ID OJ991217_04.'&5'07.C17 
Strand 

End 25565 

Method TBLASTX : Mai ze 

End 23760 

Score 762 



23113. /23760, 23118 .. 23738, 23650.. 23760 



21391 
44734 
25398 

OJ991217_04 .0207.C17.o4.tw 

23448 

none 

23448. .23702, 23455.. 23694 

21391 
44734 
25398 



Seq. ID OJ991217_04.0207.C17 
Strand 

End 25565 

Method TBLASTX : Wheat 

End 23702 

Score 260 



Seq. . ID 

Strand 

End 



OJ991217_04.0207.C17 
25565 



21776 



Name 

Start 

GI 

Exons 



OJ991217_04 . 0207 . C17 . o7 . gs 

25398 

none 

25398.-25565 



Method GENSCAN 
End 25565 
Score .94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ991217_04.0207.C18 
+ 

1253 
GENSCAN 
1253 
.53 



21392 Seq. ID 

44735 Strand 
300 End 
OJ991217_04 . 0207 . C18 . ol . gs Method 
300 End 
none Score 
300.. 470, 1169.. 1253 

21393 Seq. ID 

44736 Strand 
7939 End 
OJ991217_04 . 0207 . C19 . o2 . np Method 
7939 End 
4680183 Score 
7939.. 8009, 8617.. 8706 

(AF111709) gag-pol 'protein [Oryza sativa subsp. indica] 



OJ991217_04.0207.C19 
+ 

8706 
AAT/NAP 
8706 
188 



Seq. ID 

Strand 

End ^* 

Method 

End 

Score 



OJ991217 04.0207.C19 



21393 
44737 
1251 

OJ991217_04.0207.C19.ol.np 
1251 
114409 
1251.. 2777 

ATP SYNTHASE ALPHA CHAIN, MITOCHONDRIAL gi | 67822 | pir | | PWRZAM 
H+-transporting ATP synthase (EC 3.6.1.34) alpha chain - rice 
mitochondrion gi | 13959 | emb | CAA357 87 | (X51422) F-l-ATPase alpha 
subunit (AA 1-509) [Oryza sativa] 



2777 ' 
AAT/NAP 
2777 
2520 



21393 
44737 
1251 

OJ991217_04.0207.C19.ol.tw 
1296 
none 

1296.. 1343, 1297 
1371.. 1451, 1374 
1452.. 1514, 1513 
1539.. .1631, 1549 



Seq. ID OJ991217_04.0207.C19 
Strand 

End ' 2777 
Method TBLASTX: Wheat 
End 1658 r 

Score 48 
1338, 1314. .1394, 1319. .1393, 1335. .1394, 
1451, 1385. .1456, 1396. .1452, 1451. .1513, 
1572, 1514.. 1573, 1515.. 1628, 1515.. 1598, 
1635, 1574.. 1657, 1575.. 1658 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21393 Seq. ID 

44737 Strand 

1251 End 
OJ991217_04.0207.C19.o2.ts Method 

1350 End 

none Score 

1350.. 1724, 1408.. 1722 



OJ991217_04.0207.C19 
2777 

TBLASTX : Soybean 

1724 

202 



Seq. No. 21393. Seq. ID 

Gene No. 44737 Strand 

Start 1251 End 

Name OJ991217 04 . 0207 . C19 . o3 . tc Method 



OJ991217_04.0207.C19 
2777 

TBLASTX: Cress 



21777 




Start . 


1377 








End 


1620 




GI 


none 








Score 


104 




Exons 


1377. .1619, 


1408 


. .1620 










Seq. No. 


21393 








Seq. ID 


OJ991217_04.0207 


.C19 


Rpnp Mr) 


44737 








Qf r And 






Start 


1251 








End 


2777 




Name 


OJ991217 04 


.0207 


.C19.o2 


.tm 


Method 


TBLASTX: Maize 




Start 


1545 








End 


1722 




GI 


none 








Score 


174 




Exons 


1545. .1721, 


1546 


. .1722 










Seq. No. 


21393 








Seq. ID 


OJ991217_04.0207 


.C19 


VJCilC LVKJ , 


44737 








91" rsnH 






Start 


1251 








End 


2777 




Name 


OJ991217 04 


.0207 


.C19.o2 


.tc 


Method 


TBLASTX: Cress 




Start 


1622 








End 


1914 




GI 


none 








Score 


302 




Exons 


1622. .1909, 


1629 


. .1913, 


1630. 


.1914 






Seq. No. 


21393 








Seq. ID 


OJ991217_04.0207 


.C19 


Gene No. 


44737 








Strand 






OLai L 










End 


2777 




Name 


OJ991217 04 


.0207 


.C19.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1872 








End 


2762 




GI 


none 








Score 


123 




Exons 


1872. .2186, 


1939 


. .2166, 


2202. 


.2762, 2211. .2399, 2224. .2691, 




2421. .2714 














Seq. No. 


21393 








Seq. ID 


OJ991217_04.02'07 


.C19 


f^pnp Ma 


44737 








Strand 






Start 


1251 








End 


2777 




Name 


OJ991217 04 


.0207 


.C19.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


2217 








End 


2520 




GI 


none 








Score 


75 




Exons 


2217. .2519, 


2299 


. .2520 










Seq. No. 


21393 








Seq. ID 


OJ991217_04.0207 


.C19 




44737 








Strand 






Start 


1251 








End 


2777 




Name 


OJ991217 04 


.0207 


.C19.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


2298 








End 


2762 




GI 


none 








Score 


142 




Exons 


2298. .2687, 


2298 


. .2762, 


2299. 


.2691 






Seq. No. 


21393 








Seq. ID 


OJ991217_04.0207 


.C19 


fipnp Mo 


44737 








Strand 






Start 


1251 


- 






End 


2777 




Name 


OJ991217 04 


.0207 


.C19.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


2440 








End 


2765 




GI 


none 








Score 


245 




Exons 


2440. .2694, 


2442 


. .2765 










Seq. No . 1 - 


21394 








Seq. ID 


OJ991217_04 .0207 


.C20 


Gene No. 


44738 








Strand 






Start 


842 








End 


1598 




Name 


OJ991217 04 


.0207 


.C20.ol 


.gs 


Method 


GEN SCAN 





21778 



Start 


842 






End 


1435 


GI 


none 






Score 


.96 


Exons 


842. .1435 










Seq. No. 


21394 




- 


Seq. ID 


OJ991217_04.0207 


Gene No. 


44738 






Strand 




OLdl l 


ft A 0 






tnu 


1 Ji70 


Name 


OJ991217 04 


.0207.C20.ol 


.np 


Method 


AAT/NAP 


Start 


845 






End 


1598 


GI 


4680179 






Score 


1080 


Exons 


845. .1598 










GI Descrip. 


(AF111709) 


polyprotein 


[Oryza 


sativa : 


subsp. indica] 


Seq. No. 


21394 






Seq. ID 


OJ991217_04 .0207 


Gene No. 


44738 






Strand 




o car l. 


Q A O 






End 


l Dyy 


Name 


OJ991217 04 


.0207.C20.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


855 






End 


1329 


GI 


none 






Score 


35 


Exons 


855.. 908, 8 


90.. 1312, 911., 1072, 1014. 


.1130, 1090. .1191, 




1115. .1195, 


1170. .1292, 


1-288. 


.1329 




Seq. No. 


21394 






Seq. ID 


OJ991217J34.0207 


Gene No. 


A A *7 *3 Q 
4 4/ JO 






Strand 




Start 


842. 






End 


1598 


Name 


OJ991217 04 


.0207.C20.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


869 






End 


1066 


GI 


none 






Score 


197 


Exons 


869.. 1066 










Seq. No. 


21394 






Seq. ID 


OJ991217_04.0207 


bene wo . 


A A 7 *3Q 
4 4/ jo 






Strand 




Start 


842 






End 


1598 


Name 


OJ991217 04 


.0207.C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1070 






End 


1475 


GI 


none 






Score 


231 


Exons 


1070. .1474/ 


1083. .1475 








Seq. No. 


21394 






Seq. ID 


OJ991217_04.0207 


bene jno . 


A A 1 *5 Q 
4 4 / jo 






Strand 




Start 


842 






End 


1598 


Name 


OJ991217 04 


.0207.C20.o2 


.tw 


Method 


TBLASTX: Wheat 


Start ■' - 


1331 






End 


1475 


GI 


none 






Score 


86 


Exons 


1331. .1474, 


1332. .1475 








Seq. No. 


21395 






Seq. ID 


OJ991217_04.0207 


Gene No. 


44739 






Strand 


+ 


Start 


1 






End 


925 


Name 


OJ991217 04 


.0207.C21.ol 


.np 


Method 


AAT/NAP 


Start 


1 






End 


925 


GI 


4680186 






Score 


■ 72 


Exons 


1..67, 903. 


.925 









.C20 



,C20 



.C20 



C20 



■ C20 



C21 



GI Descrip. (AF111709) unknown [Oryza sativa subsp. indica] 



Seq. No. 
Gene No. 



21396 
44740 



Seq. ID OJ991217_04.0207, 
Strand + 



C22 



21779 



Start 
Name 
Start 
GI 

Exons 



OJ991217_04 . 0207 . C22 . ol . np 
1 

1350857 

1..220, 847..947 



End 

Method 

End 

Score 



947 

AAT/NAP 

947 

96 



GI Descrip. DNA- DIRECTED RNA POLYMERASE BETA" CHAIN gi 11016172 (U30821) beta 
prime subunit of RNA polymerase [Cyanophora paradoxal 



Seq. No. 21396 Seq. ID 

Gene No. 44740 Strand 

Start 1 End 

Name OJ991217_04 . 0207 . C22 . ol . gs Method 

Start 633 End 

GI none Score 

Exons 633..824 



OJ991217_04 .0207.C22 
+ 

947 

GENS CAN 

824 

.74 



Seq. No. 21397 Seq. ID OJ991217_04 . 0207 . C24 

Gene No. 44741 Strand 

Start 1 End 315 

Name OJ991217_04 . 0207 .C24 .ol . np Method AAT/NAP 

Start 1 End 305 

GI 462012 Score 341 

Exons 1..305 

GI Descrip. ENOLASE ( 2-PHOSPHOGLYCERATE DEHYDRATASE) ( 2-PHOSPHO-D-GLYCERATE 
HYDRO-LYASE) gi | 538726 I pir | | A45732 phosphopyruvate hydratase (EC 
4.2.1.11) - Zymomonas mobilis gi 1155581 (M99380) enolase 
[Zymomonas mobilis] 



Seq. No. 


21397 








Seq. ID 


OJ991217_04.0207 


.C24 


Gene No. 


44741 








Strand 






Start 


1 • 








End 


315 




Name 


OJ991217 


_04. 


0207.C24.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


24 








End 


315 




GI 


none 








Score 


91 




Exons 


24. .308, 


178 


. .315 










Seq. No. 


21397 








Seq. ID 


OJ991217_04 .0207 


-C24 


Gene No. 


44741 








Strand 






Start 


• 1 








End 


315 




Name 


OJ991217 


_04. 


0207.C24.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


24 








End 


308 




GI 


none 








Score 


126 




Exons 


24. .308, 


178 


. .282 










Seq. No. 


21397 








Seq. ID 


OJ991217_04 .0207 


.C24 


Gene' No. 


44741 








Strand 






Start 


1 








End 


315 




Name 


OJ991217 


_04. 


0207.C24.ol 


.tw . 


Method 


TBLASTX : Wheat • 




Start 


24 








End 


302 




GI 


none 








Score 


123 




Exons 


24. .296, 


178 


. .282, 231. 


.302, 


233. .301 






Seq. No. 


21397 








Seq. ID 


OJ991217_04.0207 


.C24 


Gene No. 


44741 








Strand 






Start 


1 








End 


315 




Name 


OJ991217 


04. 


0207.C24.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


24 








. End 


296 





21780 



GI 


none 


Score 


123 


Exons 


24. .296, 178. .282 






Seq. No. 


21397 


Seq. ID 


OJ991217 


UC11C . 


44741 






Start 


1 


End 


315 


Name 


OJ991217 04.0207.C24.ol.gs 


Method 


GENSCAN 


Start 


42 


End 


305 


GI 


none 


Score 


.96 


Exons 


42. .305 






Seq. No. 


21398 


Seq. ID 


OJ991217 




44742 


Qf rand 




Start 


138 


End 


437 


Name 


OJ991217 04 .0207.C25.ol.gs 


Method 


GENSCAN 


Start 


138 


End 


437 


GI 


none 


Score 


.79 


Exons 


138.-224, 336. .437 






Seq. No. 


21399 


Seq. ID 


..OJ991117 


Gene No. 


44743 


Strand 


+ 


Start 


1 : " 


End 


629 


Name 


OJ991117 03.0222.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


629 


GI 


5091513 


Score 


852 


Exons 


1. .629 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


21399 


Seq. ID 


OJ991117 


(^pnp No 


44743 


Strand 


+ 


Start 


1 


End 


629 


Name 


OJ991117 03.0222.Cl.ol.gs 


Method 


GENSCAN 


Start 


22 


End 


616 


GI 


none 


Score 


.9 ; 


Exons 


22. .616 






Seq. No. 


21400 


Seq. ID 


OJ991117 


Gene No. 


44744 


Strand 




Start 


1 


End 


671 


Name 


OJ991117 03.0222.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


671 


GI 


5091513 


Score 


851 


Exons 


1. .671 






GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 


Seq. No. 


21401 


Seq. ID 


OJ991117 


Cpnp No 


44745 


Strand 


-i- 


Start 


1035 


End 


3507 


Name 


OJ991117 03.0222.C4.ol.gp 


Method 


AAT/GAP 


Start 


1035 


End 


2591 


GI 


- none 


Score 


728 


Exons 


1035.. 1216, 2390.. 2591 






Seq. No. 


21401 


Seq. ID 


OJ991117_ 


Gene No. 


44745 


Strand 


+ 


Start 


1035 


End 


3507 


Name 


OJ991117 03.0222.C4.ol.gs 


Method 


GENSCAN 



21781 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



1121 End 
none Score . 

1121.. 1334, 2048.. 2075, 3189.. 3507 

21401 Seq. ID 

44746 Strand 
10176 End 
OJ991117_03 . 0222 . C4 . o2 . gp Method 
10176 End 
17707_1.R1084 Score 
10176. .10297, 11804. .11903, 12022 .. 12168, 12287.. 12602 
'2129742/pir | IS59544 1.0e-22 stress-induced protein OZI1 
precursor - Arabidopsis thaliana >gi_790583 (U20347) mRNA 
corresponding to this gene accumulates in response to ozone 
stress and pathogen (bacterial) infection; putative 
pathogenesis-related protein [Arabidopsis thaliana] >gi_2252869 
(AF013294) No definition line found [Arabidopsis thaliana] ' 



3507 
.82 



OJ991117_03.0222.C4 
+ 

12602 
AAT/GAP 
12602 
1234 



Seq. No. 


21401 


- 


Seq. ID 


OJ991117 


03.0222 


.C4 


Gene No . 


A ah An 




Strand 


+ 






Start 


14336 




End 


15856 






Name 


OJ991117 03. 0222. C4. 


o3.gp 


Method 


AAT/GAP 






Start 


14336 




End 


15515 






GI 


2442481 




Score 


514 






Exons 


14336.,. 14436, 14738. 


.14890, 


15475. .15515 






Seq. No. 


21401 




Seq. ID 


OJ991117_ 


03.0222 


.C4 


Gene No. 


44747 




Strand 


+ 






Start 


14336 




End 


15856 






Name 




o3 . gs 


Method 


GENSCAN 






Start 


14802 




End 


15856 






GI 


none 




Score 


.99 






Exons 


14802. .14890, 15475. 


.15856 










Seq. No. 


21401 




Seq. ID 


OJ991117_ 


03.0222 


.C4 


Gene No. 


44748 




Strand 


+ 






Start 


27700 




End 


31851 






Name 


OJ991117 03. 0222. C4. 


o6.gs 


Method 


GENSCAN 






Start 


27700 




End 


31826 






GI 


none 




Score 


.77 






Exons 


27700. .27719, 28586. 


.28649, 


29639. .29863, 29959. 


.30084, 






30516. .30653, 30760. 


.30855, 


31024. .31266, 31357. 


.31591, 






31719. .31826 












Seq. No. 


21401 




Seq. ID 


OJ991117_ 


03.0222 


.C4 


Gene No. 


44748 




Strand 


+ 






Start 


27700 




End 


31851 






Name 


OJ991117 03. 0222. C4. 


o4 . np 


Method 


AAT/NAP 






Start 


29645 




End 


31851 






GI 


1762130 




Score 


1382 






Exons 


29645. .29863, 29959. 


.30084, 


30516. .30653, 30760. 


.30855, 






31024. .31266, .31357. 


.31591, 


31719. .31851 






GI Descrip. 


( U4 613 6 ) chaperonin- 


60 beta 


subunit [Solanum tuberosum] 




Seq. No. 


21401 




Seq. ID 


OJ991117_ 


03.0222 


.C4 


Gene No. 


44748 




Strand 


+ 






Start 


27700 




End 


31851 







21782 



Name OJ991117_03 . 0222 . C4 . o5 . gp Method AAT/GAP 

Start 30595 End 31851 

GI . 1601_1.R1084 Score 1448 

Exons 30595. .30653, 30760 .. 30855, 31024 .. 31266, 31357 .. 31591 , 

31719.. 31851 

GI Descrip. 1 24 93650/sp I Q43831 1 RUBB_SECCE 0.0e+00 RUBISCO SUBUNIT 

BINDING-PROTEIN BETA SUBUNIT (60 KD CHAPERONIN BETA SUBUNIT) 
(CPN-60 BETA) >gi_1167858_emb_CAA93139_ (Z68903) chaperonin 
[Secale cereale] ' 



Seq. No. 21401 

Gene No. 44749 

Start 3834 

Name OJ991117_03 . 0222 . C4 . o2 . gs 

Start 3834 

GI none 
Exons 



Seq. ID OJ991117_03.0222.C4 
Strand 

End 14394 

Method GENSCAN 

End 14394 

Score . 6 



3834. .4270, 4390. .4469, 5291. .5387, 6098. .6158, 6802. .7035, 
7865. .7984, 8094. .8209, 8532. .8640, 9189. .9349, 10344 .. 10472, 
10681. .10702, 11102. .11268, 12038 .. 12163, 13060 .. 13131 , 
.14337. .14394 



Seq. No. 


21401 


Seq. ID 


OJ991117_03.0222.C4 


Gene No. 


44749 


Strand 




Start 


3834 


End 


14394 


Name 


OJ991117 03.0222.C4.ol.np 


Method 


AAT/NAP 


Start 


3846 


* End 


4910 


GI 


4581122 


Score 


380 


Exons 


3846. .4270, 4390. .4469, 4885. .4910 




GI Descrip. 


(AC005825) putative gluconokinase [Arabidopsis thaliana] 


Seq. No. 


21401 


Seq. ID 


OJ991117_03.0222.C4 


Gene No. 


44750 


Strand 




Start 


15938 


End 


24288 


Name 


OJ991117 03.0222.C4.o2.np 


Method 


AAT/NAP 


Start 


15938 


End 


18812 


GI 


4544450 


Score 


668 


Exons 


15938. .17345, 18783. .18812 






GI Descrip. 


(AC006592) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


21401 


Seq. ID 


OJ991117_03.0222.C4 


Gene No. 


44750 


Strand 




Start 


15938 


End 


24288 


Name 


OJ991117 03.0222.C4.o4.gs 


Method 


GENSCAN 


Start 


16034 


End 


24288 


GI 


none 


Score 


.43 


Exons 


16034. .17676, 17853 .. 18008 , 


18566. .19552, 2054 1 .. 20697 , 




21987. .22063, 234 42 .. 23665, 


23723. .23929, 24236.. 24288 


Seq. No. 


21401 


Seq. ID 


OJ991117_03.0222.C4 


Gene No. 


44751 


Strand 




Start 


24741 ' 


End 


25858 


Name 


OJ991117 03.0222.C4 .o3.np 


Method 


AAT/NAP 


Start 


24735 


End 


25724 


GI 


6714424 


Score 


567 


Exons 


24735. .24923, 25011 .. 25136, 


25230. .25345, 2547 1 25561, 




25671. .25724 






GI Descrip. 


(AC012328) putative ADP-ribosylation factor [Arabidopsis 



21783 



thaliana] 



.Seq. No. 


21401 








Seq. ID 


OJ991117_03.0222.C4 


Gene No. 


44751 








Strand 




Start 


24741 








End 


25858 


Name 


OJ991117 03. 


0222 


.C4.o5. 


gs 


Method 


GENSCAN 


Start 


24741 








End 


25858 


GI 


none 








Score 


.82 


Exons 


24741. .24923, 25011 .. 25136, 


25230. .25345, 25759.. 25858 


Seq. No. 


21401 








Seq. ID 


OJ991117_03.0222.C4 


Gene No. 


A A "7 C 1 

44752 








Strand 




Start 


26303 








End 


26414 


Name 


OJ991117_03. 


0222 


.C4.o5. 


ts 


Method 


TBLASTX : Soybean 


Start 


2384 








End 


2581 


GI 


none 








Score 


192 


Exons 


2384 . . 2581, 


2422 


. .2568 








Seq. No. 


O 1 A f\ 1 

21401 








Seq. ID 


OJ991117_03.0222.C4 


Gene No. 


44752 








Strand 




Start 


2-6303 








- End 


-..26414 


Name 


OJ991117 03. 


0222 


.C4.03. 


tm 


Method 


TBLASTX: Maize ' 


Start 


2396 








End 


3570 


GI 


none 








Score 


41 


Exons 


2396 . . 2434 , 


O A O O 

2488 


o c. o n 

. .2529, 


2489 


..2530, 2564.. 2593, 2566. .2595 




3127 . . 3363, 


3165 


. . 33 /4 , 


3192 


..3389, 3193. .3390, 3349. .3456 




3369 . .3455, 


3400 


. .3456, 


3436 


..3498, 3438. .3497, 3439.-3498 




3440 . . 3499, 


3534 


. . 3569, 


"3 C C O 

3553 


. .3570 




Seq. No. 


21401 








Seq. ID 


OJ991117_03.0222.C4 


Gene No. 


44752 








Strand 




Start 


26303 








End 


26414 


Name 


OJ991117_03 . 


0222 


. C4 . o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


- 3825 








End 


4228 


GI 


none 








Score 


234 


Exons 


3825 . .4088, 


38 4 y 


. .406/, 




..4089, 3985. .4101, 4107. .4178 




4110 . . 41 /8, 


415 / 


. .4228 








Seq. No. 


21401 








Seq. ID 


OJ991117_03.0222.C4 


Gene No. 


A A ^ C O 

44752 








Strand 




Start 


26303 








End 


26414 


Name 


OJ991117 03. 


0222 


. C4 .o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


6331 








End 


7017 


GI 


none 








Score 


165 


Exons 


6331. .6489, 


6332 


. .6478, 


6800 


..7015, 6801. .7013, 6802. .7017 


Seq. No. 


21401 








Seq. ID 


OJ991117_03.0222.C4 


Gene No. 


44752 








Strand 




Start 


26303 








End 


26414 


Name 


OJ991117 03. 


0222 


.C4.o8. 


tm 


Method 


TBLASTX: Maize 


Start ' 


6840 








End 


7326 


GI * 


none 








Score 


235 ' 


Exons 


6840. .7064, 


6841 


. .7068, 


6842 


..7069, 72i 


38. .7326 


Seq. No. 


21401 








Seq. ID 


OJ9-91117_03.0222.C4 


Gene No. 


44752 








Strand 




Start 


26303 








End 


26414 



21784 



Name 

Start 

GI 

Exons 



OJ991117_03 . 0222 . C4 . o9 . tm Method TBLASTX: Maize 

7862 End 8139 

none Score 143 

7862. .7987, 7864. .8025, 7866. .7982, 8094. .8138, 8095. .8139 



Seq. No. 21401 Seq. ID 

Gene No. 44752 Strand 

Start 26303 End 

Name OJ991117_03 . 0222 . C4 . ol . tw Method 

Start 11806 End 

GI none Score 

Exons 11806. .11898, 11806 11907 , 11807 

12021. .12173, 12021. .12206, 12022 



11905, 
12204 



OJ991117_03.0222.C4 
26414 

TBLASTX -Wheat 

12206 

92 

12020. .12157, 



Seq. No. 21401 

Gene No. 44752 

Start 26303 

Name OJ9911 17_03 . 0222 . C4 . o5 . tm 

Start 11807 

GI none 

Exons 11807. .11905, 118 10 .. 11905, 11824 
12021. .12161, 12049.. 12162 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117_03.0222.C4 
26414 

TBLASTX: Maize 

12162 

108 



,11907, 12020. .12160, 



Seq. No. 21401 Seq. ID 

Gene No. 44752 Strand 

Start 26303 End 

Name OJ9911 17_03 . 0222 . C4 . o3 . ts Method 

Start 11810 End 

GI none Score 

Exons 11810. .11905, 11815 .. 11907 , 12020 12145, 12020 .. 12157 , 
12021.. 12152 



OJ991117_03.0222.C4 
26414 

TBLASTX : Soybean 
12157 
117 



Seq. No. 21401 

Gene No. 44752 

Start 26303 

Name OJ991117_03 . 0222 . C4 . o3 . tc 

Start 11818 

GI none 

Exons 11818. .11907, 11819 11905, 
12047.. 12169 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_03.0222.C4 
26414 

TBLASTX: Cress 

12169 

92 



12020. .12157, 12021. .12152, 



Seq. No. 21401 

Gene No. 44752 

Start 26303 

Name OJ991117_03 . 0222 . C4 . o4 . ts 

Start 16295 

GI none 

Exons * 16295. .16411, 16418 16648, 16419.. 16643 



Seq. ID OJ991117_03.0222.C4 
Strand 

End 26414 

Method TBLASTX : Soybean 

End 16648 

Score 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21401 
44752 
26303 

OJ991117_03.0222.C4 .o4 . tm 
16307 
none 



26414 

TBLASTX: Maize 
16681 
95 

16307. .16411, 16412. . 16681, 16413 16589, 16415. .1667$ 



Seq. ID OJ991117_03.0222.C4 
Strand 
End 

Method 
End 
Score 



21785 



Seq. No. 21401 

Gene No. 44752 

Start 26303 

Name OJ991117_03. 0222 .C4 .o2 . tw 

Start 16391 

GI none 

Exons 16391. .16411, 164 12 .. 16813, 
16907. .17068, 16911. .17003 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_03.0222.C4 
26414 

TBLASTX: Wheat 

17068 

190 



16431. .16814, 164 39. .16555, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21401 Seq. ID 

44752 Strand 

26303 End 

OJ991117_03.0222.C4 .o2.tc Method 

16418 End 

none Score 



OJ991117_03.0222.C4 
26414 

TBLASTX: Cress 

17221 

128 



16418. .16522, 16491 .. 16814, 16508 .. 16804 , 16520 .. 16813, 
16880. .16912, 16913. .17071, 16919 .. 17059, 17135.. 17221 



Seq. No. 21401 Seq. ID 

Gene No. 4 4752 Strand 

Start 26303 End 

Name OJ991117_03 . 0222 . C4 .o2 . ts Method 

Start 24753 . End 

GI none Score 

Exons 24753. .24872, 24754 .. 24873, 24873 .. 24 923, 24982 

25011. .25136, 25227. .25346, 25231 .. 25347 , 25456 



OJ991117 03. 0222. C4 



26414 

TBLASTX: Soybean 
25730 

ioo - - ; 

25137, 
25557, 



25463. .25561, 25469 .. 25564 , 25470 .. 25586, 25689. .25730 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21401 
44752 
26303 
OJ991117 
24759 
none 
24759 
25011 
25243 
25687 



03.0222.C4.o2.tm 



24872, 
25136, 
25347, 
25725, 



24760. 
25090. 
25469. 
25689. 



,24873, 
,25140, 
,25564, 
,25724 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24873. .24923, 
25227. .25346, 
25470. .25586, 



OJ991117 03. 0222. C4 



26414 

TBLASTX: Maize 
25725 
94 

24982. .25137, 
25231. .25347, 
25470. .25565, 



Seq. No. 21401 

Gene No. 44752 

Start 26303 

Name OJ991117_03 . 0222 . C4 . o4 . tw 

Start 24780 

GI none 

Exons 24780. .24869, 25000 .. 25131, 
25231. .25347, 254 69 .. 25564 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25011 

25470 



OJ991117 03. 0222. C4 



26414 

TBLASTX: Wheat 
25571 
74 

25136, 25227. .25346, 
25571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21401 
44752 
26303 

OJ991117_03.0222.C4.o4.tc 

25000 

none 



Seq. ID OJ991117_03.0222.C4 
Strand 
End 

Method 
End 
Score 



26414 

TBLASTX: Cress 

25571 

56 



25000. .25131, 25014. .25136, 25227 .. 2534 6, 25243 25347, 
25456. .25542, 254 63 .. 25561, 254 69 .. 25564 , 25470.. 25571 



21786 



Seq. No. 21401 Seq. ID OJ991117_03 . 0222 . C4 

Gene No. 44752 Strand 

Start 26303 End 26414 

Name OJ991117_03. 0222 .C4 . o4 .gp Method AAT/GAP 

Start 26303 End 26414 

GI 73918_1.R1084 Score 117 

Exons 26303. .26414 

GI Descrip. 1 2280503/dbj I AB005781 I AB005781 2.0e-26 Arabidopsis thaliana 
tRNA-Asp gene 1 



Seq. No. 21401 Seq. ID 

Gene No. 44753 Strand 

Start 29629 End 

Name OJ991117_03. 0222 .C4 .06. tm Method 

Start 29629 End 

GI none Score 

Exons 29629. .29700, 29630 .. 29701, 29768 

29917. .30087, 29922 .. 30071, 29956 



OJ991117 03. 0222. C4 



31851 

TBLASTX: Maize 
30087 
97 

29893, 29771. .29887, 
30084 



Seq. No. 21401 
Gene No. 44753 
Start 29629 

Name OJ991117_03 . 0222 .C4 . ol . tc 

Start 29645 
GI none 
Exons 29645. 

29944. 

30759. 

31024. 

31360. 



.29719, 29777. 

.30084, 30513. 

.30803, 31021. 

.31269, 31122. 

.31437, 31362. 



.29893, 
.30656, 
.31266, 
.31271, 
.31532 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ991117 03. 0222. C4 



31851 

TBLASTX: Cress 
31533 
80 

29913. .30071, 29917 .. 30087 , 
30539. .30655, 30757 .. 30813, 
31022. .31243, 31023 .. 312 65, 
31331. .31441, 31354. .31533, 



Seq. No. 21401 
Gene No. 44753 
Start 29629 

Name OJ991117_03. 0222 .C4 .ol . ts 

Start 29812 
GI none 

Exons 29812. .29859, 29813 .. 29863, 

29944. .30084, 30513 .. 30656, 
30757. .30813, 30757 30819, 
31023. .31262, 31024 31269, 
31354. .31434, 31365 31598 , 
31723. .31851 



Seq. ID 
Strand 
End 

Method 

End 

Score 
29913. .30071, 
•30513. .30653, 
30758. .30820, 
31122. .31271, 
31708. .31851, 



OJ991117 03. 0222. C4 



31851 

TBLASTX : Soybean 
31851 
77 

29917. .30087, 
30539. .30655, 
30759. .30824, 
31354. .31599, 
31712. .31846, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



214 01 
44753 
29629 

OJ991117_03.0222.C4.ol.tm 
30537 



none 

30537. 

30759. 

31024, 

31355. 

31717. 



,30656, 30542. 

.30860, 31012. 

.31269, 31122. 

.31447, 31356. 

.31851, 31718. 



Seq. ID OJ991117_03.0222.C4 
Strand 

31851 

TBLASTX: Maize 
31851 
179 

30832, 
31273, 



End 

Method 
End 
Score 

30655, 30757. .30828, 30758 
31266, 31022.-. 31264, 31022 



.31274, 31354. .31599, 31354 .. 314 4 6, 
.31598, 31712. .31849, 31713 .. 31799, 
.31849 



Seq. No. 



21401 



Seq. ID OJ991117_03.0222.C4 



21787 



(tprip No 


44753 






Strand 






Start 


29629 






End 


31851 




Name 


OJ991117 03. 0222. C4 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


31201 






End 


31599 




GI 


none 






Score 


56 




Exons 


31201. 


.31257, 31357 


. .31599, 


31368. .31598 




Seq. No. 


21401 






Seq. ID 


OJ991117_03.0222 


.C4 


Gene No. 


44753 






Strand 






Start 


29629 






End 


31851 




Name 


OJ991117 03. 0222. C4 


. o5. tc 


Method 


TBLASTX : Cress 




Start 


31536 






End 


31846 




GI 


none 






Score 


73 




Exons 


31536. 


.31589, 31536 


. .31598, 


31537. .31599, 31712 .. 3184 6, 






31718. 


.31846 










Seq. No. 


21401 






Seq. ID 


OJ991117_03.0222 


.C4 


npnp No 


44753 






Strand 






Start 


29629 






End 


31851 




Name 


OJ991117 03. 0222. C4 


.06. tw 


Method 


TBLASTX: Wheat 




Start 


31709 






End 


31851 




GI 


none 






Score 


184 




Exons 


31709. 


.31849, 31712 


. .31849, 


31720. .31851, 31720.. 31851 




J'" ■ 
Seq. No. 


21402 






Seq. ID 


OJ991117_03.0222 


.C5 


Gene No. 


44754 






Strand 


+ 




Start 


159 






End 


5864 




Name 


OJ991117 03. 0222. C5 


. ol.gp 


Method 


AAT/GAP 




Start 


159 






End 


1624 




GI 


1601 1 


.R1084 




Score 


1234 




Exons 


159.. 263, 437.. 529, 


607. .699, 1149. .1272, 1374. .1624 





GI Descrip. 1 24 93650/sp | Q43831 | RUBB_SECCE 0.0e+00 RUBISCO SUBUNIT 

BINDING- PROTEIN BETA SUBUNIT (60 KD CHAPERONIN BETA SUBUNIT) 
(CPN-60 BETA) >gi_1167858_emb_CAA93139_ (Z68903) chaperonin 
[Secale cereale] 1 



Seq. No. 
, Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



21402 
44754 
159 

OJ991117_03.0222.C5.ol.np 
159 

2493650 



Seq. ID OJ991117_03.0222.C5 
Strand + 
End 5864 
Method . AAT/NAP 
End 1283 
Score 570 
159. .263, 437. .529, 607. .699, 1149. .1283 

RUBISCO SUBUNIT BINDING-PROTEIN BETA SUBUNIT (60 KD CHAPERONIN 
BETA SUBUNIT) (CPN-60 BETA) gi | 1167858 | emb | CAA93139 | (Z68903) 
chaperonin [Secale cereale] 



21402 Seq. ID 

44754 Strand 

159 End 5864 

OJ991117_03 . 0222 . C5 ..ol . gs Method GENSCAN 

159 End 4762 

none Score .59 

159. .263, 437. .529, 607. .699, 1149. .1272, 1657. 



OJ991117_03.0222.C5 
+ 



1744, 

4670. .4762 



1859. .1920, 2322. .2419, 3739. .3784, 4301. .4470, 
21402 Seq. ID OJ991117_03 . 0222 . C5 



21#88 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44754 Strand + 

159 End 5864 

OJ991117_03.0222.C5.o2.np Method AAT/NAP . 

4327 End 5864 

81600 Score 133 
4327. .4432, 4670. .4785, 4996. .5162, 5719. .5864 

chaperonin 60 beta (clone bX) - Arabidopsis thaliana (fragment) 



21402 Seq. ID 

44755 . " Strand 

9510 End 

OJ991117_03 . 0222 . C5 . o2 . gp Method 

9510 End 

none Score 
9510.. 10034 



OJ991117_03.0222.C5 
+ 

10034 
AAT/GAP 
10034 
1017 



OJ991117 03. 0222. C5 



Seq. No. 21402 Seq. ID 

Gene No. 44756 Strand 

Start 6009 End 

Name OJ991117_03 . 0222 . C5 . ol . tc Method 

Start 195 End 

GI .none Score 

Exons 195. .266, 436. .531, 437. .538, 603. .701, 604. .702, 606. .740, 

1146. .1283, 1148. .1285, 1148. .1282, 4673. .4744, 5099. .5155, 

5100. .5159 



9831 

TBLASTX: Cress 

5159 

93 



Seq. No. 21402 Seq. ID 
Gene No. 44756 Strand 
Start 6009 End- 
Name OJ991117_03 . 0222 .C5.ol.ts Method 
Start 195 End 
GI none Score 
Exons 



OJ991117_03.0222.C5 
9831 

TBLASTX: Soybean 

5159 

102 



195. .266, 436. .537, 437. .538, 437. .541, 601. .699, 603. .701, 
604. .702, 1146. .1274, 1148. .1300, 1148. .1273, 4015. .4095, 
4669. .4770, 4673. .4753, 5099. .5155, 5100. .5159 



Seq. No. 21402 

Gene No. 44756 

Start 6009 

Name OJ991117JD3 . 0222 .C5.ol.tm 

Start 198 

GI none 

Exons 198. .266, 436. .531, 437. .538, 
5100. .5159 



Seq. ID OJ991117_03.0222.C5 
Strand 
End 

Method 
End 
Score 

603.. 704, 604.. 705, 5099.. 5155, 



9831 

TBLASTX: Maize 

5159 

101 

604. .705, 5099. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



21402 Seq. ID 

44756 Strand 

6009 End 

OJ991117_03.0222.C5.ol.tw Method 

439 End 

none Score 



OJ991117_03.0222.C5 
9831 

TBLASTX: Wheat 

5160 

139 



439. .531, ' 440. .538, 452. .538, 599. .700, 603. .701, 604 . .702, 
1146. .1274, 1146. .1208, 1148. .1297, 1148. .1285, 5099. .5158, 
5100. .5159, 5104. .5160 



Seq. No. 
Gene No. 



21402 
44756 



Seq. ID 
Strand 



OJ991117 03. 0222. C5 



21789 



Start 
Name 
Start 
GI 

Exons 



6009 End 

OJ991 117_03 . 0222 . C5 . o2 . tm Method 

1146 End 

none Score 



9831 

TBLASTX: Maize 

4786 

203 



1146. .1283, 1147. .1209, 1148. .1291, 1148. .1285, 1255. .1290, 
1372. .1392, 3879. .3905, 3911. .3961, 4015. .4089, 4667. .4744, 
4669. .4767, 4673.-4759, 4752. .4778, 4754. .4786 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21402 Seq. ID 

44756 Strand 

6009 End 

0 J9911 17_03 . 0222 . C5 . o2 . gs Method 

6009 End 

none Score 



OJ991117_03.0222.C5 

9831 
GENSCAN 
9831 
.55 



6009. .6142, 6272. .6383, 6784. .6900, 9784. .9831 



21403 Seq. ID 

44757 Strand 
219 End 
OJ991117_03.0222.C6.ol.gp Method 
219 , End 

48856_1.R1084 Score 
219. .956 

, 5815410/gb|AAD52659.1|AF177392_l 0.0e+00 (AF177392) blast and 
wounding induced mitogen-activated protein kinase [Oryza 
satival ' ' 



OJ991117_03.0222.C6 
+ 

6021 
AAT/GAP 
956 
1465 



Seq. No. 


21403 




Seq. ID 


OJ991117 03.0222 


.C6 


Gene No. 


44757 




Strand 


+ 




Start 


219 




End 


6021 




Name 


OJ991117 03.0222.C6.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


426 




End 


3363 




GI 


none 




Score 


39 




Exons 


426. .449, 427. .450, 570. .605, 


570. .605, 


571. .606, 741.. 


1037, 




746.. 1036, 2977.. 3363, 


2995. . 


3174, 3003.. 3362 




Seq. No. 


21403 




Seq. ID 


OJ991117_03.0222 


.C6 


Gene No. 


44757 




Strand 


+ 




Start 


219 




End 


6021 




Name 


OJ991117 03.0222.C6.ol 


.gs 


Method 


GENSCAN 




Start 


564 




End 


6021 




GI 


none 




Score 


.77 




Exons 


564.. 1021, 3006.. 3879, 


3948. . 


4298, 5908.. 6021 




Seq. No. 


21403 




Seq. ID 


OJ991117_03.0222 


.C6 


Gene No. 


44757 




Strand 


+ 




Start 


219 




End 


6021 




Name 


OJ991117 03.0222.C6.o2 


.gp 


Method 


AAT/GAP 




Start 


3324 




End 


3616 




GI 


569537 




Score 


586 




Exons 


3324.. 3616 










Seq. No. 


21403 




Seq. ID 


OJ991117_03.0222 


.C6 


Gene No. 


44757 




Strand 


+ 




Start 


219 




End 


6021 




Name 


OJ991117 03.0222.C6.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


3364 




End 


3950 





21790 




GI 


none 






Score 


.63 




Exons 


3364. .3456, 


3468 


..3521, 3478. 


.3531, 3592.. 3870, 


3627. .3857 




3876. .3950 












Seq. No. 


21403 






Seq. ID 


OJ991117 


_03.0222.C6 


Gene No. 


44757 






Strand 


+ 




Start 


219 






End 


6021 




Name 


OJ991117 03 


.0222 


.C6.ol . tm 


Method 


TBLASTX: 


Maize 


Start 


3364 






End 


4538 






none 






Score 


805 




Exons 


3364. .3873, 


3368 


..3868, 3381. 


.3872, 3871.. 4047, 


3875. .4198, 




3923. .4051, 


4129 


..4215, 4136. 


.4219, 4149. .4241, 


4149. .4241, 




4177. .4242, 


4236 


..4268, 4263. 


.4313, 4265. .4312, 


4270. .4320, 




4280. .4417, 


4345 


..4383, 4350. 


.4400, 4383. .4427, 


4461. .4523, 




4462. .4506, 


4463 


..4507, 4501. 


.4536, 4509.. 4538 




Seq. No. 


21403 






Seq. ID 


ojyyuiv 


_03.0222.C6 


C rt y\ rt M rt 
uciltr INO . 


A A 7 e; 7 






Strand 


+ 




Start 


219 






End 


6021 




Name 


OJ991117 03, 


.0222 


.C6.ol. tw 


Mrt +- K rt rtl 

Metnoa 


TBLASTX : 


Wheat 


Start 


3618 






End* 


*D O "7 O 




GI 


none 






Score 


175 




Exons 


3618. .3869, 


3620 


..3865, 3625. 


. JO/O 






Seq. No. 


21403 






Seq. ID 


OJ9 91117 


__03.0222.C6 


(~~* rt y\ rt. K7 rt 


A AH R7 






Strand 


+ 




Start 


219 






End 


6021 




Name 


OJ991117 03. 


.0222 


•C6.o3.gp 


Method 


AAT/GAP 




Start 


3979 






End 


A "7 C O 




GI 


none 






Score 


1 O "7 C 

\Z /o 




Exons 


3979. .4644, 


4736 


. .4759 








Seq. No. 


21404 






Seq. ID 


OJy 91117 


_03.0222.C7 


(~** rt ir\ rt KT rt 

uene lno . 


A A "7 CiQ 
H H / Do 






Strand 






Start 


297 






End 


391 




Name 


OJ991117 03. 


.0222 


.C7.ol.gs 


Method 


GENSCAN 




Start 


297 






End 


391 




GI 


none 






Score 


.62 




Exons 


297. .391 












Seq. No. 


21405 






Seq. ID 


OJ991117 


_03.0222.C9 


Gene No. 


44759 






Strand 


+ 




jicii l 


4450 






End 


4935 




Name 


OJ991117 03. 


0222, 


.C9.ol.np 


Method 


AAT/NAP 




Start 


4450 






End 


4935 . 




GI 


. 3719211 






Score 


336 




Exons 


4450. .4935 












GI Descrip. 


(U97021) UIP2 [Arabidopsis thaliana] 






Seq. No. 


21405 






Seq. ID 


OJ991117 


_03.0222.C9 


Gene No. 


44760 






Strand 


+ 




Start 


8652 






End 


9086 




Name 


OJ991117 03. 


0222. 


.C9.o2.np 


Method 


AAT/NAP 




Start 


8652 






End 


9086 




GI 


2911041 






Score 


308 





Exons 8652.. 9086 

GI Descrip. (AL021961) kinetochore (SKPlp) - like protein [Arabidopsis 



21791 



thaliana] 



Seq. No. 21405 Seq.. ID 

Gene No. 44761 Strand 

Start 24070 End 32658 

Name OJ991117_03 . 0222 . C9 . o4 .gs Method GENSCAN 

Start 24070 End 32658 

GI none Score . 52 

Exons 24070. .24200, 25193.'. 25313, 25759 .. 26031, 28376 

29164. .29289, 29562 .. 29950, 30383 .. 30611, 30881 

31106. .31372, 31550. .31679, 31755 .. 31899, 32354 
32618. .32658 



OJ991117_03.0222.C9 
+ 



,28685, 
,31012, 
.32447, 



Seq. No. 21405 Seq. ID 

Gene No. 447 62 Strand 

Start 34083 End 

Name OJ991 117_03 . 0222 . C9 . o5 . gs Method 

Start 34083 End 

GI none Score 

Exons 34083. . 34739 



OJ991117_03.0222.C9 
+ 

34739 
GENSCAN 
34739 
.79 



Seq. -No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21405 
44763 
19579 

OJ991117_03.0222.C9.o4.tm 
4453 
none 
4453. 
4755. 
8820. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



,4578, 4483. .4578, 4584. .4649, 4585 
,4931, 8679.. 8720, 8729.. 8809, 8734 



OJ991117 03. 0222. C9 



24177 '■ 
TBLASTX: Maize . 
15240 
91 

4704, 4663.-4932, 
8787, 8786.. 8830, 



,9065, 8972. .9055, 9044. .9082, 9045. .9089, 15121 .. 15201, 



15178. .15240 

21405 Seq. ID 

44763 Strand 

19579 End 

OJ991117_03.0222.C9.o3.ts Method 

4476 End ■ 

none Score 



OJ991117_03.0222.C9 
24177 

TBLASTX: Soybean 

9092 

53 



4476. .4523, 4483. .4524, 4504 .. 4578, 4582 .. 4659, 4584. .4649, 
4684. .4932, 4791. .4931, 8729. .8809, 8793. .8819, 8853. .9065, 
8948. .9055, 9044. .9082, 9045. .9092 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 



21405 
4 4763 
19579 

OJ991117_03.0222.C9.ol.tc 

4483 

none 

4483..4578, 4584. .4649, 4585. 
8729.. 8809, 8811.. 9065, 8972. 

21405 
44763 
19579 

OJ991117_03.0222.C9.o2.tw 

9759 

none 



Seq. ID 
Strand 
End-' ■ 
Method 
End 
Score 

.4665, 4651 
.9055, 9044 



OJ991117 03. 0222. C9 



24177 

TBLASTX: Cress 
9095 
92 

4932, 4818. .4931, 
9082, 9045.. 9095 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ991117_03.0222.C9 
24177 

TBLASTX: Wheat 

14289 

71 



21792 




Exons 9759.. 9812, 9860.. 10009, 9900.. 10019, 9913.. 10023, 13948 .. 14232 , 

13948.. 14289 ■• 



Seq. No. 


21405 




Seq. ID 


OJ991117 


_03.0222 


.C9 


nonp Mo 


44763 




Strand 








Start 


19579 




End 


24177 






Name 


OJ991117 03. 0222. C9. 


o2 . tm 


Method 


TBLASTX : 1 


Maize 




Start 


9875 




End 


14079 






GI 


none 




Score 


142 






Exons 


9875. .10072, 9876. .10109, 9877. .10077, 


10080. .10367, 






10082. .10156, 10092. 


.10349, 


10093. .10365, 10184 


. .10366, 






13612. .13734, 13626. 


.13718, 


13636. .13722, 13737 


. .13874, 






13747. .13887, 13840. 


.13893, 


13899. .14066, 13927 


. .14079 




Sea No . 


21405 




Seq. ID 


OJ991117 


_03.0222 


.C9 


Gene No. 


44763 




Strand 








Start 


19579 




End 


24177 






Name 


OJ991117 03. 0222. C9. 


o3 .np 


Method 


AAT/NAP 






Start 


18861 




End 


24177 






GI 


5091513 




Score 


2245 






Exons 


18861. .19080, 19234. 


.19362, 


20028. .21924, 22788 


. .23302, 






24148. .24177 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


21405 




Seq. ID 


OJ991117 


_03.0222 


.C9 


Gene No. 


44763 




Strand 








Start 


19579 




End 


24177 






Name 


OJ991117 03. 0222. C9. 


o3 .gs 


Method 


GENSCAN 






Start 


19579 




End 


23278 






GI 


none 




Score 


.48 






Exons 


19579. .20293, 20492. 


.20739, 


20851. .21171, 21254 


. .21544, 






21869. .21943, 22292. 


.22421, 


22821. .23278 






Seq. No. 


21405 




Seq. ID 


OJ991117 


_03.0222 


.C9 




44763 




Strand 








Start 


19579 




End 


24177 






Name 


OJ991117 03. 0222. C9. 


06 . tm 


Method 


TBLASTX:] 


Maize 




Start 


21998 




End 


22758 






GI 


none 




Score 


110 






Exons 


21998. .22114, 21999. 


.22115, 


22002. .22118, 22003 


. .22116, 






22118. .22222, 22119. 


.22235, 


22479. .22595, 22480 


. .22596, 






22483..22599, 22553. 


.22603, 


22595. .22690, 22597 


. .22689, 






22599... 22694, 22599. 


.22694, 


22699. .22758 






Seq. No. 


214195 ' 




Seq. ID 


OJ991117 


_03.0222 


.C9 


Gene No. 


44763 




Strand 








Start 


19579 




End 


24177 






Name 


OJ991117 03. 0222. C9. 


ol .gp 


Method 


AAT/GAP 






Start 


22023 




End 


22267 






GI 


LIB3475-004-P1-K2-A5 




Score 


399 






Exons 


22023. .22267 












GI Descrip.- 


f 5777 612/emb IAJ245900.il OSA245900 1 . Oe 


-94 Oryza 


sativa 






. chromosome 4 BAC q3037-207Fl 


complete - 


genome 1 






Seq. No. 


21405 




Seq. ID 


OJ991117_ 


_03.0222 


.C9 


Gene No.' 


44763 




Strand 








Start 


19579 




End 


24177 







21793 



Name 


OJ991117 03. 0222. C9 


.o2.gp 


Method 


AAT/GAP 


Start 


22504 




End 


22788 


GI . 


LIB3475-004-P1-K2-A5 


Score 


371 


Exons 


22504. .22691, 22734 


. .22788 






GI Descrip. 


, 5777612/emb|AJ24 5900,l|OSA245900 l.Oe 


-94 Oryza sativa 




chromosome 4 BAC q3037-207Fl complete 


genome ' 


Seq. No. 


91 40^ 




Seq. ID 


OJ991117_03.0222 


^pnp Wo 


4 4 / vJ 4 




Strand 




Start 


28274 




End 


28642 


Name 


OJ991117 03. 0222. C9, 


. o5. tm 


Method 


TBLASTX: Maize 


Start 


9fi974 




End 


28642 


GI 


none 




Score 


145 


Exons 


9R974 9R40P. 9R9Q1 


9R^QR 


28424. .28642, 28424.-28546 


Seq. No. 


?i4ns 

t ItU J 




Seq. ID 


OJ991117_03.0222 


n p> Wo 


4 47 fiR 




Strand 




Start 


30742 




End 


31634 


Name 


OJ991117 03. 0222. C9, 


. ol . tw 


Method 


TBLASTX: Wheat 


Start - 


^0749 




End 


31150 


GI 


- none 




Score 


602 


Exons 


Vh 749 ^ 1 1 4 Q "3 0 7 S Q 


o 1 no o 


30860. .31150 


Seq. No. 


9 1 40^ 
J. 4 UJ 




Seq. ID 


OJ99.1117_03.0222 


Cpnp Wo 
O™ llC IN W , 


4 476S 




Strand 




Start 


30742 




End 


31634 


Name 


OJ991117 03. 0222. C9, 


, o3.tm 


Method 


TBLASTX: Maize 


Start 


^0R09 

JUOU^ 




End 


31017 


GI 


none 




Score 


306 


Exons 


^nao9 m 7 ^oro4 


^1 01 






Seq. No. 


91 40R 

t J- 4 \J «J 




Seq. ID 


OJ991117_03.0222 




447fiS 

4 4/ OJ 




Strand 




Start 


30742 




End 


31634 


Name 


OJ991117 03., 0222. C9. 


.ol.tm 


Method 


TBLASTX: Maize 


Start 


^1 01 fi 




End 


31479 


GI 


none 




Score 


613 


Exons 


"3101R ?1 47Q ?1090 


^1 Oft 9 


.31137. .31478 


Seq. No. 


91 40S 




Seq. ID 


OJ991117_03.0222 


Cpnp Mo 


4 47 fiS 

4 4 / O J 




Strand 




Start 


30742 




End 


31634 


Name 


OJ991117 03. 0222. C9. 


o2.ts 


Method 


TBLASTX: Soybean 


Start 


^1 1 fis 




End 


31634 


GI 


none 




Score 


223 


Exons 


31165. .31446, 31200. 


.31457, 


31447. .31632, 31488. .31634 


Seq. No. 


21405 




Seq. ID 


OJ991117JD3.0222 


f^orio Wo 


44765 




Strand 




Start 


30742 




End 


31634 


Name 


OJ991117 03. 0222. C9. 


o3 . tw 


Method 


•TBLASTX: Wheat 


Start 


31168 




End 


31548 


GI 


none 




"Score 


200 


Exons 


31168. .31470, 31222. 


.31311, 


31447. .31548 


Seq. No. 


21405 




Seq. ID 


OJ991117JD3.0222 


Gene No'. 


44766 




Strand 





21794 



r 



: .5 



Start 


31785 


End 


32265 


Name 


OJ991117 03-0222. C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


31785 


End 


32202 


GI 


none 


Score 


177 


Exons 


31785. .31901, 31786. .31923, 31960 .. 32202, 32085.. 32198 


Seq. No. 


21405 


Seq. ID 


OJ991117_Uo . . C9 


Gene No. 


44766 


Strand 




Start 


31 too 


bna 


"3 o o a c; 

OZZ DO 


Name 


OJ991117 03 . 0222 .C9 .o4 . tw 


Method 


TBLASTX : Wheat 


Start 


31831 


End 


jZz bo 


GI 


none 


Score 


78 


Exons 


31831. .31920, 31981.. 32265 






Seq. No. 


21406 


Seq. ID 


OJ991117 03. Q2ZZ. CIO 


Gene No. 


44767 


Strand 


+ 


Start 


2592 


End 


2701 


Name 


OJ991117 03.0222. C10. ol.gp 


Method 


AAT/GAP 


Start 


2592 


End 


0 "t n "i 

2701 


GI 


uC-osflcyp088bl2bl 


Score 


157 


Exons 


2592. .2701 






.GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


■36 Oryza sativa genomic 




DNA, chromosome 8, clone : P0026F07 • 




Seq. No. 


21406 


Seq. ID 


OJ991117_03. 0222. C10 


Gene No. 


44768 


Strand 


+ 


Start 


3106 


End 


5086 


Name 


OJ991117 03.0222 -C10. o2.gs 


Method 


GENSCAN 


Start 


3106 


End 


5086 


GI 


none 


Score 


.69 


Exons 


3106.. 3201, 3328.-3498, 3694. 


.3741, 4625. .5086 


Seq. No. 


21406 


Seq. ID 


OJ991117_03. 0222. C10 


Gene No. 


44769 


Strand 




Start 


1 


End 


7568 


Name 


OJ991117 03.0222.C10.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


7568 


GI 


5295955 


Score 


291 


Exons 


1..298, 613. .942, 1019. .1137, 


1908. .2025, 4105. .4241, 




5343. .5567, 7258.-7568 






GI Descrip. 


(AB026295) Similar to Epstein 


-Barr virus (EBV) genome. (V01555 




[Oryza sativa] 






Seq. No. 


21406 


Seq. ID 


OJ991117_03. 0222. C10 


Gene No. 


44769 


Strand 




Start 


1 


End 


7568 


Name 


OJ991117 03.0222.C10.ol.gs 


Method 


GENSCAN 


Start 


81 


End 


1856 


GI 


none 


Score 


.4 


Exons 


81. .1051, 1853. .1856 






Seq. No. 


21406 


Seq. ID 


OJ991117_03. 0222. C10 


Gene No. 


44769 


Strand 




Start 


1 


End 


7568 


Name 


OJ991117 03.0222.C10.o3.gs 


Method 


GENSCAN 


Start 


5201 


End 


5506 


GI 


none 


Score 


.44 



21795 




Exons 


5201.. 5216, 5433.. 5506 










Seq. No. 


21406 




Seq. ID 


OJ991117 


_03. 0222. C10 


Gene No. 






btranci 






Start 


1 




End 


7568 




Name 


OJ991117 03. 0222. CIO. o4 


.gs 


Method 


GENSCAN 




Start 


5985 




End 


6975 




GI 


none 




Score 


.6 




Exons 


5985.. 6139, 6951.. 6975 










Seq. No. 


21407 




Seq. ID 


OJ991117 


_03.0222.C11 


Gene No. 


44770 




Strand 


+ 




Start 


22 




End 


1587 




Name 


OJ991117 03.0222.Cll.ol 


.np 


Method 


AAT/NAP 




Start 


22 




End 


1587 




GI 


4588012 




Score 


389 




Exons 


22. .228, 384. .481, 566. 


.720, 


965. .1070, 


1234 . . 1347, 1462. . 1587 


GI Descrip. 


(AF085717) putative callose 


synthase catalytic 


subunit 




[Gossypium hirsutum] 










Seq. No. 


21407 




. Seq. ID 


OJ991117 


_03.0222.C11 


Gene No. 


44770 




Strand 


+ 




Start 


22 




End 


1587 




Name 


OJ991117 03.0222.Cll.ol 


.gs 


Method 


GENSCAN 




Start 


156 




End 


1461 




GI 


none 




Score 


.94 




Exons 


156. .228, 384. .481, 566 


..720, 974.. 109-y 


r , 1234.. 


1461 


Seq. No. 


21408 




Seq. ID 


OJ991117 


_03.0222.C12 


Gene No . 


44771 




Strand 


+ 




Start 


1 




End 


8372 




Name 


OJ991117 03.0222.C12.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


8372 




GI 


4588012 




Score 


1058 




Exons 


1..39, 583. .680, 765.-882, 2453. .2581, 


2912.. 2,988, 3074.. 3152, 




5313. .5432, 5534.. 5636, 


5901 


..6024, 6101. .6290, 


6380. .6432, 




6701.. 6761, 6857.. 6938, 


7075 


..7124, 7214. .7300, 


7412. .7513, 




8260. .8372 










GI Descrip.. 


(AF085717) putative callose 


synthase catalytic 


subunit 




[Gossypium hirsutum] 










Seq. No. 


21408 




Seq. ID 


OJ991117 


_03.0222.C12 


Gene No 


44771 




Strand 


+ 




Start 


1 




End 


8372 




Name 


OJ991117 03.0222.C12.ol 


.gs 


Method 


GENSCAN 




Start 


765 




End 


3522 




GI 


none 




Score 


. 67 




Exons 


765. .882, 2453. .2600, 3353.. 


3522 






Seq. No. 


21408 




Seq. ID 


OJ991117 


_03.0222.C12 


Gene No. 


44771 




Strand 


+ 




Start 


1 




End 


8372 




Name 


OJ991117 03.0222.C12.ol 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6878 




End 


8364 




GI 


none 




Score 


70 




Exons 


6878. .6940, 6878.-6934, 


6879 


..6935, 7073. .7123, 


7074 . .7148, 




7204. .7299, 7213. .7299, 


7214 


..7318, 7403. .7489, 


7410. .7478, 



21796 



7411.. 7488, 8268.. 8354, 8272.. 8361, 8272.. 8364 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21409 
44772 
1 

OJ991117 03.0222.C13.ol.gp 



Seq. ID OJ991117_03.0222.C13 

Strand + 

End 2341 

Method AAT/GAP 



'End 
Score 



301 
303 



62196_1.R1084 
1..55, 168. .301 

' 4588012/gb|AAD25952".l|AF085717_l 3.0e-33 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] ' 



21409 
44772 
1 

OJ991117_03-.0222.C13.ol.np 
1 

4588012 



Seq. ID OJ991117_03.0222.C13 

Strand + 

End 2.341 

Method AAT/NAP 

End 2341 

Score 818 



1..55, 168. .288, 432. .529, 616. .706, 784. .944, 1021. .1130, 
1554.. 1685, 1867.. 1935, 2017. .2194, 2323.. 2341 
(AF085717) putative callose synthase catalytic subunit 
[Gossypium hirsutum] 



Seq. ID OJ991117_03.0222.C13 

Strand + 

End 2341 

Method AAT/GAP 

End 4 61 

Score 356 



21409 
44772 

1 . 

OJ991117_03.0222.C13.o2.gp 
1 

62196_1.R1084 
1..55, 168. .288, 432. .461 

, 4588012/gb|AAD25952.1|AF085717_l 3.0e-33 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] 1 



21409 
44772 
1 

OJ991117_03.0222.C13.ol.gs 

168 

none 



Seq. ID OJ991117_03.0222.C13 

Strand + 

End ' '2341 

Method GEN SCAN 

End 2194 

Score . 7.7 



168. .288, 432. .536, 784. .944, 1021. .1130, 1554.. 1685, 
1867.. 1935, 2017.. 2194 



21409 
44772 
1 

OJ991117_03.0222.C13.ol.tm 

626 

none 



Seq. ID OJ991117_03.0222.C13 

Strand + 

End 2341 

Method TBLASTX : Mai ze 

End 1084 

Score 66 



626. .697, 649. .696, 770. .928, 783. .941, 783. .944, 784. .942, 
1006. .1071, 1019. .1084 



21409 
44772 
1 

OJ991117_03.0222.C13.ol.ts 

793 

none 



Seq. ID OJ991117_03.0222.C13 

Strand + 

End 2341 

Method TBLASTX : Soybean 

End 1919 

Score 171 



21797 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

GI.. 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



793.-942, 807. .941, 1019. .1132, 1547. .1579, 1637. .1684, 
1860. .1919 



21409 
44772 
1 

OJ991117_03.0222.C13.o2.tm 

2015 

none 



Seq. ID OJ991117_03.0222.C13 

Strand + 

End 2341 

Method TBLASTX : Mai ze 

End 2222 

Score 260 



2015.. 2212, 2016.. 2195, 2019.. 2222 



21410 
44773 
1 

OJ991117_03.0222.C14.ol.np 
1 

4883602 
1..39, 1296. .1407 

(AC006922) putative glucan synthase [Arabidopsis thaliana] 



Seq. ID OJ991117_03.0222.C14 
Strand + 

1407 
AAT/NAP 
1407 • 
146 



End 

Method 

End 

Score 



21410 
44773 
1 

OJ991117_03.0222.C14.ol.tm 

1292 

none 



Seq. ID OJ991117_03.0222.C14 

Strand + 

End 1407 

Method TBLASTX : Mai ze 

End 1406 

Score 92 



1292. .1405, 1294. .1401, 1296. .1406 



21410 
44773 
1 

OJ991117_03.0222.C14.ol.tc 

1295 

none 

1295. .1405, 1296. .1406 

21410 
44773 
1 

OJ991117_03.0222.C14.ol.ts 

1295 

none 

1295. .1405, 1296. .1406 

21411 
44774 
677 

OJ991117_03.0222.C15.o2.ts 

674 

none 



Seq. ID OJ991117_03.0222.C14 

Strand + 

End 1407 

Method TBLASTX : Cress 

End 1406 

Score 184 



Seq. ID OJ991117_03.0222.C14 

Strand + 

End 1407 

Method TBLASTX : Soybean 

End 1406 

Score 188 



Seq. ID OJ991117_03.0222.C15 

Strand + 

End 4710 

Method TBLASTX : Soybean 

End • 4 661 

Score 72 



674. .784, 675. .785, 676. .792, 677. .790, 880. .951, 882. .944, 
882. .956, 883. .957, 4493. .4657, 4494. .4661 



21411 
44774 
677 

OJ991117 03.0222.C15.o3.tc 



Seq. ID OJ991117_03.0222.C15 

Strand + 

End 4710 

Method TBLASTX : Cress 



21798 



Start 
GI 

Exons 



674 End 1205 

none Score 184 

674. .790, 676. .792, 677. .790, 907. .960, 909. .956, 1095. .1205, 
1097. .1189 



Seq. No. 21411 
Gene No. 44774 
Start 677 

Name OJ991117_03 . 0222 . C15 . o2 . tm 

Start 676 
GI none 
Exons 676. 

1094 

2117, 



792, 677.. 790, 682. 
.1243, 1095.. 1214, 
.2224 



.792, 
1634. 



Seq. ID OJ991117_03.0222.C15 

Strand + 

End 4710 

Method TBLASTX: Maize 

End 2225 

Score 157 

882. .956, 882. .956, 883. .978, 
.1696, 1638. .1697, 2115. .2225, 



Seq. No. 21411 

Gene No. 44774 

Start 677 

Name OJ991117_03 . 0222 . C15 . ol . gs 

Start 677 

GI none 
Exons 



Seq. ID OJ991117_03.0222.C15 



Strand 
End 

Method 

End 

Score 



+ 

4710 
GENSCAN 
4651 
. 66 



677. .792, 885. .965, 1097. .1209, 1642. .1694, 2118. .2294, 
3307.. 3354, 3481.. 3639, 3911.. 4029, 4493.. 4651 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21411 Seq. ID 

44774 Strand 

677 End 

OJ991117_03.0222.C15.ol.np Method 

677 End 

6642649 Score 



OJ991117_03.0222.C15 
+ 

4710 
AAT/NAP 
4710 
1284 

1694, 2118. .2294, 



677.. 792, 885.-965, 1097.. 1209, 1642 
3307. .3354, 3481. .3639, 3754. .3866, 3941. .4029, 4493. .4710 
(AC012395) putative glucan synthase [Arabidopsis thaliana] 



21411 
44774 
677 

OJ991117_03.0222.C15-ol.ts 
1110 



Seq. ID OJ991117_03.0222.C15 
Strand + 

4710 

TBLASTX: Soybean 
4030 
166 



End 

Method 
End 

none Score 
1110. .1217, 1112. .1243, 1113. .1214, 1637. .1696, 1638. .1697, 
2115.. 2300, 2117.. 2227, 3291.. 3353, 3292.. 3354, 3480.. 3671, 
3487..3648, 3739. .3825, 3745.-3825, 3753. .3836, 3753. .3869, 
3825.-3866, 3938. .4030, 3940. .4029, 3941. .4030 



Seq. No. 21411 

Gene No. 44774 

Start 677 

Name OJ991117_03 . 0222 . C15 . o4 . tc 

Start 1638 

GI none 

Exons 1638.. 1697, 2091.. 2300, 
3297.. 3353, 3309.. 3374 



Seq. ID OJ991117_03.0222.C15 

Strand + 

End 4710 

Method TBLASTX : Cress 

End 3374 

Score 103 
2114. .2224, 2133. .2294, 3232. .3354, 



Seq. No. 
Gene No. 
Start 



21411 
44774 
677 



Seq. ID OJ991117_03.0222 .C15 
Strand + 
End 4710 



21799 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



OJ991117_03 . 0222 . C15 . ol . gp Method AAT/GAP 
2198 End 3985 

uC-osflcyp007h03bl Score 805 

2198.. 2294, 3307.. 3354, 3481.. 3639, 3754.. 3866, 3941.. 3985 
, 4588012/gb|AAD25952.1|AF085717_l 4.0e-56 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] ' 



21411 
44774 
677 

OJ991117_03 . 0222 . C15 . ol . tm 

3320 

none 



Seq. ID OJ991117_03.0222.C15 

Strand + 

End 4710 

Method TBLASTX : Maize 

End 4 664 

Score 48 



3320.. 3358, 3329.. 3355, 3476.. 3640, 3477.. 3641, 3481.. 3648, 

3487. .3648, 3745. .3825, 3751. .3819, 3753. .3839, 3824. .3865, 

3825. .3866, 3825. .3896, 3938. .4030, 3938. .4030, 4493. .4657, 

4493. .4657, 4494.. 4661, 4494. .4664 



21411 
44774 
677 

OJ991117_03.0222.C15.ol.tc 

3508 

none 

3508.. 3648, 3519.. 3599, 3562. 
3753.. 3839, 3825.. 3866, 3938. 

21411 
44774 
677 

OJ991117_03-0222.C15.ol.tw 
3754 
none 



Seq. ID OJ991117_03.0222.C15 

Strand- + 

End 4710 

Method TBLASTX : Cress 

End 4050 

Score 183 

.3630, 3745.-3825, 3751.. 3825, 
.4030, 3938. .4027, 3940. .4050 



Seq. ID OJ991117_03.0222.C15 

Strand + 

End 4710 

Method TBLASTX : Wheat 

End 4041 

Score 83 

3754. .3825, 3765. .3824, 3825. .3866, 3938. .4027, 3940. .4041 



Seq. ID OJ991117_03.0222.C15 

Strand + 

End 4710 

Method TBLASTX : Cress 

End 4661 

Score 250 



21411 
44774 
677 

OJ991117_03.0222.C15.o2.tc 
4499 
none 

4499..4657, 4500. .4661 

21412 
44775 
1 

OJ991117_03.0222.C16.ol.np 
1 

4588012 

1..135, 567. .617, 717. .899, 1123. .1356 

(AF085717) putative callose'- synthase catalytic subunit 
[Gossypium hirsutum] 



Seq. ID OJ991117_03.0222.C16 

Strand • + 

End 1628 

Method AAT/NAP 

End 1356 

Score 559 



21412 
44775 
1 

OJ991117 03.0222.C16.ol.tm 



Seq. ID OJ991117_03.0222.C16 

Strand + 

End 1628 

Method TBLASTX : Maize 



21800' 



Start 
GI 

Exons 



12 End 1455 

none Score 189 

12. .137, 13. .138, 540. .617, 566. .622, 690 . . 914 711 . . 785, 

716. .898, 1032. .1130, 1098. .1361, 1100. .1360, 1123. .1371, 

1123. .1365, 1125. .1370, 1372. .1410, 1386. .1415, 1413. .1454, 

1423. .1455 



Seq. No. 21412 

Gene No. 44775 

Start 1 

Name OJ991117_03 . 0222 . C16 . ol . gp 

Start 813 

GI 20288_1.R1084 

Exons 813.. 899, 1123.. 1628 

GI Descrip. ■ 4588012/gb | AAD25952 . 1 | AF085717_1 2.0e-30 (AF085717) putative 
callose synthase catalytic subunit [Gossypium hirsutum] 1 



Seq. ID OJ991117_03.0222.C16 

Strand + 

End 1628 

Method AAT/GAP 

End 1628 

Score 1078 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21412 
44775 
1 

OJ991117_03.0222.C16.ol.tc 

837 

none 



Seq. ID OJ991117_03.0222.C16 

Strand + 

End 1628 

Method TBLASTX: Cress 

End 1360 

Score 70 



837. .914, 1123. .1347, 1125. .1340, 1135. .1347, 1196. .1360 



Seq. No. 21412 

Gene No. 44775 

Start 1 

Name OJ991117_03 . 0222 . C16 . ol . tw 

Start 837 

GI none 

Exons 837.. 911, 1123.. 1350, 1155. 



Seq. ID OJ991117_03.0222.C16 



Strand 
End 

Method 
End 
Score 
1340 



+ 

1628 

TBLASTX: Wheat 

1350 

63 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21412 
44775 
1 

OJ991117_03.0222.C16.ol.ts 

1106 

none 



Seq. ID OJ991117_03.0222.C16 



Strand 
. End 
Method 
End 
Score 



+ 

1628 

TBLASTX: Soybean 

1362 

333 



1106. .1318, 1117. .1362, 1122. .1343 



Seq. No. 21413 
Gene No. 4 4776 

Start 7 581 

Name ' OJ990807_32 . 021 1 . C2 . ol . gp 

Start 581 

GI LIB3477-003-P1-K1-E9 
Exons 581.. 682 

GI Descrip. ' 2498586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. ID OJ990807_32.0211.C2 

Strand + 

End 682 

Method AAT/GAP 

End 682 

Score 127 



Seq. No. 21414 

Gene No. 44777 

Start 1 

Name OJ990807_32 . 0211 . C3 . ol. gp 

Start 1 



Seq. ID OJ990807_32.0211.C3 
Strand 

End 342 

Method AAT/GAP 

End 284 . 



21801 



GI 34612.R1084 Score 316 

Exons 1..27, 132.. 284 

GI Descrip. ' 461899/sp| P34791 | CYP4_ARATH 2.0e-5? PEPT IDYL- PROLYL CIS-TRANS 
I SOME RASE, CHLOROPLAST PRECURSOR (PPIASE) (ROTAMASE) 
(CYCLOPHILIN) (CYCLOSPORIN A-BINDING PROTEIN) 

>gi_1076368_pir B53422 peptidylprolyl isomerase (EC 5.2.1.8) 

ROC4 - Arabidopsis thaliana >gi_405131 (L14845) cyclophilin 
[Arabidopsis thaliana] >gi_1322278 (U42724) cyclophilin 
[Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21414 Seq. ID 

44777 Strand 

1 End 

OJ990807_32.0211.C3.ol.np Method 

1 End 

849081 Score 
1..27, 132. .342 

(U17900) cyclophilin B precursor [Orpinomyces sp. PC-2] 



OJ990807_32.0211.C3 
342 

AAT/NAP 
342 
124 



21414 
44777 
1 

OJ990807_32 . 0211 . C3 . ol . tm 
2 

none 



Seq. ID OJ990807_32.0211.C3 
Strand- 
End 

Method 
End 
Score 



342 

TBLASTX: Maize 

285 

44 



2. .31, 3. .29, 118. .285, 122. .283, 130. .285 



Seq. No. 21414 Seq. ID 

Gene No. 44777 Strand 

Start 1 End 

Name OJ990807_32 . 0211 . C3 . ol . ts Method 

Start 2 End 

GI none Score 

Exons 2.. 31, 3.. 29, 118.. 285, 122.. 283 



OJ990807_32.0211.C3 
342 

TBLASTX : Soybean 

285 

43 



Seq. No. 21414 Seq. ID 

Gene No. 44777 Strand 

Start 1 End 

Name OJ990807_32 . 0211 . C3 . ol . gs Method 

Start 132 End 

GI none Score 

Exons 132.. 282 



OJ990807_32.0211.C3 
342 

GENSCAN 

282 

.45 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990807_32.0211.C4 
754 

AAT/GAP 

754 

291 



21415 Seq. ID 

4477.8 Strand 
1 ' End 
OJ990807_32 . 021 1 . C4 . ol . gp Method 
1 End 
3461_2.R1084 Score 
1..37, 280. .308, 413. .565, 730. .754 

, 4 61899/sp|P34791|CYP4_ARATH 2.0e-59. PEPT IDYL- PROLYL CIS-TRANS 
ISOMERASE, CHLOROPLAST PRECURSOR (PPIASE) (ROTAMASE) 
(CYCLOPHILIN) (CYCLOSPORIN A-BINDING PROTEIN) 

>gi_1076368_pir B53422 peptidylprolyl isomerase (EC 5.2.1.8) 

R0C4 - Arabidopsis thaliana >gi_405131 (L14845) cyclophilin 
[Arabidopsis thaliana] >gi_1322278 (U42724) cyclophilin 
[Arabidopsis thaliana] 1 



21802 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



32.0211.C4.ol.np 



Seq. ID OJ990807_32.0211.C4 
Strand 

End 754 
Method AAT/NAP 
End 754 
Score 121 
6. .308, 413. .571, 633. .754 

PROLYL CIS-TRANS ISOMERASE, CHLOROPLAST PRECURSOR 
(ROTAMASE) (CYCLOPHILIN) (CYCLOSPORIN A-BINDING 
gi I 1076368 Ipir | | B53422 peptidylprolyl isomerase (EC 
R0C4 - Arabidopsis thaliana gi 1405131 (L14845) 
in [Arabidopsis thaliana] gi 1 1322278 (U42724) 
in [Arabidopsis thaliana] gi I 6899901 1 emb | CAB71910 . 1 1 
) peptidy 



21415 
44778 
1 

OJ990807_ 
1 

461899 
1..23, 21 
PEPTIDYL- 
(PPIASE) 
PROTEIN) 
5.2.1.8) 
cyclophil 
cyclophil 
(AL138642 

21415 
44778 
1 

OJ990807_32 . 0211 .C4 . ol . tm 

220 

none 



Seq. ID OJ990807_32.0211.C4 
Strand 
End 

Method 
End 
Score 



754 

TBLASTX: Maize 

566 

47 



220. .309, 220. .312, 399. .566, 403. .564, 411. .566 



Seq. No. 21415 Seq. ID 

Gene No. 44778 Strand 

Start 1 End 

Name OJ990807_32 . 0211 . C4 . ol . ts Method 

Start 220 End 

GI none Score 
Exons 



OJ990807_32.0211.C4 

— :W 

754 

TBLASTX : Soybean 

566 

43 



220. .312, 284. .310, 399. .566, 403. .564 



Seq. No. 21415 Seq. ID 

Gene No. 44778 Strand 

Start 1 End 

Name OJ990807_32 . 0211 .C4 . ol . gs Method 

Start 339 End 

GI none Score 

Exons 339.. 361, 413.. 563 



OJ990807_32.0211.C4 
754 

GENSCAN 

563 

.72 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21416 Seq. ID 

44779 Strand 

306 End 

OJ990807_32 . 0211 . C5 . o2 . gp Method 

306 End 

14636_1.R1084 Score 
306. .501, 601. .755 

f 4680707/gb|AAD27743.1|AF132968_l 1.0e-33 (AF132968) CGI-34 
protein [Homo sapiens] 1 



OJ990807_32.0211.C5 
+ 

755 

AAT/GAP 

755 

678 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21416 Seq. -ID 

44779 Strand 

306 End 

OJ990807_32 . 02 11 . C5 . ol . gs Method 

367 End 

none Score 
367. .732 



OJ990807_32.0211.C5 
+ 

755 

GENSCAN 

732 

.46 



21803 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21416 
44779 
306 

OJ990807_32 . 0211 . C5 . ol . np 
433 

6119520 
433. .501, 601. .755 

(AC011560) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990807_32.0211.C5 

Strand + 

End 755 

Method AAT/NAP 

End 755 

Score 277 



Seq. ID OJ990807_32.0211.C5 
Strand 

End 238 

Method AAT/GAP 

End 238 

Score 84 



21416 
44780 
136 

OJ990807_32 . 0211 . C5 . ol . gp 
136 

LIB3477-003-P1-K1-E9 
136.. 238 

'2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



Seq. No. 


21416 






Seq. ID 


OJ990807_32.0211.C5 


Gene No. 


44781 






Strand 




Start 


319 






End 


755 


Name 


OJ990807 


32. 0211. C5. 


ol. ts 


Method 


TBLASTX: Soybean 


Start 


319 






End 


753 


GI 


none 






Score 




Exons 


319. .414, 


432. .497, 


432. .497, 


433. .507, 


598. .753, 600. .743, 




601. .753 






- 




Seq. No. 


21416 






Seq. ID 


OJ990807_32.0211.C5 


Gene No. 


44781 






Strand 




Start 


319 






End 


755 


Name 


OJ990807 


32. 0211. C5. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


432 • 






End 


755 


GI 


none 






Score 


115 


Exons 


432. .497, 


433. .507, 


583. .753, 


598. .753, 


600. .755 


Seq. No. 


21416 






Seq. ID 


OJ990807_32.0211.C5 


Gene No. 


44781 






Strand 




Start 


319 






End 


755 


Name 


OJ990807 


32. 0211. C5. 


ol.tc 


Method 


TBLASTX: Cress 


Start . 


433 






End 


755 


GI 


none 




598.-7^3, 


Score 


102 


Exons 


433. .507, 


441. .500, 


600'. .755. 




Seq. No. 


21417 






Seq. ID 


OJ990807_32.0211.C6 


Gene No. 


44782 






Strand 


+ 


Start 


915 






End 


2367 


Name 


OJ990807 


32. 0211. C6. 


ol . gs 


Method 


GENSCAN 


Start 


915 






End 


2367 


GI 


none 






Score 


.48 • 


Exons 


915. .1296 


, 2237.. 2367 






Seq. No. 


21418 






Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44783 






Strand 


+ 


Start 


220 






End 


483 



21804 




Name 


OJ990807 32.0211.C7.ol.gs 


Method 


GENSCAN 


Start 


220 


End 


429 


GI 


none 


Score 


1 


Exons 


220. .429 






Seq. No. 


21418 


Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44783 


Strand 


+ 


Start 


o o n 


End 


483 


Name 


OJ990807 32.0211.C7.ol.np 


Method 


AAT/NAP 


Start 


220 


End 


483 


GI 


6523097 


Score 


218 


Exons 


220. .483 






GI Descrip. 


(AL133315) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21418 


Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44784 


Strand 




Start 


1 


End 


804 


Name 


OJ990807 32.0211.C7.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


804 


GI 


2496 1.R1084 


Score 


1565 


Exons 


1. .804 






GI Descrip. 


1 6091733/gb|AAF03445.1|AC010797 21 3.0e-17 (AC.0107 97) unkno 




protein [Arabidopsis thaliana] 1 




Seq. No. 


'21418 


Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44785 


Strand 




Start 


2714 


End 


3256 


Name 


OJ990807 32.0211.C7.o2.gs 


Method 


GENSCAN 


Start 


2714 


End 


3256 


GI 


none 


Score 


.91 


Exons 


2714. .3256 






Seq. No. 


21418 


Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44785 


Strand 




Start 


2714 


End 


3256 


Name 


OJ990807 32.0211.C7.o2.np 


Method 


AAT/NAP 


Start 


2720 


End 


3256 


GI 


5281045 


Score 


327 


Exons 


2720.. 3256 






GI Descrip. 


(AL080318) hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


21418 


Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44785 


Strand 




Start 


2714 


End 


3256 


Name 


OJ990807 32.0211.C7.o2.gp 


Method 


AAT/GAP 


Start 


2846 


End 


3175 


GI 


none 


Score 


649 


Exons 


2846. .3175 






Seq. No. 


21418 


Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44786 


Strand 




Start 


3782 


End 


12341 


Name 


OJ990807 32.0211.C7.o3.gs 


Method 


GENSCAN 


Start 


3782 


End 


12261 


GI 


none 


Score 


.82 


Exons 


3782.. 3789, 3845.. 4016, 5088 


..5258, 5363. .5464, 5721. .5867, 



6276. .6401, 6784. .6963, 7225.-7364, 7516. .7647, 7730. .7903, 



21805 






8138.. 8181, 8186. 


.8234, 


9104 


..9305, 9403.. 9492, 


9578. .9634, 




9751.. 9831, 9949. 


.9981, 


10092. .10166, 


10463. .10528, 




10767. .10837, 11368 .. 11521, 


11629. .11705, 12225. 


. .12261 


Seq. No. 


21418 






Seq. ID 


OJ990807_ 


32. 0211. C7 


Gene No. 


44786 






Strand 






Start 


3782 






End 


12341 




Name 


OJ990807 32.0211. 


C7.o3. 


np 


Method 


AAT/NAP 




Start 


4686 






End 


8080 




GI 


6175185 






Score 


1092 




Exons 


4686. .4743, 4912. 


.4991, 


5088 


..5258, 5363.. 5464, 


5661. .5867, 




6276.. 6401, 6784. 


.6870, 


7225 


..7364, 7516. .7647, 


7730. .7903, 




7987. .8080 












GI Descrip. 


(AC011437) ankyrin-like 


protein [Arabidopsis thaliana] 


Seq. No. 


21418 






Seq. ID 


OJ990807_ 


32. 0211. C7 


Gene No. 


44786 






Strand 






Start 


3782 






End 


12341 




Name 


OJ990807 32.0211. 


C7.o4. 


gp 


Method 


AAT/GAP 




Start 


5207 






End 


5867 




GI 


none 






Score 


632 




Exons 


5207.. 5258, 5363. 


.54 64, 


5580 


..5642, 5721.. 5867 




!J Seq. .No. 


21418 






Seq. ID 


OJ990807_ 


_32.0211.C7 


2 Gene No. 


44786 






Strand 






■?S Start 


3782 






End 


12341 




;!] Name 


OJ990807 32.0211. 


C7.o5. 


gp 


Method 


AAT/GAP 




S Start 


7299 






End 


8306 




Si 

J GI 


none 






Score 


1039 




y Exons 


7299. .7364, 7516. 


.7647, 


7730 


..7903, 7987. .8049, 


8138 . . 8306 


"5 

rl Seq. No. 


21418 






Seq. ID 


OJ990807_ 


32. 0211. C7 


Gene No. 


44786 






Strand 






Start 


3782 






End 


12341 




3 Name 


OJ990807 32.0211. 


C7.o6. 


gp 


Method 


AAT/GAP 




J Start 


10541 






End 


12341 




4 GI 


4879565 






Score 


679 




Exons 


10541. .10564, 10767. .10837, 


11368. .11521, 11629, 


. .11705, 


j 


12225. .12341 












3 Seq. No. 


21418 






Seq. ID 


OJ990807_ 


_32.0211.C7 


Gene No. 


44787 






Strand 






Start 


14550 






.End 


14772 




Name 


OJ990807 32.0211. 


C7.o4. 


gs 


Method 


GENSCAN 




Start 


14550 






End 


14772 




GI 


none 






Score 


.88 




Exons 


14550. .14772 












Seq. No. 


21418 






Seq. ID 


OJ990807_ 


_32.0211.C7 


Gene No. 


44787 






Strand 






Start 


14550 






End 


14772 .. 




Name 


OJ990807 32.0211. 


C7.o5. 


np 


Method 


AAT/NAP 




Start 


14553 






End 


14753 




GI 


2281092 






Score 


193 




Exons 


14553. .14753 












GI Descrip. 


(AC002333) hypothetical 


protein [Arabidopsis thaliana] 



21806 




Seq. No. 


21418 




Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44788 




Strand 




Start 


14941 




End 


15021 


Name 


OJ990807 32.0211.C7.o3. 


tc 


Method 


TBLASTX: Cress 


Start 


205 




End 


405 


GI 


none 




Score 


205 


Exons 


205. .405, 219. .404 








Seq. No. 


21418 




Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


4 4788 




Strand 




Start 


14941 




End 


15021 


Name 


OJ990807 32.0211.C7.o4. 


tm 


Method 


TBLASTX: Maize 


Start 


205 




End 


404 


GI 


none 




Score 


262 


Exons 


205.. 390, 219.. 404 








Seq. No. 


21418 




Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44788 




* Strand 




Start 


14941 




End 


15021 


Name 


OJ990807 32.0211.C7.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


219 




, End 


437 


GI 


none 




Score - 


269 


Exons 


219.. 437, 220.. 423 








Seq. No. 


21418 




Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


4 4788 




Strand 




Start 


14941 




End 


15021 


Name 


OJ990807 32.0211.C7.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


219 




End 


417 


GI 


none 




Score 


242 


Exons 


219. .416, 220. .417 








Seq. No. 


21418 




Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44788 




Strand 




Start 


14941 




End 


15021 


Name 


OJ990807 32.0211.C7.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


- 2665 




End 


3268 


GI 


none 




Score 


48 


Exons 


2665. .2718, 2715. .3008, 


2716. 


.3003, 2747.. 3007, 2950.. 3087, 




3065. .3145, 3073. .3261, 


3167. 


.3268, 3194.. 3265 


Seq. No. 


21418 




Seq. ID 


OJ9'90807_32.0211.C7 


Gene No. 


44788 




Strand 




Start 


14 94 1 




End 


15021 


Name 


OJ990807 32.0211.C7.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


4670 




End 


5437 


GI 


none 




Score 


36 


Exons 


4670. .4726, 4711. .4764, 


4908. 


.4994, 4912. .4995, 4914. .4991, 




5109. .5261, 5111. .5260, 


5112. 


.5282, 5358. .5435, 5363. .5437 


Seq. No. 


21418' • 




Seq. ID 


OJ990807_32.0211.C7 


Gene No. 


44788 




Strand 




Start 


14941 




End 


15021 


Name 


OJ990807 32.0211.C7.o3. 


ts 


Method 


TBLASTX : Soybean 


Start 


4695 




End 


5189 


GI 


none 




Score 


50 



Exons 4695. .4745, 4911. .4994, 4912. .4995, 5088. .5129, 5089. .5130, 



21807 



5124. .5189 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21418 
44788 
14941 

OJ990807_32 . 0211 . C7 . o2 . tc 

4911 

none 

4911. .4973, 5088. .5243, 5089. 



21418 
44788 
14941 

OJ990807_32, 
5706 



0211.C7.o7.tm 



none 
5706. 
6276. 
6796. 



,5858, 
.6416, 
,6846 



5740. 
6276. 



.5859, 
.6425, 



5742. 
6293, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.5244 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5867, 



OJ990807_32.0211.C7 
15021 

TBLASTX: Cress 

5244 

61 



OJ990807 32. 0211. C7 



15021 

TBLASTX: Maize 
6856 
146, 

5746.. 5880, 6274. 



,6442, 6489.. 6512, 6788. 



,6402, 
,6856, 



Seq. No. 21418 

Gene No. 44788 

Start 14941 

Name OJ990807_32 . 0211 . C7 . ol . tc 

Start 6258 

GI none 

Exons 6258.. 6371, 7520.. 7648, 7722. 

Seq. No. 21418 

Gene No. 44788 

Start 14941 

Name OJ990807_32 . 0211 . C7 . o5 . tm 

Start 7529 

GI none 

Exons 7529.. 7567, 7568.. 7648, 7722, 
7978. .8052, 7985. .8053, 7988. 



Seq. ID- OJ990807_32.0211.C7 
Strand 

15021 

TBLASTX: Cress 
78-35 
121 



End 

Method 
End 
Score 
.7835 



Seq. ID 
Strand ' 
End 

Method 
End 
Score 



OJ990807 32. 0211. C7 



15021 

TBLASTX: Maize 
8166 
62 

7835, 7750.. 7830, 7812.. 7913, 
8050, 8138. .8164, 8140. .8166 



Seq. No. 


21418 






Seq.. ID 


OJ990807_32.0211 


.C7 


Gene No. 


44788 






Strand 






Start 


14941 






End 


15021 




Name 


OJ990807 32. 0211. CI. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


10269 






End 


12276 




GI 


none 






Score 


64 




Exons 


10269. 


.10349, 10270. 


.10359, 


10270. .10359, 10457. .1057 9, 






10461. 


.10565, 10461. 


.10607, 


10475. .1057 6, 11411 .. 11521, 






11418. 


.11522, 11623. 


.11721, 


11630. .11707, 12206. .12268, 






12223. 


.12276, 12223. 


.12267, 


12225. .12275 




Seq. No. 


21418 






Seq. ID 


OJ990807_32.0211 


.C7 


Gene No. 


44788 






Strand 






Start 


14941 






End 


15021 




Name 


OJ990807 32. 0211. C7 . 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


14550 






End 


14761 




GI 


none 






Score 


239 




Exons 


14550. 


.14600, 14556. 


.14744, 


14557. .14745, 14564 .. 14761, 






14644. 


.14760 











21808 




Seq*. No. 


21418 


Seq. ID 


OJ990807_32.0211. 


C7 


Gene No. 


A A 1 Q Q 


btiana 






Start 


14941 


End 


15021 




Name 


OJ990807 32.0211.C7.o2.ts 


Method 


TBLASTX : Soybean 




Start 


14565 


End 


14744 




GI 


none 


Score 


17 6 




Exons 


14565. .14744, 14575.. 14739 








Seq. No. 


21418 


Seq. ID 


OJ990807_32.0211. 


C7 


Gene No. 


44788 


Strand 






Start 


14941 


End 


15021 




Name 




Method 


AAT/GAP 




Start 


14941 


End 


15021 




GI 


38012 1.R1084 


Score 


103 




Exons 


14941. . 15021 








GI Descrip. 


•4097947/gb|U72255|OSU72255 


2.0e-23 Oryza sativa 






beta-1, 3-glucanase precursor 


(Gns9) gene, complete cds 1 




Seq. No. 


21419 


Seq. ID 


OJ990807_32.0211. 


C8 


Gene No. 


A A *7 Q Q 


Strand 






Start 


106 


End 


178 - 




Name 


OJ990807 32.0211.C8.ol.gs 


Method 


GEN SCAN 




Start 


106 


End 


178 




GI 


none 


Score 


.61 




Exons 


106. .178 








Seq. No. 


21420 


Seq. ID 


OJ990807_32.0211. 


C9 


Gene No. 


44790 


Strand 


+ 




otar l 


1 


End 


2756 




Name 


OJ990807 32.0211.C9.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2756 




GI 


2443329 


Score 


571 




Exons 


1.-55, 134. .250, 897. .2015, 


2120. .2204, 


2289.. 2357, 2591 




GI Descrip. 


(D86122) Mei2-like protein [Arabidopsis 


thaliana] 




Seq. No. 


21420 


Seq. ID 


OJ990807_32.0211. 


C9 


Gene No. 


44790 


Strand 


+ 




Pi- _ „ J_ 

btarT: 


1 


End 


2756 




Name 


OJ990807 32.0211.C9.ol.tc 


Method 


TBLASTX: Cress 




Start 


2 


End 


2755 




GI 


none 


Score 


51 




Exons 


2. .58, 167. .253, 1798. .1956, 


1882. .2016, 1983. .2018, 2091. 




2106.. 2204, 2286.. 2363, 2288 


..2350, 258 


8. .2755, 2593. .2754 


Seq. No. 


21420 


Seq. ID 


OJ990807_32.0211. 


C9 


bene No. 


44790 


Strand 


+ 




Start 


1 


End 


2756 




Name 


OJ990807 32.0211.C9.ol.gs 


Method 


GENSCAN 




Start 


134 


End 


2305 




GI 


none 


Score 


.51 




Exons 


134.. 224, 853.. 1139, 1421.. 1564, 1810.. 


2015, 2120.. 2305 




Seq. No. 


21420 


Seq. ID 


OJ990807 32.0211. 


C9 


Gene No. 


44790 


Strand 


+ 




Start 


1 


End 


2756 




Name 


OJ990807 32.0211.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


845 


End 


1165 





21809 



GI 

Exons 



none Score 
845. .1165, 852. .1160, 944. .1162 



• 



284 



Seq..No. 21420 

Gene No. 44790 

Start 1 

Name OJ990807_32 . 02 11 . C9 . ol . tw 

Start 1618 

GI none 

Exons 1618.. 2016, 1620.. 2018, 1621. 

2116. .2154, 2116. .2154 



Seq. ID OJ990807_32.0211.C9 

Strand + 

End 2756 

Method TBLASTX : Wheat 

End " 2154 

Score 519 

2019, 2091.. 2153, 2106.. 2153, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990807_32.0211.C9 
+ 

2756 
AAT/GAP 
2163 
760 



21420 Seq. ID 

44790 Strand 

1 End 

OJ990807_32 . 02 11 . C9 . ol . gp Method 

1635 End 

LIB3433-036-P1-K1-H4 Score 
1635. .2015, 2120. .2163 

1 244 3329 /dbj | BAA22374 | 3.0e-17 (D86122) Mei2-like protein 
[Arabidopsis thaliana] ' 

21420 
44790 
1 

OJ990807_32 . 0211 . C9 . ol . tm 
1642 



none 

1642. 

2091. 

2288. 

2590. 



Seq. ID OJ990807_32.0211.C9 
Strand + 
End 2756 
_ Method TBLASTX : Maize 

End 2755 
Score 97 

.1767, 1807. .1848, 1861. .2016, 1878. .2018, 1879. .2019, 
.2204, 2114. .2203, 2134. .2205, 2282. .2353, 2286. .2363, 
,2353, 2587. .2754, 2588.-2755, 2588.-2752, 2589. .2753, 
.2754 



Seq. No. 21420 

Gene No. 44790 

Start 1 

Name OJ990807_32 . 0211 . C9 . ol . ts 

Start 1858 

GI none 

Exons 1858.. 1893, I960.. 2016, 1980, 



Seq. ID OJ990807_32.0211.C9 

Strand + 

End 2756 

Method TBLASTX : Soybean 

End 2755 

Score 39 

.2018, 2091. .2204, 2117. .2203, 



2134. .2208, 2282. ,2332, 2286. .2363, 2288. .2350, 2588. .2755, 
2599. .2754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



21420 Seq. ID 

44790 Strand 

1 End 

OJ990807_32.0211.C9.o2.gp Method 

2573 End 

uC-osflcyp015el2bl Score 
2573. .2756 

1 24 43329/dbj. | BAA22374 | 9.0e-37 (D86122) Mei2-like protein 
[Arabidopsis thaliana] 1 



OJ990807_32.0211.C9 
+ 

2756 
AAT/GAP 
2756 
314 



21421 Seq. ID 

44791 Strand 

269 End 

OJ990807_32. 0211. C10. ol.gp Method 



OJ990807_32. 0211. C10 
+ 

584 

AAT/GAP 



21810 




Start 


269 




End 


584 






GI 


4879565 




Score 


280 






Exons 


269. .343, 487. .584 












Seq. No. 


21421 




Seq. ID 


OJ990807_32 


.0211. 


CIO 


Gene No. 


A A *7 Q 1 




btrana 








Start 


269 




End 


584 






Name 


OJ990807 32.0211.C10.ol.gs 




Method 


GENSCAN 






Start 


269 




End 


566 






GI 


none 




Score 


.92 






Exons 


269. .324, 489. .566 












Seq. No. 


21422 




Seq. ID 


OJ990807_32 


.0211. 


C12 


Gene No. 


44792 




Strand 


T 






Start 


327 




End 


1511 






Name 


OJ990807 32.0211.C12.ol.gs 




Method 


GENSCAN 






Start 


327 




End 


1496 






GI 


none 




Score 


.79 






Exons 


327. .650, 810. .820, 906. .1242 


, 1338.. 1 


496 






Seq. No. 


21422 




Seq. ID 


OJ990807_32 


.0211. 


C12 


Gene No. 


44792 




Strand 


+ 






otar l 


327 




End 


1511 






Name 


OJ990807 32.0211.C12.ol.np 




Method 


AAT/NAP 






Start 


906 




End 


1496 






GI 


2443329 




Score 


222 






Exons 


906. .1242, 1338. .1496 












GI Descrip. 


(D86122) Mei2-like protein 


[Arabidopsis thaliana] 






Seq. No. 


21422 




Seq. ID 


OJ990807_32 


.0211. 


C12 


Gene No . 


44792 




Strand 


+ 








327 




End 


1511 






Name 


OJ990807 32.0211.C12.ol.tc 




Method 


TBLASTX: Cress 




Start 


906 




End 


1496 






GI 


none 




Score 


50 






Exons 


906. .1001, 907. .948, 1024. 


.1092, 1035. 


.1085, 1171. 


.1242, 






1329. .1496, 1329. .1496, 1331. 


.1474 








Seq. No. 


21422 




Seq. ID 


OJ990807_32 


.0211. 


C12 


Gene No. 


44792 




Strand 


+ 






Start 


327 




End 


1511 






Name 


OJ990807 32.0211.C12.ol.gp 




Method 


AAT/GAP 






Start 


977 




End 


1511 






GI 


uC-osflcyp002d!0bl. 




Score 


764 






Exons 


977. .1242, 1338. .1511 












GI Descrip. 


'4544473/gb|AAD22380.1|AC006580 12 6.0e-25 (AC006580) putat 




mei2 protein [Arabidopsis thaliana] ' 








Seq. No. 


21422 




Seq. ID 


OJ990807_32 


.0211. 


C12 


Gene No. 


44792 




Strand 


+ 






Start 


327 




End 


1511 






Name 


OJ990807 32.0211.C12.ol.tm 




Method 


TBLASTX: Maize 




Start 


1141 




End 


1498 






GI 


none 




Score 


93 







Exons 1141. .1242, 1167 1238, * 1168 1242, 1318. .1464, 1319. .1456, 

1329. .1496, 1332. .1484, .1337. .1498 



21811 




Seq. No. 


21422 






Seq. ID 


OJ990807 


_32.0211. 


C12 


Gene No. 


44792 






Strand 


+ 






Start 


327 






End 


1511 






Name 


OJ990807 32. 


0211.C12.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


1165 






End 


1497 






GI 


none 






Score 


83 






Exons 


1165. .1242, 


1167. .1235, 


1329. .1496, 1329. .1439, 


1331. .1492, 




1363. .1497 














Seq. No. 


21423 






Seq. ID 


OJ990807 


_32.0211. 


C14 


Gene No. 


44793 






Strand 








Start 


393 






End 


614 






Name 


OJ990807 32. 


0211.C14.ol 


. gs 


Method 


GEN SCAN 






Start 


393 






End 


614 






GI 


none 






Score 


.94 






Exons 


393. .614 














Seq. No. 


21424 






Seq. ID 


OJ990807 


J32.0211. 


C15 


Gene No. 


44794 






Strand 


+ 






Start 


3920 






End 


6253 






Name 


OJ990807 32. 


0211.C15.o3 


. gs • 


Method 


GENSCAN 






Start 


3920 






End 


6253 






GI 


none 






Score 


.43 






Exons 


3920. .4572, 


4618. .4809, 


5176 


..5474, 5505. .6253 






Seq. No. 


21424 






Seq. ID 


OJ990807 


_32.0211. 


C15 


Gene No. 


44795 






Strand 


+ 






Start 


7777 






End 


8535 






Name 


OJ990807 32. 


0211.C15.o2 


.np 


Method 


AAT/NAP 






Start 


7765 






End 


8458 






GI 


3080450 






Score 


522 






Exons 


7765. .8458 














GI Descrip. 


(AL022605) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


21424 






Seq. ID 


OJ990807 


_32.0211. 


C15 


Gene No. 


44795 






Strand 


+ 






Start 


7777 






End 


8535 






Name 


OJ990807 32. 


0211.C15.o4 


.gs 


Method 


GENSCAN 






Start 


7777 






End 


8535 






GI 


none 






Score 


.65 






Exons 


7777. .8535 














Seq. No. 


21424 






Seq. ID 


OJ990807 


_32.0211. 


C15 


Gene No. 


44796 






Strand 


+ 






Start 


14613 






End 


19014 






Name 


OJ990807 32. 


0211.C15.o6 


.gs 


Method 


GENSCAN 






Start 


14613 






End 


19014 






GI 


none 






Score 


.68 






Exons 


14613. .15050 


, 16137. .16669, 


16770. .16895, 17265 


. .17364, 






17489. .17553 


, 17657. .17759, 


17870. .18008, 18116 


. .18330, 






18412. .18682 


, 18733.. 19014 










Seq. No. 


21424 






Seq. ID 


OJ990807 


_32.0211. 


C15 


Gene No. 


44796 






Strand 


+ 






Start 


14613 






End 


19014 






Name 


OJ990807 32. 


0211.C15.o3 


. np 


Method 


AAT/NAP 






Start 


14636 






End 


18414 







21812 



GI 

Exons 



GI Descrip. 



3377817 Score 928 

14636. .14745, 14822 15054 , 1614 1 .. 16673, 16798 16895, 
17265. .17352, 17489 .. 17553, 17657 17759, 17870. . 17918, 
18320. .18414 

(AF076275) contains similarity to C3HC4-type zinc fingers (Pfam 
zf-C3HC4 .hmm, score: 29.48) [Arabidopsis thaliana] 



Seq. No. 21424 Seq. ID 

Gene No. 44796 Strand 

Start 14 613 End 

Name OJ990807_32 . 02 1 1 . C15 . o4 . gp Method 

Start 16823 End 

GI uC-osflcyp025hl2bl Score 

Exons 16823. .16895, 17265 .. 17364 , 
17870. .18008, 18116. .18173 

GI Descrip. '3377817 6.0e-50 (AF076275) contains similarity to C3HC4-type 



OJ990807_32.0211.C15 
+ 

19014 
AAT/GAP 
18173 
968 

17489. .17553, 17 657 .. 17759, 



zinc fingers (Pfam: 
thaliana] 1 



zf-C3HC4 .hmm, score: 29.48) [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21424 Seq. ID OJ990807 

■44796 Strand + 

14613 End 19014 

OJ990807_32 . 0211 . C15 . o4 . np Method AAT/NAP 

18092 End 18198 

4827065 Score 78 
18092. .18198 
zinc finger protein 



32.0211.C15 



147 



(estrogen-responsive finger protein) 
gi I 542812 |pir | IA49656 estrogen-responsive finger protein, efp 
(RING finger, coiled-coil domains) - human 

gi I 458726 |dbj |BAA04747| (D21205) estrogen responsive finger 
protein (efp) [Homo sapiens] 



Seq. No. 


21424 








Seq. ID 


OJ990807 


_32. 


0211 


.CIS 


Gene No. 


44796 








Strand 


+ 








Start 


14613 








End 


19014 








Name 


OJ990807 32.0211 


.C15 


-o5 


.gp 


Method 


AAT/GAP 








Start 


18388 








End 


18747 








GI 


none 








Score 


643 








Exons 


18388. .18747 


















Seq. No. 


21424 








Seq. ID 


OJ990807 


_32. 


0211 


. CIS 


Gene No. 


44796 








Strand . 


+ 








Start 


14613 








End 


19014 








Name 


OJ990807 32.0211 


.CIS 


. 06 


.gp 


Method 


AAT/GAP 








Start 


18713 








End 


18957 








GI 


2797468 








Score 


374 








Exons 


18713. .18957 


















Seq. No. 


21424 








Seq. ID 


OJ990807_ 


_32. 


0211 


.CIS 


Gene No. . 


44797 








Strand 










Start 


826 








End 


1911 








Name 


OJ990807 32.0211 


. CIS 


.ol 


.gp 


Method 


AAT/GAP 








Start 


737 






End- 


1119 








GI 


none 








Score 


718 








Exons 


737. .1119 


















Seq. No. 


21424 








Seq. ID 


OJ990807^ 


_32. 


0211 


.CIS 



21813 



Gene No. 44797 

Start 826 

Name OJ990807_32 . 0211 ,C15 .ol . gs 

Start 826 

GI none 

Exons 826.. 1911 

Seq. No. 21424 

Gene No. 44798 

Start 2735 

Name OJ990807_32 . 0211 . CIS . o2 . gs 

Start 2735 

GI none 

Exons 2735.. 2803, 3021.. 3092 

Seq. No. 21424 

Gene No. 44799 

Start 9140 

Name OJ990807_32.0211.C15.o2.gp 

Start 9140 

GI 3760135 

Exons 9140.. 9609 



Strand 
End 

Method 

End 

Score 



1911 
GENSCAN 
1911 
.53 



Seq. ID OJ990807_32.0211.C15 
Strand 

End 3092 

Method GENSCAN 

End 3092 

Score .58 



Seq. ID OJ990807_32.0211.C15 
Strand 

End 9609 

Method AAT/GAP 

End 9609 

Score 839 



Seq. No. 21424 

Gene No. 44800 .-* v 

Start 9514 

Name OJ990807_32 . 0211 . C15 . o5 . gs 

Start 9514 

GI none 

Exons 9514.. 9650, 9681.. 9783, 9902. 
11566. .11576 



Seq. ID OJ990807_32.0211.C15 
Strand 

End 11576 

Method GENSCAN 

End 11576 

Score .95 

.9962, 10473. .10577, 11140 11202 , 



Seq. No. 21424 

Gene No. 44800 

Start 9514 

Name OJ990807_32.0211.C15.o3.gp 

Start 10489 

GI 2311977 

Exons 10489. .10577, 10997.. 11193 

Seq. No. 21424 

Gene No. 44801 

Start 19043 

Name OJ990807_32 . 0211 . C15 . o4 . tm 

Start 4229 

GI none 

Exons 4229. .4411, 4432. .4728, 4445. 
4742.. 4792 



Seq. ID OJ990807_32.0211.C15 
Strand 

End 11576 

Method AAT/GAP 

End 11193 

Score 552 



Seq. ID OJ990807_32.0211.C15 
Strand 

End 19396 

Method TBLASTX : Maize 

End 4795 

Score 195 

.4732, 4450. .4731, 4736. .4795, 



Seq. No. 21424 

Gene No. 44801 

Start 19043 

Name OJ990807_32. 0211. CIS. o3. ts 

Start 4499 

GI none 

Exons 4499.. 4729, 4727.. 4816, 4964. 



Seq. ID OJ990807_32.0211.C15 
Strand 

End " 19396 

Method TBLASTX : Soybean 

End 5161 

Score 164 
.5161 



21814 




Seq. No. 


21424 








Seq. ID 


OJ990807_32. 0211. CIS 


Gene No. 


44801 








Strand 




Start 










End 


19396 


Name 


OJ990807 32. 


0211. 


CIS.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4949 








End 


6184 


GI 


none 








Score 


65 


Exons 


4949. .5062, 


5120. 


.5812, 


5131 


..5547, 5873. .6109, 5965. .6078, 




6110. .6184, 


6139. 


.6183 








Seq. No. 


21424 








Seq. ID 


OJ990807_32 . 0211 .CIS 


Gene No. 


4 4oUl 








Strand 




Start 


19043 








End 


19396 


Name 


OJ990807 32. 


0211. 


CIS.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5120 








End 


5457 


GI 


none 








Score 


47 


Exons 


5120. .5164, 


5141. 


.5455, 


5146 


..5457, 5147. .5449, 5341. .5457 


Seq. No. 


21424 








Seq. ID 


OJ990807_32. 0211. CIS 


Gene No. 


A A O A 1 

44801 








Strand 




Start 


19043 








End 


19396 


Name 


OJ990807 32. 


0211. 


C15.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5609 








End 


6196 


GI 


none 








Score 


105 


Exons 


5609. .5812, 


5873. 


.6196, 


5918 


..6103, 5959. .6183 


Seq. No. 


21424 








Seq. ID 


OJ990807_32 . 0211 .CIS 


Gene No. 


44801 








Strand 




Start 


19043 








End 


19396 


Name 


OJ990807 32. 


0211. 


CIS.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


7782 








' End 


8318 


GI 


none 








Score 


139 


Exons 


7782. .7925, 


7783. 


.7947, 


7929 


. .8318, 7933. .8298 


Seq. No. 


21424 








Seq. ID 


OJ990807_32. 0211. CIS 


Gene No. 










Strand 




Start 


19043 








End 


19396 


Name 


OJ990807 32. 


0211. 


CIS.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


7789 








End 


8121 


GI 


none 








Score 


43 


Exons 


7789. .7818, 


7846. 


.7947, 


7932 


..8120, 7933. .8121 


Seq. No. 


21424 








Seq. ID 


OJ990807_32. 0211. CIS 


Gene No. 


44801 








Strand 




Start 


19043 








End 


19396 


Name 


OJ990807 32. 


0211. 


C15.o3. 


tm 


Method 


TBLASTX: Maize 


Start 


8122 








End 


15050 


GI 


none 








Score 


356 


Exons 


8122. .8322, 


14318 


. . 14467 


', 14460. . 14492, 


14586. .14795, 




14591. .14794, 14835 .. 14 930, 


14852. .14887, 14 985 15050, 




14996. .15049 










Seq. No. 


21424 , 








Seq. ID 


OJ990807_32.0211.C15 


Gene No. 


44801 








Strand 




Start 


19043 








End 


19396 


Name 


OJ990807 32. 


0211. 


CIS.oS. 


tm 


Method 


TBLASTX: Maize 


Start 


9510 








End 


10492 


GI 


none 








Score 


325 



21815 




Exons 9510.. 9593, 9536.. 9784, 9538.. 9798, 9539.. 9784, 9651.. 9803, 

9902.. 9964, 9923.. 9958, 10445.. 10492 



Seq. No. 


21424 






Seq. ID 


OJ990807_32.0211 


.C15 


Gene No. 


44801 






Strand 






Start 


19043 






End 


19396 




Name 


OJ990807 32.0211.C15 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


14595 






End 


14930 




GI 


none 






Score 


85 




Exons 


14595. . 


14687, 14624. 


.14686, 


14667. . 14789, 14 669 .. 147 91, 






14838. . 


14930 










Seq. No. 


21424 






Seq. ID 


OJ990807_32.0211 


.C15 


Gene No. 


44801 






Strand 






Start 


19043 






End 


19396 




Name 


OJ990807 32.0211.C15 


,o2. tw 


Method 


TBLASTX: Wheat 




Start 


16085 






End 


18198 




GI 


none 






Score 


42 




Exons 


16085. . 


16129, 16136. 


.16285, 


16137. .16286, 18151.. 18198 




Seq. No. 


21424 






Seq. ID 


OJ990807_32.0211 




Gene No. 


44801 






Strand 






Start 


19043 






End 


19396 




Name 


OJ990807 32.0211. C15 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


17253 






End 


18308 




GI 


none 






Score 


172 




Exons 


17253. . 


17345, 17263. 


.17403, 


17489. .17551, 17 655 .. 17759, 






17711. . 


17761, 17881. 


.17940, 


17885. .18049, 18114 .. 18200, 






18115. . 


18276, 18132. 


.18308 








Seq. No. 


21424 






Seq. ID 


OJ990807_32.0211 


PI ^ 


Gene No. 


44801 






Strand 






Start 


19043 




* 


End 


19396 




Name 


OJ990807 32.021L.C15 


.o2.tm 


Method 


TBLASTX: Maize 




Start 


17869 






End 


18483 




GI 


none 






Score 


176 




Exons 


17869. . 


18024, 17870. 


.18019, 


17872. .18024, 18099. .18383, 






18110.. 


18226, 18114. 


.18326, 


18115. .18339, 18409. .18471, 






18409. . 


18483, 18411. 


. 184 / 3 








Seq. No. 


21424 






Seq. ID 


OJ990807_32.0211 


.C15 


Gene No. 


44801 






Strand 






Start 


19043 






End 


19396 




Name 


OJ990807 32.0211.C15 


. o7 . gp 


Method 


AAT/GAP 




Start 


19043 






End 


19396 




GI 


none 






Score 


678 




Exons 


19043. . 


19396 










Seq. No. 


21425 






Seq. ID 


OJ990807_32.0211 


.C16 


Gene No. 


.44802 






Strand 


+ 




Start 


64 






End 


242 




Name 


OJ990807 32.0211.C16 


. ol . gs 


Method 


GEN SCAN 




Start 


64 






End 


242 




GI 


none 






Score 


.84 




Exons 


64 . .242 










Seq. No. 


21426 






Seq. ID 


OJ990807_32.0211 


.C18 



21816 



Gene No. 


44803 




Strand 




Start 


212 




End 


422 


Name 


OJ990807 32.0211.C18.ol 


• gp 


Method 


AAT/GAP 


Start 


127 




End 


187 


GI 


LIB3477-003-P1-K1-E9 




Score 


77 


Exons 


127. .187 








GI Descrip. 


, 2498586/sp|Q40638|MPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>qi 


1173557 (U31771) Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


21426 




Seq. ID 


OJ990807_32.0211.C18 


Gene No. 


44803 




Strand 




Start 


212 




End 


422 


Name 


OJ990807 32.0211.C18.ol 


. qs 


Method 


GEN SCAN 


Start 


212 




End 


422 


GI 


none 




Score 


. 65 


Exons 


212. .422 








Seq. No. 


21427 




Seq. ID 


OJ990807_32.0211.C20 


Gene No. 


44804 




Strand 


+ 


Start 


127 




End 


188 


Name 


OJ990807 32.0211.C20.ol 


. as 


•Method 


GENSCAN 


Start 


127 




End 


188 


GI 


none 




Score 


.73 


Exons 


127. .188 








Seq. No. 


21427 




Seq. ID 


OJ990807_32.0211.C20 


Gene No. 


44805 




Strand 


+ 


Start 


4595 




End 


6705 


Name 


OJ990807 32.0211.C20.o2 


. QP 


Method 


AAT/GAP 


Start 


4570 




End 


6705 


GI 


none 




Score 


1137 


Exons 


4570. .4773, 5588. .5686, 


5773 


..5881, 6230.. 6305, 6562.. 6705 


Seq. No. 


21427 




Seq. ID 


OJ990807_32.0211.C20 


Gene No. 


44805 




Strand 


+ 


Start 


4595 




End 


6705 


Name 


OJ990807 32.0211.C20.o3 


. gs 


Method 


GENSCAN 


Start 


4595 




End 


6683 


GI 


none 




Score 


.84 


Exons 


4595.. 4773, 5588.. 5686, 


5773 


..5881, 6230.. 6301, 6564.. 6683 


Seq. No. 


21427 




Seq. ID 


OJ990807_32.0211.C20 


Gene No. 


44806 




Strand 




Start 


1102 




End 


3640 


Name 


OJ990807 32.0211.C20.ol 


.np 


Method 


AAT/NAP 


Start 


1080 




End 


2550 


GI 


849081 




Score 


514 


Exons 


1080. .1254, 1341. .1426, 


1514 


..1568, 2147.. 2235, 2340.. 2550 


GI Descrip. 


(U17900) cyclophilin B precursor [Orpinomyces sp. PC-2] 


Seq. No. 


21427 




Seq. ID 


OJ990807_32.0211.C20 


Gene No. 


44806 




Strand 




Start 


1102 




End 


3640 


Name 


OJ990807 32.0211.C20.o2 


.gs 


Method 


GENSCAN 


Start 


1102 




End 


3560 


GI 


none 




Score 


.67 



21817 



Exons 



• 



1102. .1306, 1341. .1426, 2147. .2235, 2340. .2490, 3243. .3431, 
3531. .3560 



Seq. No. 21427 Seq. ID OJ990807_32 . 0211 . C20 

Gene No. 44806 Strand 

Start 1102 End 3640 

Name OJ990807_32 . 0211 . C20 . ol . gp Method AAT/GAP 

Start 1155 End 3640 

GI 3461_2.R1084 Score 1396 

Exons 1155. .1254, 1341. .1426, 1514. .1568, 2147. .2235, 2340. .2490, 

3243. .3431, 3531. .3640 

GI Descrip. ■ 4 61899/sp | P34791 | CYP4_ARATH 2.0e-59 PEPT IDYL- PROLYL CIS-TRANS 
ISOMERASE, CHLOROPLAST PRECURSOR (PPIASE) (ROTAMASE) 
(CYCLOPHILIN) (CYCLOSPORIN A-BINDING PROTEIN) 

>gi_1076368_pir B53422 peptidylprolyl isomerase (EC 5.2.1.8) 

ROC4 - Arabidopsis thaliana >gi_405131 (L14845) cyclophilin 

[Arabidopsis thaliana] >gi_1322278 (U42724) cyclophilin 

[Arabidopsis thaliana] 1 



Seq. No. 21427 

Gene No. 44807 . . 

Start 7651 

Name OJ990807_32 . 0211 . C20 . ol . tm 

Start 1102 

GI none 
Exons 



Seq. ID OJ990807_32.0211.C20 
Strand 

End 8111 

Method TBLASTX : Maize 

End 3401 

Score 204 



1102. .1260, 1124.. 1255, 1341. .1433, 1351. .1419, 1513. .1569, 

1515. .1571, 1515. .1568, 2147. .2239, 2148. .2237, 2326. .2493, 

2330. .2491, 2338. .2493, 3238. .3345, 3243. .3344, 3360. .3401, 
3361. .3384 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21427 Seq. ID 

44807 Strand 

7 651 End 

OJ990807_32 . 0211 . C20 . ol . ts Method 

1103 End 

none Score 



1103. .1255, 1111. .1260, 1127. .1255, 1341 
1516. .1569, 1518. .1568, 2147. .2236, 2147 
2154.. 2243, 2326.. 2493, 2330. .2491 



OJ990807 32.0211.C20 



8111 

TBLASTX : Soybean 

2493 

180 

1433, 1354.. 1419, 
2239, 2151.. 2237, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21427 
44807 
7651 

OJ990807_32.0211.C20.ol.tc 
1108 ^ .;; 

none 

1108. .1260, 1127. .1261, 1335. 
1515. .1568, 2147. .2236, 2147. 
2149.. 2238, 2326.. 2424, 2330. 

21427 
44807 
7651 

OJ990807_32.0211.C20.ol.tw 

1114 

none 

1114. .1146, 1135. .1248, 1160. 



Seq. ID OJ990807_32.0211.C20 
Strand 

End 8111 

Method TBLASTX : Cress 

End 2478 

Score 176 

.1433, 1351. .1416, 1513. .1569, 
.2239, 2148. .2237, 2148. .2243, 
.2386, 2386. .2478, 2395. .2478 



OJ990807_32.0211.C20 
8111 

TBLASTX: Wheat 

2424 

86 



Seq. ID 
Strand , 
End 
Method 
End 
Score 

.1249, 1344. .1433, 1346. .1396, 



21818 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1351.. 1419, 1518.. 1568, 1522. 
2211.. 2237, 2329..2424, 2330. 

21427 
44807 
7651 

OJ990807_32.0211.C20.o2. tm 

4652 

none 

4652.. 4777, 4654. 
5773.-5889, 5774. 
6223.. 6306, 6224. 
6659. .6679 



.4773, 
.5881, 
.6316, 



4670. 
5775. 
6562. 



.1569, 2147. .2230, 2148. .2219, 
.2392 

Seq. ID OJ990807_32.0211.C20 
Strand 

End 8111 

Method TBLASTX : Maize 

End 667 9 

Score 156 

.4774, 5589.. 5714, 5592. .5687, 
.5930, 6217. .6306, 6222. .6308, 
.6642, 6563.. 6673, 6563.. 6646, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21427 Seq. ID 

44807 Strand 

7651 End 
OJ990807_32 . 0211 . C20 . o2 . ts Method 

4 661 End 

none Score 

4661. .4777, 5588. .5683, 5589.-5684, 5771 

S773..5874, 6218.. 6298, 6223.. 6306, 6224 

6561.. 6677, 6563.. 6673 



OJ990807 32.0211.C20 



8111 

TBLASTX : Soybean 
6677 
104 

5881, 5773^.5910, 
6316, 6228V. 6308, 



21427 Seq.. ID 

44807 Strand 

7651 End 

OJ990807_32 . 0211 . C20 . o2 . tw Method 

4669 End 

none Score 



OJ990807 32.0211.C20 



4669.. 4773, 4670. 
5774. .5839 



,4777, 5589.. 5714, 



8111 

TBLASTX: Wheat 
5839 
150 
5595. .5687, 



5773. .5838, 



Seq. No. 21427 Seq. ID 

Gene No. 44807 Strand 

Start 7651 • ' End 

Name OJ990807_32 . 0211 ,C20.o4 .gs Method 

Start 7651 End 

GI none 1 Score 

Exons 7651.. 7659, 7813.. 8111 

Seq. No. 21428 Seq. ID 

Gene No. 44808 Strand 

Start 6 End 

Name OJ990807_3'2 . 0211 .C21 . ol . gs . Method 

Start 6 End 

GI none Score 

Exons 6.. 83, 528.. 602 

Seq. No. 21429 Seq. ID 

Gene No. 44809 Strand 

Start 22 End 

Name OJ990807_32 . 0211 . C22 . ol . gs Method 

Start 22 End 

GI none Score 

Exons 22.. 180, 421.. 559 



OJ990807_32.0211.C20 

8111 
GENSCAN 
8111 
.42 



OJ990807__32.0211.C21 
+ 

602 

GENSCAN 

602 

.54 



OJ990807_32.0211.C22 
+ 

671 

GENSCAN 

559 

.7 



21819 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21429 Seq. ID 

44809 Strand 

22 End 
OJ990807_32 . 0211 . C22 . ol . gp Method 

341 End 

none Score 

341. .445, 476. .671 



OJ990807_32 . 0211 . C22 
+ 

671 

AAT/GAP 

671 

498 



OJ990807 32.0211.C23 



21430 Seq. ID 

44810 Strand 
1 End 282 

OJ990807_32 . 0211 . C23 . ol . np Method AAT/NAP 
1 End 282 

461899 Score 135 

1..101, 240. .282 

PEPT IDYL- PROLYL CIS-TRANS ISOMERASE, CHLOROPLAST PRECURSOR 
(PPIASE) (ROTAMASE) (CYCLOPHILIN) (CYCLOSPORIN A-BINDING 
PROTEIN) gi| 1076368 Ipir | IB53422 peptidylprolyl isomerase (EC 
5.2.1.8) ROC4 - Arabidopsis thaliana gi|405131 (L14845) 
cyclophilin [Arabidopsis .thaliana] gi|1322278 (U42724) 
cyclophilin [Arabidopsis thaliana] gi I 6899901 1 emb | CAB71910 . 1 1 
(AL138642) peptidy 



Seq. No. 


% 21430 




Seq. ID 


OJ990807_32.0211 


Gene No. 


44810 




Strand 




Start 


1 




End 


282 


Name 


OJ990807 32.0211.C23.ol.gs 




Method 


GEN SCAN 


Start 


13 




End 


101 


GI 


none 




Score 


.99 


Exons 


13. .101 








Seq. No. 


21430 




Seq. ID 


OJ990807_32.0211 


Gene No. 


44810 




Strand 




Start 


1 




End 


282 


Name 


OJ990807 32.0211.C23.ol.tm 




Method 


TBLASTX: Maize 


Start 


13 




End 


276 


GI 


none 




Score 


142 


Exons 


13. .105, 14. .103, 14. .133, 


226.. 276, 233.. 259 


Seq. No. 


21430 




Seq. ID 


OJ990807_32.0211 


Gene No. 


44810 




Strand 




Start 


1 




End 


282 


Name 


OJ990807 32.0211.C23.ol.ts 




Method 


TBLASTX : Soybean 


Start 


13 




End 


281 


GI 


none 




Score 


83 


Exons 


13. .102, 13. .105, 17. .103, 


20 


.109, 226. .276, 233. .259, 


Seq. No. 


21431 




Seq. ID 


OJ990807_32.0211 


Gene No. 


44811 




Strand 




Start 


313 




End 


842 


Name 


OJ990807 32.0211.C25.ol.np 




Method 


AAT/NAP 


Start 


313 




End 


839 


GI 


6119520 




Score 


291 


Exons 


313. .443, 580. .651, 746. .839 






GI Descrip. 


(AC011560) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


21431 




Seq. ID 


OJ990807_32.0211 



.281 



21820 



Gene No. 44811 Strand 

Start 313 End 

Name OJ990807_32 . 0211 . C25 . ol . tm Method 

Start 317 End 

GI none Score 

Exons 317. .439, 318. .449, 324. .452, 580. .651, 580. .651, 581. 

719. .838, 743. .838, 748. .840 



842 

TBLASTX : Maize 

840 

155 



652, 



Seq. No. 21431 

Gene No. 44811 

Start 313 

Name OJ990807_32 . 0211 . C25 . ol . tc 

Start 318 

GI none 

Exons 318.. 449, 324.. 452, 575.. 652, 
747. .842 " 



OJ990807_32.0211.C25 
842 

TBLASTX: Cress 

842 

88 



Seq. ID 
Strand 
End 

Method 
End 
Score 

580. .651, 743. .838, 743. .838, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21431 
44811 
313 

OJ990807_ 

318 

none 

318. .449, 
747. .842 



32.0211.C25.ol.ts 



336.-452, 575.-652, 



Seq. ID OJ990807_32.0211.C25 
Strand 
End 

Method 
End 
Score 

580. .651, 743. .838, 743.-838, 



842 

TBLASTX: Soybean 

842 

127 

743. .838, 743.. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21431 Seq. ID 

44811 Strand 

313 End 

0 J990807_32 . 0211 . C25 . ol . gp Method 

332 End 

14636_1.R1084 Score 
332.-443, 580. .651, 746.-839 
1 4680707/gb| AAD27743. 1 | AF132968_1 
protein [Homo sapiens] 1 



OJ990807_32.0211.C25 
842 

AAT/GAP 

839 

433 



1.0e-33 (AF132968) CGI-34 



OJ990807_32.0211.C25 
842 

GENSCAN 
839 
.78 



21431 Seq. ID 

44811 Strand 
313 End 
OJ990807_32.0211.C25.ol.gs Method 
332 End 
none Score 
332. .443, 580. .651, 746. .839 

21432 Seq. ID 

44812 Strand 
1 End 
OJ990807_32 . 0211 . C27 . ol . np Method 
1 End 
2498930 Score 
1..412, 580. .639 

DORSAL-VENTRAL PATTERNING PROTEIN SOG (SHORT GAS T RUL AT I ON 

PROTEIN) gi | 1203794 (U18774) Sog [Drosophila melanogaster ] 



OJ990807_32.0211.C27 
639 

AAT/NAP 
639 
726 



Seq. No. 
Gene No. 
Start 



21433 
44813 
3111 



Seq. ID OJ990707_13.0228.C4 
Strand + 
End 3421 



21821 




Name 


OJ990707 13.0228.C4.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


551 




End 


1799 




GI 


none 




Score 


124 




Exons 


551. .661, 551. .661, 552 


. .692, 


765. .839, 766. .840, 766.. 


840, 




767. .841, 768. .842, 1461. .1562, 1468.. 


1563, 1469.. 1564, 






1469. .1564, 1716. .1799, 


1737. 


.1799 






Seq. No. 


21433 




Seq. ID 


OJ990707JL3.0228 


.C4 


Gene No. 


44813 




Strand 


+ 




Start 


3111 . 




End 


3421 




Name 


OJ990707_13 . 0228 . C4 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


001 ft 




End 


3233 




GI 


none 




Score 


65 




Exons 


2810.. 2872, 3074.. 3223, 


3091. 


.3231, 3099.. 3233 




Seq. No. 


21433 




beq. iu 


uuyyu/u/ u.uz^o 


.C4 


Gene No. 


44813 




Strand 


+ 




Start 


3111 




End 


3421 




Name 


OJ990707_13.0228 .C4 .ol . 


gp 


Method 


AAT/GAP ^ 




Start 


olll 




hna 


"5/10 1 
O H £. 1 




GI 


none 




Score 


ceo 




Exons 


. 3111. .3421 










Seq. No. 


21434 




beq. iu 




.C6 


Gene No. 


44814 




Strand 






Start 


3 




hna 


C C\ Q 

buy 




Name 


OJ990707_13.0228 .C6.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


3 




End 


125 




GI 


none 




Score 


IOC 

lob 




Exons 


3. .125, 7. .114 










Seq. No. 


21434 




beq. ID 


vjjyyu/u/ ij. uzzo 


.C6 


Gene No. 


44814 




Strand 






Start 


3 




T~> -J 

hna 


C. C\ Q 

buy 




Name 


OJ990707 13.0228.C6.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


9 




End 


387 




GI 


none 




Score 


81 




Exons 


9. .161, 193. .387, 197.. 


385 








Seq. No. 


21434 




Seq. ID 


OJ990707_13.0228 


.C6 


Gene No. 


44814 




Strand 






Start 


3 




End 


609 




Name 


OJ990707 13.0228.C6.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


126 




End 


532 




GI 


none 




Score 


43 




Exons 


126.. 194, 127.. 198, 132 


. .197, 


199. .309 


, 200. .310, 202.. 


312, 




283. .531, 284. .532 










Seq. No. 


21434 




Seq. ID 


OJ990707_13.0228 


.C6 


Gene No. 


44814 




Strand 






Start 


3 




End 


609 




Name 


OJ990707 13.0228.C6.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


196 




End 


609 




GI 


none 




Score 


64 




Exons 


196.. 609, 269..3S8 










Seq. No. 


21435 




Seq. ID 


OJ990707_13.0228 


.C7 



21822 



Gene No. 44815 Strand 

Start 333 End 661 

Name OJ990707_13 . 0228 .C7 . ol .gp Method AAT/GAP 

Start 333 End 661 

GI uC-osflcypl76dl2bl Score 484 

Exons 333.. 570, 594.. 661 

GI Descrip. ' 5803242/dbj I AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 1 



Seq. No. 


21435 








Seq. ID 


OJ990707 


_13.0228.C7 


Gene No. 


44816 








Strand 






btart 


1014 








End 


1954 




Name 


OJ990707 13 


.0228 


.C7.ol. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1514 








End 


1937 




GI 


none 








Score 


206 




Exons 


1514. .1747, 


1539 


. .1745, 


1755. 


.1898, 1762. .1914, 


1895. .1930, 




1896. .1937 














Seq. No. 


21435 








Seq. ID 


OJ990707 


_13.0228.C7 


Gene No. 


A A O 1 C. 








Strand 






Start 


1514 




.d'.ol. 




End 


1954 




Name 


OJ990707 13 


.0228 


tm 


Method 


TBLASTX : 


Maize 


Start 


1518 








End 


1954 




GI 


none 








Score 


228 




Exons 


1518. .1739, 


1520 


. .1747, 


1523. 


.1747, 1753. .1890, 


1754. .1897, 




1755. .1898, 


1756 


. .1899, 


1895. 


.1954, 1896. .1946 




Seq. No. 


21435 








Seq. ID 


OJ990707 


_13.0228.C7 


Gene No. 


A A Q 1 a 
4 4 o 1 O 








Strand 






Start 


1514 








End 


1954 




Name 


OJ990707 13 


.0228 


.C7.ol. 


tc 


Method 


TBLASTX: 


Cress 


Start 


1523 








End 


1921 




GI 


none 








Score 


169 




Exons 


1523. .1747, 


1524 


. .1736, 


1755. 


.1898, 1762.. 1899, 


1883. .1921 


Seq. No. 


21435 








Seq. ID 


OJ990707 


_13.0228.C7 


Gene No. 


44816 








Strand 






Start 


1514 








End 


1954 




Name 


OJ990707 13 


.0228 


.C7.ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1613 








End 


1954 




GI 


none 








Score 


141 




Exons 


1613. .1747, 


1614 


. .1739> 


1615. 


.1740, 1725. .1898, 


1726. .1914, 




1895. .1954, 


1896 


. .1946 










Seq. No. 


21436 








Seq. ID 


OJ990707 


_13.0228.C9 


Gene No. 


44817 








Strand 






Start 


1463 








End 


2446 




Name 


OJ990707 13 


.0228 


.C9.ol. 


tm 


Method 


TBLASTX : 


Maize 


Start 


1463 








End 


2446 




GI 


none 








Score 


62 




Exons 


1463. .1510, 


1566 


. .1631, 


1568. 


.1633, 1638.. 1784, 


1638. .1703, 




1645. .1719, 


1722 


. .1751, 


1769. 


.1852, 1779.. 1850, 


1780. .1848, 




1787. .1858, 


1794 


. .1856, 


1802. 


.1852, 1864.. 1953, 


1866. .1910, 




1867. .1956, 


1870 


. .1953, 


1872. 


.1907, 1891.. 1953, 


1952. .2038, 




1955. .2125, 


1961 


. .2038, 


1968. 


.2045, 1975. .2139, 


1982. .2164, 




1985. .2125, 


1987 


. .2133, 


1996. 


.2130, 2018. .2158, 


2018. .2140, 




2019. .2141, 


2022 


. .2141, 


2033. 


.2173, 2084.. 2296, 


2151. .2306, 



21823 






2173. .2280, 


2175. 


.2288, 


2181. 


.2282, 2184.. 2306, 2188.. 2295, 




2305. .2415, 


2314. 


.2418, 


2323. 


.2412, 2325.. 2420, 2328.. 2408, 




2330. .2446, 


2331. 


.2414, 


2336. 


.2431, 2338.. 2415, 2339.. 2446, 




2343. .2414 












Seq. No. 


21437 








Seq. ID 


OJ990707_13.0228.C12 


ftono Mo 


4 4R1 R 








Strand 




Start 


1067 








End 


1459 


Name 


OJ990707 13 


.0228. 


C12.o3. 


. tw 


Method 


TBLASTX: Wheat 


Start 


1067 








End 


1459 


GI 


none 








Score 


58 


Exons 


1067. .1114, 


1121. 


.1219, 


1138. 


.1218, 1186. .1347, 1202. .1459 


Seq. No. 


21437 








Seq. ID 


OJ990707_13.0228.C12 


CI o r"> o Mo 


44R1 ft 

44010 








Strand 




Start 


1067 








End 


1459 


Name 


OJ990707 13 


.0228. 


C12.o2. 


.tm 


Method 


TBLASTX: Maize 


Start 


1072 








End 


1357 


GI 


none 








Score 


184 


Exons 


1072. .1356, 


1109. 


.1357 








Seq. No. 


21437 








Seq. ID 


OJ990707_13.0228.C12 


Clc*r\p± Mo 


4481 9 

1 *3 O J- J 








Strand 




Start 


2197 








End 


2680 


Name . 


OJ990707 13 


.0228. 


C12.o2, 


, tw 


Method 


TBLASTX: Wheat 


Start 


2197 








End 


2680 


GI 


none 








Score 


414 


Exons 


2197. .2334, 


2198. 


.2680, 


2210. 


.2359, 2392.. 2652 


Seq. No. 


21437 








Seq. ID 


OJ990707_13 . 0228 . C12 


Cpno Mo 


44820 








Strand 




Start 


2847 








End 


3334 


Name 


OJ990707 13 


.0228. 


C12.ol. 


.tw 


Method 


TBLASTX: Wheat 


Start 


2847 








End 


3310 


GI 


none 








Score 


211 


Exons 


2847. .3290, 


2848. 


.3309, 


2849. 


.3310 




Seq. No. 


21437 








Seq. ID 


OJ990707_13 . 0228 . C12 


flpnp Mo 


44820 








Strand 




Start 


2847 








End 


3334 


Name 


OJ990707 13 


.0228. 


C12.01. 


.ts 


Method 


TBLASTX : Soybean 


Start 


2888 








End 


3253 


GI 


none 








Score 


116 < 


Exons 


2888. .3112, 


3119. 


.3253 








Seq. No. 


21437 








Seq. ID 


OJ990707_13.0228.C12 


Cono Mo 


44R90 








Strand 




Start 


2847 








End 


3334 


Name 


OJ990707 13 


.0228. 


C12.ol. 


.tm 


Method 


TBLASTX: Maize 


Start 


2978 








End 


3334 


GI 


none 








Score 


379 


Exons 


297.8. .3334, 


3013. 


.3324, 


3029. 


.3334 




Seq. No. 


21437 








Seq. ID 


OJ990707_13.0228.C12 


Gene No. 


44821 








Strand 




Start 


3311 








End 


3475 


Name 


OJ990707 13 


.0228. 


C12.04. 


. tw 


Method 


TBLASTX: Wheat 



21824 



Start 3311 End 

GI none Score 

Exons 3311.. 3475, 3331.. 3474 

Seq. No. 21438 Seq. ID 

Gene No. 44822 Strand 

Start 514 End 

Name OJ9907 07_13 . 0228 . C13 . ol . tw Method 

Start 514 End 

GI none Score 

Exons 514.. 702, 515,. 703 

Seq. No. 21439 Seq. ID 

Gene No. 44823 Strand 

Start 228 End 

Name OJ990707_13 . 0228 . C15 . o5 . tm Method 

Start 228 End 

GI none Score 

Exons 228.. 470 

Seq. No. 21439 Seq. ID 

Gene No. 44823 Strand 

Start 228 End 

Name OJ990707_13 . 0228 . C15 . o7 . tw Method 

Start 237 End 

GI none Score 

Exons 237.. 368, 396.. 515 

Seq. No. 21439 Seq. ID 

Gene No. 44824 Strand 

Start 486 End 

Name OJ990707_13. 0228.C15.o3. ts Method 

Start 486 End 

GI none Score 

Exons 486.. 710, 717.. 860 

Seq. No. 21439 Seq. ID 

Gene No. 44824 Strand 

Start 4 86 End 

Name OJ990707_13 . 0228 . C15 . o3 . tm Method 

Start 501 End 

GI none Score 

Exons 501.. 863, 513.. 677, 553.. 771 

Seq. No. 21439 . Seq. ID 

Gene No. 44824 Strand 

Start 486 End 

Name OJ990707_13 . 0228 .C15 . o4 . tw Method 

Start 633 End 

GI none Score 

Exons 633. .1022 

Seq. No. 21439 Seq. ID 

Gene No. 44824 Strand 

Start 48 6 End 

Name OJ990707_13 . 0228 . C15 . o4 . tm Method 

Start 8 64 End 



3475 
182 



OJ990707_13.0228.C13 
703 

TBLASTX: Wheat 

703 

1-80 



OJ990707_13.0228.C15 
515 

TBLASTX: Maize 

470 

195 



OJ990707_13.0228.C15 
515 

TBLASTX: Wheat 

515 

99 



OJ990707_13.0228.C15 
1130 

TBLASTX: Soybean 

860 

88 



OJ990707_13.0228.C15 
1130 

TBLASTX: Maize 

863 

98 



OJ990707_13.0228.C15 
1130 

TBLASTX -.Wheat 

1022 

251 



OJ990707_13.0228 .C15 
1130 

TBLASTX: Maize 
1130 



21825 






GI 


none 








Score 


73 






Exons 


864. .1130, 


865. . 


1005 












Seq. No. 


21439 








Seq. ID 


OJ990707_13.0228 


.C15 




Gene No. 


44825 








Strand 








Start 


1332 








End 


1766 






Name 


OJ990707 13 


.0228 


.C15.o3. 


tw 


Method 


TBLASTX: Wheat 






Start 


1332 








End 


1764 






GI 


none 








Score 


178 






Exons 


1332. .1763, 


1333 


. .1764 












Seq. No. 


21439 








Seq. ID 


OJ990707_13.0228 


.C15 




Gene No. 


44825 








Strand 








Start 


1332 








End 


1766 






Name 


OJ990707 13 


.0228 


.C15.o2. 


ts 


Method 


TBLASTX: Soybean 






Start 


1407 








End 


1766 






GI 


none 








Score 


75 






Exons 


1407. .1766, 


1408 


. .1623 












Seq. No. 


21439 








Seq. ID 


OJ990707_13.0228 


.CIS 




Gene No. 


44826 








Strand 








Start 


2014 








End 


3021 






Name 


OJ990707 13 


.0228 


.CIS.ol. 


ts 


Method 


TBLASTX : Soybean 




!3 


Start 


2014 








End 


2414 




-= 


GI 


none 








Score 


60 






Exons 


2014. .2106, 


2031 


. .2414, 


2221. 


.2361 






US 

, _s 


Seq. No. 


21439 








Seq. ID 


OJ990707_13.0228 


.CIS 


: : 


Gene No. 


44826 








Strand 








Start 


2014 








End 


3021 




~s 


Name 


OJ990707 13 


.0228 


.C15.o6. 


tw 


Method 


TBLASTX: Wheat 






Start 


2040 








End 


2255 






GI 


none 








Score 


72 






Exons 


2040. .2255, 


2146 


. .2250 












Seq. No. 


21439 








Seq. ID 


OJ990707_13.0228 


.CIS 




Gene No. 


44826 








Strand 








Start 


2014 








End 


3021 




~5 


Name 


OJ990707 13 


.0228 


.CIS.ol. 


tm 


Method 


TBLASTX: Maize 






Start 


2133 








End 


2516 




J 


GI 


none 








Score 


225 






Exons 


2133. .2516, 


2146 


. .2475, 


2181. 


.2495 








Seq. No. 


21439 








Seq. ID 


OJ990707_13.0228 


•.CIS 




Gene No. 


44826 








Strand 








Start 


2014 








End 


3021 






Name 


OJ990707 13 


.0228 


.CIS.ol. 


tw 


Method 


TBLASTX: Wheat 






Start 


2256 








End 


2675 






GI 


none 








Score 


152 






Exons 


2256. .2675, 


2257 


. .2469, 


2259. 


.2663, 2506. .2673 






Seq. No.' 


21439 








Seq. ID 


OJ990707_13.0228 


.CIS 




Gene No. 


44826 








Strand 








Start 


2014 








End 


3021 






Name 


OJ990707 13 


.0228 


.C15.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


2544 








End 


2893 






GI 


none 








Score 


62 





21826 




Exons 2544.. 2717, 2544.. 2714, 2545.. 2718, 2722.. 2850, 2722.. 2892, 

2726. .2893 



Seq. No. 


21439 


Seq. ID 


.OJ990707_13.0228.C15 


Gene No. 


44826 


Strand 




Start 


2014 


End 


3021 


Name 


OJ990707 13.0228.C15.o2.tw 


Method 


TBLASTX: Wheat 


Start 


2676 


End 


3021 


GI 


none 


Score 


49 


Exons 


2676.. 2714, 2677.. 2715, 2702. 


.2872, 2722.. 3021, 2729.. 2971 


Seq. No. 


21439 


beq. id 




Gene No. 


44827 


Strand 




Start 


3226 


End 


OCQC 

OJOD 


Name 


OJ990707 13.0228.C15.o5.tw 


Method 


l BLAb ix : wneat 


Start 


3226 


Lna 


qcot; 

JJO J 


GI 


none 


Score 




Exons 


3226.. 3426, 3ZZ f . . dhZ f , o4o4. 


.3585 




Seq. No. 


21439 


Seq. ID 




Gene No. 


44828 


Strand 




Start 


4378 


End 


q f zz 


Name 


OJ990707 13.0228.C15.o8.tw 


Method 


TBLASTX : Wneat 


Start 


4378 


End 


Q 1 ZZ 


GI 


none 


Score 


I/O 


Exons 


4378 . . 4722 






Seq. No. 


21440 


Seq. ID 


OJ990707_13.0228.C16 


Gene No. 


44829 


Strand 




Start 


63 


End 




Name 


OJ990707 13.0228.C16.ol.tw 


Method 


i bJjAb i x : wneat. 


Start 


63 


End 


ZOO 


GI 


none 


Score 


Q 1 
O 1 


Exons 


63. .212, 64. .264, 64. .246, 65 


. .265 




Seq. No. 


21441 


Seq. ID 




Gene No. 


44830 


Strand 




Start 


527 


End 


1256 


Name 


OJ990707 13.0228.C17.ol.gp 


Method 


AAT/GAP 


Start 


527 


End 


1256 


GI 


101153 1.R1084 


Score 


692 


Exons 


527.. 750, 1068.. 1256 






GI Descrip. 


, 5852170/emb|AL117265.1|OST17804 l.Oe- 


115 Oryza sativa 


indica(GLA4) genomic DNA, chromosome 4 


, BAC clone : tl7804 ' 


Seq. No. 


21441 


Seq. ' ID 


'OJ990707_13.0228.C17 


Gene No. 


44831 


Strand 




Start . 


1342 


End 


1652 


Name 


OJ990707 13.0228.C17.o2.gp 


Method 


AAT/GAP 


Start 


1342 


End 


1652 


GI 


2312818 


Score 


530 


Exons 


1342. .1652 






GI Descrip. 


5852170/emb|AL117265.1|OST17804 2.0e-27 Oryza sativa 


indica (GLA4) genomic DNA, chromosome 4 


, BAC clone :t 17804 


Seq. No. 


21441 


Seq. ID 


OJ990707_13.0228.C17 


Gene No. 


44832 


Strand 





21827 



Start 


2261 






End 


2635 


Name 


OJ990707 13.0228 


.C17.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2261 






End 


2635 


GI 


none 






Score 


145 


Exons 


2261.. 2395, 2275 


. .2397, 


2279 


..2395, 2408.. 2545, 2525.. 2635 


Seq. No. 


21442 






Seq. ID 


OJ990707_13.0228.C18 


Gene No. 


44833 






Strand 




Start 


323 






End 


784 


Name 


OJ990707 13.0228 


,C18.ol. 


gp 


Method 


AAT/GAP 


Start 


323 






End 


784 


GI 


2428323 






Score 


846 


Exons 


323. .784 










GI Descrip. 


5803242/dbj IAP000399. 1 IAP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 


6, clone 


:P0535G04 




Seq. No. 


21442 








OJ990707_13.0228.C18 


bene ino . 


44834 






Strand 




Start 


907 






End 


1559 


Name 




.C18.o4 . 


tm 


Method 


TBLASTX: Maize 


Start ■ 


907 






End 


1088 


GI 


none 






Score 


129 


Exons 


907. .1083, 921.. 


1088 








Seq. No. 


21442 






-'Seq. ID 


OJ990707_13.0228.C18 


oene ino . 


44834 






Strand 




Start 


907 






End 


1559 


Name 


r^TQQmm 1 *5 nooo 
ujyyu/u/ lj.uzzo 


.C18.o5. 


tw 


Method 


TBLASTX: Wheat 


Start 


957 ~ * 






End 


1559 


GI 


none 






Score 


83 


Exons 


957. .1082, 961.. 


1083, 1268.. 


1558, 1275 


. .1559, 1276. . 1554 


Seq. No. 


21442 






Seq. ID 


OJ990707_13.0228.C18 


belle INO . 


44835 






Strand 




Start 


1560 






End 


2078 


Name 


ujyyu/u/ lo.uz^o 


.C18.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1560 






End 


1941 


GI 


none 






Score 


169 


Exons 


1560.. 1940, 1591 


. .1839, 


1599 


..1844, 1885. .1941 


Seq. No. 


21442 






Seq. ID 


OJ990707_13.0228.C18 




44835 






Strand 




Start 


1560 






End 


2078 


Name 


OJ990707 13.0228 


.C18.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1755 






End 


2078 


GI 


none 






Score 


200 


Exons 


1755. .2078, 1768 


. .2049 








Seq. No. 


21442 






Seq. ID 


OJ990707_13.0228.C18 


uene ino . 


44836 






Strand 




Start 


2271 






End 


3020 


Name 


OJ990707 13.0228 


.CI8.06. 


tw 


Method 


TBLASTX: Wheat 


Start 


2271 






End 


2583 


GI 


none 






Score 


67 


Exons 


2271.. 2531, 2407 


. .2583 - 








Seq. No. 


21442 






Seq. ID 


OJ990707_13.0228.C18 



21828 




Gene No. 


44836 








Strand 




Start 


ZZ tl 








End 


*5 n o n 


Name 


OJ990707 13. 


0228 


.C18.o2 


.ts 


Method 


TBLASTX : Soybean 


Start 


2331 








End 


2897 


GI 


5666795 








Score 


68 


Exons 


2331. .2531, 


2586 


. .2723, 


2799. 


.2897 




GI Descrip. 


4206306 2.0e 


-10 


(AF049110) prpol [Zea 


mays] 


Seq. No. 


21442 








Seq. ID 


OJ990707_13.0228.C18 


Gene No. 


44836 








Strand 




Start 


2271 








End 


3020 


Name 


OJ990707 13. 


0228 


.C18.o3 


.tw 


Method 


TBLASTX: Wheat 


Start 


2586 








End 


3020 


GI 


none 








Score 


92 


Exons 


2586. .2735, 


2587 


. . 2724, 


2589. 


.2726, 2782.. 2955, 2796.. 3020, 




2796. .3020 












Seq. No. 


21442 








Seq. ID 


OJ990707_13.0228.C18 


Gene No. 


44837 








Strand 




Start 


3653 








End 


4151 


Name 


OJ990707 13. 


0228 


. C18 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3653 








End 


4015 


GI 


none 








Score 


90 


Exons 


3653. .4015, 


3855 


. . 3998 








Seq. No. 


21442 








Seq. ID 


OJ990707_13.0228.C18 


Gene No. 


44837 








Strand 




Start 


3653 








End 


4151 


Name 


OJ990707 13. 


0228 


. C18 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


3674 








End 


4094 


GI 


none 








Score 


314 


Exons 


3674 . .4093, 


3678 


. . 4094 








Seq. No. 


21442 








Seq. ID 


OJ990707_13 . 0228 . C18 


Gene No. 


44837 








Strand 




Start 


3653 








End 


4151 


Name 


OJ990707 13. 


0228 


. C18 . o2 


. tm 


Method 


TBLASTX: Maize 


Start 


3767 








End 


4151 


GI 


none 








Score 


230 


Exons 


3767. .4150, 


3786 


. .4151 








Seq. No. 


21442 








Seq. ID 


OJ990707_13.0228.C18 


Gene No. 


44838 








Strand 




Start 


4178 








End 


4497 


Name 


OJ990707 13. 


0228 


.C18.o3 


.tm 


Method 


TBLASTX: Maize 


Start 


4178 








End 


4497 


GI 


none 








Score 


110 


Exons 


4178. .4411, 


4178 


. .4453, 


4188. 


.4454, 4453. .4497 


Seq. No. 


21442 








Seq. ID 


OJ990707_13.0228.C18 


Gene No. 


44838 








Strand 




Start 


.4178 








End 


4497 


Name : 


OJ990707 13. 


0228 


.C18.o4 


.tw 


Method 


TBLASTX: Wheat 


Start 


4202 








End 


4455 


GI 


none 








Score 


204 


Exons 


4202. .4453, 


4209 


. . 4454, 


4222. 


.4455 





21829 



Seq. No. 


21443 




Seq. ID 


OJ990707_13.0228.C19 


Gene No. 


44839 




Strand 




Start 


653 




End 


1045 


Name 


OJ990707 13.0228.C19.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


653 




End 


1045 


GI 


none 




Score 


96 


Exons 


653.. 910, 687.. 926, 893 


. .991 


, 894. .986 


, 998.. 1045 


Seq. No. 


21443 




Seq. ID 


OJ990707_13.0228.C19 


Gene No. 


44839 




. Strand 




Start 


653 




End 


1045 


Name 


OJ990707 13.0228.C19.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


755 




End 


1040 


GI 


none 




Score 


107 


Exons 


755. .1003, 756. .1040 








Seq. No. 


21444 




Seq. ID 


OJ990707_13.0228.C24 


Gene No. 


44840 




Strand 




Start 


2847 




End 


3353 


Name 


OJ990707 13.0228.C24.ol 


.gp 


Method 


AAT/GAP 


Start 


2847 




End 


3353 


GI 


LIB3477-003-P1-K1-E9 




Score 


139 


Exons 


2847. .2904, 3305. .3353 








GI Descrip. 


, 24 98586/sp|Q40638 |MP01 


ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi_ 


1173557 (U31771)'Ory s 1 [Oryza 




sativa] 1 








Seq. No. 


21445 




Seq. ID 


OJ990707_13.0228.C25 


Gene No. 


44841 




Strand 


+ 


Start 


176 




End 


426 


Name 


OJ990707 13.0228 ,C25.ol 


.gp 


Method 


AAT/GAP 


Start 


176 




End 


426 


GI 


3107859 




Score 


474 


Exons 


176. . 426 








Seq. No. 


21446 




Seq. ID 


OJ990707_13.0228.C26 


Gene No. 


44842 




Strand 


+ 


Start 


1 




End 


641 


Name 


OJ990707 13.0228.C26.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


641 


GI 


uC-osflcypll2hllal 




Score 


828 


Exons 


1..35, 147. .195, 292. .641 






GI Descrip. 


, 4176420/dbj IBAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] 1 








Seq. No. 


21447 




Seq. ID 


OJ990707_13.0228.C28 


Gene No. 


44843 




Strand 




Start 


418 




End 


842 


Name 


OJ990707 13.0228.C28.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


418 




End 


842 


GI 


none 




Score 


75 


Exons 


418. .597, 45S..598, 633 


. .842 


, 706..840 




Seq. No. 


21447 




Seq. ID 


OJ990707_13.0228.C28 


Gene No. 


44843 




Strand 




Start 


418 




End 


842 


Name 


OJ990707 13.0228.C28.ol 


.tw 


Method 


TBLASTX: Wheat 



21830 



Start 


445 






End 


842 




GI 


none 






Score 


54 




Exons 


445. .603, 


518.. 598, 520 


. .600, 


551. .625, 


645. .842, 684 . . 


842 


Seq. No. 


21448 






Seq. ID 


OJ990707_13.0228 


.C31 


Gene No. 


44844 






Strand 






Start 


5 






End 


373 




Name 


OJ990707 


13.0228.C31.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


5 






End 


373 




GI 


none 






Score 


103 




Exons 


5. .226, 47. .214, 64. .222, 138 


..224, 263 


. .373 




Seq. No. 


O 1 A A CI 

zl4 4 y 






Seq. ID 


OJ990707_13.0228 


.C32 


Gene No. 


A A O A C 

44845 






Strand 






Start 


302 






End 


832 




Name 






4- in 

. ts 


Method 


TBLASTX : Soybean 




Start 


30Z 






End 


793 




GI 


none 






Score 


37 




Exons 


302. .343, 


374.. 532, 384 


. .515, 


524 . .736, 


524. .793, 528.. 


752 


Seq. No. 


O T A A C\ 

Z 14 4 y 






Seq. . ID- 


OJ990707_13.0228 


.C32 


Gene No. 


A A O A C 

4 4o4o 






Strand 






Start 


O A O 






End 


832 




Name 


ojy yu /u / 


1 J . UZZo . LoZ , Ol 


. tm 


Method 


TBLASTX: Maize 




Start 








End 


605 




GI 


none 






Score 


77 




Exons 


353. .577, 


371. .604, 471 


. .605 








Seq. No. 


21449 






Seq. ID 


OJ990707_13.0228 


.C32 


Gene No. 


44845 






Strand 






Start 


302 






End 


o o o 
ooZ 




Name 


OJ990707 


13.0228.C32.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


381 






End 


832 




GI 


none 






Score 


101 




Exons 


381. .545, 


386.. 565, 404 


. .556, 


484 . .570, 


569. .820, 570.. 


797, 




575. .832 












Seq. No. 


. 21449 






Seq. ID 


OJ990707_13.0228 


.C32 


Gene No. 


44846 






Strand 






Start 


1326 






End 


1717 




Name 


OJ990707 


13.0228.C32.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1326 






End 


1717 




GI 


none 






Score 


87 




Exons 


1326. .1601, 1381. .1587, 


1560. 


.1625, 1673. .1717 




Seq. No. 


21450 






Seq. ID 


OJ990707_13.0228 


.C33 


Gene No. 


44847 






Strand 






Start 


1 






End 


393 




Name 


OJ990707 


13.0228.C33.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


1 






End 


393 




GI 


none 






Score 


490 




Exons 


1..393, 2 


..322 










Seq. No. 


21450 






Seq. ID 


OJ990707_13.0228 


.C33 


Gene No. 


44847 






Strand 






Start 


1 






End 


393 




Name 


OJ990707 


13.0228.C33.ol 


.tm 


Method 


TBLASTX: Maize 





21831 



Start 


4 




End 


331 


GI 


none 




Score 


434 


Exons 


4. .318, 5.-322, 5. .331 








Seq. No. 


21450 




Seq. ID 


OJ990707_13.0228.C33 


Gene No. 


A A Q A Q 

4 4o4o 




o Lrana 




Start 


398 




End 


733 


Name 


OJ990707 13.0228.C33.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


398 




End 


733 


GI 


none 




Score 


357 


Exons 


398. .733, 425. .727 








Seq. No. 


21451 




Seq. ID 


OJ990707_13.0228.C35 


Gene No. 


A A O A Q 

4 4 84 y 




otrana 




Start 


679 




End 


1201 


Name 


OJ990707 13.0228.C35.ol 


.gp 


Method 


AAT/GAP - 


Start 


679 




End 


1201 


GI 


none 




Score 


1038 


Exons 


679. .1201 








Seq. No. 


21452 




Seq. ID 


OJ990707_13.0228.C38 


Gene No. 


A A Q f\ 




o trana 




Start 


748 




End 


972 


Name 


OJ990707 13.0228.C38.ol 


.gp 


Method 


AAT/GAP 


Start 


748 




End 


972 


GI 


2311800 




Score 


421 


Exons 


748. .972 








Seq. No. 


21453 




Seq. ID 


OJ990707_13.0228.C41 


Gene No. 


A A O C 1 




oirana 




Start 


1 




End 


1417 


Name 


OJ990707 13.0228.C41.ol 


• gp 


Method 


AAT/GAP 


Start 


1 




End 


1417 


GI 


none 




Score 


269 


Exons 


1..114, 896.-948, 1398. 


.1417 






Seq. No. 


21454 




Seq. ID 


OJ990707_13.0228.C46 


Gene No. 


44852 




Strand 


- 


Start 


58 




End 


439 


Name 


OJ990707 13.0228-C46.ol 


.gp 


Method 


AAT/GAP 


Start 


58 




End 


439 


GI 


uC-osflcyp033a04bl 




Score 


643 


Exons 


58. .439 








GI Descrip. 


, 6016845/dbj IAP000570.1 


IAP000570 3.0e- 


59 Oryza sativa genomic 



DNA, chromosome 1, clone : P0711E10 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21455 Seq. ID 

44853 Strand 
2312 End 
OJ990707_13 . 0228 . C47 . o2 . gp Method 
2312 End 
uC-osflcyp033a04bl Score 
2312.. 2694 

' 6016845/dbj | AP000570 . 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, .clone : P0711E10 1 



OJ990707_13.0228.C47 
+ 

2694 
AAT/GAP 
2694 
704 



Seq. No. 



21456 



Seq. ID OJ990707_13.0228.C48 



21832 




Gene No. 


44854 


Strand 




Start 


818 


End 


1180 


Name 


OJ990707 13.0228.C48.ol.ts 


Method 


TBLASTX: Soybean 


Start 


818 


End 


1180 


GI 


none 


Score 


195 


Exons 


818. .1180 






Seq. No. 


21457 


Seq. ID 


OJ990707_13.0228.C50 


Gene No. 


44855 


Strand 


+ 


Start 


2 


End 


321 


Name 


ujyyu/u/ lo . Uzzo . CDU . 01 . gp 


Method 


AAT/GAP 


Start 


2 


End 


321 


GI 


5607329 


Score 


586 


Exons 


2. .321 






GI Descrip. 


391884/dbj | D16640 | RIC0SVP1 


1.0e-62 Rice DNA for VP1 protein, 




complete cds 






Seq. No. 


21457 


Seq. ID 


OJ990707_13.0228.C50 


Gene No. 


44856 


Strand 


+ ' 


Start 


411 


End 


610 


Name 


OJ990707 13.0228.C50.o2.gp 


Method 


AAT/GAP 


Start 


411 


End 


"610 


GI 


5607328 


Score 


396 


!3 Exons 


411. .610 




i* ■ 


j GI Descrip. 


586238/sp|P37398|VIV ORYSA 


2.0e-51 VIVIPAROUS PROTEIN HOMOL( 


i~ 


>gi 632294 pir S48899 VP1 


protein (OSVP1) - Oryza sativa 




>gi 391885 dbj BAA04066 (D16640) VP1 


protein (0SVP1) [Oryz; 


y 

■3 


sativa] 






J Seq. No. 


21458 


Seq. ID 


OJ990707_13.0228.C60 


:: | Gene No. 


44857 


Strand 




TS Start 


13 


End 


416 


''" Name 


OJ990707 13.0228.C60.ol.tw 


Method 


TBLASTX: Wheat 


Start 


13 


End 


368 


3 GI 


none 


Score 


175 


J Exons 

j~ 


13. .207, 14. .184, 18... 215, 


219. .302, 223. .303, 285. .368 


Seq. No. 


21458 


Seq. ID 


OJ990707_13.0228.C60 


Z Gene No. 


44857 


Strand 




: p Start 


13 


End 


416 


3 Name 


OJ990707 13.0228.C60.ol.tm 


Method 


TBLASTX: Maize 


Start 


39 


End 


416 


GI 


none 


Score 


79 


Exons 


39. .416, 46. .240 






Seq. No. 


21459 


Seq. ID 


OJ990707_13.0228.C63 


Gene No. 


44858 


Strand 




Start 


2163 


End 


2430 


Name 


OJ990707 13.0228.C63.o2.tc 


Method 


TBLASTX: Cress 


Start 


2163 


End 


2430 


GI 


none 


Score 


150 


Exons 


2163. .2339, 2167. .2358, 2347. .2430 




Seq. No. 


21459 


Seq. ID 


OJ990707_13.0228.C63 


Gene No. 


44859 


Strand 




Start 


2374 


End 


2814 


Name 


OJ990707 13.0228.C63.ol.ts 


Method 


TBLASTX : Soybean 



21833 




Start 


2374 




End 


2781 


GI 


none 




Score 


207 


Exons 


2374.. 2781, 2383.-2763, 


2509. . 


2781 




Seq. No. 


21459 




Seq. ID 


OJ990707_13.0228 .C63 


Gene No. 


44859 




Strand 




Start 


2374 




End 


2814 


Name 


OJ990707 13.0228.C63.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2389 




End 


2814 


GI 


none 




Score 


306 


Exons 


2389.. 2814, 2400. .2780 








Seq. No. 


21459 




Seq. ID 


OJ990707_13.0228 -C63 


Gene No. 


44859 




Strand 




Start 


2374 




End 


2814 


Name 


OJ990707 13.0228.C63.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2476 




End 


2784 


GI 


none 




Score 


201 


Exons 


2476. .2778, 2482.-2637, 


2553. . 


2777, 2605. .2784, 2668. .2781 


Seq. No. 


21460 




Seq. ID 


OJ990707_13.0228.C65 


Gene No. 


44860 




Strand 




Start ■ 


572 




End 


1180 


Name 


OJ990707 13.0228.C65.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


572 




End 


1180 


GI 


none 




Score 


63 


Exons 


572. .703, 576. .698, 728. 


.1180, 


924. .1031, 992. .1165 


Seq. No. 


21460 




Seq. ID 


OJ990707_13 . 0228 .C65 


Gene No. 


44860 




Strand 




Start 


572 




End 


1180 


Name 


OJ990707 13.0228.C65.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


608 




End 


874 


GI 


none 




Score 


47 


Exons 


608. .691, 609. .701, 686. 


.805, 


692. .874 




Seq. No. 


21461 




Seq. ID 


OJ990707_13.0228 .C67 


Gene No. 


44861 




Strand 




Start 


1 




End 


272 


Name 


OJ990707 13.0228.C67.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


266 


GI 


44750 1.R1084 




Score 


508 


Exons 


1. .266 








GI Descrip. 


'1657619 4.0e-18 (U72504) G5p 


[Arabidopsis thaliana] >gi_3068710 




(AF04 9236) putative transmembrane protein G5p [Arabidopsis 




thaliana] ' 








Seq. No. 


21461 




Seq. ID 


OJ990707_13 . 0228 . C67 


Gene No. 


44861 




Strand 




Start 


1 




End 


272 


Name 


OJ990707 13.0228.C67.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2 




End 


220 


GI 


none 




Score 


82 


Exons 


2. .220, 23. .196 








Seq. No. 


21461 




Seq. ID 


OJ990707_13.0228 .C67 


Gene No. 


44861 




Strand 





21834 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990707_13.0228.C67 .ol.tm 
2 

none 

2. .265, 6. .272 

21461 
44861 
1 

OJ990707_13.0228.C67 .ol.ts 
2 

none 

2. .220, 6. .221 

21461 
44861 
1 

OJ990707_13.0228.C67.ol.tw 
72 

none 

72. .272, 74. .265, 87. .266 



End 

Method 

End 

Score 



272 

TBLASTX: Maize 

272 

239 



Seq. ID OJ990707_13.0228.C67 

Strand 

End 272 

Method TBLASTX : Soybean 

End 221 

Score 105 



Seq. ID OJ990707_13.0228.C67 
Strand 

End 272 

Method TBLASTX : Wheat 

End 272 

Score 143 



Seq. ID OJ990707_13.0228.C68 
Strand + 

272 

AAT/GAP 
272 
166 



21462 
44862 
164 

OJ990707_13.0228.C68.ol.gp 
164 

44750_1.R1084 
164. .272 

'1657619 4.0e-18 (U72504) G5p [Arabidopsis thaliana] >gi_3068710 
(AF04 9236) putative transmembrane protein G5p [Arabidopsis 
thaliana] 1 



End 

Method 

End 

Score 



21463 
44863 
33 

OJ990707_13. 0228. C69. ol.tm 
33 

none 

33. .380, 71. .379, 139. .381 

21463 
44863 
33 

OJ990707_13. 0228. C69. ol.ts 

225 

none 

225. .350, 374. .505, 375. .599 

21463 
44863 
33 

OJ990707_13.0228.C69.ol.tw 

237 

none 



Seq. ID OJ990707_13.0228.C69 

Strand 

End 697 

Method TBLASTX : Mai ze 

End 381 

Score 287 



Seq. ID OJ990707_13.0228.C69 

Strand 

End 697 

Method TBLASTX : Soybean 
End 599 
Score - 92 



Seq. ID OJ990707_13.0228.C69 

Strand 

End 697 

Method TBLASTX : Wheat 

End 697 

Score 90 



237. .311, 242. .310, 244. .312, 326. .697, 332. .679, 333. .695 



21835 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21464 
44864 
337 

OJ990707_13.0228.C70.ol.tw 

337 
none 



Seq. ID OJ990707_13.0228.C70 
Strand 

End 629 - 

Method TBLASTX : Wheat 

End 629 

Score 81 



337. .399, 339. .398, 341. .400, 399. .473, 400. .477, 402. .470, 
403. .477, 464. .577, 476. .589, 486.-. 593, 585. .629 



21464 
44865 
6572 

OJ990707_13.0228.C70.ol.ts 

6572 

none 



Seq. ID OJ990707_13.0228.C70 
Strand 

End 7543 

Method TBLASTX : Soybean 

End 7543 

Score 98 



6572. .6778, 6857. .7021, 7019. .7216, 7430. .7543 



21465 
44866 
2 

OJ990707_13.0228.C76.ol.tm 
2 

none 

2. .115, 3. .116 

21465 
44866 
2 

OJ990707_13.0228.C76.ol.tw 
2 

none 

2. .127, 3. .128, 3. .128 



Seq. ID OJ990707_13.0228.C76 
Strand 

End .128 

Method TBLASTX: Maize 

End 116 

Score 192 



Seq. ID OJ990707_13.0228.C76 
Strand 

End 128 

-Method TBLASTX : Wheat 

End 128 

Score 208 



21466 
44867 
1 

OJ990707_13.0228.C78.ol.gp 
1 

26937JL.R1084 
1..111, 190. .310 

1 586238/sp | P37398 | VIV_ORYSA 2.0e-51 VIVIPAROUS PROTEIN HOMOLOG 

>gi_632294_pir S48899 VP1 protein (OSVP1) - Oryza sativa 

>gi_391885_dbj_BAA04066_ (D16640) VP1 protein (OSVP1) [Oryza 
sativa] 1 



Seq. ID OJ990707_13.0228.C78 

Strand + 

End 310 

Method AAT/GAP 

End 310 

Score 376 



Seq. No. 


21466 






Seq. ID 


OJ990707_13.0228 


.C78 


Gene No. 


44867 






Strand 


+ 




Start 


1 






End 


310 




Name 


OJ990707 13.0228 


.C78.ol, 


. tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


276 




GI 


none 






Score 


169 




Exons 


1..114, 2. .109, 


3. .113, 


151. 


.276, 177. 


.275 




Seq. No. 


21466 






Seq. ID 


OJ990707JL3.0228 


.C78 


Gene No . 


44867 






Strand 


+ 




Start 


1 






End 


310 




Name 


OJ990707 13.0228 


.C78.ol, 


, ts 


Method 


TBLASTX : Soybean 





21836 



Start 1 End 270 

GI none Score 124 

Exons 1..108, 1..108, 3. .116, 6. .116, 187. .270 



Seq. No. 21467 

Gene No. 44868 

Start 52 

Name OJ990707_13 . 0228 . C7 9 . ol . tm 

Start 52 

GI none 

Exons 52 . .165, 
427. .471 



Seq. ID OJ990707_13.0228.C79 



53. .160, 61. .177, 



Strand 
End 

Method 
End 
Score 
245. .301, 



471 

TBLASTX: Maize 

471 

80 

250. .297, 422. .469, 



Seq. No. 


21467 




Seq. ID 


OJ990707_13.0228.C79 


Gene No. 


44868 




Strand 




Start 


52 




End 


471 


Name 


OJ990707 


13.0228.C79.ol.ts 


Method 


TBLASTX: Soybean 


Start 


60 




End 


471 


GI 


none 




Score 


54 


Exons 


60. .116, 


61. .159, 245. .301, 


245. .298, 


427. .471, 428. .469 


Seq. No. 


21468 * 




Seq. ID 


OJ990707_13.0228.C84 


Gene No. 


44869 




Strand 




Start 


344 




End 


835 


Name 


OJ990707 


13.0228.C84.ol.tm 


Method 


TBLASTX: Maize 


Start 


344 




End 


706 


GI 


none • 




Score 


362 


Exons 


344. .667, 


373. .654, 659. .706 







Seq. No. 21468 

Gene No. 44869 

Start 344 

Name OJ990707_13 . 0228 . C8 4 . ol . tw 

Start 481 

GI none . 

Exons 481.. 537, 482.. 835, 583.. 831 

Seq. No. 21469 

Gene No. 44870 

Start 125 

Name OJ990707_13 . 0228 . C85 .ol . tm 

Start 125 

GI none 

Exons 125. .319, 128.. 319, 204.. 320 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990707_13.0228.C84 
835 

TBLASTX: Wheat 

835 

369 



Seq. ID OJ990707_13.0228.C85 

Strand 

End 407 

Method TBLASTX : Mai ze 

End 320 

Score 124 



Seq. No. 21469 

Gene No. 44870 

Start 125 

Name OJ990707_13 . 0228 . C85 . ol . tw 

Start 185 

GI none 

Exons 185.. 316, 185.. 322, 204.. 320, 



Seq. ID OJ990707_13.0228.C85 

Strand 

End 4 07 

Method TBLASTX : Wheat 

End 407 

Score 138 

333. .407 



Seq. No. 21470 

Gene No. 44871 

Start 217 

Name OJ990707 13 . 0228 . C87 . ol . tw 



Seq. ID OJ990707_13.0228.C87 

Strand 

End 583 

Method TBLASTX : Wheat 



21837 



Start 217 End 583 

GI none Score 203 

Exons 217. .435, 218. .442, 449. .583, 502. .573 



Seq. No. 


21471 


Seq. ID 


OJ990827_13. 0204. C10 


Gene No. 


44872 


Strand 


+ 


Start 


2634 


End 


3217 


Name 


OJ990827 13.0204.C10.ol.gs 


Method 


GENSCAN 


Start 


2634 


End 


3217 


GI 


none 


Score 




Exons 


2634..2897, 3106.. 3217 






Seq. No. 


21472 


Seq. ID 


OJ990827_13.0204.C11 


Gene No. 


44873 


Strand 


- 


Start 


189 


End 


486 


Name 


OJ990827 13.0204.Cll.ol.gp 


Method 


AAT/GAP 


Start 


189 


End 


486 


GI 


none 


Score 


493 


Exons 


189. .486 






Seq. No. 


21472 


Seq. ID 


OJ990827_13.0204.C11 


Gene No. 


44874 


Strand 




Start 


416 


End 


2369 


Name 


OJ990827 13.0204.Cll.ol.np 


Method 


AAT/NAP 


Start 


416 


End 


2369 


GI 


4580397 


Score 


330 


Exons 


416. .671, 907. .1049, 1420.. 


1701, 1945. 


.2044, 2160. .2248, 




. 2342. .2369 






GI Descrip. 


(AC007171) putative ATP-dependent RNA 


helicase [Arabidopsis 



thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21472 
44874 
416 

OJ990827_13. 0204. Cll. ol.tm 
419 



none 
419. , 
1439, 
1940, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

694, 420. .728, 918. .1097, 919. 
.1543, 1441. .1545, 1541. .1702, 
.1978, 1942. .1995 



OJ990827 13.0204.C11 



2369 

TBLASTX: Maize 
1995 
287 

1095, 925.. 1113, 
1546.. 1701, 1547. 



926. .1114, 
.1702, 



Seq. No. 21472 

Gene No. 44874 

Start 416 

Name OJ990827_13 . 0204 . Cll . ol . gs 

Start 4 61 

GI none 
Exons 



Seq. ID OJ990827_13. 0204. Cll 



Strand 
End 

Method 

End 

Score 



2369 
GENSCAN 
2248 
.81 



461. .692, 925. .1094, 1444. .1701, 1945. .2044, 2160. .2248 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21472 
44874 
416 

OJ990827_13. 0204. Cll. o2.gp 
911 

16381 1.R1084 



OJ990827 13. 0204. Cll 



Seq. ID _ 
Strand 

End 2369 
Method AAT/GAP 
End 2221 
_ Score 1067 

911. .1094, 1444. .1701, 1945. .2044, 2160. .2221 

, 4580397/gb|AAD24375.1|AC007171_ll 6.0e-28 (AC007171) putative 



21838 






RNA helicase 


: [Arabidopsis thaliana] ' 




Seq. No. 


21472 






Seq. ID 


OJ990827_13.0204.C11 


Gene No. 


44874 






Strand 




Start 


416 






End 


2369 


Name 


OJ990827 13. 


Uzu4 . CI 1 . ol , 


, ts 


Method 


TBLASTX : Soybean 


Start 


1597 






End 


2369 


GI 


none 






Score 


116 


Exons 


1597. .1701, 


iy4U . . Zuh 1, 


iy hz 


..2043, 2159. .2251, 2175. .2249, 




2339. .2368, 


ZJ4 U . . Z oby 








Seq. No. 


21472 






Seq. ID 


OJ990827_13.0204.C11 


Gene No. 


44874 






Strand 




Start 


416 






End 


2369 


Name 


OJ990827 13. 


UzU4 . CI 1 . Ol , 


. tc 


Method 


TBLASTX: Cress 


Start 


1945 






End 


2251 


GI 


none 






Score 


77 


Exons 


1945. .2043, 


194 6. .204 4, 


Zlb9 


..2251, 2160. .2249 


Seq. No. 


21473 






Seq. ID 


ujyyuo-i / ±3 . uzuh .\~,i.z 


Gene No. 


44875 






Strand 


+ ~~ 


Start 


179 






End 


3551 


Name 


OJ990827 13. 


0204.C12.ol. 


.gs 


Method 




Start 


179 






End 


ODDS. 


GI 


none 






Score 


. DZ 


Exons 


179. .389, 1310.. 1363, 1472.. 


1928, 2058 


001~) OCOl ORG/ 
..ZZZff ZDZ±..ZDy £ t f 




3240. .3345, 


3472. .3551 








Seq. No. 


21473 






Seq. ID 


OJ990827_13.0204.C12 


Gene No. 


44876 






Strand 




Start 


1 






End 




Name 


OJ990827 13. 


0204.C12.ol, 


.np 


Method 




Start 


1 






End 


333 


GI 


4580397 






Score 


243 


Exons 


1..67, 125.. 


333 








GI Descrip. 


(AC007171) putative ATP -dependent RNA 


helicase [Arabidopsis 




thaliana] 










Seq. No. 


21473 






Seq. ID 


' OJ990827_13.0204.C12 


Gene No. 


44877 






Strand 




Start 


3807 






End 


4188 


Name 


OJ990827 13. 


0204.C12.ol, 


■ gp 


Method 


AAT/GAP 


Start . 


3807 






End 


4188 


GI 


3768823 






Score 


553 


Exons 


3807. .4188 










Seq. No. 


21474 






Seq. ID 


OJ990827_13.0204.C13 


Gene No. 


44878 






Strand 


+ 


Start 


2331 






End 


3836 


Name 


OJ990827 13. 


0204.C13.o2, 


.gs 


Method 


GENSCAN 


Start 


2331 






End 


3836 


GI 


none 






Score 


.56 


Exons 


2331. .2423, 


3519. .3836 








Seq. No. 


21474 






Seq. ID 


OJ990827_13.0204 .C13 


Gene No. 


44879 






Strand 




Start 


976 






End 


1452 



21839 




Name 


OJ990827 13 


.0204 


.C13.ol 


.gs 


Method 


GENSCAN 


Start 


976 








End 


1419 


GI 


none 








Score 


.48 


Exons 


976. .1419 












Seq. No. 


21474 








Seq. ID 


OJ990827_13.0204 .C13 


Gene No. 


44879 








Strand 




Start 


976 








End 


1452 


Name 


OJ990827 13 


.0204 


.C13.ol 


.np 


Method 


AAT/NAP 


Start 


997 








End. 


1452 


GI 


6143874 








Score 


253 


Exons 


997. .1452 












GI Descrip. 


(AC010927) 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


21474 








Seq. ID 


OJ990827_13.0204.C13 


Gene No . 


44880 








Strand 




Start 


4558 








End 


8889 


Name 


OJ990827 13 


.0204 


.C13.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


1129 








End 


1350 


GI 


none 








Score 


61 


Exons 


1129. . 1242, 


1181 


1243, 


1261 . 


.1350, 1262.. 1348 


Seq. No. 


21474 








Seq. ID 


OJ990827_13.0204.C13 


Gpne No 


44880 








■Strand 




Start 


4558' 








End 


8889 


Name . 


OJ990827 13 


.0204 


.C13.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


1129 








End 


1420 


GI 


none 








Score 


57 


Exons 


1129. .1260, 


1131 


. . 1154, 


1166. 


.1255, 1219.. 1398, 1235.. 1420 


Seq. No. 


21474 








Seq. ID 


OJ990827_13.0204.C13 


Gene No . 


44880 








Strand 




Start 


4558 








End 


8889 


Name 


OJ990827 13 


. 0204 


.C13.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1129 








End 


1414 


GI 


none 








Score 


46 


Exons 


1129. .1254, 


1131 


. . 1154, 


1166. 


.1255, 1219. .1401, 1235. .1414 


Seq. No. 


21474 








Seq. ID 


OJ990827_13.0204.C13 


Gene No . 


44880 








Strand 




Start 


4558 








End 


8889 


Name 


OJ990827 13 


.0204 


.C13.ol 


.gp 


Method 


AAT/GAP 


Start 


4445 








End 


4801 


GI 


5003392 








Score 


688 


Exons 


4445. .4801 












Seq. No. 


21474 








Seq. ID 


OJ990827_13.0204 .C13 


Gene No. 


44880 








Strand 




Start 


4558 








End 


8889 


Name 


OJ990827 13 


.0204 


.C13.o3 


.gs 


Method 


GENSCAN 


Start 


4558 








End 


8587 


GI 


none 








Score 


.7 


Exons 


4558. .4935, 


5074 


. .5292, 


5487. 


.5554, 5674. .5734, 7389. .7520, 




7751. .7830, 


8171 


. .8362, 


8428. 


.8587 




Seq. No. 


21474 








Seq. ID 


OJ990827_13.0204 .C13 


Gene No. 


44880 








Strand 





21840 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



4558 End 

OJ990827_13 . 0204 . C13 . o2 . np Method 

4564 End 

3193332 Score 



8889 
AAT/NAP 
8889 
301 



4564. .4670, 4785. .4935, 5106. .5292, 7389. .7520, 7572. .7671, 
.8037.. 8246, 8808.. 8889 

(AF069299) similar to Arabidopsis AT-hook protein 1 
(GB:AJ222585) [Arabidopsis thaliana] 



Seq. No. 


21474 








Seq. ID 


OJ990827 


Gene No. 


44880 








Strand 




Start 


4558 








End 


8889 


Name 


OJ990827 13. 


0204.C13.o2 


.tm 


Method 


TBLASTX:! 


Start 


4787 








End 


7656 


GI 


none 








Score 


36 


Exons 


4787. .4813, 


4883 


. .4939, 


4885. 


.4938, 5050.. 5235, 




5171. .5293, 


5221 


. .5295, 


5233. 


.5295, 7389.. 7520, 




7622. .7654, 


7624 


. .7656 








Seq. No. 


21474 








Seq. ID 


OJ990827 


Gene No. 


44880 








Strand 




Start 


4558 








End ' 


8889 


Name 


OJ990827 13. 


0204 


.C13.o2 


. gp 


Method 


AAT/GAP 


Start 


7618 








End 


8565 


GI 


none 








Score 


870 


Exons 


7618. .7691, 


8171 


. .8565 








Seq. No. 


21475 








Seq. ID 


OJ990827 


Gene No. 


44881 








Strand 




Start 


90 








End 


7 996' 


Name 


OJ990827 13. 


0204 


.C15.ol 


. gs 


Method 


GENSCAN 


Start 


90 








End 


7996 


GI . 


none 








Score 


.68 


Exons 


90.. 217, 301 


...434, 724. 


.1104, 


1180. .1272, 4831. 




7677. .7828,- 


7929 


. .7996 








Seq. No. 


21475 








Seq. ID 


OJ990827 


Gene No. 


44882 








Strand 




Start 


8667 








End 


10722 


Name 


OJ990827 13. 


0204 


.C15.o2 


. gs 


Method 


GENSCAN 


Start 


8667 








End 


10722 


GI 


none 








Score 


.68 


Exons 


8667. .8975, 


9107 


. .9210, 


10644 


. .10722 




Seq. No. 


21476 








Seq. ID 


OJ990827 


Gene No. 


44883 








Strand 


+ 


Start 


1 








End 


1052 


Name 


OJ990827 13. 


0204 


.C16.ol 


.gp 


Method 


AAT/GAP 


Start 


1 








End 


244 


GI 


3061236 








Score 


465 


Exons 


1. .244 












Seq. No. 


21476 








Seq. ID 


OJ990827 


Gene No. 


44883 








Strand 


+ 


Start 


1 








End 


1052 


Name 


OJ990827 13. 


0204 


.C16.ol 


. gs 


Method 


GENSCAN 


Start 


39 








End 


1052 



21841 



GI 


none 








Score 


.98 




Exons 


39. .1052 














Seq. No. 


21476 








Seq. ID 


OJ990827 


_13.0204.C16 


Gene No. 


44884 








Strand 


+ 




Start 


1959 








End 


3487 




Name 


OJ990827 13. 


0204 


.C16.o2 


gs 


Method 


GENSCAN 




Start 


1959 








End 


3487 




GI 


none 








Score 


.9 




Exons 


' 1959. .2180,. 


2182 


. .2340, 


3341. 


.3487 






Seq. No. 


21476 








Seq. ID 


OJ990827 


_13.0204 .C16 


Gene No. 


44885 








Strand 






Start 


6981 








End 


7043 




Name 


OJ990827 13. 


0204 


.C16.ol 


ts 


Method 


TBLASTX: 


Soybean 


Start 


717 








End 


968 




GI 


none 








Score 


142 




Exons 


717. .863, 767. .826, 842 


.943, 


843. .968 






Seq. No. 


21476 








Seq. ID 


OJ990827 


_13.0204.C16 


Gene No. 


44885.^ ; 








Strand 






Start 


6981 








End 


7043 




Name 


OJ990827 13. 


0204 


.C16.o3 


gs 


Method 


GENSCAN 




Start 


6981 








End 


7043 




GI 


none 








Score 


.47 • 




Exons 


6981. .7043 














Seq. No. 


21477 








Seq. ID 


OJ990827 


_13.0204.C17 


Gene No. 


44886 








Strand 


+ 




Start 


233 








End 


943 




Name 


OJ990827 13. 


0204 


,C17.ol 


. gs 


Method 


GENSCAN 




Start 


233 








End 


943 




GI 


none 








Score 


.58 




Exons 


233. .416, 516. .943 










Seq. No. 


21478 








Seq. ID 


OJ990827 


_13.0204.C1'9 


Gene No. 


44887 








Strand 


+ 




Start 


3252 








End 


5347 




Name 


OJ990827 13*. 


0204 


.C19.o2 


. gs 


Method 


GENSCAN 




Start 


3252 








End 


5304 




GI 


none 








Score 


.55 




Exons 


3252. .3326, 


3805 


. .3897, 


3944. 


.3968, 4665. .4794, 


4827. .4934, 




5163. .5304 














Seq. No. 


21478 








Seq. ID 


OJ990827 


_13.0204 .C19 


Gene No. 


44887 








Strand 


+ 




Start 


3252 








End 


5347 




Name 


OJ990827 13. 


0204 


.C19.o2 


np 


Method 


AAT/NAP 




Start 


3265 








End 


5347 




GI 


5922620 








Score 


542 




Exons 


3265. .3418, 


3942 


. .3968, 


4761. 


.4974, 5022. .5197, 


5234. .5347 



GI Descrip. (AP000492) EST' D15357 (C0514) corresponds to a region of the 
predicted gene .;' hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj |BAA85196.1| (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



21842 



Seq. No. 21478 Seq. ID 

Gene No. 44888 Strand 

Start 2517 End 2991 

Name OJ990827_13 . 0204 .C19 . ol . np Method AAT/NAP 

Start 2517 End 2991 

GI 6539570 Score 163 

Exons 2517.. 2583, 2797.. 2991 

GI Descrip. (AP000836) hypothetical protein [Oryza sativa] 



OJ990827 13.0204.C19 



Seq. No. .21479 Seq. ID OJ990827_13 . 0204 . C20 

Gene No. 44889 Strand + 

Start 1 End 784 

Name OJ990827_13 . 0204 .C20 . ol . np Method AAT/NAP 

Start 1 End 784 

GI 5922620 Score 303 

Exons 1..31, 79. .254, 291. .375, 654. .784 

GI Descrip. * (AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 |dbj | BAA85196.il (AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 21480 

Gene No. 44890 

Start 882 

Name OJ990827_13 . 0204 . C21 . ol . gs 

Start 882 

GI none 

Exons 882.. 963, 1387.. 1553 



Seq. ID OJ990827_13.0204.C21 

Strand + 

End 1553 

Method GENSCAN 

End 1553 

Score .59 



Seq. No. 21480 Seq. ID OJ990827_13 . 0204 . C21 

Gene No. 44891 Strand 

Start 692 End 1811 

Name OJ990827JL3 . 0204 .C21 . ol .np Method AAT/NAP 

Start 692 End 1811 

GI 6063554 Score 117 

Exons 692.. 952, 1786.. 1811 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98611 (E04 64 ) 

correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


21480 


Seq. ID 


OJ990827 


Gene No. 


44891 


Strand 




Start 


692 


End 


1811 


Name 


OJ990827 13.0204.C21.o2.np 


Method 


AAT/NAP 


Start 


1420 


End 


1811 


GI 


5852178 


Score 


141 


Exons 


1420. .1514, 1718. .1811 






GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 




Seq. No. 


21481 


Seq. ID 


OJ990827 


Gene No. 


44892 


Strand 




Start 


1496 


End 


1711 


Name 


OJ990827 13.0204.C22.ol.np 


Method 


AAT/NAP 


Start 


747 


End 


1711 


GI 


6630699 


Score 


73 


Exons 


747. .824, 1691. .1711 







21843 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



(AP000969) hypothetical protein [Oryza sativa] 
gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



21481 Seq. ID 

44892 Strand 

1496 End 
OJ990827_13 . 0204 . C22 . ol . gs Method 

1496 End 

none Score 
1496. .1699 



OJ990827_13.0204.C22 

1711 
GENSCAN 
1699 
.98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21482 
44893 
1428 

OJ990827_13.0204.C23.ol.gs 

1428 

none 



Seq. ID OJ990827_13.0204.C23 



Strand 
End 

Method 

End 

Score 



+ 

5232 
GENSCAN 
5232 
.45 



1428. .1461, 1575. .1746, 2689. .2754, 3052. .3421, 5075. .5232 



Seq. No. 


21482 


Seq. ID 


OJ990827_13.0204 .C23 


Gene No. 


44893 


Strand 


+ 


Start 


1428 


End 


5232 


Name 


OJ990827 13.0204.C23.o2.gp 


Method 


AAT/GAP 


Start 


5010 


End 


5223 


GI 


none 


Score 


378 


Exons 


5010. .5223 






Seq. No. 


21482 


Seq. ID 


OJ990827_13.0204 .C23 


Gene No. 


44894 


Strand 




Start 


4195 


End 


4657 


Name 


OJ990827 13.0204.C23.ol.gp 


Method 


AAT/GAP 


Start 


4195 


End 


4657 


GI 


LIB34 32-059-P1-K1-D8 


Score 


732 


Exons 


4195. .4657 






GI Descrip. 


, 5734616/dbj | AP000391 . 1 1 AP000391 0.0e+00 Oryza sativa- genomic 




DNA, chromosome 6, clone : P0538C01 1 





Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



21483 Seq. ID OJ990827_13 . 0204 . C24 

44895 Strand + 

3363 End 5972 

OJ990827_13 . 0204 . C24 . o2 . np Method AAT/NAP 

3363 End 5972 

4371296 Score 72 

3363. .3391, 5787. .5972 -. " 

(AC006260) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 21483 Seq. ID 

Gene No. 448 95 Strand 

Start 3363 End 

Name OJ990827_13 . 0204 . C24 .ol .np Method 

Start 4986 End 

GI 4581155 Score 

Exons 4986.. 5042, 5404.. 5972 

GI Descrip. (AC006919) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



OJ990827_13.0204.C24 
+ 

5972 
AAT/NAP 
5972 
392 



21844 



Seq. No. 21483 Seq. ID 

Gene No. 44895 Strand 

Start 3363 End 

Name OJ990827_13 . 0204 . C24 . ol . tc Method 

Start 5413 End 

GI none Score 

Exons 5413.. 5667, 5415.. 5528 



OJ990827_13 . 0204 .C24 
+ 

5972 

TBLASTX : Cress 

5667 

256 



Seq. No. 21483 

Gene No. 4 4 895 

Start 3363 

Name OJ990827_13 . 0204 .C24.ol.ts 

Start 5413 

GI none 

Exons 5413.. 5547, 5415.. 5537, 5542.. 5670 



Seq. ID OJ990827_13.0204.C24 



Strand 
End 

Method 
End 
Score 



+ 

5972 

TBLASTX : Soybean 

5670 

116 



Seq. No. 21484 Seq. ID 

Gene No. 44896 Strand 

Start 1 End 

Name OJ990827_13 . 0204 .C25 . ol .np Method 

Start 1 End 

GI 4581155 Score 

Exons 1..380, 476.. 1166 

GI Descrip. (AC006919) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



OJ990827_13.0204.C25 
+ 

1193 
AAT/NAP 
1166 
1029 



Seq. No. 21484 Seq. ID OJ990827 

Gene No. 44896 Strand + 

Start 1 End 1193 

Name OJ990827_13 . 0204 . C25 . ol . gs Method GENSCAN 

Start 180 End 1193 

GI none Score . 82 

Exons 180.. 380, 476.. 774, 789.. 1193 



13.0204.C25 



Seq. No. 21484 

Gene No. 44897 

Start 1166 

Name OJ990827_13 . 0204 . C25 . ol . gp 

Start 1166 

GI none 

Exons 1166.. 1476 



Seq. ID OJ990827_13.0204.C25 

Strand + 

End 1476 

Method AAT/GAP 

End 1476 

Score 552 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



21484 
44898 
2558 

OJ990827_13.0204 .C25.ol.tm 
82 

none 



Seq. ID OJ990827_13.0204 .C25 



Strand 
End 

Method 

End 

Score 



82. .207, 275. 
900. .1112 



,382, 469. .570, 591. .776, 



+ 

5528 

TBLASTX: Maize 

1112 

120 

592. .780, 900. .1088, 



Seq. No. 21484 ^ Seq. ID 

Gene No. 44898 Strand 

Start 2558 ' End 

Name OJ990827_13 . 0204 . C25 . o2 . ts Method 

Start 85 End 



OJ990827_13.0204.C25 
+ 

5528 

TBLASTX: Soybean 
542 



21845 




GI 


none 




Score 


155 


Exons 


85.. 207, 132.. 200, 209. 


.382, 


307. .381, 


469. .516, 474. .542 


Seq. No. 


21484 




Seq. ID 


OJ990827_13.0204.C25 


Gene No. 


A A O C\ O 

44898 




o trana 


+ 


Start 


2558 




End 


5528 


Name 


OJ990827 13.0204.C25.ol 


.tc 


Method 


TBLASTX: Cress 


Start 


97 




End 


1088 


GI 


none 




Score 


94 


Exons 


97. .207, 233. .382, 469. 


.564, 


574. .780, 


894. .1007, 978. .1088 


Seq. No. 


21484 




Seq. ID 


OJ990827_13.0204.C25 


Gene No. 


A A O Ck O 

4 4898 




Strand 


+ 


Start 


2558 




End 


5528 


Name 


OJ990827 13.0204.C25.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


546 




End 


1172 


GI 


none 




Score 


317 


Exons 


546. .803, 559. .780, 891 


..1118, 891. .1172 


Seq. No. 


21484 




Seq. ID 


OJ990827_13.0204.C25 


Gene No. 


A A O C\ O 

44898 




Strand 


+ 


Start 


2558 




End 


5528 


Name 


OJ990827 13.0204.C25.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


903 




End 


1124 - 


GI 


none 




Score 


190 


Exons 


903. .1124, 909. .998 








Seq. No. 


21484 




Seq. ID 


OJ990827_13 . 0204 .C25 


Gene No. 


44898 




Strand 


+ 


Start 






End 


5528 


Name 


OJ990827 13.0204.C25.o2 


.gs 


Method 


GENSCAN 


Start 


2558 




End 


5390 


GI 


none 




Score 


.75 


Exons 


2558. .2743, 3003. .3095, 


3280 


.3483, 3625. .3780, 4020. .4097, 




4218. .4349, 4578. .4658, 


4823 


.4894, 4978. .5067, 5246. .5390 


Seq. No. 


21484 ' 




Seq. ID 


OJ990827_13 . 0204 . C25 


Gene No. 


44898 




Strand 


+ 


Start' 


2558 




End 


5528 


Name 


OJ990827 13.0204.C25.o3 


,gp 


Method 


AAT/GAP 


btart 


2890 




End 


5081 


GI 


7253 1.R1084 




Score 


1636 


Exons 


2890. .3095, 3196. .3292, 


3386 


.3483, 3625. .3780, 4020.. 4097, 




4218. .4349, 4578. .4658, 


4823 


.4894, 49^ 


8. .5081 


GI Descrip. 


, 4581156/gb|AAD24640.1|AC006919 18 0.0e+00 (AC006919) putat 




pyruvate kinase [Arabidopsis 


thaliana] 1 




Seq. No. 


21484 




Seq. ID 


OJ990827_13.0204.C25 


Gene No. 


44898 




Strand 


+ 


Start 


2558 




End 


5528 


Name 


OJ990827 13.0204.C25.o2 


.gp 


Method 


AAT/GAP 


Start 


2956 




End 


3064 


GI 


LIB3475-010-P1-K1-G9 




Score 


161 


Exons 


2956. .3064 








GI Descrip. 


, 5815235/gb|AAD52609.1 | 


&F173640_1 2.0e- 


■36 (AF173640) splici 




factor SRI [Arabidopsis 


thaliana] 1 





21846 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21484 
44898 
2558 

OJ990827_13.0204.C25.o2.tm 

2983 

none 



Seq. ID OJ990827_13.0204.C25 



Strand 
End 

Method 

End 

Score 



+ 

5528 

TBLASTX: Maize 

3488 

39 



2983.. 3006, 3001.. 3051, 3021.. 3059, 3042.. 3107, 3051.. 3092, 
3181.. 3291, 3195.. 3290, 3379.. 3486, 3384.. 3488 



21484 Seq. ID 

44898 Strand 
2558 End 5528 

OJ990827_13 . 0204 . C25 . o4 . gp Method AAT/GAP 
2983 End 5077 

7253_1.R1084 Score 1474 

2983.. 3095, 3196.. 3292, 3386.. 3483, 3625.. 3780, 

4218. .4349, 4578. .4658, 4823.-4894, 4978 



OJ990827_13.0204 .C25 
+ 



4020. .4097, 



5077 

, 4581156/gb|AAD24640.1|AC006919_18 0.0e+00 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] ■ 



21484 
44898 
2558 

OJ990827_13.0204.C25.o2.tc 

3025 

none 



Seq. ID OJ990827_13.0204.C25 

Strand + 

End 5528 

Method TBLASTX : Cress 

End 3786 

Score 36 



3025. .3051, 3050. .3091, 3051. .3092, 3181. .3291, 3195. .3290, 
3199. .3291, 3379. .3486, 3384. .3488, 3618. .3779, 3625. .3786 



21484 
44898 
2558 

OJ990827_13.0204.C25.o3.ts 

3042 

none 



Seq. ID OJ990827_13.0204.C25 

Strand + 

End 5528 

Method TBLASTX : Soybean 

End 4631 

Score 75 



3042. .3092, 3050.. 3094, 3051.. 3095, 3181.. 3291, 3195.. 3290, 

3199. .3291, 3363. .3488, 3379.. 3486, 3618.. 3773, 3625.. 3786, 

4017. .4100, 4017. .4097, 4019. .4099, 4182. .4352, 4215. .4352, 

4232. .4354, 4238.-4357, 4575. .4631 



OJ990827_13.0204.C25 
+ 



21484 Seq. ID 

44898 Strand 
2558 End 5528 

OJ990827_13 . 0204 . C25 . o5 . gp Method AAT/GAP 
3196 End 5315 

7253_1.R1084 Score 1392 

3196. .3292, 3386.-3483, 3625. .3780, 4020. .4097, 4218. .4349, 
4578..46S8, 4823.-4894, 4978. .5067, 5246. .5315 

, 4581156/gb|AAD24640.1|AC006919_18 0.0e+00 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] 1 



21484 Seq. ID 

44898 Strand 

2558 End 

OJ990827_13 . 0204 . C25 . o2 . np Method 

3379 End 

4581156 Score 



OJ990827_13.0204.C25 
+ 

5528 
AAT/NAP 
5528 
1025 



21847 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3379. .3483, 3625. .3780, 4020. .4085, 4218. .4349, 4578. .4658, 

4823. .4894, 4978. .5067, 5264. .5390, 5466. .5528 

(AC006919) putative pyruvate kinase [Arabidopsis thaliana] 



21484 
44898 
2558 

OJ990827_13. 

3611 

none 

3611. .3781, 
4017. .4100, 
4578. .4670, 
4958. .5068, 
5245. .5388, 



0204.C25.o3.tm 



3615. 
4182. 
4579. 
4972. 
5258. 



Seq. ID OJ990827_13.0204.C25 
Strand + 
End 5528 
Method TBLASTX : Mai ze 
End 5527* 
Score 125 
3791, 3625.. 3786, 4001. 
4352, 4215. .4349, 4217. .4354, 4577. 
4662, 4820. .4894, 4822. .4899, 4822. 
5100, 4976. .5068, 4977. .5069, 5219. .5389, 
5392, S458..5526, 5465.-5527 



,3770, 3618. 



.4099, 
.4654, 
.4893, 



Seq. No. 21484 
Gene No. 44898 
Start 2558 

Name OJ990827_13 . 0204 . C25 . o3 . tc 

Start 4001 
GI none 
Exons 4001.. 4099, 

4575. .4658, 

4977. .5069, 

5458. .5526, 



4017. .4103, 
4577. .4654, 
5239. .5352, 
5465. .5527 



4182. 
4792. 
5243. 



Seq. ID OJ990827_ 

Strand + 

End . 5528 

Method TBLASTX : Cress 

End 5527 

Score 135 
.4352, 4215. .4349, 4229 
.4902, 4835. .4903, 4975 
.5377, 5245. .5379, 5258 



13.0204.C25 



.4354, 
.5070, 
.5392, 



Seq. No. 21484 
Gene No. 44898 
Start 2558 

Name OJ990827_13 . 0204 . C25 . ol . tw 

Start 4263 
GI none 

Exons 4263.. 4349, 4265.. 4357, 4266. 

4578. .4670, 4819. .4893, 4820. 
4977.. 5069, 5239.. 5286, 5245. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4352, 4575 
.4894, 4820 
.5286 



OJ990827_13.0204 .C25 
+ 

5528 

TBLASTX: Wheat 
5286 
144 

4658, 4577. .4678, 
4894, 4972. .5100, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21484 
44898 
2558 

OJ990827 13.0204.C25.o4.ts 



4810 
none 

4810. .4899, 
4972. .5070, 
5258. .5392, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4820. .4903, 4820. .4894, 



OJ990827_13.0204 .C25 
+ 

5528 

TBLASTX: Soybean 
5527 
60 

4821. .4898, 4822. .4902, 



4977.. 5069, 5238.. 5336, 5239.. 5352, 5245.. 5379, 
5458.. 5526, 5465.. 5527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ990827_ 

Strand + 

End 1301 

Method AAT/NAP 

End 1105 

Score 474 
189, 273.. 372, 505.. 564, 956.. 1105 



21485 
44899 
1 

OJ990827 13-0204. C26.ol.np 



4581156 
1..24, 122. 



13.0204 .C26 



(AC006919) putative pyruvate kinase [Arabidopsis thaliana] 



Seq. No. 



21485 



Seq. ID OJ990827_13.0204.C26 



21848 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44899 Strand + 

1 End 1301 

OJ990827_13 . 0204 . C26 . ol . gs Method GEN SCAN 

122 End 1108 

none Score . 92 

122. .189, 273.-372, 505. .564, 956. .1108 



21485 Seq. ID 

44899 Strand 
1 End 
OJ990827_13 . 0204 . C2 6 . ol . gp Method 
34 9 End 
7253_4.R1084 Score 
349. .372, 505. .564, 956. .1301 

, 4581156/gb|AAD24640.1|AC006919_18 1.0e-33 (AC006919) putative 
pyruvate kinase [Arabidopsis thaliana] 1 



OJ990827_13.0204.C26 
+ 

1301 
AAT/GAP 
1301 
771 



21485 
44900 
2137 

OJ990827_13.0204 .C26.ol.tc 

121 

none 



Seq. ID OJ990827_13.0204.C26 
Strand 

End 5524 

Method TBLASTX : Cress 

End 1131 ' 

Score 107 



121. .189, 122. .190, 145. .195, 262. .369, 270. .353, 270. 
271. .378, 486. .554, 502. .618, 955. .1131, 956. .1108 



.371, 



Seq. No. 21485 

Gene No. 44900 

Start 2137 

Name OJ990827_13 . 0204 .C26.ol.tw 

Start 121 

GI none 
Exons 



Seq. ID OJ990827_13.0204.C26 
Strand 

End 5524 

Method TBLASTX : Wheat 

End 1111 . 

Score 107 



121. .189, 122. .190, 270. .359, 270. .371, 271. .378, 271. .381, 
486. .563, 486. .554, 499. .561, 502. .618, 955. .1107, 95.6. .1108, 
956.. 1111 



Seq. No. 21485 

Gene No. 44900 

Start 2137 

Name OJ990827_13 . 0204 .C26 . ol . tm 

Start 121 

GI none 

Exons 121.. 189, 122 
495.. 566, 496 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_13.0204.C26 
5524 

TBLASTX: Maize 

1347 

107 



190, 270. .359, 270. .371, 271. .378, 486. .563, 
564, 502. .618, 955. .1125, 956. .1111, 958. .1149, 



1170. .1208, 1176. .1208, 1177. .1209, 1211. .1252, 1215. .1253, 
1216. .1269, 1291. .1344, 1291. .1347 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



21485 
44900 
2137 

OJ990827 

121 

none 



13.0204.C26.ol.ts 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990827_13.0204.C26 
5524 

TBLASTX : Soybean 

552 

107 



121. .189, 122. .190, 270. .371, 271. .378, 486. .551, 502. .552 



21485 
44900 



Seq. ID OJ990827__13:0204.C26 
Strand 



21849 



Start 2137 

Name OJ990827_13 . 0204 . C26 . o2 . ts 

Start 955 

GI none 

Exons 955.. 1125, 956.. 1111 

Seq. No. 21485 

Gene No. 44900 

Start 2137 

Name OJ990827_13 . 0204 . C26 . o2 . gs 

Start 2137 

GI none 

Exons 2137.. 2255, 2354.. 2624, 3483. 

Seq. No. 21485 

Gene No. 44900 

Start 2137 

Name OJ990827_13 . 0204 . C2 6 . o2 . tm 

Start 2625 

GI none 

Exons 2625.. 2681, 2625.. 2690, 2629. 
2798. .3001 



End 5524. 

Method TBLASTX : Soybean 

End 1125 

Score 223 



Seq. ID OJ990827_13.0204.C26 
Strand 

End 5524 

Method GENSCAN 

End 5524 

Score . 64 

.3629, 4136. .4344, 5320. .5524 

Seq. ID OJ990827_13.0204.C26 
Strand 

End 5524 

Method TBLASTX : Maize 

End 3002 

Score 77 

.2682, 2630.. 2695, 2793.. 3002, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21485 
44900 
2137 

OJ990827_13 . 0204 . C2 6 . o2 . tw 

3970 

none 

3970.. 4038, 3972.. 4040, 4128. 
4304. .4345, 4304. .4345, 4674. 

21486 
44901 
413 

OJ990827_13 . 0204 . C27 . ol . gp 

413 

none 

413. .758 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990827 13.0204.C26 



5524 

TBLASTX: Wheat 
4730 
65 

4244, 4133. .4246, 4133. .4324, 
4730, 4690. .4719 



Seq. ID OJ990827_13.0204.C27 

Strand + 

End 758 

Method AAT/GAP 

End 758 

Score 660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990827_13. 0204 .C27 

3664 
GENSCAN 
3659 
.72 

..2641, 2710. .2894, 



Seq. ID OJ990827_13.0204.C27 



3664 

TBLASTX: Maize 

3661 

119 



21486 Seq. ID 

44902 Strand 

318 End 

OJ990827_13.0204 .C27.ol.gs Method 

318 End 

none Score 
318. .730, 1699. .1903, 2252. .2404, 2483 
3274.. 3363, 3480.. 3659 

21486 

44902 Strand 
318 End 
OJ990827_13.0204 .C27.ol.tm Method 
1576 End 
none Score 

1576. .1818, 1577. .1903, 1578. .1904, 2249. .2404, 2250. .2405, 

2250. .2405, 2251. .2406, 2450. .2608, 2478. .2606, 2482. .2625, 



21850 



2482.. 2637, 2710.. 2895, 2710.. 2883, 2751.. 2897, 3274.. 3360, 
3275.-3364, 3276.. 3365, 3471.. 3653, 3472.. 3660, 3482.. 3661 



Seq. No. 21486 

Gene No. 44902 

Start 318 

Name OJ990827_13. 0204 .C27.ol.ts 

Start 1586 

GI none 
Exons 



Seq. ID OJ990827_13.0204.C27 
Strand 

End 3664 

Method TBLASTX : Soybean 

End 2345 

Score 111 



1586. .1903, 1590. .1724, 1785. .1904, 1985. .2029, 2249.-2344, 
2250. .2345 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21486 
44902 
318 

OJ990827_13.0204.C27.ol.np 
1652 
3023751 

1652.. 1903, 2252.. 2404, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2483. .2605, 



OJ990827_13.0204.C27 

3664 
AAT/NAP 
2907 
226 
2719. .2907 



70 KD PEPT IDYL PROLYL I SOME RASE ( PEPTIDYLPROLYL CIS-TRANS 
ISOMERASE) (CYCLOPHILIN) (PPIASE) gi | 1076772 | pir | | S55383 
peptidylprolyl isomerase (EC 5.2.1.8) - wheat 
gi|854626|emb|CAA60505| (X86903) peptidylprolyl isomerase 
[Triticum aestiyum] . . 

Seq. ID OJ990827_13.0204.C27 
Strand 

End 3664 
Method TBLASTX : Soybean 
End 2893 
Score 67 

.2608, 2496.. 2609, 2496.. 2609, 
.2883, 2759.. 2893 

Seq. ID OJ990827_13.0204.C27 
Strand 

End 3664 

Method TBLASTX : Cress 

End 3652 

Score 89 
.3651, 3482.. 3652 

Seq. ID OJ990827_13.0204.C27 
Strand 

3664 

TBLASTX: Wheat 
3664 
166 



Seq. No. 


21486 








Gene No. 


44902 








Start 


318 








Name 


OJ990827 13. 


0204 


.C27.o2 


.ts 


Start 


2360 








GI 


none 








Exons 


2360. .2401, 


2360 


. .2404, 


2495 




2552. .2623, 


2704 


. .2886, 


2707 


Seq. No. 


21486 








Gene No. 


44902 








Start 


318 








Name 


OJ990827 13. 


0204 


,C27.ol 


.tc 


Start 


3275 








GI 


none 








Exons 


3275. .3364, 


3276 


. .3359, 


3472 


Seq. No... 


.. 21486 








Gene No. 


44902 








Start 


318 








Name 


OJ990827 13. 


0204 


,C27.ol 


. tw 


Start 


3503 








GI 


none 








Exons 


3503. .3664, 


3503 


. .3646, 


3508 


Seq. No. 


21487 








Gene No. 


44903 








Start 


2114 








Name 


OJ990827 13. 


0204 


.C28.ol 


.gp 


Start 


1674 








GI 


53984 1.R1084 






Exons 


1674. .2492, 


2785 


. .2943, 


3045 



End 

Method 
End 
Score 
.3660 



Seq. ID OJ990827_13.0204.C28 
Strand 

End 6300 

Method AAT/GAP 

End 3315 

Score 2358 
.3315 



21851 




GI Descrip. ' 60068 95 /gb|AAFO 0670 . 1 I AC008153_22 8.0e-56 (AC008153) 
hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 


21487 








Seq. ID 


OJ990827_13.0204 .C28 


Gene No. 


44903 








Strand 




Start 


2114 








End 


6300 


Name 


OJ990827 13 


.0204 


.C28.ol 


. np 


Method 


AAT/NAP 


Start 


2104 








End 


6300 


GI 


'6862912 








Score 


1003 


Exons 


2104. .2492, 


2785 


. .2943, 


3045. 


.3436, 4745.. 4985, 6065.. 6300 


GI Descrip. 


(AC018907) i 


unknown protein [Arabidopsis thaliana] 


Seq. No. 


21487 








Seq. ID 


OJ990827JL3.0204 .C28 


Gene No. 


44903 








Strand 




Start 


2114 








End 


6300 


Name 


OJ990827 13 


.0204 


. C28 . o2 


.gs 


Method 


GENSCAN 


Start 


2114 








End 


5081 


GI 


none 








Score 


.57 


Exons 


Oi 1 i OC1A 

2114 . . 251U, 


2785 


. .2943, 


3045 . 


.3334, 3347.. 3467, 4750.. 5081 


Seq. No. 


21487 








Seq. ID 


OJ990827_13.0204 .C28 


Gene No. 


44903 








Strand 




Start 


2114 








End 


6300 


Name 


OJ990827 13 


. 0204 


.C28 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


2171 








End 


2476 


GI 


none 








Score 


110 


Exons 


2171. .2287, 


2178 


. . 2252, 


2285 . 


.2362, 2438.-2476 


Seq. No. 


21487 








Seq. ID 


OJ990827_13.0204 .C28 


Gene No. 


44903 








Strand 




Start 


2114 








End 


6300 


Name 


OJ990827 13 


. 0204 


. C28 . ol 


. tc 


Method 


TBLASTX: Cress 


Start 


2192 








End 


3281 


GI 


none 








Score 


76 


Exons 


2192. .2299, 


2214 


. . 2270, 


1 O Q C 

2285 . 


.2374, 2438.-2533, 2445. .2495, 




2784. .2945, 


2785 


. .2949, 


3047 . 


.3115, 3048.-3116, 3092.. 3280, 




3180. .3281, 


3213 


. .3281 








Seq. No. 


21487 








Seq. ID 


OJ990827_13.0204 .C28 


Gene No. 


44903 








Strand 




Start 


2114 








End 


6300 


Name 


OJ990827 13 


.0204 


.C28 .ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2246 








End 


3204 


GI 


none 








Score 


211 


Exons 


2246. .2533, 


2247 


. .2495, 


2784. 


.2942, 2787.. 2939, 3031.. 3201, 




3032 . . 3202 , 


3044 


. .3202, 


3048. 


.3203, 3049. .3204 


Seq. No. 


21487 








Seq. ID 


OJ990827_13.0204 .C28 


Gene No. 


44903 








Strand 




Start 


2114 








End 


.6300 


Name 


OJ990827 13 


.0204 


.C28.o2 


. tm 


Method 


TBLASTX: Maize 


Start 


4747 








End 


4919 


GI 


none 








Score 


120 


Exons 


4747. .4866, 


4761 


. .4877, 


4875. 


.4919 




Seq. No. 


21487 








Seq. ID 


OJ990827_13.0204.C28 


Gene No. 


44903 








Strand 





.21852 



Start 


2114 




End 


6300 






Name 


OJ990827 13.0204 


.C28.o2. 


ts Method 


TBLASTX : Soybean 




Start 


4747 




End 


4892 






GI 


none 




Score 


92 






Exons 


4747.. 4860, 4758 


. .4892 










Seq. No. 


21488 




Seq. ID 


OJ990827_13. 


0204 


.C32 


Gene No. 


44904 




Strand 








Start 


271 




End 


449 






Name 


OJ990827 13.0204 


.C32.ol. 


gs Method 


: GENSCAN 






Start 


271 




End 


449 






GI 


none 




Score 


.87 






Exons 


271. .449 












Seq. No. 


21489 




Seq. ID 


OJ990827_13. 


0204 


.C33 


Gene No. 


44905 




Strand 


+ 






Start 


1190 




. End 


2862 






Name 


OJ990827 13.0204 


.C33.ol. 


gs Method 


GENSCAN 






Start 


1190 




End 


2862 






GI 


none 




Score 


.46 






Exons 


1190. .1224, 2312 


. .2495, 


2731. .2748, 2821. .2862 






Seq. No. 


21490 




Seq. ID 


OJ990827_13. 


0204 


.C34 


Gene No. 


44906 




Strand 


+ 






Start 


975 




End ; 


1470 






Name 


OJ990827 13.0204 


.C34.ol. 


gs Method 


GENSCAN 






Start 


975 




End 


1470 






GI 


none 




Score 


. 94 






Exons 


975.. 1103, 1274. 


.1470 










Seq. No. 


21490 




Seq. ID 


OJ990827_13. 


0204 


.C34 


Gene No. 


44907 




Strand 


+ 






Start 


3074 




End 


3399 






Name 


OJ990o2/ 13.0204 


.C34.ol. 


gp Method 


AAT/GAP 






Start 


3074 




End 


3399 






GI 


871 1.R1084 




Score 


633 






Exons 


3074.. 3399 












GI Descrip. 


'3201971 2.0e-22 


(AF0 68333) hypothetical secretory 


protein SH27A 


- 


precursor [Oryza 


sativa] 










Seq. No. 


21490 ' 




Seq. ID 


OJ990827_13. 


0204 


.C34 


Gene No. 


44907 




Strand 


+ 






Start . 


3074 




End 


3399 






Name 


OJ990827 13.0204 


,C34.ol. 


np Method 


AAT/NAP 






Start . 


3220 




End 


3399 






GI 


3201971 




Score 


275 






Exons 


3220. .3399 












GI Descrip. 


(AF068333) hypothetical 


secretory protein SH27A precursor [Oryza 




sativa] 












Seq. No. 


21490 




Seq. ID 


OJ990827_13. 


0204 


.C34 


Gene No. 


44908 




Strand 








Start 


3144 




End 


3357 






Name 


OJ990827 13.0204 


.C34.o2. 


gs Method 


GENSCAN 






Start 


3144 




End 


3357 






GI 


none 




Score 


.58 






Exons 


3144. .3357 













21853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21491 Seq. ID OJ990817_16 . 0223 . CI 

44909 Strand 

1 End 1830 

OJ9908 17_16 . 0223 . CI . ol . np Method AAT/NAP 

1 End 1377 

5441880 Score 1060 

1. .1377 

(AP000367) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 21491 Seq. ID 

Gene No. 44909 Strand 

Start 1 End 

Name OJ990817_16 . 0223 . CI . ol . gs Method 

Start 773 End 

GI none Score 

Exons 773.. 1830 



OJ990817_16.0223.C1 

1830 
GENSCAN 
1830 
.92 



Seq. No. 21492 Seq. ID 

Gene No. 44910 .Strand 

Start 330 ■ End 

Name OJ990817_16 . 0223 . C3 . ol . gs Method 

Start 330 End 

GI none Score 

Exons 330.. 440 



OJ990817_16.0223.C3 
+ 

440 

GENSCAN 

440 

.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21492 Seq. ID 

44911 Strand 

6873 End 

OJ990817_16 . 0223 . C3 . o2 . np Method 

6458 End 

2651297 Score 



OJ990817_16.0223.C3 
+ 

8981 
AAT/NAP 
8981 
433 



6458. .6534, 7091. .7417, 8678. .8981 

(AC002336) putative expansin [Arabidopsis thaliana] 



21492 Seq. ID 

44911 Strand 

6873 End 

OJ990817_16.0223.C3.ol.gp Method 

6841 End 

uC-osflm202102h0 6bl Score 
6841.. 7023, 7051.. 7357 

•1041704 2.0e-19 (U30478) expansin At-EXP5 [Arabidopsis 
thaliana] 1 



OJ990817_16.0223.C3 
+ 

8981 
AAT/GAP 
7357 
908 



Seq. No. 21492 Seq. ID 

Gene No. 4 4 911 Strand 

Start 6873 End 

Name OJ990817_16 . 0223 .C3 . o4 . gs Method 

Start 6873 End 

GI none Score 

Exons 6873.. 7417, 7980.. 8019 



OJ990817_16.0223.C3 
+ 

8981 
GENSCAN 
8019 
.45 



Seq. No. 
Gene No. 



21492 
44912 



Seq. ID OJ990817_16.0223.C3 
Strand + 



21854 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



11187 End 16836 

OJ990817_16 . 0223 . C3 . 06 . gs Method GENSCAN 

11187 End 16836 

none Score .49 

11187. .11208, 11846. .11984, 13776. . 13978, 14005 14088, 

15185. .15347, 15727 .. 15862, 16587 16691, 16780.. 16836 



21492 
44913 
18235 

OJ990817_16.0223.C3.o3.gp 

18235 

none 

18235. .18365 



Seq. ID OJ990817_16.0223.C3 

Strand + 

End 18365 

Method AAT/GAP 

End 18365 

Score 262 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21492 Seq. ID 

44914 Strand 

733 End 

OJ9908 17_16 . 0223 . C3 . o2 . gs Method 

733 End 

none Score 

733. .827, 948. .1053 



OJ990817_16.0223.C3 

2742 
GENSCAN 
1053 
.99 



OJ990817 16. 0223. C3 



:21492 Seq. ID 

4 4 914 Strand 
733 End 2742 

OJ9908 17_16 . 0223 . C3 . ol . np Method AAT/NAP 

899 End 2742 

5091499 Score 63 

899. .1097, 2663. .2742 

(AB023482) Similar to Human mRNA for alpha 1 (III) collagen 
fragment (aa 892-1023) . (X01655) [Oryza sativa] 



21492 Seq. ID 

44915 Strand 

8636 End 

OJ990817_16 . 0223 . C3 . o5 . gs Method 

8636 End 

none Score 

8636. .8845, 8870. .8896 



OJ990817_16.0223.C3 

8896 
GENSCAN 
8896 
.96 



21492 Seq. ID 

44916 Strand 
8912 End 
OJ9908 17_16 . 0223 . C3 . ol . tm Method 
7056 End 
none Score 

7056. .7157, 7064. .7156, 7149. .7193, 7178 

7284. .7316, 7338. .7418, 7338. .7415, 8675 
8960.. 9007 



OJ990817 16. 0223. C3 



9198 

TBLASTX: Maize 
9007 
129 

7225, 7179.. 7265, 
8980, 8676. .8981, 



Seq. No. 21492 Seq. ID 

Gene No. 44916 Strand 

Start 8912 End 

Name OJ990817_16 . 0223 . C3 . ol . tc Method 

Start 7091 End 

GI none Score 



OJ990817_16.0223.C3 
9198 

TBLASTX: Cress 

8969 

86 



21855 




Exons 


7091.. 7156, 7092.. 7157, 7167.. 


7262, 7281.. 7316, 7338.. 7418 




8676. .8969 








Seq. No. 


21492 


Seq. ID 


ojyyuoi/ Id.uz^j 


. 


Gene No. 


A A ft 1 C 

44916 


Strand 






Start 


8912 


End 


9198 




Name 


OJ990817 16.0223.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


7338 


End 


8969 




GI 


none 


Score 


90 




Exons 


7338. .7418, 8676. .8804, 8814.. 


8969 






Seq. No. 


21492 


Seq. ID 


OJyyOoi/ lo.Uz^O 


. Co 


Gene No. 


A A C\ 1 C 

44916 


Strand 






Start 


8912 


End 


9198 




Name 


OJ990817 16.0223.C3.o2.gp 


Method 


AAT/GAP 




Start 


8912 


End 


9198 




GI 


none 


Score 


562 




Exons 


8912. .9198 








Seq. No. 


21493 


Seq. ID 


OJ990817_16. 022.3. 


.C4 


Gene No. 


44917 


Strand 


+ 




Start 


314 


End 


2472 




Name 


OJ990817 16.0223.C4.ol.np 


Method 


AAT/NAP 




Start 


314 


End 


2472 




GI 


2618701 


Score 


82 




Exons 


314. .422, 524. .713, 870. .1118, 


2454 . .2472 




GI Descrip. 


(AC002510) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


214 93 


Seq. ID 


OJ990817_16.0223 


. C4 


Gene No. 


44917 


Strand 


+ 




Start 


314 


End 


2472 




Name 


OJ990817 16.0223.C4.ol.gs 


Method 


GENSCAN 




Start 


400 


End 


645 




GI 


none 


Score 


.59 




Exons 


400. .645 








Seq. No. 


21493 


Seq. ID 


OJ990817_16.0223 


. C4 


Gene No. 


44918 


Strand 






Start 


731 


End 


2267 




Name 


OJ990817 16.0223.C4.o2.gs 


Method 


GENSCAN 




Start 


731 


End 


2267 




GI 


none 


Score 


.54 




Exons 


731.. 957, 2054.. 2267 








Seq. No. 


21494 


Seq. ID 


OJ990817_16.0223 


. CD 


Gene No. 


44919 


Strand 


+ 




Start 


808 


End 


1186 




Name 


OJ990817 16.0223.C5.ol.gs 


Method 


GENSCAN 




Start 


808 


End 


1186 




GI 


none 


•Score 


.79 




Exons 


808. .891, 984. .1041, 1077. .1186 






Seq. No. 


21495 


Seq. ID 


OJ990817_16.0223 


.C6 


Gene No. 


44920 


Strand 






Start 


13 


End 


344 




Name 


OJ990817 16.0223. C6.ol.gs 


Method 


GENSCAN 




Start 


13 


End 


344 





21856 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none 

13. .116, 275. .344 



Score 



,47 



Seq. ID OJ990817_16.0223.C7 
Strand 

End 531 

Method AAT/GAP 

End 531 

Score .874 



21496 
44921 
84 

OJ990817_16.0223-C7.ol.gp 
84 

25552_1.R1084 
84. .531 

•2104691 4.0e-19 (U92794) alpha glucosidase II, beta subunit 
[Mus musculus] ' 



Seq. No. 21497 

Gene No. 4 4 922 

Start 165 

Name OJ990817_16. 0223 . C9 . ol . gs 

Start 165 

GI none 

Exons 165 . . 338 



Seq. ID OJ990817_16.0223.C9 
Strand 

End 338 

Method GEN SCAN 

End 338 

Score . 66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21498 Seq. ID OJ990817_16 . 0223 . C12 

44923 Strand + 

1 End 886 

OJ990817_16 . 0223 . C12 . ol . np Method AAT/NAP 

1 End 886 

2529677 Score 97 

1..48, 583. .654, 739. .886 

(AC002535) putative kinesin heavy chain [Arabidopsis thaliana] 



21498 Seq. ID OJ990817 

44923 Strand + 

1 End 886 

OJ990817_1 6 . 0223 . C12 . ol . gs Method GENSCAN 

349 End 483 

none Score .84 
349. .483 



16.0223.C12 



Seq. No. 21499 Seq. ID 

Gene No. 4 4 925 Strand 

Start 248 End 

Name OJ990817_16 . 0223 . C18 . ol . gs Method 

Start 248 End 

GI none Score 

Exons 248.. 379 



OJ990817_16.0223.C18 
379 

GENSCAN 

379 

.7 



Seq. No. 21500 

Gene No. 4.4 926 

Start 27 

Name OJ990817_16 . 0223 . C22 . ol . gs 

Start 27 

GI none 

Exons 27.. 235 

Seq. .No. 21501 

Gene No. 44927 

Start 473 



Seq. ID 

Strand 

End. 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ990817_16.0223.C22 
235 

GENSCAN 

235 

.65 



OJ990817 16.0223.C23 



3098 



21857 



Name 


OJ990817 16.0223.C23.ol.gs 


Method 


GENSCAN 




Start 


* 473 


End 


3098 




GI 


none 


Score 


.56 




Exons 


473. .491, 1206. .1378, 2747.. 


3000, 3035 


. .3098 




Seq. No. 


21502 


Seq. ID 


OJ990817_ 


16.0223.C24 


Gene No. 


44928 


Strand 






Start 


105 


End 


598 




Name 


OJ990817 16.0223.C24.ol.gs 


Method 


GENSCAN 




Start 


105 


End 


598 




GI 


none 


Score 


.61 




Exons 


105. .170, 551. .598 








Seq. No. 


21503 


Seq. ID 


OJ990817_ 


16.0223.C26 


Gene No. 


44929 


Strand 






Start 


450 


End 


540 




Name 


OJ990817 16.0223.C26.ol.gs 


Method 


GENSCAN 




Start 


450 


End 


540 




GI 


none 


Score 


.89 




Exons 


450. .540 








Seq. No. 


21504 


Seq. ID 


OJ990817_ 


16.0223.C28 


Gene No. 


44930 


Strand 


+ 




Start 


7729 


End 


11519 




Name 


OJ990817 16.0223.C28.ol.np 


Method 


AAT/NAP 




Start 


7729 


End 


11519 




GI 


6630696 


Score 


6544 




Exons 


7729. .11519 








GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) 


correspond to a 




region of the predicted gene 


. ; Similar 


to retrovirus-related pol 




polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


Seq. No. 


21504 


Seq. ID 


OJ990817_ 


16.0223.C28 


Gene No. 


44930 


Strand 


+ 




Start 


7729 


End 


11519 




Name 


OJ990817 16.0223.C28.o2.gs 


Method 


GENSCAN 




Start 


7729 


End 


11313 




GI 


none 


Score 


.87 




Exons 


7729.. 11313 








Seq. No. 


21504 


Seq. ID 


OJ990817_ 


16.0223.C28 


Gene No. 


44930 


Strand 


+ 




Start 


7729 


End 


11519 




Name 


OJ990817 16.0223.C28.o2.gp 


Method 


AAT/GAP 




Start 


7771 


End 


8661 




GI 


101595 LR1084 


Score 


1447 




Exons 


7771. .8471, 8587. .8661 








GI Descrip. 


■3047066 3.0e-15 (AF058825) 


contains similarity 


to 




retrovirus-related POL polyproteins [Arabidopsis 


thaliana] 1 


Seq. No. 


21504 


Seq. ID 


OJ990817__ 


16.0223.C28 


Gene No. 


44931 


Strand 


+ 




Start 


12228 


End 


13240 




Name 


OJ990817 16.0223.C28.o3.gs 


Method 


GENSCAN 




Start 


12228 


End 


13240 




GI 


none 


Score 


.83 




Exons 


12228. .12300, 12336 .. 12445 , 


12573. .12716, 12813. 


.12882, 



21858 



13128. .13240 



OJ990817_16.0223.C28 
+ 

16697 
AAT/GAP 
16697 
941 



Seq. No. 21504 Seq. ID 

Gene No. 44932 Strand 

Start 16304 End 

Name OJ990817_16 . 0223 . C28 . o3 . gp Method 

Start 16210 End 

GI 16165_1.R1084 Score 

Exons 16210. .16697 

GI Descrip. 1 2118425/pir | | S61830 2.0e-20 subtilisin/chymotrypsin inhibitor - 
maize >gi_475253_emb_CAA55588_ (X78988) proteinase inhibitor 
[Zea mays] >gi_475922_emb_CAA4 9593_ (X69972) proteinase 
inhibitor [Zea mays] >gi_559538_emb_CAA57677_ (X82187) substilin 
/chymotrypsin-like inhibitor [Zea mays] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21504 



44932 
16304 

OJ990817_16.0223.C28.o4.np 
16274 
6900314 
16274. .16507 

(AJ250663) putative proteinase inhibitor [Hordeum vulgare] 



Seq. ID 
Strand 
End 

Method 
End 

Score * 



OJ990817_16.0223.C28 
+ 

16697 
AAT/NAP 
16507 
245 



21504 Seq. ID 

44932 Strand 

16304 End 
OJ990817_16.0223.C28.o4.gs Method 

16304 End 

none Score 
16304. .16510 



OJ990817_16.0223.C28 
+ 

16697 
GENSCAN 
16510 
.89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21504 
44933 
20977 

OJ990817_16.0223.C28.o4.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990817_ 
+ 

23206 
AAT/GAP 
21292 
713 



16.0223.C28 



20874 

16165_2.R1084 
20874. .21292 

'2118425/pir MS61830 2 . Oe-14' subtilisin/chymotrypsin inhibitor - 
maize >gi_4 75253_emb_CAA55588_ (X78988) proteinase inhibitor 
[Zea mays] >gi_4 75922_emb_CAA4 9593_ (X69972) proteinase 
inhibitor [Zea mays] >gi_559538_emb_CAA57677_ (X82187) substilin 





/chymotrypsin-like inhibitor 


[Zea mays] 


t 




Seq. No. 


21504 


Seq. ID 


OJ990817 


_16.0223 


Gene No. 


44933 


Strand 


+ 




Start 


20977 


End 


23206 




Name 


OJ990817 16.0223.C28.o6.gs 


Method 


GENSCAN 




Start 


" 20977 


End 


23206 




GI 


none 


Score 


.8 




Exons 


20977. .21142, 21680 .. 21762 , 


22200. .22934, 23054 


. .23206 


Seq. No. 


21504 


Seq. ID 


OJ990817 


_16.0223 


Gene No. 


44933 


Strand 


+ 




Start 


20977 


End 


23206 




Name 


OJ990817 16.0223.C28.o6.np 


Method 


AAT/NAP 





21859 



Start 20988 End 21214 

GI 2118425 Score 246 

Exons 20988. .21214 

GI Descrip. subtilisin/chymotrypsin inhibitor - maize 

gi|475253|emb|CAA55588| (X78988) proteinase inhibitor [Zea mays] 

gi|475922|emb|CAA49593| (X69972) proteinase inhibitor [Zea mays] 

gi|559538|emb|CAA57677| (X82187) substilin /chymotrypsin-like 
inhibitor [Zea mays] 



Seq. No. 


21504 




Seq. ID 


OJ990817_16.0223.C28 


Gene No. 


44934 




Strand 


+ 


Start 


25609 




End 


25842 


Name 


OJ990817 16.0223.C28.o7 


np 


Method 


AAT/NAP 


Start 


25591 




End 


25839 


GI 


6900314 




Score 


256 


Exons 


25591. .25839 








GI Descrip. 


(AJ250663) putative proteinase inhibitor [Hordeum vulgare] 


Seq. No. 


21504 




Seq. ID 


OJ990817_16.0223.C28 


Gene No. 


44934 




Strand 


+ 


Start 


25609 




End 


25842 


Name 


OJ990817 16. 0223.C28 .o7 


gs 


Method 


GEN SCAN 


Start 


25609 




End 


25842 


GI 


none 




Score 


.99 


Exons 


25609. .25842 








Seq. No. 


21504 




Seq. ID 


OJ990817_16.0223.C28 


Gene No. 


44935 




Strand 




Start 


364 




End 


7393 


Name 


OJ990817 16.0223.C28.ol 


• gp 


Method 


AAT/GAP 


Start 


364 




End 


1109 


GI 


none 




Score 


1356 


Exons 


364. .1109 








Seq. No. 


21504 




Seq. ID 


OJ990817_16.0223.C28 


Gene No. 


44935 




Strand 




Start 


364 




End 


7393 


Name 


OJ990817 16.0223.C28.ol 


.gs 


Method 


GENS CAN 


Start 


683 




End 


7393 


GI 


none 




Score 


.75 


Exons 


683.. 1189, 1318.. 2953, * 


1113. 


.4374, 5211. .5440, 6024. .6255, 




6524. .6606, 6886. .7101, 


7108 


..7292, 7322.. 7393 


Seq. No. 


21504 




Seq. ID 


OJ990817_16.0223.C28 


Gene No. 


44936 




Strand 




Start 


14504 




End 


15809 


Name 


OJ990817 16.0223.C28.o3 


np 


Method 


AAT/NAP 


Start 


14504 




End 


15809 


GI 


6815099 




Score 


69 


Exons 


14504. .14 617, 15760. .15809 






GI Descrip. 


(AP001081) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


21504 




Seq. ID 


OJ990817_16.0223.C28 


Gene No. 


44937 




Strand 




Start 


17506 




End 


19016 


Name 


OJ990817 16.0223.C28.o5 


np 


Method 


AAT/NAP 


Start 


17459 




End 


18206 



21860 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6815052 Score 414 

17459. .17627, 17897 .. 17971, 18053. .18206 
(AP001080) hypothetical protein [Oryza sativa] 



21504 
44937 
17506 

OJ990817_16.0223.C28.o5.gs 

17506 

none 



Seq. ID OJ990817_16.0223.C28 
Strand 

End 19016 

Method GENSCAN 

End 19016 

Score . 6 



17506. .17627, 18053 .. 18236, 1834 4 .. 18512 , 18563 .. 1874 1 , 
18951. .19016 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21504 
44938 
26894 

OJ990817_16 . 0223 . C28 . 08 . tm 

4075 

none 



Seq. ID OJ990817_16.0223.C28 
Strand 

End 31880 

Method TBLASTX: Maize 

End 4268 

Score 85 



4075. .4245, 4116. .4262, 4118. .4267, 4125. .4268 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21504 
44938 
26894 

OJ990817_16.0223.C28.o4.tw 

7623 

none 



Seq. ID OJ990817_16.0223.C28 
Strand 

End '31880 

Method TBLASTX : Wheat 

End 8020 

Score 128 



7623. .7721, 7624. .7758, 7735. .8019, 7809. .8000, 7838. .8020 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21504 
44938 
26894 

OJ990817_16.0223.C28.o4.tm 

7771 

none 



Seq. ID OJ990817_16.0223.C28 
Strand 

End 31880 

Method TBLASTX : Mai ze 

End 8079 

Score 318 



7771. .8079, 7818. .8000, 7883. .8014, 7885. .8076 



Seq. No. 

Gene No. 

Start' 

Name 

Start 

GI 

Exons 



21504 
44938 
26894 

OJ990817_16.0223.C28.ol.tm 

8602 

none 



Seq. ID OJ990817__16.0223.C28 
Strand 

End 31880 

Method TBLASTX : Mai ze 

End 8 94 6 

Score 381 



8602. .8874, 8603. .8875, 8604. .8876, 8604. .8876, 8905. .8946 



Seq. No. 21504 

Gene No. 44938 

Start 26894 

Name OJ990817_16 . 0223 . C28 . o7 . ts 

Start 8920 

GI none 

Exons 8920.. 9069, 9052.. 9300 

Seq. No. 21504 

Gene No. 44938 

Start 26894 

Name OJ990817 16 . 0223 . C28 . 06 . tm 



Seq. ID OJ990817_16.0223.C28 
Strand 

End 31880 

Method TBLASTX : Soybean 

End 9300 

Score 87 



Seq. ID OJ990817_16.0223.C28 
Strand 

End 31880 

Method TBLASTX: Maize 



21861 




Start 9058 End 9522 

GI none Score 313 

Exons 9058.. 9522, 9297.. 9515 



Seq. No. 


21504 


Seq. ID 


OJ990817_16.0223 


.C28 


Gene No. 


44938 


Strand 


- 




Start 


26894 


End 


31880 




Name 


OJ99i)817 16.0223.C28.o5.tw 


Method 


TBLASTX: Wheat 




Start 


9165 


End 


9365 






none 


Score 


0"7 Q 




Exons 


9165.. 9365, 9166.. 9363, 9168 

- 


. .9365 






Seq. No. 


21504 


Seq. ID 


OJ990817_16.0223 


.C28 


Gene No. 


44938 


Strand 


- 




Start 


26894 


End 


31880 




Name 


OJ990817 16.0223.C28.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9310 


End 


9708 




GI 


none 


Score 


207 




Exons 




. . y /uo 






Seq. No. 


21504 


Seq. ID 


OJ990817_16.0223 


.C28 


Gene No. 


44938 


Strand 


- 




Start 


26894 


End 


31880 




Name 


OJ990817 16.0223.C28.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9366 


End 


10113 




GI 


none 


Score 


•290 




Exons 


9366.. 9824, 9366.-9863, 9373 


..10113, ! 


9563.. 9988, 9924.. 


1010 












Seq. No. 


21504 


Seq. ID 


OJ990817_16.0223 


.C28 


Gene No. 


44938 


Strand 


- 




Start 


26894 


End 


31880 




Name 


OJ990817 16.0223.C28.ol.ts 


Method 


TBLASTX : Soybean 




Start 


10033 


End 


10497 




GI 


5509260 


Score 


388 




Exons 


iuuj j . . luh y / , iuizo..iuzoy 








GI Descrip. 










Seq. No. 


21504 


Seq. ID 


OJ990817_16.0223 


.C28 


Gene No. 


44938 


Strand 


- 




Start 


26894 


End 


31880 




Name 


OJ990817 16.0223.C28.o2.tc 


Method 


TBLASTX: Cress 




Start 


10126 


End 


10386 




GI 


none 


Score 


291 




Exons 


10126. .10386, 10128. .10298 








Seq. No. 


21504 


Seq. ID 


OJ990817_16.0223 


.C28 


Gene No. 


44938 


Strand 






Start 


26894 ' 


End 


31880 




Name 


OJ990817 16.0223.C28.o2.tm 


Method 


TBLASTX: Maize 




Start 


10167 


End 


10632 




GI 


none 


Score 


359 




Exons 


10167. .10298, 10168. .10632, 


10303. .10383, 10419. .1052 9 




Seq. No. 


21504 


Seq. ID 


OJ990817_16.0223 


.C28 


Gene No. 


44938 


Strand 






Start 


26894 


End 


31880 





21862 






Name 


OJ990817 16.0223.C28 


. o3 . tw 


Method 


TBLASTX: Wheat 






Start 


10168 




End 


10656 






GI 


none 




Score 


316 






Exons 


10168. .10512, 10185. 


.10349, 


10507. .10656 






Seq. No. 


21504 




Seq. ID 


OJ990817_16.0223 


.C28 




Gene No. 


44938 




Strand 








Start 


26894 




End 


31880 






Name 


OJ990817 16.0223.C28 


.06. ts 


Method 


TBLASTX : Soybean 






Start 


10566 




End 


10893 






GI 


none 




Score 


83 






Exons 


10566. .10613, 10567. 


.10656, 


10657. .10713, 10713. .10886, 








10714. .10893 












Seq. No. 


21504 




Seq. ID 


OJ990817_16.0223 


,C28 




Gene No. 


44938 




Strand 








Start 


26894 




End 


31880 






Name 


OJ990817 16.0223.C28 


. o3. tm 


Method 


TBLASTX: Maize 






Start 


10681 




End 


11053 






GI 


none 




Score 


358 






Exons 


10681. .11052, 10704. 


.11051, 


10721. .11053 






Seq. No.. 


21504 




Seq. ID 


OJ990817_16.0223 


.C28 




Gene No. 


44938 




Strand 






3 


Start 


26894 




End 


31880 




3 


Name 


OJ990817 16.0223.C28 


.o4 . ts 


Method 


TBLASTX : Soybean 




ft 


Start 


10897 




End 


11271 






GI 


none 




Score 


117 






Exons 


10897. .11028, 10903. 


.11028, 


11046. .11177, 11047. .11271 




•4: 


Seq. No. 


21504 




Seq. ID 


OJ990817_16.0223 


.C28 




Gene No. 


44938 




Strand 






: ?, 

y 


Start 


26894 




End 


31880 






Name 


OJ990817 16.0223.C28 


.o2.tw 


Method 


TBLASTX: Wheat 




i 


Start 


10909 




End 


11383 




E 


GI 


none 




Score 


105 




^; 


Exons 


10909. .10983, 10910. 


.10969, 


10914. .10982, 10992. .11297, 




:!= 

3 




10998. .11303, 10999. 


.11301, 


11303. .11383, 11304. .11381 






Seq. No. 


21504 . 




Seq. ID 


OJ990817_16.0223 


.C28 




Gene No. 


44938 




Strand 








Start 


26894 




End 


31880 






Name 


OJ990817 16.0223.C28 


. o5 . ts 


Method 


TBLASTX: Soybean 






Start 


16312 




End 


25842 






GI 


none 




Score 


228 






Exons 


16312. .16380, 16328. 


.16507, 


16391. .16447, 16447 .. 16506, 








21004. .21138, 21036. 


.21137, 


21139. .21213, 21140. .21226, 








25638. .25838, 25639. 


.25842 










Seq. No. 


21504 




Seq. ID 


OJ990817_16.0223 


.C28 




Gene No. 


44938 




Strand 








Start 


26894 




End 


31880 






Name 


OJ990817 16.0223.C28 


. o7 . tm 


Method 


TBLASTX: Maize 






Start 


16312 




End 


25842 






GI 


none 




Score 


243 






Exons 


16312. .16506, 16328. 


.16507, 


21031. .21135, 21033. .21134, 








21142. .21213, 21143. 


.21217, 


25623. .25838, 25627.. 25842 





21863 



• 



Seq. No. 21504 Seq. ID 

Gene No. 44938 Strand . 

Start 26894 End 

Name OJ990817_1 6 . 0223 . C28 . 06 . tw Method 

Start 16315 End 

GI none Score 

Exons 16315. .16509, 16328 16507, 21010, 

21143. .21232, 21145 21231, 25653, 



OJ990817_16.0223.C28 
31880 

TBLASTX: Wheat 

25842 

223 



.21135, 21030. 
.25841, 25654. 



.21134, 
.25842 



Seq. No. 21504 
Gene No. 44938 
Start 26894 

Name OJ990817_1 6 . 0223 . C28 . 08 . gs 

Start 26894 
GI none 
Exons 26894. 

30566. 

31821. 



.26927, 28495, 
.30615, 30744, 
.31871 



.28616, 
.30856, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_16.0223.C28 

31880 
GENSCAN 
31871 
.58 



28644. .28782, 3024 4 .. 30307 , 
30953. .31099, 31596 .. 31682, 



Seq. No. 21504 
Gene No. 44938 
Start 26894 

Name OJ990817_16 . 0223 .C28 . o5 . tm 

Start ' 30175 

GI none 

Exons 30175. .30276, 30196 .. 30297, 

30560. .30628, 30567 .. 30617, 
30743. .30862, 30744 .. 30863, 
30952. .31035, 30954 .. 31040, 
31818. .31871, 31819. .31872, 



Seq. ID OJ990817_16.0223.C28 

Strand " - 

End 31880 

Method TBLASTX : Maize 

End 31877 

Score 68 
30276. .30311, 30280 .. 30339, 
30568. .30627, 30742 .. 30798 , 
30939. .31034, 30947 .. 31039, 
31594. .31683, 31594 .. 31683, 
31821. .31877 



Seq. No. 21504 Seq. ID 

Gene No. 44938 Strand 

Start 26894 End 

Name OJ990817_16 . 0223 . C28 . o3 . ts Method 

Start 30230 End 

GI none - Score 

Exons 30230. .30310, 30238 30339, 30240 

30569. .30628, 30743 .. 30862, 30744 



OJ990817 16.0223.C28 



31880 

TBLASTX: Soybean 
31871 
89 

30311, 30555. .30617, 
30860, 30951. .31034, 



30953. .31039, 31600 .. 31683, 31818.. 31871 



Seq. No. 21504 Seq. ID OJ990817_1 6 . 0223 . C28 

Gene No. 44938 Strand 

Start 26894 End 31880 

Name OJ990817_16 . 0223 .C28 . 06 . gp Method AAT/GAP 

Start 30233 End 30835 

GI LIB3479-007-Q6-K1-B4 Score 386 

Exons 30233. .30307, 30566 .. 30615, 30744.. 30835 

GI Descrip. 1 3063661/gb | AAC14280 . 1 | 5.0e-36 (AF058391) nucleoside 
diphosphate kinase la [Arabidopsis thaliana] ' 



Seq. No. 
Gene No. 
Start 
Name 
Start 



21504 

44938 

26894 

OJ990817 

30240 



16.0223.C28.ol.tc 



Seq. ID 

Strand 

End 

Method 
End 



OJ990817_16.0223.C28 
31880 

TBLASTX: Cress 
31045 



21864 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 7 9 

30240. .30311, 30241. .30318, 30555 .. 30590, 30565 .. 30591, 

30577. .30621, 30584 .. 30637, 30585 .. 30653, 30725 30859, 

30725. .30874, 30738 .. 30896, 30944 .. 3104 5, 30948.. 31034 



21504 
44938 
26894 

OJ990817_16.0223.C28.o8.np 

30243 

3063661 



Seq. ID OJ990817_16.0223.C28 
Strand 

End 31880 

Method AAT/NAP 

End 31880 

Score 520 



30243. .30307, 30566 .. 30615, 30744 .. 30856, 30953 31033, 
31596. .31682, 31821. .31880 

(AF058391) nucleoside diphosphate kinase la [Arabidopsis 
thaliana] 



21504 Seq. ID 

44938 Strand 

26894 End 

OJ990817_16. 0223 . C28 . o7 . tw Method 

30567 End 

none Score 



OJ990817_16.0223.C28 
31880 

TBLASTX: Wheat 

31040 

85 



30567. .30635, 30743 .. 30853, 30744 .. 30860, 30947 31039, 
30948.. 31040 



hi 
I s ! 3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



21504 Seq. ID OJ990817_16 . 0223 . C28 

44938 Strand 

26894 End 31880 

OJ990817_16 . 0223 .C28 . o7 . gp Method AAT/GAP 

30807 End 31039 

702913 Score 213 

30807. .30856, 30953.. 31039 

3063661 /gb | AAC14280 . 1 | 5.0e-36 (AF058391) nucleoside diphosphate 
kinase la [Arabidopsis thaliana] 



21504 
44938 
26894 

OJ990817_16.0223.C28.o8.gp 

31369 

702913 

31369. .31391, 31595 



OJ990817 16.0223.C28 



Seq. ID 
Strand 

End 31880 
Method AAT/GAP 
End 31875 
Score 211 
31682, 31821. .31875 
3063661 /gb | AAC14280 . 1 | 5.0e-36 (AF058391) nucleoside diphosphate 
kinase la [Arabidopsis thaliana] '" 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817 16.0223.C28 



21504 
44938 
26894 

OJ990817_16.0223.C28.o9.gp 
31595 
702913 

31595. .31682, 31821.. 31871 

3063661/gb | AAC14 280 . 1 | 5.0e-36 (AF058391) nucleoside diphosphate 
kinase la [Arabidopsis thaliana] 



31880 
AAT/GAP 
31871 
214 



21505 
44939 



Seq. ID OJ990817_16.0223.C30 
Strand + 



21865 



Start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



236 End 
OJ990817_16.0223.C30.ol.gs Method 
236 End 
none Score 
236. .439, 1908. .1949, 2492. .2794 



2952 
GENSCAN 
2794 
.45 



21505 
44939 
236 

OJ990817_16.0223.C30.ol.np 
67 4 

5835402 



Seq. ID OJ990817_16.0223.C30 

Strand + 

End 2952 

Method AAT/NAP 

End 2952 

Score 58 



674.. 840, 2578.. 2626, 2909.. 2952 

NADH dehydrogenase subunit 1 gi | 3122438 | sp | 003850 | NU1M_CERSI 
NADH-UBIQUINONE OXIDOREDUCTASE CHAIN 1 gi | 2052152 | emb | CAA69006 I 
(Y07726) NADH-ubiquinone oxidoreductase subunit I [Ceratotherium 
simum] 



Seq. ID OJ990817_16.0223.C30 
Strand 

End 531 

Method AAT/GAP 

End 531 

Score 282 



21505 
44940 
219 

OJ990817_16.0223.C30.ol.gp 
219 

702913 
219. .275, 414. .531 

3063661/gb|AAC14280.1| 5.0e-36 (AF058391) nucleoside diphosphate 
kinase la [Arabidopsis thaliana] 



21506 
44941 
150 

OJ990817_16.0223.C31.ol.gs 

150 

none 



Seq. ID OJ990817_16.0223.C31 

Strand + 

End 7928 

Method GENSCAN 

End 7928 

Score .96 



150. .733, 1588. .3190, 3276. .3396, 3495. .3592, 3785. .3850, 
4718. .4807, 5468. .5644, 7803. .7928 



21506 

4 4 941 . 
150 

OJ990817_16.0223.C31.ol.np 
150 

4586253 



Seq. ID OJ990817_16.0223.C31 

Strand + 

End 7928 

Method AAT/NAP 

End 64 80 

Score 1430 



150.. 741, 1588.. 1854, 1930. .2911, 2975.. 3056, 3096.. 3212, 
3269. .3420, 3513. .3636, 3782. .3850, 4718. .4807, 5468. .5644, 
6445. .6480 

(AL049640) auxilin-like protein [Arabidopsis thaliana] 



21506 
44941 
150 

OJ990817_16.0223.C31.ol.gp 

618 

none 

618.. 733, 1588.. 1777 



Seq. ID OJ990817_16.0223.C31 

Strand + 

End 7 928 

Method AAT/GAP 

End 1777 

Score 561 



Seq. No. 



21506 



Seq. ID OJ990817_16.0223.C31 



21866 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



44941 
150 

OJ9.90817_16 . 0223 . C31 . o2 . gp 
3020 

16295_1.R1084 

3020.. 3190, 3276.. 3396, 3495 
5468. .5644, 6445. .6978 
M586253/emb|CAB40994.1| 4.0e-66 
[Arabidopsis thaliana] 1 



Strand 
End 

Method 
End 
Score 
.3592, 



+ 

7928 
AAT/GAP 
6978 
2348 
3785. .3850, 



4718. .4807, 
(AL049640) auxilin-like protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21506 
44942 
9942 

OJ990817_16.0223.C31.o3.tm 

1720 

none 



Seq. ID OJ990817_16.0223.C31 
Strand 
End 

Method 
End 
Score 

1720. .2010, 1721. .2011, 1721. .2020, 2049. .2099, 2051. .2104 



+ 

10022 

TBLASTX: Maize 

2104 

255 



Seq. No. 21506 
Gene No. 44942 
Start 9942 

Name OJ990817_16 . 0223 . C31 . ol . tm 

Start; 2107 
GI none 
Exons 2107.. 2223, 2108 

2202.. 2234, 2228 

2356.. 2460, 2356 

2536.. 2634, 2643 



Seq. ID OJ990817_16.0223.C31 
Strand + 
End 10022 
Method TBLASTX : Maize 
End 2969 
Score 143 
2197, 2173. .2229, 2192. .2233, 2200. .2229, 
2344, 2235.. 2363, 2235.. 2360, 2288.. 2371, 
2475, 2364. .2591, 2372. .2557, 2454. .2561, 
2690, 2691.. 2831, 2798.. 2932, 2931.. 2969 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21506 
44942 
9942 
OJ9908 
2972 
none 
2972. . 
3252. . 
3320. . 
3785. . 
5467. . 
6444. . 
6833. . 



17 16.0223.C31.o2. tm 



3007, 3012.. 3032, 3098. 

3311, 3268.. 3330, 3276. 

3394, 3330.. 3401, 3504. 

3850, 3785.. 3850, 4708. 

5646, 5468.-5644, 5535. 

6491, 6511.. 6633, 6707. 

6868, 6836.. 6871 



Seq. ID OJ990817_16.0223.C31 

Strand + 

End 10022 

Method TBLASTX: Maize 

End 6871 

Score 143 

.3187, 3115. .3192, 3130. .3198, 
.3311, 3297. .3395, 3298. .3399, 
.3596, 3534. .3593, 3784. .3849, 
.4809, 4718. .4810, 5457. .5495, 
.5645, 5554. .5646, 6442. .6489, 
.6730, 6741. .6770, 6748. .6783, 



Seq. No. 21506 

Gene No. 44942 

Start 9942 

Name OJ990817_16 . 0223 . C31 . ol . tc 

Start 3784 

GI none 

Exons 3784..3843, 3785.. 3847, 4729. 
5468. .5644 



Seq. ID OJ990817_16.0223.C31 

Strand ■+ 

End 10022 

Method TBLASTX : Cress 

End 564 6 

Score 95 

.4809, 4730. .4810, 5467. .5646, 



Seq. No. * 21506 
Gene No. 4 4 942 

Start 9942 

Name OJ990817_16 . 0223 . C31 . ol . ts 

Start 4727 



Seq. ID OJ990817_16.0223.C31 

Strand , + 

End 10022 

Method TBLASTX : Soybean 

End 5646 



21867 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



none Score 103 

4727. .4810, 4729. .4797, 5456. .5644, 5459. .5554, 5461. .5646 



21506 
44942 
9942 

OJ990817_16.0223.C31.o3.gp 
9942 

38012_1.R1084 
9942. .10022 

, 4097947/gb|U72255|OSU72255 2.0e-23 Oryza sativa 
beta-1, 3-glucanase precursor (Gns9) gene, complete cds * 



Seq. ID OJ990817_16.0223.C31 

Strand + 

End 10022 

Method AAT/GAP 

End 10022 

Score 102 



Seq. No. 


21507 


Seq. ID 


OJ990817 


Gene No. 


44943 


Strand 


+ 


Start 


1 


End 


5743 


Name 


OJ990817 16.0223.C32.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


5740 


GI 


5281022 


Score 


2336 


Exons 


1..1977, 2696. .3187, 3262.. 


3353, 3692.. 


3779, 38 




4140. .4269, 4390. .4564, 5111. .5740 




GI Descrip. 


(Z97339) hypothetical protein [Arabidopsis thai 


Seq. No. 


21507 


Seq. ID 


OJ990817 


Gene No. 


44943 


Strand 


+ 


Start 


1 


End 


5743 


Name 


OJ990817 16.0223.C32.ol.gs 


Method 


GEN SCAN 


Start 


247 


End 


5743 


GI 


none 


Score 


.74 


Exons 


247. .1977, 2696. .2855, 3233 


..3353, 3692. .3729, 




5111. .5743 






Seq. No. 


21507 


Seq. ID 


OJ990817 


Gene No. 


44944 


Strand 


+ 


Start 


5781 


End 


5909 


Name 


OJ990817 16.0223.C32.ol.gp 


Method 


AAT/GAP 


Start 


5781 


End 


5909 


GI 


none 


Score 


194 . 


Exons 


5781. .5909 






Seq. No. 


21507 


Seq. ID 


OJ990817 


Gene No. 


44945 


Strand 


+ 


Start 


7113 


End 


9319 


Name 


OJ990817 16.0223.C32.o2.np 


Method 


AAT/NAP 


Start 


7113 


End 


9319 


GI 


5042443 


Score 


274 


Exons 


7113. .7781, 9293. .9319 






GI Descrip. 


(AC007789) hypothetical protein [Oryza 


sativa] 


Seq. No. 


21507 


Seq. ID 


OJ990817 


Gene No. 


44946 


Strand 


+ 


Start 


15312 


End 


18438 


Name 


OJ990817 16.0223.C32.o3.gs 


Method 


GENSCAN 


Start 


15312 


End 


18438 


GI 


none 


Score 


.46 


Exons 


15312. .16464, 16499 .. 17964, 


18025. .18438 



21868 



Seq. No. 


21507 






Seq. ID 


OJ990817 


Gene No. 


44946 






Strand 


+ 




15312 






End 


18438 


Name 


OJ990817 16.0223 


.C32.o3 


.np 


Method 


AAT/NAP 


Start 


15312 






End 


18435 


GI 


5902445 






Score 


3108 


Exons 


15312. .17154, 17194. .18435 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


21507 






Seq. ID 


OJ990817 


Gene No. 


44947 






Strand 




Start 


* 18991 






End 


19787 


Name 


A7QQAQ1 1 1 C HOOT 


. K^oZ . Ol 


. lC 


Method 


TBLASTX: 


Start 


3262 






End 


3965 


GI 


none 






Score 


102 


Exons 


3262 . . 3351, 3692 


. . 3784 , 


3693 


..3779, 3851.. 3961, 


Seq. No. 


21507 






Seq. ID 


OJ990817 


Gene No. 


44947 






Strand 




Start 


18991 






End 


19787 


Name 


OJ990.ol / lo.Uz^J 


POO _ i 

. CoZ . Ol 


. ts 


Method 


TBLASTX: 


Start 


4441 






End 


5461 


GI 


none 






Score 


168 


Exons 


A A A A VI II "1 C A A A '"i 

4441 . . 4515/ 4442 


. . 4564 , 


A A A O 

4443 


. .4571, 4444. .4572, 




C 1 A O C O 1 O C O O "7 

5108 . .ozlo, oZZ 1 


coco 


OZZo 


. .5461 




Seq. No. 


21507 






Seq. ID 


OJ990817 


Gene No . 


44947 






Strand 




Start 


18991 






End 


19787 


Name 


OJ990817 16.0223 


.C32.o3 


. tm 


Method 


TBLASTX: 


Start 


5204 






End 


5461 


GI 


none 






Score 


356 


Exons 


5204.. 5461, 5227 


. .5352, 


5352 


. .5393 




Seq. No. 


21507 






Seq. ID 


OJ990817 


Gene No. 


44947 






Strand 




C 4- -4 V~ 4- 

otart 


18991 






End 


19787 


Name 


OJ990817 16.0223 


.C32.o7 


.tw 


Method 


TBLASTX : 


Start 


13587 






End 


13979 


GI 


none 






Score • 


58 


Exons 


13587. .13631, 13632 .. 13745, 


13643. .13693, 13704 




13751. .13978 










Seq. No. 


21507 






Seq. ID 


OJ990817 


Gene No. 


44947 






Strand 




Start 


18991 






End 


19787 


Name 


OJ990817 16.0223 


.C32.o5 


. tm 


Method 


TBLASTX: 


Start 


13626 






End 


13865 


GI 


none 






Score 


195 


Exons 


13626. .13865 










Seq. No. 


21507 






Seq. ID 


OJ990817 


Gene No. 


44947 






Strand 




Start 


18991 






End 


19787- 


Name 


OJ990817 16.0223 


.C32.o5 


.tw 


Method 


TBLASTX: 


Start 


14610 






End 


15065 " 


GI 


none 






Score 


149 



21869 




Exons 14610. .14792, 14618 14791, 14829 .. 15065, 14831 .. 14 947 , 

14835. .15008 



Seq. No. 


21507 




Seq. ID 


OJ990817_16.0223 


.C32 


Gene No. 


44947 




Strand 


- 




Start 


18991 




End 


19787 




Name 


OJ990817 16.0223.C32 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


15257 




End 


15713 




GI 


none 




Score 


563 




Exons 




1 S71 ^ 








Seq. No. 


21507 




Seq. ID 


OJ990817_16.0223 


.C32 


Gene No. 


44947 




Strand 


- 




Start 


18991 




End 


19787 




Name 


OJ990817 16.0223.C32 


.o3.ts 


Method 


TBLASTX : Soybean 




Start 


15297 




End 


15662 




GI 


none 




Score 


111 




Exons 












Seq. No. 


21507 




Seq. ID 


OJ990817_16.0223 


.C32 


Gene No. 


44947 




Strand 






Start 


18991 




End 


19787' 




Name 


OJ990817 16.0223.C32 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


15387 




End 


15743 




GI 


none 




Score 


419 




Exons 


1 jjO / . .10 / 4 J; 1 0*4 4 1 . 


. 1 0 DO ? , 


15449. .15730 




Seq. No. 


21507 




Seq. ID 


OJ990817_16.0223 


.C32 


Gene No. 


44947 




Strand 






Start 


18991 




End 


19787 




Name 


OJ990817 16.0223.C32 


,o4 . tm 


Method 


TBLASTX: Maize 




Start 


15771 




End 


16154 




GI 


none 




Score 


315 




Exons 


10 / / I. .10104, 1j / uo. 




15805. .15987, 15938. .16153 




Seq. No. 


21507 




Seq. ID 


OJ990817_16.0223 


.C32 


Gene No. 


44947 




Strand 






Start 


18991 




End 


19787 




Name 


OJ990817 16.0223.C32 


.o2.tw 


Method 


TBLASTX: Wheat 




Start 


15828 




End 


16252 




GI 


none 




Score 


450 




Exons 


10O^O..10ZOU, lJOZO . 


1 69 1 7 


15938. .16252 




Seq. No. 


21507 




Seq. ID 


OJ990817_16.0223 


.C32 


Gene No. 


44947 




Strand 






Start 


18991 




End 


19787 




Name 


OJ990817 16.0223.C32 


,o2.ts ' 


Method 


TBLASTX: Soybean 




Start 


15882 




End 


16307 




GI 


none 




Score 


311 




Exons 


15882. .16307, 15941. 


.16066 








Seq. No. 


21507 




Seq. ID 


OJ990817_16.0223 


.C32 


Gene No. 


44947 




Strand 






Start 


18991 




End 


19787 




Name 


OJ990817 16.0223.C32 


. 06 . tw 


Method 


TBLASTX: Wheat 




Start 


16401 




End 


16809 




GI 


none 




Score 


211 





21870 




Exons 


16401. 


.16628, 16402. 


.16626, 


16636. .16809, 16729.. 16809 




Seq. No. 


21507 






Seq. ID 


OJ990817_16.0223 


.C32 


bene wo . 


44947 






Cf- r a nr J 






Start 


18991 








1 Q7R7 
X J 1 0 / 




Name 


OJ990817 16.0223.C32 


. o4 . ts 




TRT Zi^TY • Qrwbica^n 
1 oiirto x a . ouyucaii 




Start 


16525 












GI 


none 






Score 


0 «J 




Exons 


16525. 


.16650, 16660. 


.16908 








Seq. No. 


21507 






Seq. ID 


OJ990817_16.0223 


.C32 


Gene No. 


44947 












Start 


18991 






lit 1 in 


1 Q7P7 




Name 


OJ990817 16.0223.C32 


.08. tw 




1 lj Xitt.0 1A ■ V» 1 1 c. d u 




Start 


16840 








1 7 1 fi 
1 / 1UQ 




GI 


none 








17 7 
x f t 




Exons 


16840. 


.17106 










Seq. No. 


21507 






Seq. ID 


OJ990817_16.0223 


.C32 


Gene No . 


44947 






oiranu 






Start 


18991 








1 Q7B7 




Name 


OJ990817 16.0223.C32 


.o2. tm 


Heunou 


TRT BCTY • Ma -i 

J. D .UH.O 1 A . l v la 1 Z e 




Start 


17305 








X / D 1 D 




GI 


none 






Score 






Exons 


17305. 


.17616, 17328. 


.17615 








Seq. No. 


21507 






Seq. ID 


OJ990817JL6.0223 


.C32 


Gene No . 


44947 






otianu 






Start 


18.991 






Hi I Id 


1 Q7P7 




Name 


OJ990817 16.0223.C32 


. o4 . tw 


netnoa 


TRT ZXQTY • TXIhoa+- 
1 DLtr\0 1 A . vHJlcat 




Start 


17311 








1 7 fiQd 




GI 


none 






Score 


JO / 




Exons 


17311. 


.17694, 17319. 


.17693 








Seq. No. 


21507 






Seq. ID 


OJ990817_16.0223 


.C32 


Gene No. 


44947 






Strand 








18991 






End 


19787 




Name 


OJ990817 16.0223.C32 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


17816. 






End • 


18426 




GI 


none 






Score 


338 




Exons 


17816. 


.17872, 17818. 


.18270, 


17967. .18074, 18295 .. 18426, 






18300. 


.18425 










Seq. No. 


21507 






Seq. ID- 


OJ990817_16.0223 


.C32 


Gene No . 


44947 






Strand 






Start 


18991 






End 


19787 




Name 


OJ990817 16.0223.C32 


. 06. tm 


■Method 


TBLASTX : Maize 




Start 


18124 






End 


18390 




GI 


none 






Score 


148 




Exons 


18124. 


.18306, 18307. 


.18390 








Seq. No. 


. 21507 






Seq. ID 


OJ990817_16.0223 


.C32 


Gene No. 


44947 






Strand 






Start 


18991 






End 


19787 




Name 


OJ990817 16.0223.C32 


. o4 . gs 


Method 


GEN SCAN 




Start 


18991 






End 


19787 




GI 


none 






Score 


.51 





21871 



Exons 



18991. .19106, 19691.. 19787 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21508 Seq. ID 

44948 Strand 

8392 End 

OJ990817_1 6.0223. C33 . ol . gp Method 

8392 End 

2312838 Score 
8392. .8449 

1420932/gb|U61383|ORU61383 7.0e-21 Oryza rufipogon 

4-coumarate-CoA ligase gene, intron 1, partial sequence 



OJ990817_16.0223.C33 
+ 

8449 
AAT/GAP 
8449 
61 



21508 Seq. ID 

44949 Strand 
11711 End 
OJ990817_16.0223.C33.o2.gp Method 
11573 End 
LIB3475-006-P1-K1-G7 Score 
11573. .11820, 11921.. 11989 . 

, 3063661/gb|AAC14280.1| 5.0e-36 (AF058391) nucleoside 
diphosphate kinase la [Arabidopsis thaliana] 1 



OJ990817_16.0223.C33 
+ 

14040 
AAT/GAP 
11989 
517 



21508 
44949 

11711 

OJ990817_16.0223.C33.o3.gs 
11711 
none 

11711. .11820, 11921. .12038, 12327 .. 12385, 12511 
13099. .13259, 13426 .. 13623, 13699 .. 13861 , 13946 



Seq. ID OJ990817_16.0223.C33 
Strand + 

14040 
GEN SCAN 
14040 
.91 



End 

Method 

End 

Score 



12998, 
,14040 



21508 
44949 
11711 

OJ990817_16 . 0223 . C33 . o4 . np 
12539 
4539298 



Seq. ID OJ990817_16. 0223.C33 
Strand + 

14040 
AAT/NAP 
13628 
362 



End 

Method 
End 
Score 

12539. .12998, 13099 .. 13262, 13426.. 13628 

(AL049480) putative calmodulin-binding protein [Arabidopsis 
thaliana] 



Seq. No. 


21508 










Seq. ID 


OJ990817 


Gene No. 


44950 










Strand 


+ 


Start ■ 


14702 










End 


15271 


Name 


OJ990817 16. 


0223. 


C33.o3 


• gp 


Method 


AAT/GAP 


Start 


14702 










End 


15271 


GI 


none 










Score 


1022 


Exons 


14702. 


.15271 










Seq. No. 


21508 










Seq. ID 


OJ990817 


Gene No. 


44951 










Strand 




Start 


1711 










End ' 


9840 


Name 


OJ990817 16. 


0223. 


C33.o2 


. gs 


Method 


GENSCAN 


Start 


1711 










End 


9840 


GI 


none 










Score 


.75 


Exons 


1711. . 


1870, 


2034. 


.2487, 


2586. 


.2728, 2E 


550. .3145, 




3298. . 


3483, 


3772. 


.3906, 


4019. 


.4143, 4223. .4972, 



.3287, 
.5548, 



21872 



5612. .5733, 6070. .6117, 6630. .6762, 9770. .9840 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21508 Seq. ID OJ990817_16 . 0223 .C33 

44951 Strand 

1711 End 9840 

OJ990817_16 . 0223 . C33 . ol . np Method AAT/NAP 

2849 End 4985 

6721561 Score 878 

2849. .3572, 3643. .3701, 3772. .3951, 4917. .4985 

(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


21508 


Seq. ID 


OJ990817_16 


0223. C33 


Gene No. 


44951 


Strand 


- 




Start 


1711 


End 


9840 




Name 


OJ990817 16.0223.C33.o2.np 


Method 


AAT/NAP 




Start 


2968 


End 


4943 




GI 


6721558 


Score 


244 




Exons 


2968. .3182, 4019. .4143, 4844. .4943 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi|6815083|dbj |BAA90369.1| 


(AP001081) 


hypothetical 


protein 




[Oryza sativa] 








Seq. No. 


21508 


Seq. ID 


OJ990817JL6 


0223. C33 


Gene No. 


44951 


Strand 






Start 


1711 


End 


9840 




Name 


OJ990817 16.0223.C33.o3.np 


Method 


AAT/NAP 




o tar u 


5774 


End 


5891 




GI 


6721512 


Score 


69 




Exons 


5774. .5891 








GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 




Seq. No. 


21508 


Seq. ID 


OJ990817_16 


0223. C33 


Gene No. 


44952 


Strand 






Start 


14774 


End 


17086 




Name 


OJ990817 16.0223.C33.o4.gs 


Method 


GENSCAN 




Start 


14774 


End 


16916 




GI 


none 


Score 


.86 




Exons 


14774. .14970, 15620 15768 , 


15878. .16290, 16758. .16916 


Seq. No. 


21508 


Seq. ID 


OJ990817._16 


0223. C33 


Gene No. 


44952 


Strand 






Start 


14774 


End 


17086 




Name 


OJ990817 16.0223.C33.o5.np 


Method 


AAT/NAP 




Start 


15879 


End 


17086 




GI 


2529677 


Score 


74 




Exons 


15879. .16371, 16814 .. 16916, 


17018. .17086 




GI Descrip. 


(AC002535) putative kinesin 


heavy chain [Arabidopsis thaliana] 


Seq. No. 


21509 


Seq. ID 


OJ990817JL6 


0223. C34 


Gene No. 


44953 


Strand 






Start 


1 


End 


937 




Name 


OJ990817 16.0223.C34.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


913 





21873 / 




GI 3421378 Score 686 

Exons 1..176, 259. .419, 542. .718, 807. .913 

GI Descrip. (AF080249) kinesin-like heavy chain [Arabidopsis thaliana] 



Seq. No. 


21509 






Seq. ID 


OJ990817_16.0223.C34 


Gene No. 


44953 






Strand 


- 


Start 


1 






End 


937 


Name 


OJ990817 


16.0223.C34.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


2 






End 


914 


GI 


none 






Score 


108 


Exons 


O 1 TO "3 


..179, 4. .180, 


236. . 








261. .419, 


346.. 420, 542. 


.727, 


654. .728, 


807. .914, 808. .897 


Seq. No. 


21509 






Seq. ID 


OJ990817_16.0223.C34 


Gene No. 


44953 






Strand 


- 


Start 


1 






End 


937 


Name 


OJ990817 


16.0223.C34.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


2 






End 


419 


GI 


none 






Score 


134 


Exons 


Z . . 1 /O , D 


..175, 245. .409, 246 


A 1 C O A n 

..41b, Zh / 


' A 1 H O A H A 1 A OCT /II 1 

..41/, Z4/..414, ZD1..41 


Seq. No. 


21509 






Seq. ID 


OJ990817_16.0223.C34 


Gene No. 


44953 






Strand 


- 


Start 


1 






End 


937 


Name 


OJ990817 


16. 0223. £34 .ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2 






End 


916 


GI 


none 






Score 


65 


Exons 


O 1 O A O 

Z . . Iz4 , Z 


..178, 3. .179, 


247. . 




JyZ , OOo . . bo4 , OD/../UU, 




563. .694, 


807.. 911, 808. 


.891, 


815. .916 




Seq. No. 


21509 






Seq. ID 


OJ990817_16.0223.C34 


Gene No. 


44953 






Strand 


- 


Start 


1 






End 


937 


Name 


OJ990817 


16.0223.C34.ol. 


gs 


Method 


GENSCAN 


Start 


259 






End 


896 


GI 


none 






Score 


.88 


Exons 


259. .395, 


578. .718, 807. 


.896 






Seq. No. 


21509 






Seq. ID 


OJ990817_16.0223.C34 


Gene No. 


44953 






Strand 




Start 


1 






End 


937 


Name 


OJ990817 


16.0223.C34.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


542 






End 


937 


GI 


none 






Score 


73 


Exons 


542. .727, 


550.. 633, 563. 


.718, 


807. .911, 


808. .897, 818. .925, 



821. .937 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



21510 Seq. ID 

44954 Strand 

1 End 
OJ990817_16.0223.C35.ol.np Method 

1 End 

2529677 Score 

1..22, 113. .346, 780. .923, 1020. .1186, 



OJ990817_16.0223.C35 

2201 
AAT/NAP 
1997 
356 

1882. .1997 



(AC002535) putative kinesin heavy chain [Arabidopsis thaliana] 
21510 Seq. ID OJ990817_1 6 . 0223 . C35 



21874 






Gene No. 


44954 




Strand 






Start 


1 




End 


2201 




Name 


OJ990817 16.0223.C35.ol. 


gs 


Method 


GENSCAN 




Start 


89 




End 


2201 




GI 


none 




Score 


.77 




Exons 


89. .346, 780. .923, 1020. 


.1186 


, 1882.. 2201 




Seq. No. 


21510 




Seq. ID 


ujyyuoi / id.uzzj.ljd 




Gene No. 


44954 




Strand 






Start 


1 




End 


2201 




Name 


OJ990817 16.0223.C35.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


239 




End 


t i on 

nyu 




GI 


none 




Score 


c c 
D3 




Exons 


239. .346, 240. .350, 769. 


.888, 


780. .887 


, 1U1/..119U, IU0Z..II0 




Seq. No. 


21510 




Seq. ID 


ujyyuoi/ io. uzzj.ljo 




Gene No. 


44954 




Strand 






Start 


1 




End 


2201 




Name 


OJ990817 16.0223.C35.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


783 




End 


iiy 1 




GI 


none 




Score 






Exons 


783. .923, 784. .924, 1017 


..1178, 1017.. 


1190, lOlo . . 1191 




Seq. No. 


21510 




Seq. ID 


OJ990817 1d.UzzJ.C-3o 




Gene No. 


44954 




Strand 






Start 


1 




End 


2201 


: s 


Name 


OJ990817 16.0223.C35.ol. 


ts 


Method 


TBLASTX : Soybean 


i y 


Start 


789 




End 


i 1 en 

iiy 1 


!::? 


GI 


none 




Score 


O A 

84 




Exons 


789.. 926, 790.. 924, 1012 


..1191, 1017.. 


1190 




Seq. No. 


21511 




Seq. ID 


ujyyuoi/ lD.uzzj.LJD 


! LP 


Gene No. 


44955 




Strand 


+ 


ic 


Start 


411 




End 


597 




Name 


OJ990817 16.0223.C36.ol. 


gs 


Method 


GENSCAN 


^ -3 


Start 


411 




End 


oy / 




GI 


none 




Score 


Q A 

. y4 


... 

h-J 


Exons 


411. .597 










Seq. No. 


21512 




Seq. ID 


OJ99Q817 16.0zzo.Co/ 




Gene No. 


44956 




Strand 






Start 


2024 




End 


2203 




Name 


OJ990817 16.0223.C37.ol. 


gs 


Method 


GENSCAN 




Start 


2024 




End 


2203 




GI 


none 




Score 


.74 




Exons 


2024. .2203 










Seq. No. 


21513 




Seq. ID 


OJ990817_16.0223.C38 




Gene No. 


44957 




Strand 






Start 


1786 




End 


1954 




Name 


OJ990817 16.0223.C38.ol. 


gp 


Method 


AAT/GAP 




Start 


1153 




End 


1615 




GI 


LIB3432-059-P1-K1-D8 - 




Score 


730 




Exons 


1153. .1615 










GI Descrip. 


, 5734616/dbj IAP000391.il AP000391 0.0e+00 Oryza sativa genomic 



DNA, chromosome 6, clone : P0538C01 1 



21875 



Seq. No. 21513 Seq. ID 

Gene No. 44957 Strand 

Start 1786 End 

Name OJ990817_1 6 . 0223 . C38 . ol . gs Method 

Start 1786 End 

GI none Score 

Exons 1786.. 1954 



OJ990817_16.0223.C38 

1954 
GENSCAN 
1954 
.63 



Seq. No. 


21514 


Seq. ID 


OJ990817 


_16. 


0223 


.C41 


Gene No. 


44958 


Strand 










Start 


51 


End 










Name 


OJ990817 16.0223.C41.ol.gs 


Method 


GENSCAN 








Start 


51 


End 


209 








GI 


none 


Score 


.56 








Exons 


51. .209 












Seq. No. 


21515 


Seq. ID 


OJ990817 


_16. 


0223 


.C45 


Gene No. 


44959 


Strand 










Start 


1 


End 


595 








Name 


OJ990817 16.0223.C45.ol;*rip 


Method 


AAT/NAP 








Start 


1 


End 


595 








GI ' 


6907086 


Score 


779 








Exons 


1. .595 












GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


21515 


Seq. ID 


OJ990817_ 


_i6. 


0223 


.C45 


Gene No. 


44959 


Strand 










Start 


1 


End 


595 








Name 


OJ990817 16.0223.C45.ol.gs 


Method 


GENSCAN 








Start 


86 


End 


285 








GI 


none 


Score 


.68 









Exons 86.. 285 



Seq. No. 21516 Seq. ID 

Gene No. 44960 Strand 

Start 1 End 

Name . OJ990817_16 . 0223 . C47 . ol .np Method 

Start 1 End 

GI 6652882 Score 

Exons 1. .538, 705. .748 

GI Descrip. (AF123392) 26S proteasome AAA- AT Pa se 
thaliana] 



OJ990817_16.0223.C47 
748 

AAT/NAP 
748 
• 171 

subunit RPT3 [Arabidopsis 



Seq. No. 21516 Seq. ID 

Gene No. 44 960 ' Strand 

Start 1 End 

Name OJ990817_16 . 0223 . C47 . ol . gs Method 

Start 96 End 

GI none Score 

Exons 96.. 162, 251.. 424 

Seq. No. 21517 Seq. ID 

Gene No. 44961 Strand 

Start 1 End 

Name OJ990817_16 . 0223 . C50 . ol . np Method 

Start 1 End 

GI 6721512 Score 



OJ990817_16.0223.C47 
748 

GENSCAN 

424 

.67 



OJ990817_16.0223.C50 
+ 

1251 
AAT/NAP 
1251 
54 



21876 




Exons 


1..81, 940. .1109, 1223. .1251 










GI Descrip. 


(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


21518 


Seq. ID 


OJ990817_16. 


0223 


.C52 


Gene No. 


44962 


Strand 


+ 






b tare 


1 


End 








Name 


OJ990817 16.0223.C52.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


412 






GI 


4416302 


Score 


296 






Exons 


1. .412 










GI Descrip. 


(AF105716) copia-type pol polyprotein 


[Zea mays] 






Seq. No. 


21518 


Seq. ID 


OJ990817_16. 


0223 


.C52 


Gene No . 


44962 


Strand 


+ 






Start 


1 


End 


412 






Name 


OJ990817 16. 0223 . C52 . ol . ts 


Method 


TBLASTX : Soybean 




Start 


1 


End 


361 






GI 


none 


Score 


165 






Exons 


1..201, 2. .211, 230. .361 










Seq. No. 


21518 


Seq. ID 


OJ990817_16. 


0223 


.C52 


Gene No. 


44962 


Strand 


+ 






Start 


1 


End 


412 






Name 


OJ990817_16. 0223.C52 ,ol. tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


361 






GI 


none 


Score 


251 






Exons 


1..96, 2. .214, 133. .213, 209. 


.361 








Seq. No. 


21518 


Seq. ID 


OJ990817_16. 


0223 


.C52 


Gene No. 


44962 


Strand 


+ 






Start 


1 


End 


412 






Name 


OJ990817 16.0223.C52.ol.gs 


Method 


GENSCAN 






Start 


23 


End 


386 






GI 


none 


Score 


.61 






Exons 


23. .386 










Seq. No. 


21519 


Seq. ID 


OJ990817_16. 


0223 


.C57 


Gene No. 


44963 


Strand 








brart: 


1 


End 


703 






Name 


OJ990817 16.0223.C57.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


703 






GI 


6539588 


Score 


163 






Exons 


1..44, 529. .703 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


21520 


Seq. ID 


OJ990817JL6. 


0223 


.C60 


Gene No. 


44964 


Strand 








otart 


1 


End 


1671 






Name 


OJ990817 16.0223.C60.ol.np 


Method 


AAT/NAP 






Start 


■1 


End 


1671 






GI 


6539588 


Score 


318 






Exons 


1..40, 1342. .1671 










GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


21521 


Seq. ID 


OJ990817_16. 


0223 


.C62 


Gene No. 


44965 


Strand 








Start 


101 


End 


536 







21877 




Name 


OJ990817 16.0223.C62.ol.gs 


Method 


GENSCAN 


Start 


101 


End 


536 


GI 


none 


Score 


.5 


Exons 


101. .271, 482. .536 






.Seq. No. 


21522 


Seq. ID 


OJ990817_16.0223.C63 


Gene No. 


44966 


Strand 


+ 


Start 


1 


End 


846 


Name 


OJ990817 16.0223.C63.ol.gp 


Method 


AAT/GAP 


Start 


1 


End 


615 


GI 


53307 1.R1084 


Score 


482 


Exons 


1..100, 341. .469, 552. .615 






GI Descrip. 


•3786011 5.0e-24 (AC005499) putative elongation factor 




[Arabidopsis thaliana] 1 






Seq. No. 


21522 


Seq. ID 


OJ990817_16.0223.C63 


Gene No. 


44966 


Strand 


+ 


Start 


1 


End 


846 


Name 


OJ990817 16.0223.C63.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


846 


GI 


3786011 


Score 


304 


Exons 


1. .100, 346. .469, 552. .668, 762. .846 




GI Descrip. 


(AC005499) putative RNA-binding protein [Arabidopsis thaliar 


Seq. No. 


91 ^99 


oeq. -LU 




Gene No. 


fi q y do 


our ana 


X 




i 
± 




O H D 


Name 


OJ990817 16.0223.C63.ol.tm 


Method 


TBLASTX: Maize 


Start 


1 


End 


670 


GI 


none 


Score 


60 


Exons 


1. .84, 1. .93, 2. .97, 53. .103, 


364. .447, 


376.-465, 377. .469, 




380. .469, 506. .670, 552. .659, 


556. .660 




Seq. No. 


21522 


Seq. ID 


OJ990817_16.0223.C63 


fllprif 1 Mo 


44966 


Strand 


+ 


Start 


1 


End 


846 


Name 


OJ990817 16.0223.C63.ol.gs 


Method 


GENSCAN 


Start 


29 


End 


668 


GI 


none 


Score 


.85 


Exons 


29. .100, 341. .469, 552. .668 






Seq. No. 


21522 


Seq. ID 


OJ990817_16.0223.C63 




44966 


Strand 


+ 


Start 


1 


End 


846 


Name 


OJ990817 16.0223.C63.ol.ts 


Method 


TBLASTX : Soybean 


Start 


370 


End 


676 


GI 


none 


Score 


119 


Exons 


370. .468, 371. .469, 380. .469, 


494. .676, 


552. .668 


Seq. No. 


21523 


Seq. ID 


OJ990817_16.0223.C65 


Gene No. 


44967 


Strand 


+ 


Start 


211 


End 


627 


Name 


OJ990817 16.0223.C65.ol.gs 


Method 


GENSCAN 


Start 


211 


End 


627 


GI ■ 


none 


Score 


.49 


Exons 


211.. 383, 551.. 627 







21878 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq.. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21524 
44968 
1 

OJ990817_16.0223.C70.ol.np 
1 

6907088 
1..106, 282. .419 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990817_16.0223.C70 
Strand 

End 419 

Method AAT/NAP 

End 419 

Score 359 



21525 
44969 
1 

OJ990817_16.0223.C71.ol.np 
1 

6002794 
1. .356 

(AF149813) unknown [Oryza sativa] 



Seq. ID OJ990817_16.0223.C71 

Strand + 

End 1252 

Method AAT/NAP 

End 356 

Score 577 



21525 
44969 
1 

OJ990817_16.0223.C71.o2.np 
1 

4680179 
1..25, 684. .832, 1071. .1252 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990817_16.0223.C71 

Strand + 

End 1252 

Method AAT/NAP 

End 1252 

Score 176 



21525 
44969 
1 

OJ990817_16.0223.C71.ol.tw 

1078 

none 

1078. .1251 



Seq. ID OJ990817_16.0223.C71 

Strand + 

End 1252 

Method TBLASTX : Wheat 

End 1251 

Score 177 



Seq. No. 21526 

Gene No. 44970 

Start 244 

Name OJ990817_09 . 0204 . CI . ol . tm 

Start 238 

GI none 
Exons 



Seq. ID OJ990817_09.0204.C1 

Strand + 

End 1721 

Method TBLASTX : Maize 

End 983 

Score 80 



238. .420, 242. .421, 251. .418, 255. .425, 256. .420, 851. .982, 
851. .982, 852. .983 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



21526 
44970 
244 

OJ990817_09.0204.Cl.ol.tc 

242 

none 



Seq. ID OJ990817_09. 0204 .CI 

Strand + 

End 1721 

Method TBLASTX : Cress 

End 989 

Score 247 



242. .421, 244. .420, 276. .422, 489. .518, 851. .973, 852. .974, 
852. .989 



Seq. No. 21526 

Gene No. 44970 

Start 244 

Name OJ990817_09 . 0204 . CI . ol .np 



Seq. ID OJ990817_09.0204.C1 

Strand + 

End 1721 

Method AAT/NAP 



21879 



Start 


244 


End 


1721 


GI 


2462911 


Score 


377 


Exons 


244. .422, 853. .989, 1674. .1721 




GI Descrip. 


(Z83832) UDP-glucose: sterol 


glucosyltransf erase [Avena sativa] 


Seq. No. 


21526 


Seq. ID 


OJ990817 09. 0204. CI 


Gene No. 


44970 


Strand 


+ 


Start 


244 


End 


1721 


Name 


OJ990817 09.0204.Cl.ol.gs 


Method 


GENSCAN 


Start 


245 


End 


1334 


GI 


none 


Score 


.96 


Exons 


245. .422, 853. .983, 1320. .1334 




Seq. No. 


21526 


Seq. ID 


OJ990817_09 . 0204 . CI 


Gene No. 


44970 


Strand 


+ 


Start 


244 


End 


1721 


Name 


OJ990817 09 . 0204 . CI . ol . ts 


Method 


TBLASTX : Soybean 


Start. 


245 


End 


983 


GI 


none 


Score 


258 


Exons 


245. .421, 247. .420, 851. .982 


, 851. .982, 


852. .983, 852. .983 


Seq. No. 


21527 


Seq. ID 


OJ990817_09.0204 .C2 


Gene No. 


44971 


Strand 


+ 


Start 


1 


End 


3180 


Name 


OJ990817 09.0204.C2.ol.np 


Method 


AAT/NAP 


Start 


1 " 


End 


3180 


GI 


2462911 


Score 


543 


Exons 


1..20, 787. .898, 994. .1070, 


1693. .1740, 


1843. .1992, 2995. .3180 


GI Descrip. 


( Z83832 ) UDP-glucose : sterol 


glucosyltransferase [Avena sativa] 


Seq. No. 


21527 


Seq. ID 


OJ990817_09.0204.C2 


Gene No. 


44972 


Strand 


+ 


Start 


4716 


End 


8891 


Name 


OJ990817 09.0204 .C2.o2.np 


Method 


AAT/NAP 


Start 


4716 


End 


8891 


GI 


6063554 


Score 


367 


Exons 


4716. .4780, 7123. .7322, 7438 


..7755, 8071. .8100, 8719. .8891 


GI Descrip. 


(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 




correspond to a region of the predicted gene.; hypothetical 




protein [Oryza sativa] 






Seq. No. 


21527 


Seq. ID 


OJ990817_09.0204.C2 


Gene No. 


44973 


Strand 




Start 


7671 


End 


12742 


Name 


OJ990817 09.0204.C2.ol.ts 


•Method 


TBLASTX: Soybean 


Start 


795 


End 


3120 


GI 


none 


Score 


50 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



795. .896, 795. .899, 796. .897, 995. .1072, 997. .1071, 999. .1073, 
1693. .1719, 1707. .1739, 1842. .1994, 1843. .1995, 1845. .1994,' 
1864. .1995, 2992. .3120, 2994. .3083 . . 



21527 Seq. ID 

44973 Strand 

7671 End 

OJ990817_09 . 0204 . C2 . o2 . tm Method 

795 End 

none Score 



OJ990817__09.0204.C2 
12742 

TBLASTX: Maize 

1733 

145 



21880 




Exons 


795. .893, 796. .894, 797. .895, 995. .1072, 999. .1073, 1689. .1733 


Seq. No. 


21527 


Seq. ID 


OJ990817_09.0204.C2 


Gene No. 


A A Q*7 0. 

4 h y / J 


Strand 




Start 


10 1 1 


End 


12742 


Name 


ojyyuoi/ uy . u^u4 . cz . oi . tc 


Method 


TBLASTX: Cress 


Start 


1 C Q C 

lbob 


End 


1995 


GI 


none 


Score 


74 


Exons 


i CQC 1 1 AO 1 Q/O 1 Q*3 *7~ 1 Q A O 

ibob..i/4z, lo^z . . iyj / / j.o4z 


..1994, 1843. .1995 


Seq. No. 


21527 


Seq. ID 


ujyyuoi/ uy.u<cU4.cz 


Gene No. 


A A QT O 

4 4 y / j 


Strand 




Start 


/b /l 


End 


12742 


Name 


OJ99001/ U9 . UzU4 . . ol . tm 


Method 


TBLASTX: Maize 


Start 


lo ol) 


End 


1994 


GI 


none 


Score 


255 


Exons 


io3U..iyy4, ioJ/.-iyy^ 






Seq. No. 


21527 


Seq. ID 


OJ990817_09.0204.C2 


Gene No. 


44973 


Strand 




Start 


7671 


End 


12742 


Name 


OJ990817 09.0204.C2.o3.np 


Method 


AAT/NAP 


Start 


7671 


End 


12742 


GI 


3063699 


Score 


182 


Exons 


7671;. 7716, 11538 .. 11950, 11990 .. 12060, 


12139. .12267, 




12601. .12742 






GI Descrip. 


(AL022537) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21527 


Seq. ID 


OJ990817_09.0204.C2 


Gene No. 


44973 


Strand 




Start 


7671 


End 


12742 


Name 


OJ990817 09.0204.C2.ol.gp 


Method 


AAT/GAP 


Start 


9268 


End 


9536 


GI 


61605 3.R1084 


Score 


417 


Exons 


9268. .9536 






GI Descrip. 


, 1402920/emb|CAA66965 | 2.0e^ 


20 (X98321) 


peroxidase [Arabidopsis 




thaliana] 1 






Seq. No. 


21528 


Seq. ID 


OJ990817_09.0204.C3 


Gene No. 


44974 


Strand 


+ 


Start 


124 


End 


3537 


Name 


OJ990817 09.0204 .C3.ol.gs 


Method 


GENSCAN 


Start 


124 


End 


3537 


GI 


none 


Score 


.59 


Exons 


124.. 249, 3528.. 3537 






Seq. No. 


21529 


Seq. ID 


OJ990817_09.0204.C4 


Gene No . 


44975 


Strand 


+ 


Start 


356 


End 


1877 


Name 


OJ990817 09.0204.C4.ol.gs 


Method 


GENSCAN 


Start 


356 


End 


1877 


GI 


none 


Score 


.6 


Exons 


356. .497, 1056.'. 1202, 1266.. 


1551, 1817. 


.1877 


Seq. No. 


21530 


Seq. ID 


OJ990817_09.0204 . C5 


Gene No. 


44976 


Strand 


+ 


Start 


522 


End 


4098 



21881 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



OJ990817_09.0204.C5.ol.gs 
522 



none 



Method 

End 

Score 



GENSCAN 

4098 

.66 



522. .566, 3022. .3238, 3448. .3549, 3780. .3899, 4007. .4098 



21530 
44977 
10042 

OJ990817_09.0204 .C5.o3.gs 

10042 

none 



Seq. ID OJ990817_09.0204.C5 

Strand + 

End 13057 

Method GENSCAN 

End 12907 

' Score . 65 



10042. .10506, 10575. .10598, 11418 11549, 11554 .. 11677, 
11683. .11900, 12533.. 12907 



Seq. ID OJ990817_09.0204.C5 
Strand + 
End 13057 
Method AAT/NAP 
End 13057 
Score 4 47. 
10333. .10462, 11372 .. 11958 , 12968 .. 13057 

(AL133248) 40S ribosomal protein S2 homolog [Arabidopsis 
thaliana] 



21530 
44977 
10042 

OJ990817_09 . 0204 .C5.ol.np 

10333 

6706420 



21530 
44978 
13719 

OJ990817_09.0204.C5.o4.gs 

13719 

none 

13719. .14417 

21530 
44979 . 
14 674' 

OJ990817_09.0204.C5.o2.gp 

14674 

none 

14674. .15132 



Seq. ID OJ990817_09.0204.C5 

Strand + 

End 14417 

Method GENSCAN 

End 14417 

Score .75 



Seq. ID OJ990817__09.0204.C5 

Strand + 

End 15132 

Method AAT/GAP 

End . 15132 . 

Score 8 69 



Seq. ID OJ990817_09.0204.C5 
Strand 

8688 
AAT/GAP 
8438 
2428 



21530 
44980 
7422 

OJ990817_09 . 0204 .C5.ol.gp 
7205 

15409_1.R1084 
7205.. 8438 

, 2827536/emb| CAA16544.il 8.0e-25 (AL021633) hypothetical protein 
[Arabidopsis thaliana] 1 



End 

Method 
■ End 
Score 



21530 
44980 
7422 

OJ990817_09.0204.C5.o2.gs 

7422 

none 

7422. ,7668, 7800. .8428 



Seq. ID OJ990817_09.0204.C5 
Strand 

End 8 688 

Method GENSCAN 

End 8428 

Score .59 



21882 



Seq. No. 


21530 




Seq. ID 


OJ990817_09.0204 


.C5 


Gene No. 


44980 




Strand 






Start 


7422 




End 


8688 




Name 


OJ990817 09. 0204. C5 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


7689 




End 


8146 




GI 


none 




Score 


334 




Exons 


7689.. 7712, 7704.. 7790, 7779 


..8135, 7781. .8146, 7784. .8146 


Seq. No. 


21530 




Seq. ID 


OJ990817_09.0204 


.C5 


Gene No. 


44980 




Strand 






Start 


7422 




End 


8688 




Name 


OJ990817 09. 0204. C5 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


7841 




End 


8572 




GI 


none 




Score 


152 




Exons 


7841.. 8191, 7890.. 8213, 8429 


. .8572 






Seq. No. 


21530 




Seq. ID 


OJ990817_09.0204 


.C5 


Gene No. 


44980 




Strand 






Start 


7422 




End 


8688 




Name 


OJ990817 09. 0204. C5 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


7874 




End 


8635 




GI 


none 




Score 


169 




Exons 


7874. .8221, 7875. .8 


189, 8351 


..8635, 8427. .8588 




Seq. No. 


21530 




Seq. ID 


OJ990817_09.0204 


,C5 


Gene No. 


44980 




Strand 






Start 


7422 




End 


8688 




Name 


OJ990817 09. 0204. C5 


. o3.tm 


Method 


TBLASTX: Maize 




Start 


8494 




End 


8688 




GI 


none 




Score 


302 




Exons 


8494. .8688, 8496. .8681 








Seq. No. 


21530 




Seq. ID 


OJ990817_09.0204 


.C5 


Gene No. 


44981 




Strand 






Start 


11334 




End 


11907 




Name 


OJ990817 09. 0204. C5 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


11334 




End 


11907 




GI 


none 




Score 


49 




Exons 


11334. .11408, 11369 


. .11401, 


11371. .11400, 11411. .114 97, 






11413. .11628, 11413 


. .11628, 


11427. .11639, 11540. .11632, 






11584. .11661, 11669 


. .11707, 


11681. . 11821, 11686. .11901, 






11711. .11899, 11712 


. .11906, 


11713. .11907 




Seq. No. 


21530 




Seq. ID 


OJ990817_09.0204 


.C5 


Gene No. 


44981 




Strand 






Start 


11334 




End 


11907 




Name 


OJ990817 09. 0204. C5 


. ol . ts 


Method 


TBLASTX: Soybean 




Start 


11360 




End 


11907 




GI 


none 




Score 


52 




Exons 


11360. .11401, 11371 


. .11433, 


11416. .11514, 11416. .114 99, 






11499. .11639, 11500 


. .11628, 


11629. .11661, 11669. .11713, 






11675. . 11770, 11711 


. .11899, 


11712. .11906, 11815. .11907 




Seq. No. 


21530 




Seq. ID 


OJ990817_09.0204 


.C5 


Gene No. 


44981 




Strand 






Start 


11334 




End 


11907 





21883 



Name 


OJ990817 09.0204.C5.ol.tc 


Method 


TBLASTX: Cress 




Start 


11369 


End 


11906 






GI 


none 


Score 


43 






Exons 


11369. .11401, 11413. .11514, 


11431. .11490, 11500. 


.11628, 






11505. .11639, 11629. .11661, 


11669. .11713, 11711. 


.11899, 






11712. .11906 










Seq. No. 


21530 


Seq. ID 


OJ990817_ 


09.0204 


C5 


Gene No. 


44981 


Strand 








Start 


11334 


End 


11907 






Name 


OJ990817 09.0204.C5.ol.tw 


Method 


TBLASTX : Wheat 




Start 


11580 


End 


11882 






GI 


none 


Score 


60 






Exons 


11580. .11639, 11581. .11628, 


11594. .11632, 11629. 


.11661, 






11669. .11707, 11681. .11821, 


11714. .11881, 11715. 


.11882 




Seq. No. 


21531 


Seq. ID 


OJ990817 


09.0204 


C6 


Gene No. 


44982 


Strand 


+ 






Start 


1 


End 


11664 






Name 


OJ990817 09.0204.C6.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


8404 






GI 


5852180 


Score 


399 






Exons 


1..304, 1490. .1548, 2526. .2662, 2714.. 


3101, 8375 


. .8404 




GI Descrip". 


(AL117265) zhbOOOlO.l [Oryza 


sa'tiva] 








Seq. No'. 


21531 


Seq. ID 


OJ990817_ 


09.0204 


C6 


Gene No. 


44982 


Strand 


+ 






Start 


1 


End 


11664 






Name 


OJ990817 09.0204.C6.ol.gs 


Method 


GEN SCAN 






Start 


581 


End 


712 






GI 


none 


Score 


.65 






Exons 


581. .712 










Seq. No. 


21531 


Seq. ID 


OJ990817_ 


09.0204 


C6 


Gene No. 


44982 


Strand 


+ 






Start 


1 


End 


11664 






Name 


OJ990817 09.0204.C6.o2.np 


Method 


AAT/NAP 






Start 


2043 


End 


4377 






GI . , 


4514637 


Score 


115 






Exons 


2043.. 2077, 3783.. 3982, 4268 


. .4377 








GI Descrip. 


(AB021176) root cap protein 


2 [Zea mays] 






Seq. No. 


21531 


Seq. ID 


OJ990817_ 


09.0204 


C6 


Gene No. 


44982 


Strand 


+ 






Start 


* 1 


End 


11664 - 






Name 


OJ990817 09.0204. C6.o2.gs 


Method 


GENSCAN 






Start 


2590 


End 


9955 






GI 


none 


Score 


.48 






Exons 


2590.. 3011, 3783;. 4009, 4178 


..4390, 5449. .5552, 


8327. .8690, 




8790.. 9142, 9277.. 9493, 9519 


. .9955 








Seq. No. 


21531 


Seq. ID 


OJ990817_ 


09.0204 


C6 


Gene No. 


44982 


Strand 


+ 






Start 


1 


End 


11664 






Name 


OJ990817 09.0204.C6.o3.np 


Method 


AAT/NAP 






Start 


8327 


End 


11643 






GI 


4680203 


Score 


3124 







21884 



Exons 


8327. .10013, 


10167. .10390, 10666.. 11643 






GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum bicolor] 






Seq. No. 






oeq. id 




_09.0204 


.C6 


Gene No . 


4 4 3oZ 




Strand 


+ 






Start 


1 




hno 


1 1 dd4 






Name 


ojyyuo l / uy . 


UzU4 .Cb.Oo.gs 


Method 








Start 


lUolo 




hno 


i 1 a a a 
1 1 004 






GI 


none 




Score 


. y / 






Exons . 


10816. .11664 












Seq. No. 


21531 




Seq. ID 


OJ990817 


_09.0204 


.C6 


Gene No. 


44983 




Strand 


+ 






Start 


13036 




End 


14619 






Name 


OJ990817 09. 


0204 ,C6.o4 .gs 


Method 


GENSCAN 






Start 


13036 




End 


14619 






GI 


none 




Score 


.94 






Exons 


13036. .13511, 13599. .13772, 


13862. .13972, 14074 


. .14146, 






14242. .14340, 14440. .14619 










Seq. No. 


21531 




Seq. ID 


OJ990817 


_09.0204 


.C6 


Gene No. 


44984 




Strand 








Start 


1397 




End 


1778 






Name 


OJ990817 09. 


0204 .C6.ol.gp 


Method 


AAT/GAP 






Start 


1397 




End . 


1778 






GI 


uC-osflcyp033a04bl 


Score 


643 






Exons 


1397. .1778 












GI Descrip. 


, 6016845/dbj | AP000570 . 1 | AP000570 3.0e- 


-59 Oryza 


sativa genomic 




DNA, chromosome 1, clone : P0711E10 1 








Seq. No. 


21531 




Seq. ID 


OJ990817 


_09.0204 


.C6 


bene No. 


44985 




Strand 








Start 


6522 




End 


6938 






Name 


OJ990817 09. 


0204.C6.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


6522 




End 


6938 






GI 


none 




Score 


199 






Exons 


6522. .6719, 


6523.. 6876, 6885 


. .6938 








Seq. No. 


21531 




Seq. ID 


OJ990817 


_09.0204 


.C6 


Gene No. 


44986 




Strand 








Start 


8636 




End 


9037 






Name 


OJ990817 09. 


0204 .C6.o4 . tw 


Method 


TBLASTX: Wheat 




Start 


8636 




End 


9037 






GI 


none 




Score 


86 






Exons 


. 8636. .8788, 


8655. .8774, 8771 


..9022, 8' 


779. .9012, 


8780. .9037, 




8782. .9024, 


8790. .9032 










Seq. No. 


21531 




Seq. ID 


OJ990817 


_09.0204 


.C6 


Gene No. 


44987 




Strand 








Start 


8953 




End 


9829 






Name 


OJ990817 09. 


0204 .C6.ol. ts 


Method 


TBLASTX: 


Soybean 




Start 


8953 




End 


9381 






GI 


none 




Score 


103 






Exons 


8953. .9012, 


8954. .9028, 9086 


..9259, 9118.. 9252, 


9265. .9381, 




9265. .9363 












Seq. No. 


21531 




Seq. ID 


OJ990817 


_09.0204 


.C6 



21885 



Gene No. 


44987 








Start 


8953 








Name 


OJ990817 09. 


0204 


.C6.o2. 


tw 


Start 


9253 - 








GI 


none 








Exons 


9253. .9306, 


9258 


. .9302, 


9303 




9417. .9455, 


9511 


. .9549, 


9513 


Seq. No. 


21531 








Gene No. 


44987 








Start 


8953 








Name 


OJ990817 09. 


0204 


.C6.ol. 


tm 


Start 


9295 








GI 


none 








Exons 


9295. .9549, 


9307 


. .9549, 


9563 


Seq. No. 


21531 








Gene No. 


44987 








Start 


8953 








Name 


OJ990817 09. 


0204 


.C6.o2. 


ts 


Start 


9587 








GI 


none 








Exons 


9587. .9829 








Seq. No. 


21531 








Gene No. 


44988 








Start 


9863 








Name 


OJ990817 09. 


0204 


.C6.o3. 


tw 


Start 


98 63 








GI 


none 








Exons 


9863. .9925, 


9865 


. .9912, 


9911 



.Strand 

End 9829 
Method TBLASTX : Wheat 
End 9723 
Score 66 

.9404, 9304.. 9408, 9412.. 9510, 
.9551, 9562.. 9723, 9563.. 9718 



Seq. ID OJ990817_09.0204.C6 
Strand 

9829 

TBLASTX : Maize 
9757 
232 



End 

Method 
End 
Score 
.9757 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_09.0204.C6 
9829 

TBLASTX : Soybean 

9829 

199 



Seq. ID OJ990817_09.0204.C6 
Strand 

End 10267 

Method TBLASTX : Wheat 

End 10267 

Score 84 



10187. .10267 



Seq. No. 21531 
Gene No. 44 989 

Start 10268 

Name OJ990817_09. 0204 ,C6.ol . tw 

Start 10268 
GI none 
Exons 10268 , 

10369, 

11165. 

11236. 

11343. 

11501. 



.10372, 10272, 

.10689, 10371. 

.11230, 11184. 

.11295, 11274. 

.11423, 11427. 

.11572, 11523. 



.10373, 
.10718, 
.11225, 
.11414, 
.11480, 
.11588 



Seq. ID OJ990817_09.0204.C6 
Strand 

End 11589 

Method TBLASTX : Wheat 

End 11589 

Score 51 
10273. .10392, 10274 .. 10393, 
10371. .11174, 10738. .11190, 
11185. .11229, 11232. .11330, 
11275. .11403, 11305. .11421, 
11428. .11508, 11497. .11589, 



Seq. No. 


21531 


Seq. ID 


OJ990817_09.0204 


.C6 


Gene No. 


44989 


Strand 






Start 


10268 


End 


11589 




Name 


OJ990817 09.0204.C6.o2.tm 


Method 


TBLASTX: Maize 




Start 


' 10316 


End 


10629 




GI 


none 


Score 


79 




Exons 


10316. .10384, 10381. .10629, 


10401. .10601 




Seq. No. 


21531 


Seq. ID 


OJ990817J39.0204 


.C6 


Gene No. 


44989 


Strand 






Start 


10268 


End 


11589 





21886 



Name 

Start 

GI 

Exons 



OJ9908 17_09 . 0204 . C6 . ol . tc Method TBLASTX : Cress 

10560 End 11008 

none Score 165 

10560. .10973, 10564. .10689, 10598 .. 10702, 10738 .. 10986, 

10760. .11008, 10858.. 11007 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21532 Seq. ID 

44990 Strand 

6457 End 

OJ9908 17_09 . 0204 . C7 . o2 . gs Method 

6457 End 

none Score 

6457.. 6579, 6640.. 6798 



OJ990817_09.0204.C7 
+ 

6798 
GENSCAN 
6798 
.77 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21532 Seq. ID 

44991 Strand 

1 End 

OJ990817_09.0204 .C7.ol.tm Method 

1 End 

none Score 



OJ990817_09.0204.C7 
5525 

TBLASTX: Maize 

511 

120 



1..375, 1..387, 1..387, 1..390, 1. 



248. 
254. 
257. 
260. 
305. 
404. 



.388, 248. .397, 248. .385, 254. 

.397, 254. .382, 254. .388, 257. 

.394, 257. .394, 257. .391, 257. 

.379, 266. .385, 266. .325, 269. 

.385, 305. .412, 359. .394, 404. 



.330, 61.. 

.367, 254. 

.379, 257. 

.379, 260. 

.388, 299. 

.421, 404. 



.427, 445. .480, 455. .484, 455. .511, 456, 



402, 163.. 387, 

.388, 254. .367, 

.385, 257. .385, 

.376, 260. .400, 

.373, 302. .397, 

.427, 404. .427, 
.506 



Seq. No. 21532 Seq. ID OJ990817_09 . 0204 . C7 

Gene No. 44991 Strand 

Start 1 End 5525 

Name OJ990817_09 . 0204 . C7 . ol . np Method AAT/NAP 

Start 1 End 5525 

GI 119714 Score 160 

Exons 1..406, 5353.. 5525 

GI Descrip. EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 | pir | IS06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 19867 | emb | CAA32090 | (X13885) extensin (AA 
1-620) [Nicotiana tabacum] 



Seq. No. 21532 Seq. ID 

Gene No. 44991 Strand 

Start 1 End 

Name OJ990817_09 . 0204 . C7 . ol . gp Method 

Start 1 End 

GI 5667462 Score 

Exons 1..208 



OJ990817_09.0204.C7 

5525 
AAT/GAP 
208 
399 



Seq. No. 21532 Seq. ID 

Gene No. 44991 Strand 

Start 1 End 

Name OJ990817JD9 . 0204 . C7 . o2 . gp Method 

Start 173 End - 

GI 5667461 Score 

Exons 173.. 538 



OJ990817_09.0204.C7 

5525 
AAT/GAP 
538 
707 



Seq. No. 



21532 



Seq. ID OJ990817_09.0204.C7 



21887 



Gene No. 
Start 
Name 
Start " 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



44992 
7780 

OJ990817_09.0204.C7.o2.tm 

7780 

none 

7780. .7884, 7781. .7885, 7886. 
7912. .8076 

21533 
44993 
117 

OJ990817_09.0204.C8.ol.gs 

117 

none 

117. .230 

21533 
44994 
1313 

OJ990817_09.0204.C8.ol.gp 

•1313 

5667461 

1313.. 1678 

21533 
44994 
1313 

OJ990817_09.0204.C8.ol.tm 

1331 

none 

1331.. 1426, 1348.. 1425, 1424. 
1424. .1447, 1449. .1739, 1451. 
1458.. 1733, 1463.. 1486, 1463. 
1464. .1730, 1464. .1718, 1470. 
1476. .1733, 1478. .1504, 1479. 
1524.. 1739, 1536.. 1739 



Strand 
End 

Method 

End 

Score 



8076 

TBLASTX : Maize 

8076 

96 



,7969, 7888. .7968, 7911. .8072, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_09.0204.C8 
+ 

230 

GENSCAN 

230 

.72 



OJ990817_09.0204.C8 
+ 

1739 
AAT/GAP 
1678 
639 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1447, 1424 
.1486, 1455 
.1492, 1464 
.1739, 1475 
.1718, 1482 



OJ990817_09.0204.C8 
+ 

1739 

TBLASTX: Maize 
1739 



104 



.1447, 1424. .1447, 

.1697, 1457.. 1492, 

.1721, 1464. .1688, 

,1504, 1476.. 1733, 

,1739, 1521.. 1721, 



Seq. No. 21534 Seq. ID 

Gene No. 4 4 995 Strand 

Start 2401 End 

Name OJ990817_0? . 0204 . C9 . o2 . gs Method 

Start 2401 End 

GI none Score 

Exons 2401.. 2649 



OJ990817_09.0204.C9 

2649 
GENSCAN 
2649 
.69 



Seq. No. 21534 Seq. ID 

Gene No. 44996 Strand 

Start 3544 End 

Name OJ990817_09 . 0204 . C9 . ol .np Method 

Start 3544 End 

GI 6063554 Score 

Exons 3544..3717-, 4763.. 4811, 4896.. 5095, 
GI Descrip. 



OJ990817_09.0204.C9 

7836 
AAT/NAP 
5686 
,225 
5411. .5686 



(AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) 
correspond to a region of the predicted gene.; 
protein [Oryza sativa] 



C98611 (E0464) 
hypothetical 



Seq. No. 



21534 



Seq. ID OJ990817_09.0204 .C9 



21888 




Gene No. 


44996 


Strand 


- 






Start 


3544 


End 


7836 






Name 


OJ990817 09.0204 .C9.o2.np 


Method 


AAT/NAP 






Start 


4271 


End 


5174 






GI 


5852178 


Score 


402 






Exons 


4271.. 4373, 4737.. 4834, 4866 


. .5174 








GI Descrip. 


(AL117265) zhb0008.1 [Oryza 


sativa] 








Seq. No. 


21534 


Seq. ID 


OJ990817 


_09.0204 


.C9 


Gene No. 


44996 


Strand 








Start 


3544 


End 


7836 






Name 


OJ990817 09.0204 .C9.o3.gs 


Method 


GENSCAN 






Start 


4707 ~~ 


End 


6159 






GI 


none 


Score 


.55 






Exons 


4707. .4777, 4798. .4834, 4866 


..5118, 5123. .5189, 


5961. .6159 


Seq. No. 


21534 


Seq. ID 


OJ990817 


_09. 0204 


.C9 


Gene No. 


44996 


Strand 








Start 


3544 


End 


7836 






Name, 


OJ990817 09.0204 .C9.o3.np 


Method 


AAT/NAP 






Start 


4959 


End 


7836- 






GI 


4514635 


Score 


244 






Exons 


4959. .5042, 5914. .6177, 7785 


. .7836 








GI Descrip. 


(AB021175) root cap protein 


1 [Zea mays] 






Seer. No. 


21534 


Seq. ID 


OJ990817 


_09.0204 


. C9 


Gene No. 


44997 


Strand 








Start 


7907 


End 


12229 






Name 


OJ990817 09.0204 .C9.o4.np 


Method 


AAT/NAP 






Start 


7907 


End 


12229 






GI 


6815052 


Score 


1986 






Exons 


7907.. 8026, 8305.. 8378, 8460 


..9197, 9246. .9381, 


10159. . 


10251, 




11130. .11229, 11524. .11641, 


11920. .11994, 12076 


. . 12229 




GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


21534 


Seq. ID 


OJ990817 


_09.0204 


.C9 


Gene No. 


44997 


Strand 








Start 


7907 


End 


12229 






Name 


OJ990817 09.0204 .C9.ol.tw 


Method 


TBLASTX: 


Wheat 




Start 


9433 


End 


9927 






GI 


none 


Score 


74 






Exons 


9433.. 9927, 9509.. 9691, 9637 


. .9903 








Seq. No. 


21535 


Seq. ID 


OJ990817 


_09.0204 


.C10 


Gene No. 


44998 


Strand 


+ 






Start 


3244 


End 


4689 






Name 


OJ990817 09.0204 .C10. o2.gs 


Method 


GENSCAN 






Start 


3244 


End 


4689 






GI 


none 


Score 


.55 






Exons 


3244. .4689 










Seq. No. 


'21535 


Seq. ID 


OJ990817 


_09.0204 


.C10 


Gene No. 


44999 


Strand 


+ 






Start 


9883 


End 


10679 






Name 


OJ990817 09.0204 .C10. o2.np 


Method 


AAT/NAP 






Start 


9883 


End 


10679 






GI 


3241854 


Score 


580 







21889 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI- 

Exons 



9883.. 10679 

(AB006009) thaumatin-like protein precursor [Pyrus pyrifolia] 



21535 
45000 
12475 
OJ990817 
12475 
none 
12475 
17168 
21008 



09.0204.C10.o4.gs 



.12551, 12789. .12981, 
.17295, 17638. .17855, 
.21250, 22485.. 22607 



Seq. ID 
Strand 
End 

Method 

End 

Score 
14996. .15191, 
18164. .18283, 



OJ990817_09. 0204 .C10 
+ 



22866 
GENSCAN 
22607 
.57 

16815. 
19205. 



,16945, 
,19371, 



Seq. No.' 


21535 


Seq. ID 


OJ990817_09. 0204 .C10 


Gene No. 


45000 


Strand 


+ 


Start 


12475 


End 


22866 


Name 


OJ990817 09.0204.C10.o3.gp 


Method 


AAT/GAP 


Start 


17948 


End 


21126 


GI 


568775 


Score 


680 


Exons 


17948. .18109, 19286. .19371, 


21008. .21126 


Seq. No. 


21535 


Seq. ID 


OJ990817_09. 0204. C10 


Gene No. 


45000 


Strand 


+ 


Start 


12475 


End 


22866 


Name 


OJ990817 09.0204.C10.o3.np 


Method 


AAT/NAP 


Start 


21008 


End 


22866 


GI 


2462911 


Score 


158 


Exons 


21008. .21250, 22826.. 22866 






GI Descrip. 


(Z83832) UDP-glucose: sterol 


glucosyltransf erase . [Avena sativa 


Seq. No. 


21535 


Seq. ID 


OJ990817_09. 0204. C10 


Gene No. 


45001 


• Strand 




Start 


1632 


End 


4308 


Name 


OJ990817 09.0204.C10.ol.np 


Method 


AAT/NAP 


Start 


1632 


End 


4308 


GI 


3522946 


Score 


938 


Exons 


1632.. 2433, 2523.. 2922, 4285 


. .4308 




GI Descrip. 


(AC004411) putative cytochrome P450 [Arabidopsis thaliana] 


Seq. No. 


21535 


Seq. ID 


OJ990817_09. 0204. C10 


Gene No. 


45002 


Strand 




Start 


4432 


End 


4734 


Name 


OJ990817 09.0204.C10.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1635 


End 


2866 


GI 


none 


Score 


70 


Exons 


1635.. 1808, 1638.. 2255, 1660 


..1809, 1840. .2070, 2149. .2253, 




2265. .2318, 2349. .2432, 2519 


. .2866 





Seq. No. 21535 

Gene No. 45002 

Start 4432 

Name OJ990817_09 . 0204 . C10 . ol . tm 

Start 1638 ' 

GI none 
Exons 



Seq. ID OJ990817_09. 0204. C10 



Strand 
End 

Method 

End 

Score 



4734 

TBLASTX : Maize 

2680 

259 



1638. .2165, 1645. .2166, 2178. .2261, 2179. .2262, 2286. .2324, 
2293.-2355, 2340.. 2432, 2519.. 2680, 2520.. 2624 



21890 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21535 
45002 
4432 

OJ990817_09. 

1659 

none 

1659. .2054, 

21535 
45002 
4432 

OJ990817_09. 

1999 

none 

1999. .2094, 
2149. .2262, 



0204. C10. ol.tc 



1663. .2028 



0204. C10. o2.tw 



2001.. 2099, 2103. 
2268. .2345, 2277. 



Seq. ID OJ990817_09. 0204. C10 
Strand 

End 4734 

Method TBLASTX : Cress 

End 2054 

Score 154 



Seq. ID OJ990817_09'. 0204 .C10 
Strand 

End 47 34 

Method TBLASTX : Wheat 

End 2351 

Score 100 

.2264, 2114. .2254, 2118. .2255, 
.2351, 2278. .2346 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons t 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21535 
45002 
4432 

OJ990817_09. 

2097 

none 

2097. .2285, 

21535 
45002 
4432 

OJ990817_09. 

2371 

none 

2371. .2430, 
2690. .2866, 

21535 
45002 
4432 

OJ990817_09, 

2531 

none 

2531. .2878 



0204. C10. o4.tc 



2152. .2253, 2268. 



0204.C10.ol.tw 



2373. .2432, 2519. 
2711. .2860 



0204. C10. o3.tc 



Seq. ID ' OJ990817_09.0204.C10 
Strand 

End 4734 
Method TBLASTX : Cress 
End 2432 
Score 8 9 
.2327, 2337. .2432 

Seq. ID OJ990817_09. 0204. C10 
Strand 

End 4734 

Method TBLASTX : Wheat 

End 2866 

Score 66 

.2701, 2520. .2705, 2568. .2714, 



Seq. ID OJ990817_09. 0204 .C10 
Strand 

End 4734 

Method TBLASTX : Cress 

End 2878 

Score 223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21535 
45002 
4432 

OJ990817_09. 

2732 

none 

2732. .2860, 



0204 .C10. o3.tm 



Seq. ID OJ990817_09. 0204. C10 
Strand 

End .4734 

Method TBLASTX : Mai ze 

End 2924 

Score 135 



2732.. 2872, 2858.. 2914, 2862.. 2924 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21535 
45002 
4432 

OJ990817_09, 

3211 

none 

3211. .3432, 



Seq. ID OJ990817_09. 0204 .C10 
Strand 

End 4734 

Method. TBLASTX : Maize 

End 3756 

Score 154 

3246. .3374, 3484. .3510, 3492. .3593, 3655. .3756, 



0204 .C10. o4.tm 



21891 




3657. .3752 



Seq. No. 21535 

Gene No. 45002 

Start 4432 

Name OJ990817_09 .0204 .CIO . o3 

Start 3655 

GI none 

Exons 3655.-3798, 3657.-3788, 
4130.. 4168, 4173... 4313, 




Seq. ID OJ990817_09. 0204. C10 
Strand 

End 4734 
.ts Method TBLASTX: Soybean 
End 4 4 61 

Score 128 
3857.. 3913, 3921.. 4133, 3922.. 4125, 
4174. .4314, 4324. .4350, 4372. .4461 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21535 
45002 
4432 

OJ990817_09.0204, 

4228 

none 

4228. .4284, 4229. 
4384. .4485, 4385. 



C10.o2. tm 



.4285, 
.4486, 



4288. 
4392. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4494, 
.4490 



OJ990817_09. 0204. C10 
4734 

TBLASTX: Maize 
4494 
107 

4299. .4334, 4300. .4341, 



Seq. No. 21535 Seq. ID 

Gene No. 45002 Strand 

Start 4 4 32 End 

Name OJ990817_09 . 0204 .C10 . ol .gp Method 

Start 4 4 32 End 

GI 6024917 Score 

Exons 4432..4734 



OJ990817_09. 0204 .C10 

4734 
AAT/GAP 
4734 
549 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21535 Seq. ID 

45003 Strand 

9909 End 

OJ990817_09. 0204. C10. o2.ts Method 

9909 End 

none Score 



OJ990817_09. 0204. C10 
10696 

TBLASTX : Soybean 

10682 

130 



9909.. 10082, 9959.. 10069, 10092 .. 10133, 10142 .. 10240, 
10143. .10241, 10275. .10334, 10353 .. 10424 , 10500 10652 , 
10520. .10651, 10659.. 10682 



21535 
45003 
9909 

OJ990817 
9960 
none 
9960. 
10143 
10500 



OJ990817 09. 0204. C10 



09.0204.C10.o2.tc 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10079, 9989.. 10072, 10092 10136, 10142 .. 10240, 
.10241, 10274. .10303, 10275 10334 , 10353 .. 10424 , 
.10649 



10696 

TBLASTX: Cress 

10649 

107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21535 Seq. ID 

45003 Strand 

9909 End - 

OJ990817_09. 0204 .C10. o5.tm Method 

9960 End 

none Score 



OJ990817_09. 0204 .C10 
10696 

TBLASTX: Maize 

10241 

124 



9960.. 10079, 9986.. 10078, 10059 .. 10145 , 10091 .. 1014 4 , 
10136. .10237, 10137.. 10241 



21892 




Seq. No. 


21535 




Seq. ID 


OJ990817_09.0204 


.C10 


Gene No. 


45003 




Strand 






Start 


9909 




End 


10696 




Name 


OJ990817 09. 0204. CIO 


.o3. tw 


Method 


TBLASTX: Wheat 




Start 


10499 




End 


10696 




GI 


none 




Score 


200 




Exons 


10499. .10696, 10500. 


.10691 








Seq. No. 


21535 




Seq. ID 


OJ990817_09.0204 


.C10 


Gene No. 


45003 




Strand 






Start 


9909 




End 


10696 




Name 


OJ990817 09. 0204. C10 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


10499 




End 


10696 




GI 


none 




Score 


210 




Exons 


10499. .10696, 10500. 


.10685 








Seq. No. 


21536 




Seq. ID. 


OJ990817_09.0204 


.Cll 


Gene No. 


45004 




Strand 


+ 




Start 


619 




End 


1262 




Name 


OJ990817 09.0204.C11 


.ol .np 


Method 


AAT/NAP 




Start 


619 




End 


1262 




GI 


2462911 




Score 


335 




Exons 


619.. 736, 832.. 1028, 


1213. .1262 






GI Descrip. 


(Z83832) UDP-glucose 


: sterol glucosyltransf erase [Avena 


sativa] 


Seq. No. 


21536 




Seq. ID 


OJ990817_09.0204 


.Cll 


Gene No. 


45004 




Strand 


+ 




Start 


619 




End 


1262 




Name 


OJ990817 09.0204.C11 


.ol . tc 


Method 


TBLASTX: Cress 




Start 


619 




End' 


905 




GI 


none 




Score 


187 




Exons 


619. .744, 627. .734, 


629. .739, 


833. .904 


, 834. .905 




Seq. No. 


21536 




Seq. ID 


OJ990817_09.0204 


.Cll 


Gene No. 


45004 




Strand 


+ 




Start 


619 




End 


1262 




Name 


OJ990817 09.0204.C11 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


619 




End 


1013 




GI 


none 




Score 


136 




Exons 


619. .741, 619. .741, 


831. .992, 


833.;-1003, 834.. 1013 




Seq. No. 


21536 




Seq. ID 


OJ990817_09.0204 


.Cll 


Gene No. 


45004 




Strand 


+ 




Start 


619 




End 


1262 




Name 


OJ990817 09.0204.C11 


.ol . tm 


Method 


TBLASTX: Maize 




Start 


628 




End 


1007 




GI 


none 




Score 


131 




Exons 


628. .741, 639. .746, 


833. .1003, 


834. .1007 




Seq. No. 


21537 




Seq. ID 


OJ990817_03.0218 


.CI 


Gene No. 


45005 




Strand 






Start 


664 




End 


778 




Name 


OJ990817 03. 0218. CI. 


ol.gs 


Method 


GENSCAN 




Start 


664 




End 


778 




GI 


none 




Score 


.89 




Exons 


664. .778 











21893 




Seq. No. 


21538 




Seq. ID 


OJ990817_03. 


0218. 


C2 


Gene No. 


45006 




Strand 


+ 






Start 


77 




End 


1220 






Name 


OJ990817 03.0218.C2.ol. 


crs 


Method 


GENSCAN 






Start 


77 




End 


1215 






GI 


none 




Score 


.41 






Exons 


77. .182, 1144. .1215 












Seq. No. 


21538 




Seq. ID 


OJ990817_03. 


0218. 


C2 


Gene No. 


45006 




Strand 


+ 






Start 


77 




End 


1220 






Name 


OJ990817 03.0218.C2.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


621 




End 


1220 






GI 


none 




Score 


115 






Exons 


621.. 707, 621.. 680, 623 


. .706, 


951. .1055, 959. .1069, 


1082 


. .1213, 




1137. .1220, 1142. .1219 












Seq. No. 


21539 




Seq. ID 


OJ990817_03. 


0218. 


C3 


Gene No. 


45007 




Strand 


+ 






Start 


642 




End 


2866 






Name 


OJ990817 03.0218.C3.ol. 


gp 


Method 


AAT/GAP 






Start 


642 




End 


1765 






GI 


uC-osflM202051dllbl 




Score 


919 







Exons- 642.. 762, 1394.. 1765 

GI Descrip. ' 4585989/gb | AAD25625 . 1 | AC005287_27 9.0e-10 (AC005287) 



Hypothetical protein [Arabidopsis thaliana] 1 



Seq. No. 


21539 




Seq. ID 


OJ990817_03.0218 


.C3 


Gene No. 


45007 




Strand 


+ 




Start 


642 




End 


2866 




Name 


OJ990817 03.0218. C3.ol.np 


Method 


AAT/NAP 




Start 


652 




End 


2866 




GI 


4585989 


Score 


159 




Exons 


652. . 


762, 1394. .1612, 2782. 


.2866 






GI Descrip. 


(AC005287) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


21539 




Seq. ID 


OJ990817_03.0218 


.C3 


Gene No. 


45008 




- Strand 


+ 




Start 


6065 




End 


6307 




Name 


OJ990817 03.0218.C3.o3.gs 


Method 


GENSCAN 




Start 


6065 




End 


6307 




GI 


none 




Score 


.86 




Exons 


6065. 


.6307 








Seq. No. 


21539 




Seq. ID 


OJ990817_03.0218 


.C3 


Gene No. 


45009 




Strand 


+ 




Start 


9976 




End 


12139 




Name 


OJ990 


817_03.0218.C3.o4.gs 


Method 


GENSCAN 




Start 


9976 




End 


12139 




GI 


none 




Score 


.55 




Exons 


9976. 


.10392, 10400. .10479, 


10887. .10923, 11119. .11222, 






11561 


..11756, 12059.. 12139 








Seq. No. 


21539 




Seq. ID 


OJ990817_03.0218 


.C3 


Gene No. 


45010 




Strand 


+ 




Start 


13375 




End 


31942 




Name 


OJ990 


817_03.0218.C3.o5.gs 


Method 


GENSCAN 





21894 



Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13375 






End 


31942 




none 






Score' 


.67 




13375. . 13384, 


14065. 


. 14119, 


15075. .15206, 15593. 


. 15662, 


16078. .16135, 


16222. 


.16277, 


16364. .16519, 16638. 


.16749, 


16831. .16972, 


17190. 


.17265, 


21247. .21354, 21645. 


.21717, 


22720. .22766, 


23220. 


.23292, 


23388. .23436, 23520. 


.23643, 


26534. .26872, 


28396. 


.28634, 


29926. .30078, 30403. 


.30641, 


31260. .31393, 


31775. 


.31942 








21539 






Seq. ID 


OJ990817_ 


03.0218 


45010 






Strand 


+ 




13375 






End 


31942 




OJ990817 03. 0218. C3. 


o2 .np 


Method 


AAT/NAP 




23207 






End 


23436 




3288716 






Score - 


81 




23207. .23292, 


23388. 


.23436 









(AB015858) AMY-1 [Mus musculus] 



21539 
45010 
13375 

OJ990817_03 . 0218 . C3 . 06 . qp 

23220 

2280603 



Seq. ID OJ990817_03.0218.C3 



Strand 
End 

Method 

End 

Score 



+ 

31942 
AAT/GAP 
23595 
298 



23220. .23292, 23388.-23436, 23520.. 23595 



21539 
45010 
13375 

OJ990817_03.0218.C3.o7.gp 

23239 

2280603 



Seq. ID OJ990817_03.0218.C3 



Strand 
End 

.Method 
End 
Score 



+ 

31942 
AAT/GAP 
23626 
346 



23239. .23292, 23388 234 36, 23520.. 23626 



21539 
45010 
13375 

OJ990817_03 . 0218 . C3 . 08 . gp 
26143 

LIB3474-009-P1-K1-F11 
26143. .26303 

, 4455244/emb|CAB36743.1| 6.0e-ll (AL035523) MtN3-like protein 
[Arabidopsis thaliana] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817 
+ 

31942 
AAT/GAP 
26303 ' 
231 



03. 0218. C3 



Seq. ID 

Strand 

End 

Method 

End 

Score 



21539 
45011 
32916 

OJ990817_03 . 0218 . C3 . o9 . gp 
32916 

3856_1.R1084 
32916. .33615 .. 

, 5734616Adbj IAP000391.il AP000391 7.0e-48 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ■ 



OJ990817_ 
+ 

33615 
AAT/GAP 
33615 
1245 



03. 0218. C3 



Seq. No. 
Gene No. 
Start 



21539 
45012 
36707 



Seq. ID OJ990817_03.0218.C3 
Strand + 
End 36873 



21895 



Name OJ990817_03 . 0218 .C3 .olO. gp Method AAT/GAP 

Start 36707 End 36873 

GI 3106672 . Score 233 

Exons 36707.. 36873 

GI Descrip. 5734 616/dbj I AP000391 . 1 1 AP000391 7.0e-48 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 



Seq. No. 


21539 


Seq. ID 


OJ990817_03.0218.C3 


Gene No. 


45013 


Strand 




Start 


1660 


End 


3690 


Name 


OJ990817 03.0218.C3.o2.gs 


Method 


GEN SCAN 


Start 


1660 


End 


3690 


GI 


none 


Score 


.75 


Exons 


1660.. 2040, 3282.. 3345, 3494 


..3594, 3649. .3690. 


Seq. No. 


21539 


Seq. ID 


OJ990817_03.0218.C3 


Gene No. 


45014 


Strand 




Start 


17553 


End 


17978 


Name 


OJyyUol/- u J . u^io . c J . oo . gp 


Method 


AAT/GAP 


Start 


17553 


End 


17978 


GI 


none 


Score 


786 


Exons 


17553. .17978 






Seq. No. 


21539 


Seq. ID 


OJ990817_03.0218.C3 


Gene No. 


45015 


Strand 




Start 


26248 


End 


33335 


Name 


OJ990817 03.0218.C3.o3.np 


Method 


AAT/NAP 


Start 


26248 


End 


33335 


GI 


6706416 


Score 


149 


Exons 


26248.-26434, 33235. .33335 






GI Descrip. 


(AL133248) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21539 


Seq. ID 


OJ990817_03.0218.C3 


Gene No. 


. 45016 - 


Strand 




Start 


39787 


End 


41434 


Name 


OJ990817 03.0218.C3.ol.tm 


Method 


TBLASTX: Maize 


Start 


651 


End 


1977 


GI 


none 


Score 


142 


Exons 


651. .707, 653. .763, 682. .765, 688, ,774 


, 1390.. 1605, 1392.. 1604, 




1394.. 1606, 1514.. 1723, 1604 


..1717, 1605. .1724, 1654. .1728, 




1760.. 1822, 1767.. 1802, 1802 


..1840, 1814. .1882, 1839. .1877, 




1839.. 1886, 1840.. 1893, 1916 


..1948, 1948. .1977 


Seq. No. 


21539 


Seq. ID 


OJ990817_03.0218.C3 


Gene No. 


45016 


Strand 




Start 


39787 


End 


41434 


Name 


OJ990817 03.0218.C3.o3.tm 


Method 


TBLASTX: Maize 


Start 


12950 


End 


16971 


GI 


none 


Score 


84 


Exons 


12950. .13000, 12951. .13001, 


15076. .15207, 16077 .. 16139, 




16081. .16137, 16215. .16274, 


16220. .16276, 16364 .. 16429, 




16364. .16429, 16433 .. 16519, 


1664 4. .16748, 16644 .. 167 69, 




16822. .16971 






Seq. No. 


21539 


Seq. ID 


OJ990817_03.0218.C3 


Gene No. 


45016 


Strand 




Start 


39787 , 


End 


41434 



21896 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



OJ990817_03 . 0218 . C3 . o2 . ts Method TBLASTX : Soybean 

23219 End 23643 

none Score 87 

23219. .23296, 23220 .. 23297 , 23386 23439, 23387 .. 23437 , 

23520. .23639, 23521.. 23643 



Seq. ID OJ990817_03.0218.C3 
Strand 

End 41434 
_ Method TBLASTX: Cress 

End 23659 
Score 104 

23296, 23220. .23297, 23386 .. 234 39, 23387 .. 234 37 , 
23439, 23514. .23633, 23520 .. 23648, 23521 .. 2364 6, 



21539 
45016 
39787 

OJ9908 17_03 . 02 18 . C3 . o3 . tc 
23219 
none 
23219. 
23410. 



23525. .23659 

21539 
45016 
39787 

OJ990817_03.0218.C3.o2.tw 

33090 

none 

33090. .33152, 33094 .. 33153, 
33244. ..33342, 33409 .. 33519, 

21539 
45016 
39787 

OJ990817_03.0218.C3.ol.tc 

33243 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 03. 0218. C3 



41434 

TBLASTX: Wheat 
33520 
48 

33241. .33339, 33243 .. 33341, 
33425.. 33520 



Seq. ID OJ990817_03.0218.C3 



Strand 
End 

Method 

End 

Score 



41434 

TBLASTX: Cress 

33481 

429 



33243.-33479, 33244 .. 33480, 33380.. 33481 



Seq. ID OJ990817_03.0218.C3 
Strand 

End 41434 
Method AAT/GAP 
End 41434 
Score 1463 
39456.-39942, 40024 40146, 41247.. 41434 

' 3915131/sp|Q42443|THIH_ORYSA 5.0e-61 THIOREDOXIN H-TYPE (TRX-H) 
(PHLOEM SAP 13 KD PROTEIN-l) >gi_426442_dbj_BAA04864_ (D21836) 
thioredoxin h [Oryza sativa] >gi_454882_dbj_BAA0554 6_ (D26547) 
rice thioredoxin h [Oryza sativa] >gi_1930072 (U92541) 
thioredoxin h [Oryza sativa] 1 



21539 
45016 
39787 

OJ990817_03. 0218. C3. oil. gp 
39456 

645 1.R1084 



21539 
45016 
39787 

OJ990817_03.0218.C3.o2.tm 

39785 

none 

39785. .39919, 39788.-39943, 
40003. .40140, 40052. .40147, 

21539 
45016 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817 03. 0218. C3 



41434 

TBLASTX: Maize 
41345 
99 

39820. .39945, 40000 .. 4014 6, 
4124 4. .41345, 41245. .41343 



Seq. ID 
Strand 



OJ990817 03. 0218. C3 



21897 



Seq, No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 



Start 


39787 




End 


41434 


Name 


OJ990817 03. 0218. C3 


.o7.gs 


Method 


GENSCAN 


Start 


39787. 




End 


41432 


GI 


none 




Score 


.92 


Exons 


39787. .39942, 40024 


. .40146, 


41247. .41432 


Seq. No. 


21539 




Seq. ID 


OJ990817 


Gene No. 


45016 




Strand 




Start 


39787 




End 


41434 


Name 


OJ990817 03. 0218. C3 


. o4 .np 


Method 


AAT/NAP 


Start 


39790 




End 


41336 


GI' 


3915131 




Score 


565 


Exons 


39790. .39942, 40024 


. .40146, 


41247. .41336 


GI Descrip. 


THIOREDOXIN H-TYPE 


(TRX-H) 


(PHLOEM SAP 


13 KD PR 



03. 0218. C3 



:in-d 

gi|426442|dbj |BAA04864| (D21836) thioredoxin h [Oryza sativa] 
gi|454882|dbj IBAA05546.il (D26547) rice thioredoxin h [Oryza 
sativa] gi 11930072 (U92541) thioredoxin h [Oryza sativa] 



21539 
45016 
39787 

OJ990817_03.0218.C3.ol.ts 
39803 
none 

39803. .39919, 39820 .. 39945, 40024 
40052. .40138 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990817__03.0218.C3 
41434 

TBLASTX : Soybean 

40146 

112 



.40146, 40032". .40136, 



Seq. No. 21539 

Gene No. 45016 

Start 39787 

Name OJ990817__03. 0218 .C3.o2. tc 

Start 39817 

GI none 

Exons 39817. .39945, 
40052. .40147, 



39821. .39940, 
41244. .41336 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817_03.0218.C3 
41434 

TBLASTX: Cress 

41336 

91 



40024 . .40143, 40024 .. 4014 6, 



Seq. No. 21539 

Gene No. 45016 

Start 39787 

Name OJ990817_03 . 0218 . C3 . ol . tw 

Start 39829 

GI none 

Exons 39829. .39939, 39833 39937, 40024 
40025. .40147, 40052. .40147 



Seq. ID OJ990817_03.0218.C3 
Strand 

End 414 34 

Method TBLASTX : Wheat 

End 40147 

Score 106 

40143, 40024. .40146, 



Seq. No. 


21540 








Seq. ID 


OJ990817 


Gene No'. 


45017 








Strand 


+ 


Start 


283 








End 


1334 


Name 


OJ990817 


03.0218 


.C4.ol 


.gs 


Method 


GENSCAN 


Start 


283 








End 


1334 


GI 


none 








Score 


.65 


Exons 


283. .446, 


1124. . 


1334 








Seq. No. 


21540 








Seq. ID 


OJ990817 


Gene No. 


45018 








Strand 


+ 


Start 


4709 








End 


6357 


Name 


OJ990817 


03.0218 


.C4.o3 


gs 


Method 


GENSCAN 



21898 













ft / \J -7 


Hi 1 1U 




GI 


none 


Score 


.83 


Exons 


4709.. 4756, 6220.. 6357 






Seq. No. 


21540 


Seq. ID 


OJ990817 


Gene No. 


45019 


Strand 


+ 


Start 


6403 


End 


6517 


Name 


OJ990817 03.0218.C4.o3.np 


Method 


AAT/NAP 


Start 


6403 


End 


6517 


rj 
\j± 


6815099 


Score 


79 


Exons 


6403.. 6517 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 


Seq. No. 


21540 


Seq. ID 


OJ990817 


Gene No. 


45020 


Strand 


+ 


Start 


10040 


■ End 


137 69 


Name 


OJ990817 03.0218.C4.o4.np 


Method 


AAT/NAP 


Start 


10040 


End 


13769 




5669778 


Score 


241 


Exons 


10040. .10065, 11877. .13070, 


13657. .13769 


GI Descrip. 


(AF108008) HV1LRR1 [Hordeum 


vulgare] 




Seq. No. 


21540 


Seq. ID 


OJ990817 


Gene No. 


45021 


. Strand 




Start 


2186 


End 


4531 


Name 


OJ990817 03.0218.C4.ol.np 


Method 


AAT/NAP 


Start 


2063 


End 


4531 


GI 


6539570 


Score 


147 


Exons 


2063. .2089, 3977. .4043, 4236.. 4325, 4428. .4531 


GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21540 Seq. ID 

45021 Strand 

2186 End 

OJ990817_03 . 0218 . C4 . o2 . gs Method 

2186 End 

none Score 



OJ990817_03.0218.C4 

4531 
GENSCAN 
3979 
.4 



2186.. 2422, 3030.. 3173, 3550.. 3674, 3970.. 3979 



21540 
45022 
4667 

OJ990817_03 . 0218 . C4 . o2 . np 
4667 
6630699 
4667. .4750 

(AP000969) hypothetical protein [Oryza sativa] 

gi I 6721536 |dbj IBAA89566.il (AP001073) hypothetical protein 

[Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990817 03. 0218. C4 



4750 
AAT/NAP 
4750 
68 



21541 Seq. ID 

45023 ' Strand 

10002 End 

OJ990817_03 . 0218 . C5 . o3 . gs Method 

10002 End 

none Score 



OJ990817_03.0218.C5 
+ 

30163 
GENSCAN 
27719 
.41 



10002. .10102, 13702. .13771, 14083 .. 14177 , 14 94 3 1504 9, 



21899 



17337. .17685, 19942 20010, 21612 21747 , 24235 .. 24308, 
24957. .25030, 25289 .. 25356, 254 96 25807 , 25893 .. 26034 , 
27574. .27719 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21541 Seq. ID 

45023 Strand 

10002 End 
OJ990817_03 . 0218 . C5 . o2 . np Method 

10003 End 
5922634 Score 
10003. .10104 

(AP000492) hypothetical protein [Oryza sativa] 

gi| 6016867 |dbj IBAA85210.il (AP000570) hypothetical protein 

[Oryza sativa] 



OJ990817_03.0218.C5 
+ 

30163 
AAT/NAP 
10104 
78 



21541 Seq. ID 

45023 Strand 

10002 End 

OJ990817_03.0218.C5.o2.gp Method 

14943 End 

15349 1.R1084 Score 



OJ990817_03.0218.C5 
+ 

30163 
AAT/GAP 
22344 
1154 



14943. .15049, 17337 .. 17685, 19942 20010, 21612 .. 21747 , 
22305.. 22344 

' 629783/pir | | S44281 4.0e-43 ES43 protein - barley 
>gi_1345528_emb_CAA54682_ (X77575) ES43 [Hordeum vulgare] ' 



21541 
45023 
10002 

OJ990817_03.0218.C5.o4 .np 

14962 

629783 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14962. .15049, 17337 17685, 19942 .. 20010, 21612 21747 , 
22305. .22331 

ES43 protein - barley gi | 1345528 | emb I CAA54 682 | (X77575) ES43 
[Hordeum vulgare] 



OJ990817_03.0218.C5 
+ 

30163 
AAT/NAP 
22331 
791 



Seq. No. 


21541 




Seq. ID 


OJ990817_03.0218 


.C5 


Gene No. 


45023 




Strand 


+ 




Start 


10002 




End 


30163 




Name 


OJ990817 03. 0218. C5 


. o5 . np 


Method 


AAT/NAP 




Start 


27185 




End 


30163 




GI 


4092771 




Score 


825 




Exons 


27185'. .27262,. 28092 


...30163 








GI Descrip. 


(AF105139) disease 


resistance 


gene homolog 1A [Brassica 


napus 


Seq. No. 


21541 




Seq. ID 


OJ990817_03.0218 


.C5 


Gene No. 


45023 




Strand 


+ 




Start ' 


10002 




End 


30163 




Name 


OJ990817 .03. 0218. C5 


. o4.gs 


Method 


GENSCAN 




Start 


28020 : 




End 


29810 




GI 


none 




Score 


.69 




Exons 


28020. .29810 










Seq. No. 


21541 




Seq. ID 


OJ990817_03.0218 


.C5 


Gene No. 


45024 




Strand 






Start 


1271 




End 


3784 





21900 




Name OJ990817_03.0218.C5.ol.np Method AAT/NAP 

Start 1023 End 3768 

GI 3176715 Score 1281 

Exons 1023.. 1135, 1286.. 3325, 3353.. 3547, 3590.. 3768 

GI Descrip. (AC002392) putative receptor-like protein kinase [Arabidopsis 
thaliana] 



Seq. No. 


21541 








Seq. ID 


OJ990817_03.0218.C5 


Gene No. 


45024 








Strand 




Start 


1Z 1 1 








End 


3784 


Name 


OJ990817 03 


.0218 


,C5.ol. 


gs 


Method 


GEN SCAN 


Start 


1271 








End 


3784 


GI 


none 








Score 


1 


Exons 


1271. .3784 












Seq. No. 


21541 








Seq. ID 


OJ990817_03.0218.C5 


Gene No. 


45025 








Strand 




Start 


4 4 91 








End 


6152 


Name 


OJ990817 03 


.0218 


.C5.o2. 


gs 


Method 


GENS CAN 


Start 


4491 








End 


6152 


GI : ' 


none 








Score 


.44 


Exons 


4491. .4600, 


5317 


. .5363, 


5418. 


.5629, 5991.. 6152 


Seq. No. 


21541 








Seq. ID 


' OJ990817_03.0218.C5 


Gene No. 


45026 








Strand 




Start 


8020 








End. 


8132 


Name 




. VZlo 


. Co . ol . 


gp 


Method 


AAT/GAP 


Start 


8020 








End 


8132 


GI 


none 








Score 


167 


Exons 


8020. .8132 












Seq. No. 


21541 








Seq. ID 


OJ990817_03.0218.C5 


Gene No. 


45027 








Strand 




Start 


10692 








End 


13053 


Name 


OJ990817_03 


.0218 


.C5.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


1Z 3o 








End 


3571 


GI 


none 








Score 


50 


Exons 


1298. .1534, 


1373 


. .1531, 


1574. 


.2101, 1575. .2111, 2112. .2177, 




2495. .2548, 


2663 


. .2923, 


3443. 


.3571 




Seq. No. 


21541 








Seq. ID 


OJ990817_03.0218.C5 


Gene No. 


45027 








Strand 




Start 


10692 


- 






End 


13053 


Name 


OJ990817 03 


.0218 


.C5.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


1313 








End 


2147 ' 


GI 


none 








Score 


67 


Exons 


1313. .1507, 


1577 


. .2074, 


1584. 


.1700, 1734. .1871, 1916. .2074, 




2127. .2147 












Seq. No. 


21541 








Seq. ID 


OJ990817_03.0218.C5 


Gene No. 


45027 








Strand 




Start 


10692 








End 


13053 


Name 


OJ990817 03 


.0218 


.C5.o2. 


tm • 


Method 


TBLASTX: Maize 


Start 


1349 








End 


2144 


GI 


none 








Score 


73 


Exons 


1349. .1507, 


1350 


. .1520, 


1577. 


.2074, 1584.. 1862, 1917.. 2078, 



2121. .2144 



21901 




Seq. No. 


21541 


Seq. ID 


OJ990817_03.0218.C5 


Gene No. 


45027 


Strand 




Start 


10692 


End 


13053 


Name 


OJ990817 03.0218.C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


1631 


End 


2045 


GI 


none 


Score 


117 


Exons 


1631.. 1690, 1694.. 1897, 1734 


..1871, 1892. .2044, 1914. .2045 


Seq. No. 


21541 


Seq! ID. 


OJ990817_03.0218.C5 


Gene No. 


45027 


Strand 




Start 


10692 


End 


13053 


Name 


OJ990817 03.0218.C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


2144 


End 


2551 


GI 


none 


Score 


72 


Exons 


2144. .2242, 2145. .2225, 2270 


..2416, 2314. .2430, 2429. .2476 




2432. .2479, 2486. .2551 






Seq. No. 


21541 


Seq. ID 


OJ990817_03.0218.C5 


Gene No. 


45027 


Strand 




Start 


.10692 


End 


13053 


Name 


OJ990817 03.02i8.C5.ol.tw 


Method 


TBLASTX: Wheat 


r=s Start 


2452 


End 


2855 


'*t GI 


none 


Score 


165 


Exons 


2452. .263lV 2453. .2644, 2547 


..2639, 2618.. 2839, 2655.. 2855 


ry 


2658. .2840; 2659. .2841 






Q Seq. No. 


21541 


Seq. ID 


OJ990817_03.0218.C5 


! J Gene No. 


. 45027 


Strand 




Start 


10692 


End 


13053 


.': f[ Name 


OJ990817 03.0218.C5.o4.ts 


Method 


TBLASTX : Soybean 


5'^ Start 


2627 


End 


2965 


« GI 


none 


Score 


72 


O Exons 


2627.. 2836, 2855.. 2965 






L 7 Seq. No. 


21541 


Seq. ID 


OJ990817_03.0218.C5 


; r Gene No. 


45027 


Strand 




Start 


10692 


, End 


13053 


O Name 


OJ990817 03.0218*.C5.o3.np 


Method • 


AAT/NAP 


O Start 


10692 


End 


13053 


GI 


5922634 


Score 


77 


Exons 


10692. .10724, 12882.. 13053 






GI Descrip. 


(AP000492) hypothetical protein [Oryza 


sativa] 




gi| 6016867 |dbj | BAA85210.il (AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


21541 


Seq. ID 


OJ990817_03.0218.C5 


Gene No. 


45028 


Strand 




Start 


14954 


End 


21750 


Name 


OJ990817 03.0218.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


14954 


End 


21750 


GI 


none 


Score 


107 


Exons 


14 954. .14 992, 14 982. .15047, 


14983. .1504 8, 17317. .17 685, 




17339. .17686, 19942 .. 20013, 


19943. .20011, 21582. .21749, 




21612. .21746, 21613. .21750 






Seq. No. 


"*21541 


Seq. ID 


OJ990817_03.0218.C5 



21902 




Gene No. 


45028 




Strand 






Start 


14954 




End 


21750 




Name 


OJ990817 03. 0218 .C5. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


14977 _ 




End 


20019 




GI 


none 




Score 


75 




Rxons 


14977 15048, 17335 


. 17442, 


17336. .174.46, 17432. .17686, 






17434 17688. 17590 


17688. 


19943. .20011, 19945. .20019 




Seq. Nc. 


21541 




Seq. ID 


OJ990817_03.0218 


. C5 


Gene No. 


45028 




Strand 






Start 


14954- 




End 


21750 




Name 


OJ990817 03. 0218 ,C5 . 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


17335 ~~ 




End 


17611 




GI 


none 




Score 


89 




Ry on s 


17335 17415. 17339 


. 17410, 


17420. .17 611, 17422. .17 610, 






17447 . . 17611 










Seq. No. 


21541 




Seq. ID 


OJ990817_03.0218 


,C5 


Gene No. 


45029 




Strand 






Start 


28227 




End 


29563 




Name 


OJ990817 03 0218 C5 


o5 . ts 


Method 


TBLASTX: Soybean 




Start 


28227 ~~ 




End 


28895 




GI * 


none 




Score 


73 




Exons 


28227 28328. 2852^' 


. 28775, 


28532. .28663, 28830.. 28895 




Sea No 


21541 




Seq. ID 


OJ990817_03.0218 


. C5 


Gene No. 


45029 




Strand 






Start 


28227 




End 


29563 




Name 


OJ990817 03 0218 C5 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


28613 ~~ 




End 


29381 




GI 


none 




Score 


135 




Rvon «; 


28613 28765 28614 


. 28790, 


28827. .28931, 29028 .. 29084 , 






29115 29192, 29280 


.29381 








Sea No 


21541 




Seq. ID 


OJ990817_03.0218 


. C5 


Gene No. 


45029 




Strand 






Start 


28227 




End 


29563 




Name 


OJ990817 03 0218 C5 


63 . ts 


Method 


TBLASTX : Soybean 




Start 


28908 ~ 




End 


29563 




GI 


none 




Score 


59 




Exons 


28908 28988. 29016 


29558 


29078. .29185, 29143 .. 29208 , 






29280 29492. 29327 


.29563 








Seq. No. 


21541 




Seq. ID 


OJ990817_03.0218 


.C5 


Gene No. 


45029 




Strand 






Start 


28227 




End 


29563 




Name 


OJ990817 03 0218 C5 


o3 • tw 


Method 


TBLASTX: Wheat 




Start 


29085 "~ 




End 


29398 




GI 


none 




Score 


291 




Exon ^ 


29085 29396 29324 


. 29398 








Seq. No. 


21541 




Seq. ID 


OJ990817_03.0218 


.C5 


Gene No. 


45029 




Strand 






Start 


28227 




End 


29563 




Name 


OJ990817 03. 0218. C5. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


29250 




End 


29471 




GI 


hone 




Score 


282 





21903 




Exons 


29250. .29471, 29250 .. 294 62, 


29324. .29470 






Seq. No. 


21542 


Seq. ID 


OJ990817_03. 


0218 


.C6 


Gene No. 




of rsnrl 


.f 






Start 


87 


HjIIU 


91 1 






Name 


OJ990817 03.0218.C6.ol.gs 




\3 Cj IN O k-.tt.lN 






Start 


87 


CjIIQ 


91 7 






GI 


none 


Score 








Exons 


87. .217 










Seq. No. 


21543 


Seq. ID 


OJ990817_03. 


0218 


.C7 


Gene No. 


a c; n *3 1 


Cf -ra nH 








Start 


120 




^9 Q 






Name 


OJ990817 03.0218.C7.ol.gs 


Mof Vir>H 

LICLllOU 








Start 


120 


Hi 11 CI 








GI 


none 


Score 


A ft 






Exons 


120. .329 










Seq. No. 


21544 


Seq. ID 


OJ990817_03. 


0218 


.C8 


Gene No . 


a Rmo 


Cf ran H 








Start 


614 




1 ^99 






Name 


OJ990817 03.0218. C8.ol.gs 


\A ^\ 


P TT XT C p Zi M 






Start 


614 


ona 


1522 






GI 


none 


■ Score 


.54" . 






Exons 


614. .667, 1442. .1522 










Seq. No. 


21544 


Seq. ID 


OJ990817_03. 


0218 


.C8 


Gene No. 


A c n *3 "3 


Of ranr | 








Start 


59 


tna 


1935 






Name 


OJ990817 03.0218.C8.ol.tm 




TBLASTX: Maize 




Start 


2 




1896 






GI 


none 


Score 


312 






Exons 


2. .391, 3. .401, 1836. .1895, 










Seq. -.No. 


21544 


Seq. ID 


OJ990817_03. 


0218 


.C8 


Gene No. 


45033 


Strand 








Start 


59 


End 


1935 






Name 




Method 


AAT/GAP 






Start 


59 


End 


1935 






GI 


83775 1.R1084 


Score 


777 






Exons 


59. .404, 1829. .1935 










GI Descrip. 


f 4538911/emb|CAB39648.1| 2. 


0e-18 (AL049482) hypothetical protein 




[Arabidopsis thaliana] ' 










Seq. No. 


21545 


Seq. ID 


OJ990817_03. 


0218 


.C9 * 


Gene No. 


A c: r\ A 


Strand 


+ 






Start 


11886 


End 


14324 






Name 


OJ990817 03.0218.C9.o3.gs 


Method 


GEN SCAN 






Start 


11886 


End 


14324 






GI 


none 


Score 


.82 






Exons 


11886. .12122, 12737. .12806, 


14311. .14324 






Seq. No. 


21545 


Seq. ID 


OJ990817_03. 


0218 


.C9 


Gene No. 


45035 


Strand 


+ 






Start 


16797 


End 


17452 






Name 


OJ990817 03.0218.C9.ol.np 


Method 


AAT/NAP 






Start 


16797 


End 


17452 







21904 




GI 


4455358 


Score 


224 




Exons 


16797. .17452 








GI Descrip. 


(AL035524) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


21545 


Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45035 


Strand 


+ 




Start 


16797 


End 


17452 




Name 


OJ990817 03.0218.C9.ol.gp 


Method 


AAT/GAP 




Start 


16813 


End 


17247 




GI 


none 


Score 


796 




Exons 


16813. .17247 








Seq. No. 


21545 


Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45036 


Strand 


+ 




Start 


23022 


End 


26872 




Name 


OJ990817 03.0218.C9.o2.np 


Method 


AAT/NAP 




Start 


23022 


End 


26866 




GI 


2244806 


Score 


943 




Exons 


23022. .23403, 244 36 24572, 


24919. .25098, 25167 .. 25286, 






26428. .26866 ■ 








GI Descrip. 


(Z97336) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


21545 


Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45036 


Strand 


+ 




Start 


23022 


End 


26872 




Name 


OJ990817 03.0218.C9.o5.gs 


Method 


GENSCAN 




Start 


23022 


End 


26872 




GI 


none 


Score 


.97 




Exons 


23022. .23407, 244 13 .. 24572, 


24919. .25095, 26221 26302, 






26433. .26872 








Seq. No. 


21545 


Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45036 


Strand 


+ 




Start 


23022 


End 


26872 




Name 


OJ990817 03.0218.C9.o3.gp 


Method 


AAT/GAP 




Start 


23901 


End 


24352 




GI 


4879172 


Score 


804 




Exons 


23901.. 24352 - 








Seq. No. 


21545 


Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45036 


Strand 


+ 




Start 


23022 


End 


26872 




Name 


OJ990817 03.0218.C9.o4 .gp 


Method 


AAT/GAP 




Start 


26235 


End 


26812 




GI 


37.63435 


Score 


829 




Exons 


26235. .26302, 26433.. 26812 








GI Descrip. 


2244806/emb ICAB10229.il 9.0e 


-28 (Z97336) hypothetical proti 




[Arabidopsis thaliana] 








Seq. No. 


21545 


Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45037 


Strand 


+ 




Start- 


26906 


End 


27219 




Name 


OJ990817 03.0218.C9.o5.gp 


Method* 


AAT/GAP 




Start 


26906 


End 


27219 




GI 


3763436 


Score 


517 




Exons 


26906.. 27219 









21905 




Seq. No. 


21545 


Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45038 


Strand 






Start 


" 21031 


End. 


21441 




Name 


OJ990817 03.0218.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


16904 


End 


17476 




GI 


none 


Score 


80 




Exons 


16904. .16957, 17123 .. 17173, 


17138. .17476, 17140 .. 17466, 






17249. .17476 








Seq. .No. 


21545 


Seq. ID 


OJ990817 03.0218 


.C9 


Gene No. 


45038 


Strand 


- 




Start 


21031 


End 


21441 




Name 


OJ990817 03.0218.C9.o2.ts 


Method 


TBLASTX : Soybean 




Start 


17180 


End 


17371 




GI 


none 


Score 


216* 




Exons 


17180. .17371, 17272. .17367 








Seq. No. 


21545 


Seq. ID 


OJ990817 03.0218 


.C9 


Gene No. 


45038 


Strand 


- 




Start 


21031 


End 


21441 




Name 


OJ990817 03.0218.C9.o3.tc 


Method 


TBLASTX: Cress 




Start 


17180 


End 


17371 




GI 


none 


Score 


220 




Exons 


17180. .17371 • 








Seq. No. 


21545 


Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45038 


Strand 






Start 


21031 


End 


21441 




Name 


OJ990817 03.0218 .C9.o2 .gp 


Method 


AAT/GAP . 




Start 


21031 


End 


21441 




GI 


LIB3431-002-P1-N1-B12 


Score 


814 




Exons 


21031. .21441 








GI Descrip. 


, 2244806/emb|CAB10229.1| 9. 


Oe-28 (Z97336) hypothetical ; 


protein 




[Arabidopsis thaliana] 1 








Seq. No. 


21545 


Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45039 


Strand 






Start 


23010 


End 


26877 




Name 


OJ990817 03.0218.C9.o2.tc 


Method 


TBLASTX: Cress 




Start 


23010 


End 


23297 




GI 


none 


Score 


242 




Exons 


23010. .23225, 23220.. 23297 








Seq. No. 


21545 


Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45039 


Strand 






Start 


23010 


End 


26877 




Name 


OJ990817 03.0218.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


23018 


End 


26877 




GI 


none 


Score 


426 




Exons 


23018. .23179, 23019 .. 23309, 


23246.-23284, 24 4 11 .. 24572 , 






24 414. .24 587, 24421 .. 24573, 


24903. .25094, 24 913 .. 25095, 






24918. .25094, 24 922 .. 25095, 


25184. .25267, 25186 .. 25281 , 






25188. .25271, 25201 .. 25281, 


26213. .26299, 2 6218 .. 26301 , 






26220. .26300, 26423 .. 26866, 


26425. .26877 




Seq. No. 


21545 


Seq. -ID 


OJ990817_03.0218 


.C9 


Gene No. 


45039 


Strand 







21906 




Start 


23010 




End 


26877 




Name 




. ox . ls 


Method 


TBLASTX : Soybean 




Start 


23049 




End 


26662 




GI 


none 




Score 


118 




Exons 


23049. .23168, 24477 


. .24572, 


24913. .25095, 24922 .. 25095, 






25178. .25267, 25188 


. .25271, 


26218. .26301, 264 11 .. 26662, 






26467. .26652 










Seq. No. 


21545 




Seq. ID 


OJ990817_03.0218 


.C9 


Gene No. 


45039 




Strand 






btart 






End 


26877 




Name 


OJ990817 03. 0218. C9 


.ol.tc 


Method 


TBLASTX : Cress 




Start 


24489 




End 


26575 




GI 


none 




Score 


79 




Exons 


24489. .24572, 24913 


. .25095, 


24922. .25095, 25178 .. 25267 , 






25188. .25271, 26218 


. .26301, 


26423. .26575, 26431.. 26556 




Seq. No. 


21546 




Seq. ID 


OJ990305_10.9819 


.CI 


Gene No. 


45040 




Strand 






o tar l 


1 
L 




End 


1263 




Name 


OJ990305 10. 9819. CI 


.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


• 12*27 • 




GI 


2598293 




Score 


367 




Exons 


1..287, 1065.. .1227 










GI Descrip. 


(AJ002526) chalcone 


synthase 


[Digitalis lanata] 




Seq. No. 


21546 




Seq. ID 


OJ990305_10.9819 


.CI 


Gene No . 






Strand 






Start 


1 




End 


1263 




Name 


OJ990305 10. 9819. CI 


.ol.gs 


Method 


GEN SCAN 




Start 


60 




End 


. 1263 




GI 


none 




Score 


.67 




Exons 


60.. 287, 1065.-1263 










Seq. No. 


21546 




Seq. ID 


OJ990305_10.9819 


.CI 


Gene No . 


45040 




Strand 






Start 


1 




End 


1263* 




Name 


OJ990305 10. 9819. CI 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


64 




End 


1242 




GI 


none 




Score 


75 




Exons 


64 . .282, 65. .280, 1015. .1242 


, 1121.. 1207 




Seq. No. 


21546 




Seq. ID 


OJ990305_10.9819 


.CI 


Ljene no . 


45040 




Strand 






Start . 


1 




End 


1263 




Name 


OJ990305 10. 9819. CI 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


64 




End 


1252 




GI 


none 




Score 


79 




Exons 


64. .282, 65. .295, 1015. .1131, 1015. .1251, 1151. .1252 




Seq. No. 


21546 




Seq. ID 


OJ990305_10. 9819 


.CI 


Gene No. 


45040 




Strand 






Start 


1 




End 


1263 




Name 


OJ990305 10. 9819. CI 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


124 




End 


1249 




GI 


none 




Score 


60 




Exons 


124. .282, 125. .280, 


1033.. 1245, 1101.. 


1223, 1121.. 1249 





21907 




Seq. No. 


21547 




Seq. ID 


OJ990305_ 


10 . 9819 . CZ 


Gene No. 


45041 




Strand 






Start 


1944 




End 


3173 




Name 


OJ990305 10.9819.C2.ol. 


gs 


Method 


GEN SCAN 




Start 


1944 




End 


3173 




GI 


none 




Score 


.98 




Exons 


1944.. 3173 










Seq. No. 


21547 




Seq. ID 


OJ990305_ 


10. 9819. C2 


Gene No. 


45041 




Strand 






Start 


1944 




End 


3173 




Name 


OJ990305 10.9819.C2.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2290 




End 


2565 




GI 


none 




Score 


130 




Exons 


2290.. 2403, 2304.. 2450, 


2305 


..2451, 2316.. 2450, 


2478. .2549 




2509.. 2565, 2526.. 2549 










Seq. No. 


21548 




Seq. ID 


OJ990305_ 


10. 9819. C3 


Gene No. 


45042 




Strand 


+ 




Start 


679 




End 


1000 




Name 


OJ990305 10.9819-C3.ol". 


gs 


Method 


GENSCAN 




Start 


679 




End 


1000 




GI 


none 




Score 


.76 




Exons 


679.. 820, 981. .1000 










Seq. No. 


21548 




Seq. ID 


OJ990305_ 


10. 9819. C3 


Gene No. 


45043 




Strand 


+ 




Start > . 


1891 




End 


2145 




Name 


OJ990305 10.9819.C3.ol. 


gp • 


Method 


AAT/GAP 




Start 


1891 




End 


2145 




GI 


none 




Score 


4 62 




Exons 


1891. .2145 










Seq. No. 


21548 




Seq. ID 


OJ990305_ 


10. 9819. C3 


Gene No. 


45044 




Strand 






Start 


1558 




End 


2877 




Name 


OJ990305 10.9819.C3.o2. 


gs 


Method 


GENSCAN 




Start 


1558 




End 


2877 




GI 


none 




Score 


.7 




Exons 


1558. .1674, 2788.-2877 










Seq. No. 


21548 




Seq. ID 


OJ990305_ 


10. 9819. C3 


Gene No. 


45045 




Strand 






Start 


2787 




End 


2919 




Name 


OJ990305 10.9819.C3.o2. 


gp 


Method 


AAT/GAP 




Start 


2787 




End 


2919 




GI 


32697 1.R1084 




Score 


210 




Exons 


2787. .2919 










GI Descrip. 


' 417 6420/dbj | BAA37167 | 


2.0e- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] ' 










Seq. No. 


21549 




Seq. ID 


OJ990305_ 


10. 9819. C6 


Gene No. 


45046 




Strand 


+ 




Start 


641 




End 


1079 




Name 


OJ990305 10.9819.C6.ol. 


np 


Method 


AAT/NAP 




Start 


641 




End 


1079 





21908 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4959167 Score 162 

641. .1079 

(AF084416) calmodulin mutant SYNCAM58C [synthetic construct] 



21549 Seq. ID 

45047 Strand 
14 34 End 
OJ990305_10 . 9819 . C6 . ol . gp Method 
1434 End, 
LIB3477-003-P1-K1-E9 Score 
1434. .1522 

•2498586/sp|Q40638 |MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] 1 



OJ990305_10.9819.C6 
+ 

1522 
AAT/GAP 
1522 
110 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. - 

Start 

Name 

Start 

GI 

Exons 



21549 
45048 
2645 

OJ990305_10.9819.C6.o2.np 
2645 
5852178 
2645. .3039, 3317. .3414 
(AL117265) zhb0008.1 [Oryza sativa] 



Seq. ID OJ990305_10.9819.C6 

Strand + 

End 3414 

Method AAT/NAP 

End 3414 

Score 351 



21549 Seq. ID 

45049 Strand 

4159 End 

OJ990305_10. 9819.C6.o3.gs Method 

4159 End 

none Score 

4159. .4167, 4908. .5702 



OJ990305_10.9819.C6 
+ 

6732 
GEN SCAN 
5702 
.91 



21549 
45049 
4159 

OJ990305_10. 9819.C6.o3.np 
4908 
4512231 
4908. .5704 

(AB014741) ORF0 protein [Oryza sativa] 



Seq. ID OJ990305_10.9819.C6 

Strand + 

End 6732 

Method AAT/NAP 

End 5704 

Score 1217 



21549 
45049 
4159 

OJ990305_10. 9819.C6.o4 .np 
5423 
4680179 
5423.. 5526, 6044.. 6732 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990305_10. 9819.C6 

Strand + 

End 67 32 

Method AAT/NAP 

End 6732 

Score 64 6 



21549 Seq. ID 

45049 Strand 

4159 End 

OJ990305_10. 9819.C6.o4 .gs Method 

5991 End 

none Score 
5991. .6673 



OJ990305_10.9819.C6 
+ 

6732 
GEN SCAN 
6673 
. 93 



21909 



Seq. No. 


21549 


Seq. ID 


OJ990305JL0.9819 


. Co 


Gene No. 


45050 


Strand 






Start 


2223 


End 


2941 




Name 


OJ990305 10.9819.C6.o2.gs 


Method 


GENSCAN 




Start 


2223 


End 


2941 




GI 


none 


Score 


.94 




Exons 


2223.. 2380, 2481.. 2616, 2664.. 


.2837, 2849.. 2941 




Seq. No. 


21549 


Seq. ID 


OJ990305_10.9819 


. Co 


Gene No. 


45051 


Strand 






Start 


6138 


End 


DO / 4 




Name 


OJ990305 10.9819.C6.ol.tw 


Method 


TBLASTX : Wheat 




Start 


6138 


End 


6524 




GI 


none 


Score 


265 




Exons 


6138. .6524, 6198. .6521 








Seq. No. 


21549 


Seq. ID 


ojyyu jud iu . yo iy 


. Co 


Gene No. 


45051 


Strand 






Start 


6138 


End 


' 6674 




Name 


OJ990305 10.9819.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


6405 


End 


6674 




GI 


none 


Score 


220 




Exons 


6405.. 6674, 6405.. 6614 








Seq. No. 


21550 


Seq. ID 


OJ990305_10.9819 


.C7 


Gene No. 


45052 


Strand 


+ 




Start 


1 


End 


2649 




Name 


OJ990305 10.9819.C7.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2649 




GI 


4680179 


Score 


3753 




Exons 


1. .2649 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 




Seq. No. 


21550 


Seq. ID 


OJ990305_10.9819 


. C / 


Gene No. ' 


45052 


Strand 


+ 




Start 


1 


End 


2649 




Name 


OJ990305 10.9819.C7.ol.gs 


Method 


GENSCAN 




Start 


119 


End 


2571 




GI 


none 


Score 


.76 




Exons 


119. .931, 1049. .1648, 1874. .2112, 2184 


. .2571 




Seq. No. 


21550 


Seq. ID 


OJ990305_10.9819 


-C7 


Gene No. 


45053 


Strand 


+ 




Start 


4270 


End 


6448 




Name 


OJ990305 10.9819.C7.o3.np 


Method 


AAT/NAP 




Start 


4270 


End 


6427 




GI 


5921757 


Score 


694 




Exons 


4270.. 4290, 5532.. 6427 








GI Descrip. 


CHALCONE SYNTHASE 2 (NARINGENIN-CHALCONE SYNTHASE 2) 






gi 12129994 jpirl IJC5136 naringenin-chalcone synthase (EC 






2.3.1.74) 2 - potato gi|1470060 (U47738) chalcone synthase 




[Solanum tuberosum] 








Seq. No. 


21550 


Seq. ID 


OJ990305_10.9819 


.C7 


Gene No. 


45053 


Strand 


+ 




Start 


4270 - 


End 


6448 





21910 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name" 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990305_10 . 98 1 9 . C7 . o3 . gs 

5531 

none 

5531. .6209, 6243.. 6448 

21550 
45054 
3400 

OJ990305_10 . 9819 . C7 . 06 . tw 

100 

none 



Method GENSCAN 
End 6448 
Score . 9 



Seq. ID OJ990305_10.9819.C7 
Strand 

End 4596 

Method TBLASTX : Wheat 

End 376 

Score 124 



100. .180, 101. .184, 110. .181, 188. .376, 196. .333 



21550 
45054 
3400 

OJ990305_10 . 98 19 . C7 . o5 . tm 

197 

none 

197. .334, 39S..697, 448. .576 

21550 
45054 
3400 

OJ990305_10 . 9819 . C7 . o2 . ts 

251 

none 



Seq. ID OJ990305_10.9819.C7 
Strand 

End 4596 

Method TBLASTX : Maize 

End 697 

Score 96 



-SSq. ID OJ990305_10. 9819.C7 
Strand 

End _ 4596 

Method TBLASTX : Soybean 

End 64 6 

Score 51 



251. .283, 251. .283, 289. .330, 290. .340, 395. .646, 403. .636 



21550 
45054 
3400 

OJ990305_10.9819.C7.o4.tw 
378 
none 

378. .452, 398. .661, 400. .660 

21550 
45054 
3400 

OJ990305_10.9819.C7.o3.tw 
662 
none 

662. .1087, 670. .1080, 737. .1087 



Seq. ID OJ990305_10.9819.C7 
Strand 

End 4596 

Method TBLASTX : Wheat 

End 661 

Score 56 



Seq. ID OJ990305_10.9819.C7 
Strand 

End 4596 

Method TBLASTX : Wheat 

End 1087 

Score 568 



21550 
45054 
3400 

OJ990305_10.9819.C7.o4.ts 

668 

none 

668. .916 



Seq. ID OJ990305_10. 9819.C7 
Strand 

End 4596 

Method TBLASTX : Soybean 

End 916 

Score 194 



Seq. No. 21550 

Gene No. 45054 

Start 3400 

Name OJ990305 10 . 9819 . C7 . o3 . tm 



Seq. ID OJ990305JL0. 9819.C7 
Strand 

End 4596 

Method TBLASTX: Maize 



21911 




Start 


734 








End 


1087 




GI 


none 








Score 


438 




Ex oris 


734. .1087, 


757. . 


1002, 1048.. 1080 






Seq. No. 


21550 








Seq. ID 


OJ990305JL0.9819 


.C7 


Gene No. 


45054 








Strand 






Start 


3400 








End 


4596 




Name 


OJ990305 10 


.9819 


. C7 . o2 . 


tw 


Method 


TBLASTX: Wheat 




Start 


1115 








End 


1654 




GI 


norVe • 








Score 


620 




Exons 


1115. .1654, 


1297 


. .1650, 


1373. 


.1654 






Seq. No. 


21550 








Seq. ID 


OJ990305_10.9819 


.C7 


Gene No. 


45054 








Strand 






Start 


3400 








End 


4596 




Name 


OJ990305 10 


.9819 


.C7.o2. 


tc 


Method 


TBLASTX: Cress 




Start 


1352 








End 


1678 




GI 


none 








Score 


84 




Exons 


1352. .1534, 


1535 


. .1678, 


1537. 


.1677 






Seq. No. 


21550 








Seq. ID 


OJ990305_10.9819 


.C7 


Gene No. 


45054 * 








Strand 






Start 


3400 








End 


4596 




Name 


OJ990305 10 


.9819 


.C7 .o3. 


ts 


Method 


TBLASTX: Soybean 




Start 


1442 








End 


1702 




GI . 


none 








Score 


301 




Exons 


1442. . 1702, 


1445 


. .1666, 


1453. 


.1701 






Seq. No. 


21550 








Seq. ID 


OJ990305JL0.9819 


.C7 


Gene No. 


45054 








Strand 






Start 


3400 








End 


4596 




Name 


OJ990305 10 


.9819 


.C7 .o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


1500 








End 


1792 




GI 


none 








Score 


102 




Exons 


1500. .1787, 


1501 


. .1788, 


1502. 


.1792 






Seq. No. 


21550 








Seq. ID 


OJ990305_10.9819 


.C7 


Gene No. 


45054 








Strand 






Start 


.3400 








End 


4596 ■ 




Name 


OJ990305 10 


.9819 


.C7.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


1661 








End 


2271 




GI 


none 








Score 


503 




Exons 


1661. .2098, 


1663 


. .2151, 


2098. 


.2271, 2211.. 2270 




Seq. No. 


21550 








Seq. ID 


OJ990305_X0.9819 


.C7 


Gene No. 


45054 








Strand 






Start 


3400 








End 


4596 




Name 


OJ990305 10 


.9819 


,C7.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1840 








End 


24 09 




GI 


none 








Score 


198 




Exons 


1840. .1995, 


1841 


. .2002, 


1843. 


.2004, 1999.. 2097, 2000.. 2098, 




2095. .2409, 


2104 


. .2388, 


2211. 


.2408 






Seq. No. 


21550 








Seq. ID 


OJ990305_10.9819 


.C7 


Gene No. 


45054 








Strand 






Start 


3400 








End 


4596 




Name 


OJ990305 10 


.9819 


,C7.o5. 


tw 


Method 


TBLASTX: Wheat 





21912 



Start 
GI 

Exons 

-Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI * 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



2271 
none 

2271.. 2552, 2272.. 2604 



End 
Score 



21550 Seq. ID 

45054 Strand 
3400 End 
OJ990305_10 . 9819.C7 .o2 .np Method 
3228 End 
5852179 Score 
3228.. 3303, 3407.. 3750, 4576.-4596 
(AL117265) zhb0009.1 [Oryza sativa] 



21550 
45054 
3400 

OJ990305_10 . 98 19 . C7 . o2 . gs 

3400 

none 

3400. .3645 

21550 
45055 
5521 

OJ990305_10.9819.C7.ol.ts 

5521 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2604 
312 



OJ990305_10.9819.C7 

4596 
AAT/NAP 
4596 
174 



OJ990305_10.9819.C7 

4596 
GENSCAN 
3645 
.82 



OJ990305_10.9819.C7 
6438 

TBLASTX : Soybean : - ^ 

6438 

322 



5521. .5880, 5534. .5887, 5885. .'6142, 5887. .6141, 6149. .6319, 
6149.. 6307, 6358.-6438, 6359.. 6418 



21550 Seq. ID 

45055 Strand 

5521 End 

OJ990305_10.9819-C7 .ol.tc Method 

5533 End 

none Score 



OJ990305_10.9819.C7 
6438 

TBLASTX: Cress 

6418 

318 



5533. .5880, 5534.-5887, 5887. .5943, 5950. .6141, 5954. .6142, 
6149. .6319, 6151. .6276, 6359. .6418, 6359. .6412 



21550 
45055 
5521 

OJ990305_10.9819.C7.o2.tm 

5533 

none 



Seq. ID OJ990305_10.9819.C7 
Strand 

End 6438 

Method TBLASTX : Mai ze 

End 6418 

Score 329 



5533. .5877, 5534. .5887, 5885. .6142, 5887. .6141, 6149. 
6151.. 6276, 6359.. 6418 



6319, 



21551 - Seq. ID 

45056 Strand 
862 End 
OJ990305JL0 . 9819 . C8 . ol . np Method 
862 End 
6498436 Score 
862. .920, 2101. .2608, 2707. .2823, 3068. .3242, 3631 
(AP000815) hypothetical protein [Oryza sativa] 



OJ990305_10.9819.C8 
+ 

3815 
AAT/NAP 
3815 
37 6 

3815 



21913 




Seq. No. 


21551 






Seq. ID 


OJ990305 


10.9819. 


C8 


Gene No. 


45056 






Strand 


+ 






Start 


862 






End 


3815 






Name 


OJ990305 10 


.9819. 


C8.ol.gs 


Method 


GENSCAN 






Start 


1498 






End 


3454 






GI 


none 






Score 


.6 






Exons 


1498. .1688, 


2335. 


.2554, 3318 


. .3454 








Seq. No. 


21551 , , . 






Seq. ID 


OJ990305 


JL0.9819. 


C8 


Gene No. 


45057 






Strand 








Start 


4664 






End 


9684 






Name 


OJ990305 10 


.9819. 


C8.o2.gs 


Method 


GENSCAN 






Start 


4664 






End 


9684 






GI 


none 






Score 


.55 






Exons 


4664. .4822, 


5284. 


.5391, 5817 


..5896, 5992.. 6030, 


6247. .6374, 




8654. .8786, 


8829. 


.8933, 9621 


. .9684 








Seq. No. 


21551 






Seq. ID 


OJ990305 


_10.9819. 


C8 


Gene No. 


45058 






Strand 








Start 


10488 






End 


10613 






.Name 


OJ990305 10 


.9819. 


C8.o3.gs 


Method 


GENSCAN 






Start 


10488 






End 


10613 






GI 


none 






Score 


.61 






Exons :5rr' 


10488. .10613 












Seq. No. 


21552 






Seq. ID 


OJ990305 


JL0.9819. 


C9 


Gene No. 


45059 






Strand ' 


+ 






Start 


1172 






End 


4124 






Name 


OJ990305 10 


. 9819. 


C9.ol.gp 


Method 


AAT/GAP 






Start 


1172 






End 


1682 






GI 


uC-osflM202052c07bl 


Score 


926 






Exons 


1172. .1682 














GI Descrip. 


•4234848 1. 


0e-12 


(AF082131) 


gag-pol polyprotein 


[Zea mays] 1 


Seq. No. 


21552 






Seq.. ID 


OJ990305 


_10.9819. 


C9 


Gene No. 


45059 






Strand 


+ 






Start 


1172 






End 


4124 






Name 


OJ990305 10 


.9819. 


C9.ol.np 


Method 


AAT/NAP 






Start 


1282 






End 


4124 






GI 


4234852 






Score 


1157 






Exons 


1282. .1457, 


1491. 


.4124 










GI Descrip. 


(AF082133) 


gag-pol polyprotein [Zea mays] 






Seq. No. 


21552 






Seq. ID 


OJ990305_ 


JL0.9819. 


C9 


Gene No. 


45059 






Strand 


+ 






Start 


1172 






End 


4124 






Name 


OJ990305 10 


.9819. 


C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


1373 






End 


2319 






GI 


none 






Score 


504 






Exons 


1373. .1924, 


1374. 


.1952, 1698 


. .1976, -2058. .2132, 


2238. .2300, 




2239. .2319 














Seq. No. 


21552 






Seq. ID 


OJ990305_ 


JL0.9819. 


C9 


Gene No. 


45059 






Strand 


+ 






Start 


1172 






End- 


4124 






Name 


OJ990305 10 


.9819. 


C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


3268 






End 


3633 







21914 




GI 


none 




Score 


156 




Exons 


3268.. 3453, 3285.. 3449, 


3478. 


.3633, 3483.. 3632 




Seq. No. 


21552 




Seq. ID 


OJ990305_10.9819. 


C9 


Gene No. 


45059 




Strand 


+ 




Start 


1172 




End 


4124 




Name 


OJ990305 10.9819.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3337 




End 


"i f f\ e 
3696 




GI 


5509260 




Score 


237 




Exons 


3337. .3642, 3345.. 3641, 


3664. 


. 369.6 






GI Descrip. 












Seq. No. 


21552 




Seq. ID 


ojyyujuo lu.yyiy 


,C9 


Gene No. 


45059 




Strand 


+ 




Start 


1172 




End 


4 124 




Name 


OJ990305 10.9819.C9.o2.tm 


Method 


TBLASTX : Maize 




Start 


3337 




End 


3642 




GI * 


none 




Score 


239 




Exons 


3337..3642, 3345.-3629 










Seq. No. 


21552 




Seq. ID 


a Tnnmnc to no 1 n 


.C9 


Gene No. 


45059 




Strand 


+ 




Start 


1172 




End 


4 124 




Name 


OJ990305 10.9819.C9.ol.tc 


Method 


TBLASTX : Cress . 




Start 


3411 




End 


3665 




GI 


none 




Score 


181 




Exons 


3411. .3548, 3424. .3642, 


3636. 


.3665 






Seq. No. 


21553 




Seq. ID 


OJyyu joo_iu . yyiy 


.CIO 


Gene No. 


45060 




Strand 


+ 




Start 


688 




End 


7 61 




Name 


OJ990305 10. 9819. C10. ol 


.gs 


Method 


GEN SCAN 




Start 


688 




End 


7 61 




GI 


none 




Score 


0 c 




Exons 


688. .761 










Seq. No. 


21554 




Seq. ID 


OJ990305_10.9819 


.Cll 


Gene No. 


45061 




Strand 






Start ■ 


313 




End 


671 




Name 


OJ990305 10.9819.Cll.ol 


.np 


Method 


71 71 m /Mil T*i 

AAT / NAP 




Start 


226 




End 


671 




GI 


6539570 




Score 


180 




Exons 


226. .292, 468. .671 










GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


21554 . 




Seq. ID 


OJ990305 10.9819 


.Cll 


Gene No. 


45061 




Strand 






Start 


313 




End 


671 




Name 


OJ990305 10.9819.Cll.ol 


.gs 


Method 






Start 


313 




End 


663 




GI 


none 




Score 


.44 




Exons 


313. .391, 472. .663 










Seq. No. 


21555 




Seq. ID 


OJ990305_10.9819 


.C12 


Gene No. 


45062 




Strand 


+ 




Start 


325 




End 


1480 




Name 


OJ990305 10.9819.C12.ol 


.gs 


Method 


GENSCAN 





21915 




Start 


325 


End 


1480 






GI 


none 


Score 


.98 






Exons 


325.-379, 1347. .1480 










Seq. No. 


21556 


Seq. ID 


OJ990305_10. 


9819. 


C14 


Gene No. 


45063 


Strand 


+ 






Start 


391 


End 


3325 






Name 


OJ990305 10.9819.C14.ol.gs 


Method 


GENSCAN 






Start 


391 


End 


2558 






GI 


none 


Score 


.94 






Exons 


391. .736, 859. .1007, 1127.. 


1323, 1410. 


.1650, 1784.. 


1971, 






2096.. 2132, 2544.-2558 










Seq. No. 


21556 


Seq. ID 


OJ990305_10. 


9819. 


C14 


Gene No. 


45063 


Strand 


+ 






Start 


391 


End 


3325 






Name 


OJ990305 10.9819.C14.ol.np 


Method 


AAT/NAP 






Start 


433 


End 


3325 






GI 


4239819 


Score 


1055 






Exons 


433.-739, 859. .1007, 1127.. 


1323, 1410. 


.1650, 1814.. 


1971, 





2096. .2132, 2221. .2279, 2902. .2985, 3235.. 3325 
GI Descrip. (AB010875) PHR1 [Arabidopsis thaliana] 



Seq. No. 


. 21556 






Seq. ID 


OJ990305_10. 9819.C14 


Gene No. 


45063 






Strand 


+ 


Start 


391 






End 


3325 


Name 


OJ990305 10. 


9819.C14.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


508 






End 


2983 


GI 


none 






Score 


78 r 


Exons 


508.. 552, 873.. 965, 1097 


..1249, 1126.. 


1242, 1407 ..1622, 




1411. .1656, 


1411. .1629, 


1775. 


.1972, 1811. .1972, 1819. .1974, 




2100. .2135, 


2221. .2307, 


2223. 


.2285, 2900.. 2983, 2902.. 2982 


Seq. No. 


21556 






Seq. ID 


OJ990305_10.9819.C14 


Gene No. 


45063 






Strand 


+ 


Start 


391 






End 


3325 


Name 


OJ990305 10. 


9819.C14.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1213 






End 


1560 


GI 


none 






Score 


121 


Exons 


1213. .1323, 


1214. .1309, 


1390. 


.1560, 1407. .1559 


Seq. No. 


21557 






Seq. ID 


OJ990305_10.9819.C15 


Gene No. 


45064 






Strand 




Start 


366 






End 


693 


Name 


OJ990305 10. 


9819.C15.ol. 


gs 


Method 


GENSCAN 


Start 


366 






End 


693 


GI 


none 






Score 


.44 


Exons 


366. .693 










Seq. No. 


21558 






Seq. ID 


OJ990305_10.9819.C17 


Gene No. 


45065 






Strand 




Start 


555 






End 


2348 


Name 


OJ990305 10. 


9819.C17.ol. 


gs 


Method 


GENSCAN 


Start 


555 






End 


2285 


GI 


none 






Score 


.99 • 


Exons 


555. .2285 











21916 




Seq. No. 


21558 






Seq. ID 


OJ990305JL0.9819 


.C17 


Gene No. 


45065 






Strand 






Start 


555 






End 


2348 




Name 


OJ990305 10 


.9819.C17.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


609 






End 


1889 




GI ' 


none 






Score 


61 




Exons 


609.. 659, 660.. 716, 661 


. .717, 


733. .810, 


750. .851, 760. .i 


882, 




768. .881, 838. .954, 861 


. .920, 


930. .971, 


951. .1883, 982. 


.188: 




1020. . 1061, 


1442. .1882, 


1698. 


.1889, 1793.. 1885 




Seq. No. 


21558 






Seq. ID 


OJ990305_10.9819 


.C17 


Gene No. 


45065 






Strand 






Start 


555 






End 


2348 




Name 


OJ990305 10 


.9819.C17.ol 


.np 


Method 


AAT/NAP 




Start 


1051 






End 


2348 




GI 


6742729 






Score 


1868 




Exons 


1051. .2348 












GI Descrip. 


(AF121139) 


RIM2 protein 


[Oryza sativa] 






Seq. No. 


21558 






Seq. ID 


OJ990305_10.9819 


.C17 


Gene No. 


45065 






Strand 






Start 


555 






Eiid' 


2348 




Name 


OJ990305 10 


.9819.C17 .ol 


.tc 


Method 


TBLASTX: Cress 




Start 


1149 






End 


1596 




GI 


none 






Score 


201 




Exons 


1149. . 1586, 


1149. . 1592, 


1153. 


.1596, 1174. .1596 




Seq. No. 


21558 






Seq. ID 


OJ990305_10.9819 


.C17 


Gene No. 


' 45065 






Strand 






Start 


555 






End 


2348 




Name 


OJ990305 10 


.9819.C17.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


1527 






End 


1908 




GI 


none 






Score 


144 




Exons 


1527. .1841, 


1555. .1830, 


1858. 


.1908 






Seq. No. 


21558 






Seq. ID 


OJ990305_10.9819 


.C17 


Gene No. 


45065 






Strand 






Start 


555 






End 


2348 




Name 


OJ990305 10 


.9819.C17.o2 


.tw 


Method 


TBLASTX: Wheat 




Start 


1890 






End 


2298 




GI 


none 






Score 


70 




Exons 


1890. .1970, 


1891. . 1971, 


1980. 


.2222, 2004.. 2246, 2044.. 2226, 




2232. .2294, 


2238. .2294, 


2245. 


.'2298 






Seq. No. 


21559 - 






Seq. ID 


£J990305_10.9819 


.C18 


Gene No. 


45066 






Strand 


+ 




Start 


4975 






End 


6507 




Name 


OJ990305 10 


.9819.C18.o2 


. gs 


Method 


GENSCAN 




Start 


4975 






End 


6507 




GI 


none 






Score 


.81 




Exons 


4975. .5170, 


5507. .567,5, 


. 5808. 


.5875, 5894.. 6507 




Seq. No. - 


21559 






Seq. ID 


OJ990305_10.9819 


.C18 


Gene No. 


45066 






Strand 


+ 




Start 


4975 






End 


6507 




Name 


OJ990305 10 


.9819.C18.o2 


.np 


Method 


AAT/NAP 




Start 


4993 






End 


6486 





21917 




GI 231805 Score 924 

Exons 4993.. 5170, 5507.. 6486 

GI Descrip. CHALCONE SYNTHASE J (NARINGENIN-CHALCONE SYNTHASE J) 

gi|20536|emb|CAA32737| (X14597) chalcone synthase [Petunia x 
hybrida] 



Seq. No. 


21559 




Seq. ID 


OJ990305_10.9819.C18 


Gene No. 


45067 




Strand 


- 


Start 


. 1 




End 


995 


Name 


OJ990305 10.9819.C18.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


995 


GI 


4680203 




Score 


1059 


Exons 


1. .995 








GI Descrip. 


(AF114171) TNP2-like protein 


[Sorghum 


bicolor] 


Seq. No. 


21559 




Seq. ID 


OJ990305_10.9819.C18 


Gene No. 


45068 




Strand 




Start 


6937 




End 


8293 


Name 


OJ990305 10.9819.C18.o2 


.tw 


Method 


TBLASTX: Wheat 


Start 


3 




End 


279 


GI 


none 




Score 


48 


Exons 


3. .89, 87. .209,. 105. .-197, 231 


..278, 232.. 279 


Seq. No. . 


21559 




Seq. ID 


OJ990305_10.9819.C18 


Gene No. 


45068 




Strand 




Start 


6937 




End 


8293 


Name 


OJ990305 10 . 9819 . C18 . o2 


. ts 


Method 


TBLASTX: Soybean 


Start 


234 




End 


521 


GI 


none 




Score 


110 


Exons 


234. .521, 307. .483 








Seq. No. 


21559 




Seq. ID 


OJ990305_10.9819.C18 


Gene No. 


45068 




Strand 




Start 


6937 




End 


8293 


Name 


OJ990305 10.9819.C18.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


285 




End 


644 


GI 


none 




Score 


163 


Exons 


285. .545, 285. .554, 292 


. .546, 


293. .553 


, 537. .644, 551. .616 


Seq. No. 


21559 




Seq. ID 


OJ990305_10.9819.C18 


Gene No. 


45068 




Strand 




Start 


6937 




End 


8293 


Name 


OJ990305 10.9819.C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


4978 




End 


6477 


GI , ;< 


' none 




Score 


196 


Exons 


4978. .5178, 4984. .5172, 


5512. 


.5946, 5514. .5936, 5946. .6191, 




6016. .6207, 6205. .6366, 


6205. 


.6366, 64 


18. .6477 


Seq. No. 


21559 




Seq. ID 


OJ990305_10.9819.C18 


Gene No. 


45068 




Strand 




Start 


6937 . - 




End 


8293 


Name 


OJ990305 10.9819.C18.ol 


.tc 


Method. 


TBLASTX: Cress 


Start 


4987 




End' 


- 6486 


GI 


none 




Score 


185 


Exons 


4987. .5172, 5028. .5114, 


5047. 


.5178, 5512. .5946, 5514. .5939, 



5970. .5999, 6013. .6207, 6205. .6366, 6207. .6335, 6417. .6467, 
'6418. .6486 



21918 



Seq. No. 


21559 








Seq. ID 


OJ990305 


_10.9819.C18 


Gene No. 


45068 








Strand 






Start 


6937 








End 


8293 




Name 


OJ990305 10 


.9819 


.C18.ol 


.ts- 


Method 


TBLASTX: 


Soybean 


Start 


5002 








End 


6492 




GI 


none 








Score 


182 




Exons 


5002. .5178, 


5023 


. .5178, 


5511 


..5939, 5512.. 5946, 


5946. .6197, 




6016. .6207, 


6205 


. . 6366 , 


6207 


..6335, 6417. .6467, 


6418. .6492 


Seq. No. 


21559 








Seq. ID 


OJ990305 


10 . 9819 . C18 


Gene No. 


45068 








Strand 






Start 


6937 








End 


8293 




Name 


OJ990305 10 


.9819 


.C18.o3 


. gs 


Method 


GENSCAN 




Start 


6937 








End 


8293 




GI 


none 








Score 


.7 




Exons 


6937. .7033, 


7474 


. .7682, 


8103 


..8219, 8249. .8293 




Seq. No. 


21560 








Seq. ID 


OJ990305 


_10 . 9819. C19 


Gene No. 


45069 








Strand 


+ 




Start . 


926 








End i' 


1270 




Name 


OJ990305 10 


.9819 


.C19.ol 


. gs 


Method 


GENSCAN 




Start - - 


926 








End 


1270 




GI 


none 








Score 


. 81 




Exons 


926. .1037, 


i075. 


.1270 










- > 
Seq. No. 


21560 








Seq. ID 


OJ990305 


10. 9819. C19 


Gene No. 


45070 








Strand 


+ 




Start 


1777 








End 


2057 




Name 


OJ990305 10 


.9819 


.C19.o2 


. gs 


Method 


GENSCAN 




Start 


1777 








End 


2057 




GI 


none 








Score 


.85 




Exons 


1777. .1797, 


1818 


. .2057 










Seq. No. 


21561 








Seq. ID 


OJ990305 


10. 9819. C20 


Gene No. 


45071 








Strand 


+ 




Start 


2403 








End 


2766 




Name 


OJ990305 10 


.9819 


.C20.o2 


.gs 


Method 


GENSCAN 




Start 


2403 








End 


2598 




GI 


none 








Score 


.94 




Exons 


2403. .2598 














Seq. No. 


21561 








Seq. ID 


OJ990305 


_10.9819.C20 


Gene No. 


450/1 








Strand 


+ 




Start 


2403 








End 


2766 


_ 


Name 


OJ990305 10 


.9819 


,C20.ol, 


.np 


Method 


AAT/NAP 




Start 


2409 








End 


2766 




GI 


5305915 








Score 


175 




Exoris 


2409. .2766 














GI Descrip. 


(AF152552) < 


shalcone synthase 


5 [Sorghum bicolor 


] 


Seq. No. 


21561 








Seq. ID 


OJ990305_ 


_10. 9819.C20 


Gene ^No. 


45071 








Strand 


+ 




Start 


2403 








End 


2766 




Name 


OJ990305 10 


.9819, 


.C20.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


2412 








End 


2600 




GI 


none 








Score 


193 





21919 



Exons 

Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2412.. 2600, 2456.. 2542 

21561 
45071 
2403 

OJ990305_10.9819.C20.ol.ts 
2420 
none 

2420.. 2512, 2430.. 2600, 2448.. 2606 



Seq. ID OJ990305_10.9819.C20 
Strand + 

2766 

TBLASTX: Soybean 
2606 
187 



End 

Method 
End 
Score 



Seq. ID OJ990305_10.9819.C22 
Strand + 

291 

AAT/NAP 
291 
123 



21562 
45072 
1 

OJ990305_10.9819.C22.ol.np 
1 

1345660 
1.-291 

CALMODULIN gi | 505152 | emb | CAA43142 | (X60737) Calmodulin [Malus 
domestica] 



End 

Method 

End 

Score 



21563 
45073 
1 

OJ990305_10.9819.C23.ol.np 
1 

4680179 
1..1437 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID - OJ990305_10.9819.C23 
Strand + 
End 1437 
Method AAT/NAP 
End 1437 
Score • 1708 



21563 
45073 
1 

OJ990305_10.9819.C23,o3.tw 

109 

none 

109. .462 



Seq. ID OJ990305_10.9819.C23 

Strand + 

End 1437 

Method TBLASTX : Wheat 

End 4 62 

Score 231 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



21563 
45073 

1 • 

OJ990305_10. 9819.C23.o3.tm 
466 
none 

466. .657, 504. .611 

21563 
45073 
1 

OJ990305_10.9819.C23.ol.tw 
594 
none 

594. .1034, 595. .1077, 706. .1074 



Seq. ID OJ990305_10.9819.C23 

Strand + 

End 1437 

Method TBLASTX : Maize 

End 657 

Score 190 



Seq. ID OJ990305_10.9819.C23 

Strand + 

End 1437 

Method TBLASTX : Wheat 

End 1077 

Score 524 



21563 
45073 
1 

OJ990305 10. 9819.C23.o2.ts 



Seq. ID OJ990305_10.9819.C23 

Strand + 

End 1437 

Method TBLASTX : Soybean 



21920 




Start 


631 • 




End 


945 




GI 


none 




Score 


205 




Exons 


631. .945, 747. .944 










Seq. .No. 


' 21563 




Seq. ID 


OJ990305_10.9819 


.C23 


Gene No. 


45073 




Strand 


+ 




Start 


1 




End 


1437 




Name 


OJ990305 10.9819.C23.ol 


tm 


Method 


TBLASTX: Maize 




Start 


660 




End 


1107 




GI 


none 




Score 


343 




Exons 


660. .902, 664 . .1107 










Seq. No. 


21563 




Seq. ID 


OJ990305_10.9819 


.C23 


Gene No. 


45073 




Strand 


+ 




Start 


1 




End 


1437 




Name 


OJ990305 10.9819.C23.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


1018 




End 


1371 




GI 


none 




Score 


51 




Exons 


1018. .1050, 1018. .1050, 


1056. 


.1097, 1057. .1107, 1153. .1365, 




1162. .1371, 1170. .1370 










Seq. No. 


21563 




Seq. ID 


OJ990305_10.9819 


.C23 


Gene No. 


45073 




Strand 


+ 




Start 


1 




End 


1437 




Name 


OJ990305 10. 9819.C23.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


1145 




End 


1371 




GI 


none 




Score 


56 




Exons 


1145. .1219, 1165. .1371, 


1167. 


.1370 






Seq. No. 


21563 




Seq. ID 


OJ990305_10.9819 


.C23 


Gene No. 


45073 




Strand 


+ 




Start 


1 




End 


1437 




Name 


OJ990305 10. 9819.C23.o2 


. tm 


Method 


TBLASTX: Maize 




Start 


1174 




End 


1362 




GI 


none 




Score ■ 


206 




Exons 


1174. .1362, 1215. .1352 










Seq. No. 


21564 




Seq. ID 


OJ990305_10.9819 


.C24 


Gene No. 


45074 




Strand 


+ ^ ■ 




Start 


159 




End 


1248 




Name 


OJ990305 10.9819.C24.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


153 




End 


1205 




GI 


none 




Score 


60 




Exons 


153. .242, 161. .244, 163 


. .243, 


852. .950, 878.-952, 878.. 


937, 




1045. .1167, 1064. .1204, 


1065. 


.1205 






Seq. No. 


21564 




Seq. ID 


OJ990305_10.9819 


.C24 


Gene No. 


45074 




Strand 


+ 




Start 


159 




End 


1248 




Name 


OJ990305 10.9819.C24.ol 


. rip 


Method 


AAT/NAP 




Start 


159 




End 


1248 




GI 


1617219 




Score 


356 





Exons 159. .244, 879. .950, 1068. .1248 

GI Descrip. (X99301) CPD photolyase [Arabidopsis thaliana] gi 12984707 

(AF053365) type II CPD photolyase PHR1 [Arabidopsis thaliana] 

Seq. No. 21564 Seq. ID OJ990305_10 . 98 19 . C24 



21921 




Gene No. 


4 OU / H 


b rrana 


T 




Start 


159 


End 


1248 




Name 


OJ990305 10-9819. C24.ol.gs 


Method 


GENSCAN 




Start 


164 


End 


1247 




GI 


none 


Score 


•91 




Exons 


164. .244, 1068. .1247 








Seq. No. . 


21565 


Seq. ID 


OJ990305_10.9819. 


C25 


bene wo. . 


40U / 0 


Strand 






Start 


1009 


End 


1586 




Name 


OJ990305 10.9819.C25.ol.gs 


Method 


GENSCAN 




Start 


1009 


End 


1586 




GI 


none 


Score 


.95 




Exons 


1009.. 1179, 1254.. 1318, 1369 


..1466, 1558. .1586 




Seq. No. 


21566 


oeq . i'U 


oTQQn^nR in qqi q 


C26 


Gene No . 


40U / D 


Strand 


X 




Start 


929 


Lina 


I 1 C*5 

I I DJ 




Name 


OJ990305 10.9819.C26.ol.gp 


Me unoa 


AAT/GAP 




Start 


929 


End 


1163 




GI 


286708 . 


Score 


392 




Exons 


929.. 1163 








Seq. No. 


21567 


Seq. ID 


OJ990305^10.9819. 


C27 


Gene No. 


45077 


Strand 






--.4- 

btart 


/yy 


End 


4430 




Name 


OJ990305 10.9819.C27.ol.gs 


Method 


GENSCAN 




Start 


789 


End 


4415 




GI 


none 


Score 


.53 




Exons 


789. .959, 1226. .1298, 1602.. 


1775, 1850 


..2850, 3032. .3226 


»/ 




3263. .3467, 3895. .4415 








Seq. No. 


21567 


Seq. ID 


OJ990305_10.9819. 


C27 


Gene No. 


45077 


Strand 








789 


End 


4430 




Name 


OJ990305 10.9819.C27.ol.np 


Method 


AAT/NAP 




Start 


795 


End 


4430 




GI 


4680204 


Score 


1004 




Exons 


795.. 973, 1327.. 1500, 1602.. 


1775, 1850 


..'2961, 3032.. 4430 . 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


21567 


Seq. ID 


OJ990305_10.9819. 


C27 


Gene No. 


45077 


Strand 






Start 


789 


End 


4430 




Name 


OJ990305 10.9819.C27.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2749 


End 


3431 




GI 


none 


Score 


64 




Exons 


2749.. 2967, 3029.. 3127, 3378 


. .3431 






Seq. No. 


21568 


Seq. ID 


OJ990305_10.9819. 


C30 


Gene No. 


45078 


Strand . 


+ 




Start 


375 


End 


1375 




Name 


OJ990305 10.9819.C30.ol.tm 


Method 


TBLASTX: Maize 




Start 


367 


End 


1345 




GI 


none . 


Score 


386 




Exons 


367.. 804, 380. .814, 812. .1069, 1072. .1203, 1073. .1261, 





1283. .1345 



21922 



Seq. No. 21568 

Gene No. 45078 

Start 375 

Name OJ990305_10 . 9819.C30 . ol . gs 

Start 375 

GI none 

Exons 375.. 1375 



Seq. ID OJ990305_10.9819.C30 

Strand + 

End 1375 

Method GENSCAN 

End 1375 

Score .98 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq." No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21568 
45078 
375 

OJ990305_10.9819.C30.ol.np 
375 

231805 
375. .1354 

CHALCONE SYNTHASE J (NARINGENIN-CHALCONE SYNTHASE J) 
gi|20536|emb|CAA32737| (X14597) chalcone synthase [Petunia x 
hybrida] 



Seq.. ID OJ990305_10. 9819.C30 

Strand + 

End 1375 

Method AAT/NAP 

End 1354 

Score 780 



21568 
45078 
375 

OJ990305_10.9819.C30.ol.ts 

377 

none 



-Seq. ID OJ990305_10.9819.C30 

Strand + 

End 1375 

Method TBLASTX: Soybean 

End 1345 

Score 38 6 



377. .814, 379. .807, 812. .1069, 868. .1068, 1072. .1203, 
1073. .1261, 1073. .1258, 1283. .1345, 1285. .1335 



Seq. No. 21568 

Gene No. 45078 

Start 375 

Name OJ990305_10 . 9819 .C30 . ol . tc 

Start 380 

GI none 
Exons 



Seq. ID OJ990305_10. 9819.C30 

Strand + 

End 1375 

Method TBLASTX : Cress 

End 1345 

Score 374 



380. .814, 382. .807, 874. .1068, 875. .1069, 1072. .1203, 
1073.. 1261, 1073. .1225, 1283.. 1345, 1285.. 1335, 1286.. 1336 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



21569 
45079 
1 

OJ990305_10.9819.C32.ol.np 
1 

4680179 
1..822 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ990305_10. 9819.C32 
Strand 

End 822 

Method AAT/NAP 

End 822 

Score 730 



21569 
45079 
1 

OJ990305_10.9819.C32.ol.tw 

140 

none 

140. .490, 298.-423 

21569 
45079 



Seq. ID OJ990305_10. 9819.C32 

Strand 

End 822 

Method • TBLASTX^ Wheat 

End 4 90 

Score 57 



Seq. ID OJ990305_10. 9819.C32 
Strand 



21923 



Start 
Name 
Start 
GI 

Exons 



OJ990305_10.9819.C32.ol.tm 

152 

none 

152. .490, 281. .490 



End 

Method 

End 

Score 



822 

TBLASTX: Maize 

490 

85 



Seq. No. 21569 

Gene No. 45079 

Start 1 

Name OJ990305_10 . 9819 . C32 . o2 . tw 

Start 542 

GI none 

Exons 542.. 739, 543.. 740 

Seq. No. 21570 

Gene No. 45080 

Start 222 

Name OJ990305_10 . 9819. C33 . ol . gs 

Start 222 

GI none 

Exons 222.. 450, 1167.. 1210, 1318. 

Seq. No. 21571 

Gene No. 45081 

= 5 i Start . 699 

'-Name OJ990305_10 . 9819.C34 . ol . gs 

^Start 699 

i;5 *GI none 

rU Exons 699.. 780, 1157.. 1329 C; 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
1425 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990305_10.9819.C32 
822 

TBLASTX: Wheat 

740 

121 



OJ990305_10.9819.C33 

1425 
GEN SCAN 
1425 
.71 



OJ990305_10.9819.C34 
+ 

1329 
GENSCAN 
1329 
.71 



jSeq. No. 

iGene No. 
l^Start 

*= ? Name 
■s Start 

i!|Gi 

! *, JExons 

i fil Descrip. 

: *=^Seq. No. 
ubene No. 
illjStart 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21571 
45082 
6814 

OJ990305_10.9819.C34.o2.np 
6814 
669088 
6814. .7071 

(X15901) ribosomal protein S12 [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990305_10. 9819.C34 
+ 

7071 
AAT/NAP 
7071 
304 



21571 
45083 
144 

OJ990305_10. 9819.C34.ol.np 
144 

6523547 

144.. 351, 2351. .2558, 2744 



OJ990305 10.9819.C34 



Seq. ID 
Strand 

End ' 9140 

Method AAT/NAP 
End 3580 
Score 316 
3580 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



21571 
45083 
144 

OJ990305_10.9819.C34.o2.gs 

2409 

none 

2409. .2506, 2600. .2924, 4484, 
5267. .5504, 5917. .6001, 6638, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990305 10.9819.C34 



9140 
GENSCAN 
7509 
.52 

4648, 4902. .4983, 5069. 
6771, 7132. .7271, 7439. 



,5179, 
.7509 



21924 




Seq. No. 


21571 








Seq. ID 


OJ990305_10.9819 


.C34 


Gene No. 


4 DUO j 








Strand 






Start 


144 








End 


9140 




Name 


OJ990305 10. 


9819. 


C34.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


6665 








End 


7103 




GI 


none 








Score 


504 




Exons 


6665. .6916, 


6686. 


.7072, 


6687 


..7073, 6687. .6923, 6688. .7074, 




7071. .7103 














Seq. No. 


21571 








Seq. ID 


OJ990305_10.9819 


.C34 


Gene No . 


H DUO j 








Strand 






Start 


144 








End 


9140 




Name 


OJ990305 10. 


9819. 


C34.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


6687 








End 


7103 




GI 


none 








Score 


42 




Exons 


6687. .6710, 


6688. 


.6711, 


6688 


..6714, 6714. .6923, 6720. .7073, 




6721. .7074, 


7071. 


.7103 










beq. vio . 


Z 10 / 1 








Seq. ID 


OJ990305_10.9819 


.C34 


Gene No. 


45083 








Strand 






Start 


144 








- End 


9140 




Name 


OJ990305 10. 


9819. 


C34.ol 


.ts 


Method 


TBLASTX : Soybean 




Start 


6714 








' End 


6921 




GI 


none 








Score 


283 




Exons 


6714. .6920, 


6715. 


.6921, 


6724 


. .6921 






beq. ino . 


Z ID 1 1 








Seq. ID 


OJ990305_10. 9819 


.C34 


Gene No. 


45083 








Strand 






Start 


144 








End 


9140 




Name 


OJ990305 10. 


9819. 


C34.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


6801 








End 


7103 




GI 


none 








Score 


407 • 




Exons 


6801. .6923, 


6802. 


.7074, 


6804 


..7073, 7071. .7103 




Seq. No. 


21571 








Seq. ID 


OJ990305_10.9819 


.C34 


bene ino . 


45083 








Strand 






Start 


144 








End 


9140 




Name 


OJ990305 10. 


9819. 


C34.o3 


.np 


Method 


AAT/NAP 




Start 


7072 








End 


9140 




GI 


6094106 








Score 


196 




Exons 


7072. .7284, 


9121. 


.9140 










GI Descrip. 


MITOCHONDRIAL 60S 


i RIBOSOMAL 


PROTEIN L2 






beq. wo. 


. 21572' 








Seq. ID 


OJ990305_10.9819 


.C35 


Gene No. 


45084 








Strand 


+ 




Start 


1780 








End 


4879 




Name 


OJ990305 10. 


9819. 


C35.ol 


. gs 


Method 


GENSCAN 




Start 


1780 








End 


4790 




GI 


none 








Score 


.53 




Exons 


1780. .1830, 


2659. 


.2850, 


2908 


..3062, 4310. .4790 




Seq. No. 


21572 








Seq. ID 


OJ990305_10.9819 


.C35 


Gene No. 


45084 








Strand 


+ 




Start 


1780 








End 


4879 




Name 


OJ990305 10. 


9819. 


C35.ol 


.np 


Method 


AAT/NAP 




Start 


4236 








End 


4879 





21925 




GI 


2689221 






Score 


394 


Exons 


4236. .4879 










GI Descrip. 


(Y10098) 7- 


ethoxycoumarin O-deethylase 


[Helianthus tuberosum 


Seq. No. 


21572 








OJ990305_10.9819.C35 


KjQtl& NO. 


H DUO 4 






onrana 




Start 


1780 








.4879 


Name 


OJ990305 10 


qoi Q p*3c: 0 T 


LIU 




TBLASTX: Maize 


Start 


4301 








4513 


GI - 


none 






Score 


238 


Exons 


4301. .4513, 


4302. .4511 








Seq. No. 


21572 






oeq. ±D 


OJ990305_10.9819.C35 


Liene wo . 


A Rrtfi A 
H DUO 4 






o crana 




Start 


1780 






Lna 


4879 


Name 


OJ990305 10 


QQ1 Q POC «1 

. yoiy.Ljj.oi . 




ixiecnoQ 


TBLASTX : Soybean 


Start 


4301 






tna 


4748 


GI 


none 






Score 


205 


Exons 


4301. .4486, 


4302. .4487, 


4497. 


.4748 




Seq. No. 


21572 ■ 






oeq . iu 


OJ990305_10.9819.C35 


Gene No . 


H DUO 4 






Strand 


T 


Start 


1780 






CjUU 


4879 


Name 


OJ990305 10 


QQ 1 Q ^ s\1 




lYieiinoa 


TBLASTX: Wheat 


Start . 


4302 






t-< — -J 

LnQ 


4562 


GI 


none 






Score 


191 


Exons 


4302. .4547, 


4304. .4486, 


4536. 


.4562 




Seq. No. 


21572 






oeq. iu 


OJ990305_10.9819.C35 


Gene No . 


A c n Q A 






C+- T-=a nH 


*t* 


Start 


1780 






£jliCl 


4879 


Name 


OJ990305 10 


QQ 1 Q PTC; 0.1 

. y o iy . tjj . oi . 


tc 




TBLASTX: Cress 


Start 


4317 






tna 


4820 


GI 


none 






Score 


125 


Exons 


4317. .4505, 


4367. .4486, 


4521. 


.4820 




Seq. No. 


21573 






Seq. ID 


OJ990305_10.9819.C36 


Gene No. 


45085 






Strand 


+ 


Start 


1548 






End 


3552 


Name 


OJ990305 10 


.9819.C36.ol. 


np 


Method 


AAT/NAP 


Start 


1548 






End 


3552 


GI 


5915833 






Score 


443 


Exons 


1548. .2312, 


3486. .3552 








GI Descrip. 


CYTOCHROME 


P450 76C3 gi|2979550|gb|AAC06159.1| (AC003680) 




putative cytochrome P450 


[Arabidopsis 


thaliana] 


Seq. No. 


21573 






Seq. ID 


OJ990305_10.9819.C36 


Gene No . 


45086 






Strand 




Start 


2572 






End 


3406 


Name 


OJ990305 10 


.9819.C36.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1638 






End 


1876 


GI 


none 






Score 


202 


Exons 


1638. . 1811, 


1664. .1876', 


1689. 


.1874 




Seq. No. 


21573 






Seq. ID 


OJ990305_10.9819.C36 


Gene No. 


45086 






Strand 




Start 


2572 






End 


3406 



21926 



Name 

Start 

GI 

Exons 



OJ990305_10 . 98 1 9 . C36 . ol . tw Method TBLASTX : Wheat 
1653 End 1925 

none Score 170 

1653.. 1748, 1661.. 1849, 1692.. 1850, 1898.. 1921, 1899.. 1925 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21573 
45086 
2572 

OJ990305_10.9819.C36.ol.tc 

1664 

none 



Seq. ID OJ990305_10. 9819.C36 
Strand 

End 3406 

Method TBLASTX : Cress 

End 2300 

Score 165 



1664.. 1837, 1695.. 1853, 1878.. 2300, 2037.. 2285 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21573 
45086 
2572 

OJ990305_10.9819.C36.ol.ts 

1664 

none 



Seq. ID OJ990305_10.9819.C36 
Strand 

End 34 06 

Method TBLASTX : Soybean 

End * 2111 

Score 188 



1664. .1849, 1689. .1850, 1859. .2110, 1860. .2111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21573 
45086 
2572 

OJ990305_10. 9819.C36.ol.tm 

2031 

none 



Seq. ID OJ990305_10.9819.C36 
Strand 

End 34 06 

Method TBLASTX : Maize 

End 2306 

Score 122 



2031.. 2144, 2036.. 2125, 2136.. 2306, 2141.. 2299 



Seq. No. 21573 

Gene No. 45086 

Start 2572 

Name OJ990305_10. 9819 . C36 . o2 . gs 
Start ,/'. 2.572' 

GI none 
Exons 



Seq. ID OJ990305_10.9819.C36 
Strand 

End . 3406 

Method GENSCAN 
End 3406 
Score .7 



2572.. 2609, 3184.. 3291, 3313.. 3406 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons 

GI Descrip. 



21574 
45087 
1 

OJ990305 10.9819.C37.ol.np 



Seq. ID OJ990305_10.9819.C37 

Strand + 

End 509 

Method AAT/NAP 

End 44 9 ' 

Score i38 



2689221 
1..449 

(Y10098) 7-ethoxycoumarin O-deethylase [Helianthus tuberosus] 



Seq. No. 21574 

Gene No. 45087 

Start 1 

Name OJ990305_10 .9819. C37 . ol . tm 

Start 108 

GI none - 
Exons 



Seq. ID OJ990305_10. 9819.C37 

Strand + 

End 509 

Method TBLASTX : Mai ze 

End 383 

Score 92 



108. .221, 131. .214, 159. .383, 218. .313 



Seq. No. 
Gene No. 
Start 



21574 
45087 
1 



Seq. ID OJ990305_10.9819.C37 
Strand + 
End 509 



21927 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990305_10 .9819. C37 . ol . gs Method GENSCAN 

186 End 509 

none Score .73 
186. .509 



Seq. ID OJ990305_10.9819.C38 
Strand + 

4381 
AAT/NAP 
595 
488 



End 

Method 

End 

Score 



21575 
45088 
1 

OJ990305_10.9819.C38.ol.np 
1 

3929333 
1. .595 

CYTOCHROME P450 76B1 ( 7-ETHOXYCOUMARIN O-DEETHYLASE) (ECOD) 
(PHENYLUREA DEALKYLASE) gi I 2370230 | emb | CAA71054 | (Y09920) 



Seq. ID OJ990305_10.9819.C38 

Strand + 

End 4381 

Method GENSCAN 

End 4381 

Score .64 



Seq. ID OJ990305_10.9819.C38 

Strand + 

End 4381 

Method AAT/NAP 

End 388 6 

Score 75 



Seq. ID OJ990305_10.9819.C38 
Strand 

End 5912 

Method TBLASTX : Maize 

End 517 

Score 71 



Seq. ID OJ990305_10.9819.C38 
Strand 

End 5912 

Method TBLASTX : Cress 

End 520 

Score 463 



Seq. ID OJ990305_10.9819.C38 
Strand 

End 5912 

Method TBLASTX : Soybean 

End 571 

Score 465 





7-ethoxycoumarin < 


Seq. No. 


21575 






Gene No. 


45088 






Start 


1 






Name 


OJ990305 


JL0. 


9819J 


start 


49 






GI 


none 






Exons 


49. .374, 


1585. .17 


Seq. No. 


21575 






Gene No. : 


45088 






Start 


1 






Name 


OJ990305 


_10. 


9819.' 


Start 


92 






GI • 


4455154 






Exons 


92. .209, 


960 


. .991 


GI Descrip. 


(AL033545) extens 


Seq. No. 


21575 






Gene No. 


45089 






Start 


4949 






Name 


OJ990305 


_10. 


9819." 


Start 


57 






GI 


none 






Exons 


57. .197, 


59. 


.352, 


Seq. No. 


21575 






Gene No. 


45089 






Start 


4949 






Name 


OJ990305 


_10. 


9819J 


Start 


58 






GI 


none 






Exons 


58. .450, 


59. 


.520 


Seq. No. 


21575 






Gene No. 


45089 






Start 


4949 






Name 


OJ990305 


JLO. 


9819. < 


Start 


77 






GI 


none 






Exons 


77. .571, 


79. 


.444 



21928 




Seq. No. 


21575 








Seq. ID 


OJ990305 


__10.9819.C38 


Gene No. 


45089 








Strand 






Start 


4949 








End 


5912 




Name 


OJ990305 10 


.9819 


.C38.ol 


.tw 


Method 


TBLASTX : 


Wheat 


Start 


251 








End 


559 




GI 


none 








Score 


106 




Exons 


251. .355, 271.. 354, 358 


. .450, 


359. .517 


, 515. .559 


Seq. No. 


21575 








Seq. ID 


OJ990305 


_10.9819.C38 


Gene No. 


45089 








Strand 






Start 


4949 








End 


5912 




Name 


OJ990305 10 


. 9819 


.C38.ol 


.gp 


Method 


AAT/GAP 




Start 


4683 








End 


5846 




GI 


426 2.R1084 








Score 


1035 




Exons 


4683. .5029, 


5327 


. .5383, 


5495. 


.5546, 5637.. 5725, 


5806. .5846 


GI Descrip. 


'2661039 5. 


Oe-49 


(AF035286) alpha enolase [Homo 


sapiens] ' 


Seq. No. 


21575 








Seq. ID 


OJ990305 


_10.9819.C38 


Gene No. 


45089 








Strand 






Start 


4949 








End 


5912 




Name 


OJ990305 10 


. 9819 


C38 o2 


. tm 


Method 


TBLASTX: Maize 


Start • 


4940 ~ 








End 


5847 




GI 


none 








Score 


70 




Exons 


4940. .4999, 


4946 


5038, 


5319. 


.5399, 5319. .5384, 


5327. .5407, 




5327 . . 5392, 


5494 


5547, 


5495. 


.5563, 5495.. 5548, 


5637. .5726, 




5639. . 5728, 


5639 


5728, 


5803. 


.5847, 5804. .5845, 


5806. .5847 


Seq. No. 


21575 








Seq. ID 


OJ990305 


10. 9819. C38 


Gene No. 


45089 








Strand 






Start 


4949 








End 


5912 




Name 


OJ990305 10 


.9819 


C38 o2 


. tc 


Method 


TBLASTX: 


Cress 


Start 


4947 








End 


5847 




GI 


none 








Score 


87 




Exons 


4947. .5018, 


4949 


5038. 


5325 . 


.5399, 5327.. 5392, 


5495. .5548, 




5496. .5549, 


5637 




%j \j j / . 


.5726, 5639.. 5728, 


5641. .5751, 




5642. .5734, 


5790 


. .584 6, 


5803. 


.5847, 5805.. 5846, 


5806. .5847 


Seq. No. 


21575 








Seq. ID 


OJ990305 


_10.9819.C38 


Gene No . 


45089 








Strand 






Start 


4949 








End 


5912 




Name 


OJ990305 10 


.9819 


.C38 .o2 


.gs 


Method 


GEN SCAN 




Start 


4949 








End ■ 


5725 




GI 


none 








Score 


.75 




Exons 


4949. 5029, 


5495 


. .5546, 


5637. 


.5725;, 






Seq. No. 


21575 








Seq. ID 


OJ990305 


_10.9819.C38 


Gene No. 


45089 








Strand 






Start 


4949 








End 


5912 




Name 


OJ990305 10 


.9819 


.C38.o2 


.ts 


Method - 


TBLASTX: 


Soybean 


Start 


4949 








End 


5849 




GI 


none 








Score 


66 




Exons 


4949. .5038, 


4952 


. .5005, 


5319. 


.5402, 5327.. 5392, 


5495. .5548, 




5496. .5549, 


5504 


. .5563, 


5637. 


.5726, 5637.. 5726, 


5639. .5728, 




5639. .5728, 


5803 


. .5844, 


5803. 


.5847, 5804. .5848, 


5805. .5849 


Seq. No. 


21575 








Seq. ID 


OJ990305 


_10.9819.C38 


Gene No. 


45089 








Strand 







21929 



Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



4949 End 5912 

OJ990305_10 .9819. C38 . o3 . np Method AAT/NAP 
4952 End 5912 

3023713 Score 386 

4952. .5029, 5327. .5383, 5495. .5546, 5637. .5725, 5806. .5912 
ENOLASE (2-PHOSPHOGLYCERATE DEHYDRATASE) (2-PHOSPHO-D-GLYCERATE 
HYDRO-LYASE) (OSE1) gi 1780372 (U09450) enolase [Oryza sativa] 



21576 
45090 
1 

OJ990305_10.9819.C39.ol.np 
1 

3023713 



Seq. ID OJ990305_10.9819.C39 
Strand 

End 3311 

Method AAT/NAP 

End 2810 

Score 928 



1..45, 100. .166, 394. .468, 544. .624, 701. .802, 891. .971, 
1070. .1156, 1236. .1283, 1837. .1901, 2023. .2086, 2742. .2810 
ENOLASE (2-PHOSPHOGLYCERATE DEHYDRATASE) (2-PHOSPHO-D-GLYCERATE 
HYDRO-LYASE) (OSE1) gi | 780372 (U09450) enolase [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21576 
45090 
1 

OJ990305_10. 9819.C39.ol.gp 
100 

426 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990305 10.9819.C39 



3311 
AAT/GAP 
2919 
1466 

100. .166, 394. .468, 544.-624, 701. .802, 891. .971, 1070. .1156, 
1236. .1283, 1837. .1901, 2023. .2086, 2742. .2919 

'3023713/sp|Q42971|ENO_ORYSA 0.0e+00 ENOLASE (2-PHOSPHOGLYCERATE 
DEHYDRATASE) (2-PHOSPHO-D-GLYCERATE HYDRO-LYASE) (OSE1) 
>gi_780372 (U09450) enolase [Oryza sativa] ' 



21576 
45090 
1 

OJ990305_10.9819.C39.ol. 
101 
none 
101. . 
545. . 
701. . 
1070, 
1838. 



172, 102.. 167, 362 
628, 546. .629, 561 
805, 891. .974, 895, 
.1168, 1235.. 1285, 
.1909, 2021.. 2089, 



Seq. ID OJ990305_10.9819.C39 
Strand 

End 3311 
tc Method TBLASTX: Cress 

End 2805 

Score 65 
.469, 392. .469, 394. .474, 523. .630, 
.638, 693. .803, 699. .803, 700. .804, 
.972, 1058. .1192, 1068. .1157, 
1236. .1286, 1834. .1902, 1837. .1908, 
2022. .2087, 2734. .2805, 2739. .2804 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21576 
45090 
1 

OJ990305_10. 9819.C39.ol.ts 

101 

none 



Seq. ID OJ990305_10.9819.C39 
Strand 

End 3311 

Method TBLASTX : Soybean 

End 2805 

Score 102 



101. .169, 392. .469, 394. .477, 398. .469, 523. .633, 545. .613, 
66.5.. 805, 693. .803, 700. .813, 701. .838, 891. .974, 898. .972, 
1058. .1159, 1068. .1157, 1235. .1285, 1236. .1286, 1837. .1908, 
1841.. 1909, 2021.. 2089, 2022.. 2087, 2739.. 2804, 2740. '.'2805 



Seq. No. 
Gene No. 
Start 



21576 
45090 
1 



Seq. ID 

Strand 

End 



OJ990305 10.9819.C39 



3311 



21930 



Name 

Start 

GI 

Exons 



OJ990305_10.9819.C39.ol.tm 

101 

none 

101. .199, 101. .172, 392. .469, 
545.-628, 561. .638, 693. .803, 
701. .805, 892. .972, 892. .972, 
1068.. 1157, 1070.. 1159, 1075. 
1236.. 1286, 1236.. 1286, 1796. 
1837.. 1908, 1838.. 1909, 2016. 
2022.. 2087, 2739.. 2810, 2740. 



Method TBLASTX: Maize 
End 2810 
Score 78 

394. .474, 398. .469, 523. .630, 
699. .803, 700. .804, 701. .805, 
1057. .1158, 1058. .1159, 
.1164, 1234. .1284, 1234. .1284, 
.1900, 1833.. 1901, 1834.. 1902, 
.2087, 2020.. 2088, 2021.. 2089, 
.2808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21576 Seq. ID 

45090 Strand 

1 End 

OJ990305_10.9819.C39.ol.gs Method 

394 End 

none Score 



OJ990305_10.9819.C39 

3311 
GEN SCAN 
3311 
.5 



394. .468, 544. .624, 698. .802, 891. .971, 1070. .1156, 1236. .1283, 
1837. .1901, 2023. .2114, 2228. .2418, 2742. .2839, 2974. .3311 



Seq. No. 21576 Seq. ID 

Gene No. 45090 Strand 

Start 1 End 

Name OJ990305_10 . 9819.C39.ol . tw Method 

Start 535 End 

GI none Score 

Exons 535.. 630, 545.. 628, 546.. 629, 558.. 638, 693 

700. .804, 701. .805, 891. .974, 892. .972, 893 

1068.. 1103 



OJ990305_10.9819.C39 
3311 

TBLASTX: Wheat • 
1103 
143 

,803, 699. .803, 
.973, 1067. .1102, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21576 Seq. ID 

45090 Strand 

1 End 

OJ990305_10 . 9819 . C39 . o2 . tw Method 

1103 End 

none Score 



OJ990305_10.9819.C39 
3311 

TBLASTX: Wheat 

3213 

60 



1103. .1159, 1104. .1157, 1106. .1159, 1234. .1284, 1234..1284, 

1235. .1285, 1236. .1286, 1405. .1452, 1833. .1901, 1835. .1900, 

1836.. 1901, 1837.. 1908, 1838.. 1909, 2021.. 2089, 2022.. 2087, 

2739. .2810, 2740.. 2808, 2740. .2820, 2741. .2812, 3109. .3213 



Seq. No. 


21577 










Seq. ID 


OJ990305_10.9819 


.C43 


Gene No. 


45091 










Strand 


+ 




Start 


189 










End 


335 




Name 


OJ990305 


_10. 


9819. C43, 


.ol. 


.ts 


Method 


TBLASTX : Soybean 




Start 


90 










End 


260 




GI 


none 










Score 


93 




Exons 


90. .260, 


133 


. .258 












Seq. No. 


21577 










Seq. ID 


OJ990305_10.9819 


.C43 


Gene No.. 


45091 










Strand 


+ . 




Starr 


189 










End 


335 




Name 


OJ990305 


_10. 


9819. C43. 


,ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


93 










End 


335 




GI 


none 










Score 


77 




Exons 


93. .335, 


118 


. .279 













21931 




Seq. No. 


21577 


Seq. ID 


OJ990305_ 


10.9819 


.C43 




4 DU J 1 


C+- r3nr ] 

O LIT a. HQ. 








Start 


189 


End 


335 






Name 


OJ990305 10.9819.C43.ol.gs 


Method 


GENSCAN 






Start 


189 


End 


293 






GI 


none 


Score 


.66 






Exons 


189. .293 










Seq. No. 


21578 


Seq. ID 


OJ990305_ 


10.9819 


.C4 4 


t^ene wo. 




OL.ia.nQ 


T 






Start 


237 


End 


3902 






Name 


OJ990305 10.9819.C44.ol.gs 


Method 


GENSCAN 






Start 


237 


End 


2181 






GI 


none 


Score 


.88 






Exons 


237. .301, 949. .1024, 1723.. 


2181 








Seq. No. 


21578 


Seq. ID 


OJ990305_ 


10.9819 


.C4 4 


Gene No. 


45092 


Strand 


+ 






Start 


237 


End 


3902 






Name 


OJ990305 10.9819.C44.o2.np 


Method 


AAT/NAP 






Start 


1789 


End 


3902 






GI 


5042448 


Score 


801 






Exons 


1789. .2276, 3632. .3902 










GI Descrip. 


(AC007789) putative ORF0 protein of RIRE8B gypsy 


—type 




- 


retrotransposon [Oryza sativa] 








Seq. No. 


21578 


Seq. ID 


OJ990305_ 


10.9819 


.C44 


Gene No. 


45092 


Strand 


+ 






Start 


237 


End 


3902 






Name 


OJ990305 10.9819.C44.o2.gs 


Method 


GENSCAN 






Start 


3697 


End 


3861 






GI 


none 


Score 


.72 






Exons 


3697. .3861 










Seq. No. 


21578 


Seq. ID 


OJ990305_ 


10.9819 


.C44 


Gene No. 


45093 


Strand 








O Lai. l_ 


247 


End 


3902 






Name 


OJ990305 10.9819.C44.ol.np 


Method 


AAT/NAP 






Start 


247 


End 


3902 






GI 


4680183 


Score 


189 






Exons 


247. .336, 944. .1014, 3858.. 


3902 








GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No; 


21579 


Seq. ID 


OJ990305_ 


10.9819 


.C45 


Gene No. 


45094 


Strand 


+ 






otari 


1305 


End 


5404 






Name 


OJ990305 10.9819.C45.ol.gs 


Method 


GENSCAN 






Start 


1305 


End 


5404 






GI 


none 


Score 


.83 






Exons 


1305. .1688, 1791. .1865, 2204. .2413, 2523. .2835, 


3094. .3232, 




3674.. 3723, 4664.. 4722, 5273.. 5404 








Seq. No. 


21579 


Seq. ID 


OJ990305_ 


10.9819 


.C45 


Gene No. 


45094 


Strand 


+ 






Start 


1305 


End 


5404 ' 






Name 


OJ990305 10.9819.C45.ol.tw 


Method 


TBLASTX: Wheat 




Start 


2198 


End 


3189 







21932 



GI 

Exons 



none Score 216 

2198.. 2302, 2202.. 2402, 2204.. 2389, 2505.. 2675, 2517.. 2672, 
2664.. 2798, 2677.. 2799, 2686.-2793, 3076.. 3189 



OJ990305 10.9819.C46 



Seq. No. 21580 Seq. ID 

Gene No. 45095 . Strand 

Start 102 End 

Name OJ990305_10. 9819.C46.ol .np Method 

Start 102 End 

GI 2126090 Score 

Exons 102.. 706 

GI Descrip. transposase (insertion sequence IS10) 

gi I 455676 |bbs 1 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, IS10L/R-1, Peptide 

PlasmidTransposonlnsertionMutant , 402 aa] [Escherichia coli] 
gi|6634720|gb|AAF19728.1|AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



706 

AAT/NAP 

706 

1022 

- Escherichia coli 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start *■ 
GI " 
Exons 



OJ990305_10. 9819.C48 
+ 



21581 Seq. ID 

45096 Strand 
1 End 
OJ990305_10. 9819.C48.ol.np Method 
1 End 
3023713 Score 
1..248, 324. .398, 626 . . 688 , " 788 . . 868 , 
1394. .1482, 1573. .1770 

ENOLASE (2-PHOSPHOGLYCERATE DEHYDRATASE) (2-PHOSPHO-D-GLYCERATE 
HYDRO-LYASE) (OSE1) gi 1780372 (U09450) enolase [Oryza sativa] 



1770 ■'■ 
AAT/NAP 
1770 
921 

985. .1179, 1263. .1313, 



21581 
45096 
1 

OJ990305_10 . 9819 . C48 . ol . tm 

154 

none 



Seq. ID OJ990305_10. 9819.C48 

Strand + 

End 1770 

Method TBLASTX : Maize 

End 1625 

Score 74 



154. .231, 162. .269, 164. .247, 165. .254, 318. .398, 323..400; 
323. .394, 592. .690, 620. .697, 625. .690, 785. .868, 786. .875, 
788. .868, 972. .1187, 985. .1179, 1242. .1316, 1262. .1315, 
1391. .1480, 1391. .1480, 1393. .1482, 1556 1 624 , 1571 .. 1624 /■'.• 
1572. .1625 



Seq. No. 21581 

Gene No. 45096 

Start 1 

Name OJ990305_10 . 9819.C48 . ol . ts 

Start 162 

GI none 
Exons 



Seq. ID OJ990305_10.9819.C48 

Strand + 

End-/ 1770 

Method TBLASTX : Soybean' 

End 1624 

Score 50 



162. .209, 164. .199, 188. .247, 207. .269, 210. .248, 315. .389, 
323. .367, 332. .394, 369. .398, 374 . . 400., . 620 . . 697 , 625. .690, 
788. .829, 790. .828, 812. .868, 972. .1178, 982. .1239, 985..il76, 
1242. .1316, 1261. .1314, 1391. .1480, 1391... 1477, 1393. .1482, 
1393.. 1482, 1570.. 1623, 1571. .1624 



Seq. No. 21581 

Gene No. 45096 

Start 1 

Name OJ990305 10 . 9819 . C48 . ol . gp 



Seq. ID OJ990305_10.9819.C48 

Strand + 

End 1770 

Method ' AAT/GAP 



21933 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 



163 End 1631 

426_1.R1084 Score 1195 

163. .248, 324..398, 626. .688, 788. .868, 985. .1179, 1263. .1313, 
1394.. 1482, 1573.. 1631 

'3023713/sp|Q42971|ENO_ORYSA 0.0e+00 ENOLASE (2-PH0SPH0GLYCERATE 
DEHYDRATASE) (2-PH0SPH0-D-GLYCERATE HYDRO-LYASE) (OSE1) 
>gi_780372 (U09450) enolase [Oryza sativa] 1 



21581 
45096 
1 

OJ990305_10.9819.C48.ol.gs 
168 
none 

168. .248, 324. .398, 626. .688, 788 
1394. .1482, 1573. .1624 



Seq. ID OJ990305_10.9819.C48 

Strand + 

End 1770 

Method GENSCAN 

End 1624 

Score .92 



,868, 985. .1179, 1263. .1313, 



Seq. No. 21581 Seq. ID 

Gene No. 45096 Strand 

Start 1 End 

Name OJ990305_10 . 9819 . C48 . ol . tc Method 

Start 191 End 

GI none Score 

Exons 191. .247, 192. .269, 318. .398, 323. .400, 323. .430, 592. .690, 

620. .697, 625. .690, 734. .826, 787. .825, 812. .868, 982. .1173, 
985. .1176, 1242. .1316, 1262. .1315, 1273. .1329, 1368. .1478, 
1385. .1477, 1391. .1480, 1393. .1482, 1393. .1482, 1570. .1623, 
1571. .1624 



OJ990305_10.9819.C48 
+ 

1770 

TBLASTX: Cress 

1624 

97 



Seq. No. 21581 

Gene No. 45096 

Start 1 

Name OJ990305_10 . 9819 . C48 . ol . tw 

Start 1003 . 

GI none 
Exons 



Seq. ID OJ990305_10.9819.C48 

Strand + 

End 1770 

Method TBLASTX : Wheat 

End 1470 

Score 279 



1003. .1179, 1004. .1177, 1005. .1190, 1006. .1191, 1242. .1316, 
1262. .1315, 1270. .1344, 1389. .1463, 1391. .1468', 1393. .1470, 
1393.> 1470 



Seq. No. 21582 Seq. ID 

Gene No. 45097 Strand 

Start 135 End 

Name OJ990305_10 . 98 19 . C4 9 . ol . gs Method 

Start . 135 End 

GI none Score 

Exons 135.. 227 



OJ990305_10.9819.C49 
+ 

227 

GENSCAN 

227 

.98 



Seq. No. 21583 Seq. ID OJ990305_12 . 98 19 . C2 

Gene No. 45098 Strand + 

Start 1 End 1769 

Name OJ990305_12 . 9819.C2.ol .np . Method AAT/NAP 

Start 1 End 1769 

GI 5739323 '": Score 724 

Exons 1..603, 685.. 1143, 1291.. 1769 

GI Descrip. (AF166121) Cf2/Cf5 disease resistance protein homolog [Hordeum 
vulgare] 



21934 



Seq. No. 21583 
Gene No. 45098 
Start i 

Name OJ990305_12 . 9819 .C2 . ol . tc 

Start 82 
GI none 

Exons 82.. 216, 85.. 216, 85.. 213, 85. 

520.. 609, 728..766, 808.. 972, 
823. .1002, 823. .999, 823. .1017 
843.. 953, 850.. 9.99, 886.. 1020, 
1006. .1071, 1006. .1161, 1054 
1075. .1149, 1075. .1149, 1075 
1527. .1586, 1527. .1589, 1527 
1599. .1709 



Seq. ID OJ990305_12.9819.C2 
Strand + 
End 17 69 

Method TBLASTX : Cress 
End 1709 
Score 81 

.216, 499.. 609, 502.. 612, 
817. .993, 820. .1002, 823.-999, 
823. .1065, 826. .999, 832. .1014, 
1003. .1065, 1006. .1149, 
1155, 1054.. 1149, 1072.. 1155, 
1149, 1388. .1456, 1476. .1517, 
1592, 1533.. 1709, 1596.. 1709, 



Seq. No. 


21583 






Seq. ID 


OJ990305_12. 9819.C2 


Gene No. 


45098 






Strand 


+ 


Start 


1 






End 


1769 


Name 


OJ990305 12 


.9819.C2.ol.ts 




Method 


TBLASTX : Soybean 


Start 


1096 






End 


1458 


GI 


none 






Score 


216 


Exons 


1096. .1458 










Seq. No. 


21584 






Seq. ID 


OJ990305_12.9819.C3 


Gene No. 


45099 






Strand 


+ 


Start 


1 






End 


3253 


Name 


OJ990305 12 


.9819.C3.ol.np 




Method 


AAT/NAP 


Start 


1 






End 


3253 


GI 


5739323 






Score 


1551 


Exons 


1..37, 179. 


.290, 354. .441, 


1278. .3253 




GI Descrip. 


(AF166121) ' 


Cf2/Cf5 disease 


resistance 


protein homolog [Hon 




vulgare] 










Seq. No. 


21584 






Seq. ID 


OJ990305_12.9819.C3 


Gene No. 


45099 






Strand 


+ 


Start 


1 






End 


3253 


Name 


OJ990305 12 


.9819.C3.ol.tm 




Method 


TBLASTX: Maize 


Start 


133 






End 


■ 2959 


GI 


none 






Score 


222 


Exons 


133. .369, 134. .478, 138. .461, 


241. .480, 1931. .2005, 1943..; 




2099. .2209, 


2105.. 2209, 2267. 


.2425, 2267.. 2494, 2650.. 2955 




2651. .2770, 


2654. .2959 








Seq. No. 


21584 






Seq. ID 


OJ990305_12.9819.C3 


Gene No. 


45099 






Strand 


+ 


Start 


1 






End 


3253 


Name 


OJ990305 12 


-9819.C3.ol.tw 




Method 


TBLASTX: Wheat 


Start 


138 






End 


2995 


GI 


none 






Score 


186 


Exons 


138. .446, 139. .465, 478. .522, 


2090.. 2212, 2303.. 2527, 




2303. .2422, 


2651. .2938, .2951. 


.2995 




Seq. No. 


21584 






Seq. ID 


OJ990305_12. 9819.C3 


Gene No. 


45099 






Strand 


+ 


Start 


1 






End 


3253 


Name 


OJ990305 12 


.9819.C3.ol.tc 




Method 


TBLASTX: Cress 


Start 


175 






End 


2950 



21935 



GI 


none 


Score 


147 


Exons 


175.. 369, 178.. 369, 178.. 369, 


184. .372, 


184. .369, 187. .348, 




187. .366, 187. .369, 193. .444, 


207. .296, 


208. .456, 357. .452, 




1499. .1780, 1792. .1950, 1931. 


.2005, 2090.. 2206, 2090.. 2209, 




2105.. 2209, 2105.. 2212, 2114. 


.2209, 2114. .2212, 2267. .2371, . 




2267.. 2524, 2303.. 2527, 2639. 


.2917, 2660.. 2779, 2660.. 2920, 




2660.. 2917, 2660.. 2842, 2681. 


.2950, 2714.. 2899, 2758.. 2913, 




2758. .2913 






Seq. No. 


21584 


Seq. ID 


OJ990305_12.9819.C3 


Gene No. 


45099 


Strand 


+ 


Start 


1 


End 


3253 


Name 


OJ990305_12.9819.C3.ol.ts 


Method 


TBLASTX: Soybean 


Start 


178 


End 


2998 


GI 


none 


Score 


121 


Exons 


178. .369, 178. .306, 178. .369, 


193. .369, 


247.. 459, 2087.. 2209, 




2102.. 2209, 2153.. 2218, 2267. 


.2443, 2312. .2425, 2318. .2539, 




2363.. 2503, 2384.. 2503, 2645. 


.2770, 2660. .2842, 2666. .2842, 




2720.. 2950, 2969.. 2998 






Seq. No. 


. 21585 


Seq. • ID 


OJ990305_12.9819.C7 


Gene No. 


45100 


Strand 




Start 


184 


End 


411 


Name 


OJ990305 12.9819.C7.ol.np 


Method 


AAT/NAP 


Start 


184 


End 


411 


GI ■ 


1072669 


Score 


407 


Exons 


184. .411 






GI Descrip. 


hypothetical protein - phage 


phi-80 gi|461350|emb|CAA53547| 




(X75949) ORF xl71.8 [Bacteriophage phi- 


■80] 


Seq. No. 


21586 


Seq. ID 


OJ990305_12.9819.C8 


Gene No. 


45101 


Strand 




Start 


276 


End 


646 


Name 


OJ990305 12.9819.C8.ol.tm 


Method 


TBLASTX: Maize 


Start 


261 


End 


619 


GI 


none 


Score 


141 


Exons 


261. .362, 263. .364, 269. .415, 


482. .619, 


486. .560, 488. .619 


Seq. No. 


21586 


Seq. ID 


OJ990305_12.9819.C8 


Gene No. 


45101 


Strand 




Start 


276 


End 


646 


Name 


OJ990305 12.9819.C8.ol.gs 


Method 


GENSCAN 


Start 


276 


End 


646 


GI 


none 


Score 


.91 


Exons 


276.-355, 491. .646 






Seq. No. 


21587 


Seq. ID 


OJ990305_12.9819.C9 


Gene No. 


45102 


Strand 




Start 


1 


End 


728 


Name 


OJ990305 12.9819.C9.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


728 


GI 


5902445 


Score 


769 


Exons 


1..728 






GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


21587 


Seq. ID 


OJ990305_12.9819.C9 


Gene No. 


45102 


Strand 





21936 




Start 


1 


End 


728 




Name 


OJ990305 12.9819.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


63 


End . 


441 




GI 


none 


Score 


221 




Exons 


63. .440, 76. .441 








Seq. No. 


21587 


Seq. ID 


OJ990305_12.9819 


.C9 


Gene No. 


45102 


Strand 






Start 


1 


End 


728 




Name 


OJ990305 12.9819.C9.ol.ts 


Method 


TBLASTX : Soybean 




Start 


171 " : 


End 


395 




GI 


none 


Score 


83 




Exons 


171. .395, 172. .387 








Seq. No. 


21587 


Seq. ID 


OJ990305_12.9819 


.C9 


Gene No. 


45102 


Strand 






Start 


1 


End 


728 




Name 


OJ990305 12.9819.C9.ol.tw 


Method 


TBLASTX: Wheat 




Start 


180 


End 


599 




GI 


none 


Score 


251 




Exons 


180. .599, 193. .597 








Seq. No. 


21587 


Seq. ID 


OJ990305_12.9819 


.C9 


Gene No. 


45102 


Strand 






Start 


1 


End 


728 




Name 


OJ990305 12.9819.C9.o2.tm 


Method 


TBLASTX: Maize 




Start 


468 


End 


728 




GI 


none 


Score 


72 




Exons 


468. .584, 468. .728, 478. .690 








Seq. No. 


21587 


Seq. ID 


OJ990305_12.9819 


.C9 


Gene No. 


45102 


Strand 






Start 


1 


End 


728 




Name 


OJ990305 12. 9819.C9.o2.tw 


Method 


TBLASTX: Wheat 




Start 


599 


End 


728 




GI 


none 


. Score 


85 




Exons 


599. .727, 600. .728, 600. .728 








Seq. No. 


21588 


Seq. ID 


OJ990305_12.9819 


.C14 


Gene No. 


45103 


Strand 


+ 




Start 


533 


End 


655 




Name 


OJ990305 12.9819.C14.ol.gs 


Method 


GEN SCAN 




Start 


533 


End 


655 




GI 


none 


Score 


.61 




Exons 


533. .655 








Seq. No. 


21589 


Seq. ID 


OJ990305_12.9819 


.C15 


Gene No. 


45104 


Strand 


+ 




Start 


1 


End 


757 




Name 


OJ990305 12.9819.C15.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


757 




GI 


1711511 ' 


Score 


414 




Exons 


1..208, 303. .757 








GI Descrip. 


SIGNAL RECOGNITION PARTICLE 


54 KD PROTEIN 2 (SRP54) gi | 


1020002 



(L48285) signal recognition particle 54 JcDa subunit [Hordeum 
vulgare] 



21937 



Seq. No. 


21589 




Seq. ID 


OJ990305_12.9819. 


C15 


bene ino . 


A SI C\A 




OCX dilU 






Start 


1 




End 


757 




Name 


OJ990305 12. 9819. CIS. 


ol.tc 


Method 


TBLASTX: Cress 




Start 


40 




End 


455 




GI 


none 




Score 


227 




Exons 


40. .210, 56. .208, 57. 


.212, 


127. .210, : 


303. .455, 303. .449 




Seq. No. 


21589 




Seq. ID 


OJ990305_12.9819. 


C15 


bene ino . 


H D J. U H 




Q4- ran H 


+ 




Start 


1 




End 


757 




Name 


OJ990305 12.9819.C15. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


40 




End 


455 




GI 


none 




Score 


237 




Exons 


40. .207, 56. .208, 301 


. .372, 


303. .455, 


303. .452 




Seq. No. 


21589 




Seq. ID 


OJ990305_12.9819. 


C15 


Gene No. 


45104 




Strand 


+ 




C -t- -a ■>-+- 

otail 


1 






7 S7 




Name 


OJ990305 12.9819.C15. 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


55 




End 


455 




GI 


none 




Score 


233 




Exons 


55.. 207, 56. .208, 56. 


.211, 


126. .212, : 


301. .447, 302. .343, 






303. .455, .303. .446 










Seq. No. 


21589 




Seq. ID 


OJ990305_12.9819. 


C15 


bene wo . 


A R T f\A 






T 




Start 


1 




End 


757 




Name 


OJ990305 12.9819.C15. 


ol . gs 


Method 


GENSCAN 




Start 


58 




End 


438 




GI 


none 




Score 


. 61 




Exons 


58. .208, 303. .438 










Seq. No. 


21590 




Seq. ID 


OJ990305_12.9819. 


C16 


Gene No. 


45105 




Strand 






Start 


1 




End 


654 






OJ990305 12.9819.C16. 


ol.np 


Method 


AAT/NAP 




Start 


1 




End 


654 




GI 


5903096 




"Score 


50 




Exons 


1..98, 457. .654 










GI Descrip. 


(AC008017) Highly similar to receptor 


-like protein kinase 




[Arabidopsis thaliana] 








Seq. No. 


21590 




Seq. ID 


OJ990305_12.9819. 


C16 


bene ino ■ 


45106 




Strand 






Start 


782 




End 


802 




Name 


OJ990305 12.9819.C16. 


ol . gs 


Method 


GENSCAN 




Start 


782 




End 


802 




GI 


none 




Score 


.87 




Exons 


782. .802 










Seq. No. 


21591 




Seq. ID 


OJ990305_12.9819. 


C18 


Gene No. 


45107 




Strand 






Start 


1 




End 


757 




Name 


OJ990305 12.9819.C18. 


ol .np 


Method 


AAT/NAP 




Start 


1 




End 


757 




GI 


4263702 




Score 


283 





21938 



Exons 


• • 

1.-27, 178. .294, 397. .463*, 549. .613, 690. .757 




(AC006223) hypothetical protein [Arabidopsis thaliana] 


C Ci/T Mo 


21591 




Seq. ID 


OJ990305_12. 9819.C18 


n o n o Mo 


45107 




Strand 


~ 


otart 


1 




End 


757 


Name 


OJ990305 12.9819.C18.ol 


.ts 


Method 


TBLASTX : Soybean 


Start 


136 




End 


616 


GI 


none 




Score 


41 


Exons 


136. .276, 154. .213, 183 


. .293, 


194 . .277 


, 194. .301, 397. .483, 




399. .464, 547. .612, 548 


. . 616, 


569. . 616 




OCvj. INO . 


21591 




Seq. ID 


OJ990305_12:9819.C18 




45107 




Strand 


~* 




1 




End 


757 


Name 


OJ990305 12.9819.C18.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


169 




End 


622 


GI 


none 




Score 


86 




169.. 288, 173.. 295, 182 


. .289, 


183. .293 


, 397. .483, 399. .464, 




547. .615, 548. .622 








Cpor Mo 

OCl|> IN (J • 


21591 




Seq. ID 


OJ990305_12. 9819.C18 


CoriD M /~\ 
UCllC INvJ • 


45107 




Strand 






1 




End 


757 


Name 


OJ990305 12.9819.C18.ol 


• gp 


Method - 


AAT/GAP 


uLul U 


181 




End 


487 


GI 


LIB3433-016-Q6-K6-E9 




Score 


291 


Exons 


181. .294, 397. .487 








f^T Docrri 0 


'4263702/gb|AAD15388 1 2 


,0e-62 


(AC006223) hypothetical protein 




[Arabidopsis thaliana] 1 








C ci rr Mn 
O C • LN (J • 


21592 




Seq. ID 


OJ990305_12. 9819.C19 




45108 




Strand 


+ 


OLal L 


241 




End 


385 


Name 


OJ990305 12.9819.C19.ol 


.gs 


Method 


GEN SCAN 


Start 


241 




End 


385 


riT 

\J -L 


none 




Score 


.73 


IT" von c 


241. .385 








Q pirr Mn 

JCVji IN KJ • 


21592 




Seq. ID 


OJ990305_12.9819.C19 


Cono Mo 


45109 




Strand 




Qf- a -r-f- 
OLai L 


1776 




End 


4908 


Name 


OJ990305 12.9819.C19.ol 


.gp 


Method 


AAT/GAP 


Start 


1054 




End 


2237 




none 




Score 


94 3 


Exons 


1054.. 1500, 2171.. 2237 








Cpn Mo 

OC^i IN ■ 


21592 




Seq. ID 


OJ990305_12. 9819.C19 


HonD Mo 


45109 




Strand 




c;t- a T-f- 

O L-cU. L. 


1776 




End 


4908 


Name 


OJ990305 12.9819.C19.ol 


. np 


Method 


AAT/NAP 


O Lai L 


1444 




End 


4908 . 


GI 


4263702 




Score 


688 


Exons 


1444. .1500, 2171. .2224, 


2477. . 


2545, 2659.. 2718, 2880.. 2977, 




3851. .3990, 4476. .4589, 


4692. . 


4758, 48 


44. .4908 


GI Descrip. 


(AC006223) hypothetical 


protein [Arabidopsis thaliana] 



21939 



Seq. No. 21592 

Gene No. 45109 

Start .1776 

Name OJ990305_12. 9819.C19 . o2 . gs 

Start 1776 

GI none 

Exons 1776.. 1889, 2171.. 2224, 2477. 
4476. .4521 



Seq. ID OJ990305_12.9819.C19 
Strand 

End 4 908 

Method GENSCAN 

End 4521 

Score . 6 

.2545, 2880. .2977, 3851. .4027, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21592 
45109 
1776 

OJ990305_12.9819.C19.o2.gp 
2659 

LIB3433-016-Q6-K6-E9 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990305 12.9819.C19 



4908 
AAT/GAP 
4782 
728 

2659. .2718, 2880. .2977, 3851. .3924, 4476. .4589, 4692. .4782 
1 4263702/gb| AAD15388 | 2.0e-62 (AC006223) hypothetical protein 
[Arabidopsis thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21592 
45110 
5050 

OJ990305_12.9819.C19.ol.tm 
767 
none 
767. 
2171 
2476 
2878 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990305 12.9819.C19 



841, 1402. .1503, 1402.. 
.2227, 2172.. 2237, 2474 



2568, 2643. 

2973, 3852. 

4468. .4590, 4477. 

4842. .4913, 4842. 



5358 

TBLASTX: Maize 
4917 
67 

1506, 1445.. 1504, 2171.. 2227, 
..2548, 2474. .2545, 2476. .2565, 
2719, 2877.. 2978, 
3927, 4464.. 4583, 
4778, 4694.. 4759, 



,2717, 2650.. 2718, 2654 

,3917, 3852.. 3926, 3889 

,4584, 4478. .4588, 4692 

,4910, 4843. .4917 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21592 
45110 
5050 

OJ990305_12.9819.C19.ol.ts 
2477 
none 

2477.. 2554, 2477 
2877.. 2975, 2878 
4431. .4571, 4449 
4692. .4778, 4694 



Seq. ID OJ990305_12.9819.C19 
Strand 

End 5358 
Method TBLASTX : Soybean 
End' 4911 
Score 71 

2718, 2658. .2717, 2857.. 2973, 
2973, 3849.. 3911, 3855.. 3926, 3889. .3930, 
4508, 4478. .4588, 4489. .4572, 4489.-4596, 
4759, 4842.. 4907., 4843.. 4911, 4855.. 4911 



,2545, 2650, 



Seq. No. 21592 Seq. ID 

Gene No. 45110 - Strand 

Start 5050 End 

Name OJ9.90305_12 . 9819 . C19 . o3 . gs Method 

Start 5050 End 

GI none Score 

Exons 5050.. 5358 



OJ990305_12.9819.C19 

5358 
GENSCAN 
5358 
.97 



Seq. No. 21593 Seq. ID 

Gene No. 45111 Strand 

Start 745 End 

Name OJ990305_12 . 9819. C20 . ol . gs Method 

Start 745 End 

GI none Score 



OJ990305_12. 9819.C20 

2777 
GENSCAN 
2773 
.78 



21940 



Exons 


745. .810, 1256. .1411, 1802. .2026, 2140 


..2182, 2507.. 2550, 




2701. .2773 








Seq. No. 


21593 




Seq. ID 


OJ990305_12.9819.C20 


Gene No. 


45111 




Strand 




Start 


745 




End 


2777 


Name 


OJ990305 12.9819.C20.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


1808 




End 


2777 


GI 


none 




Score 


38 


Exons 


1808. .1852, 1847. .2035, 


1849. 


.2028, 1866. .2066, 2140. .2184, 




2140.'. 2181, 2504 . .2548, 


2506. 


.2550, 2701. .2763, 2701. .2775, 




2703. .2777 








Seq. No. 


21593 




Seq. ID 


OJ990305_12.9819.C20 


Gene No. 


45111 




Strand 




Start 


745 




End 


2777 


Name 


OJ990305 12.9819.C20.ol 


. gp 


Method 


AAT/GAP 


Start 


1829 




End 


2773 


GI 


none 




Score 


612 


Exons 


1829. .2026, 2140. .2182, 


2507. 


.2550, 2701. .2773 


Seq. No. 


21594 




Seq. ID 


OJ990305_12.9819.C21 


Gene No. 


45112 




Strand 




Start 


1727 




End 


1911 


Name 


OJ990305 12.9819.C21.ol 


. gp 


Method- •"■ 


AAT/GAP ' 


Start 


1727 




End 


1911 


GI 


none 




Score 


275 


Exons 


1727. .1911 








Seq. No. 


21594 




Seq. ID 


OJ990305_12.9819.C21 


Gene No. 


45112 




Strand 




Start 


1727 




End 


1911 


Name 


OJ990305 12.9819.C21.ol 


. gs 


Method 


GEN SCAN 


Start 


1731 




End 


1810 


GI 


none 




Score 


.96 


Exons 


1731. .1810 








Seq. No. 


21595 




Seq. ID 


OJ990305_12.9819.C22 


Gene No. 


45113 . 




Strand 


+ 


Start 


640 




End 


1058 


Name 


OJ990305 12.9819.C22.ol 


.gp 


Method 


AAT/GAP 


Start 


640 




End 


1058 


GI 


50781 1.R1084 




Score 


834 


Exons 


640. .1058 








GI Descrip. 


'5902368/gb|AAD55470.1 IAC009322 .10 9.0e-09 (AC009322) Unknown 




protein [Arabidopsis thaliana^ 


1 ' 




Seq. No. 


21595 




Seq. ID 


OJ990305_12.9819.C22 


Gene No. 


45114 




Strand 




Start 


795 




End 


861 


Name 


OJ990305 12.9819.C22.ol 


. gs 


Method 


GENSCAN 


Start • 


795 




End 


861 


GI 


none 




Score 


.62 


Exons 


795. .861 








Seq. No. 


21595 




Seq. ID 


OJ990305_12. 9819.C22 


Gene No. 


45115 




Strand 





21941 




Start 


890 








End 


1136 


Name 


OJ990305 12. 


9819. 


C22.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


890 








End 


1136 


GI 


none 








Score 


67 


Exons 


890.. 946, 891.. 986, 957 


. .1001, 


960. .1076, 963. .1076, 995. .11 




1001. .1078, 


1077. 


.1136, 


1083. . 


1130 




Seq. No. 


21596 








Seq. ID 


OJ990305_12. 9819.C23 


Gene No. 


45116 








Strand 


+ 


Start 


2310 








End 


2593 


Name 


OJ990305 12. 


9819. 


C23.ol 


.np 


Method 


AAT/NAP 


Start 


2310 








End 


2593 


GI 


6561629 








Score 


236 


Exons 


2310. .2593 












GI Descrip. 


(AF197641) ATPase 


alpha 


subunit [Cabomba sp. Qiu 97027] 


Seq. No. 


21596 








Seq. ID 


OJ990305_12.9819.C23 


Gene No. 


45117 








Strand 


+ 


Start 


3138 








End 


3687 


Name 


OJ990305 12. 


9819. 


C23.o2 


. as 


Method 


GENS CAN 


Start 


3138 








End 


3687 


GI 


none 








Score 


.55 


Exons 


3138. .3190, 


3360. 


.3379, 


3607. . 


3687 




Seq. No. 


21596 








Seq. ID 


OJ990305_12. 9819.C23 


Gene No. 


45118 ' 








Strand 




Start 


109 








End 


2080 


Name 


OJ990305 12. 


9819. 


C23.ol 


. gs 


Method 


GENSCAN 


Start 


109 








End 


2080 


GI 


none 








Score 


.71 


Exons 


109.*. 173, 377. .44 


8, 899 


. .1007, 


1410. .1728, 2073. .2080 


Seq. No. 


21596 








Seq. ID 


OJ990305_12.9819.C23 


Gene No . 


45118 








Strand 




Start 


109 








End - 


2080 


Name 


OJ990305 12. 


9819. 


C23.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


112 








End 


1677 


GI 


none 








Score 


94 


Exons 


112. .174, 116. .175, 894 


. .ioio, 


898. .1026, 1467. .1556, 




1498. .1587, 


1521. 


.1568, 


1553. . 


1603, 1554.. 1652, 1555.. 1653, 




1575. .1667, 


1588. 


.1677 








Seq. No. 


21596 








Seq. ID 


OJ990305_12.9819.C23 


Gene No . 


45119 








Strand 




Start 


2375 








End 


2628 


Name 


OJ990305 12. 


9819. 


C23.ol 


.tw 


Method 


TBLASTX: Wheat 


Start 


2375 








End 


2628 


GI 


none 








Score 


85 


Exons 


2375. .2446, 


2376. 


.2447, 


2423. . 


2506, 24- 


43.. -2505, 2448.. 2507, 




2448. .2507, 


2449. 


.2508, 


2507. . 


2569, 2508.. 2570, 2509.. 2571, 




2515. .2571, 


2581. 


.2622, 


2583. . 


2627, 2584.. 2628 


Seq. No. 


• 21597 








Seq. ID 


OJ990305_12.9819.C24 


Gene No. 


45120 








Strand 


+ 


Start 


1 








End 


408 


Name 


OJ990305 12. 


9819. 


C24.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


405 



21942 



GI 5902368 Score 161 

Exons 1..153, 193.. 405 

GI Descrip. (AC009322) Unknown protein [Arabidopsis thaliana] 



Seq. No. 21597 Seq. ID 

Gene No. 45120 Strand 

Start 1 End 

Name OJ990305_12 . 98 1 9 . C2 4 . ol . gs Method 

Start 259 End 

GI none Score 

Exons 259. .408 



OJ990305_12. 9819.C24 
+ 

408 

GENSCAN 
408 
.69 . 



Seq. No. 


21597 




Seq. ID 


OJ990305_12. 9819.C24 


Gene No. 


45121 




Strand 




Start 


1694 




End 


4623 


Name 


OJ990305 12 


.9819.C24.o2.tm 


Method 


TBLASTX: Maize 


Start 


6 




End 


399 


GI 


none 




Score 


119 


Exons 


6. .131, 7.. 


132, 233. .322, 234. .332, 241. .399, 274. .348 


Seq. No. 


21597 




Seq. ID 


OJ990305_1,2.. 9819.C24 


Gene No. 


45121 




Strand 




Start 


1694 




End 


4623 


Name 


OJ990305 12 


.9819.C24.o2.np 


Method 


AAT/NAP 


Start- 


1157 




End 


3590 ' 


GI 


6523093 




Score 


464 


Exons 


1157. .1305, 


1711.. 1879, 2379 


..2513, 3092. .3230, 3309. .3424, 




3497. .3590 








GI Descrip. 


(AL133315) 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


21597 




Seq. ID 


OJ990305_12.9819.C24 


Gene No. 


45121 




Strand 




Start 


1694 




End 


4623 


Name 


OJ990305 12 


.9819.C24.ol.gp 


Method 


AAT/GAP 


Start 


1273 




End 


3122 


GI 


none 




Score 


1247 


Exons 


1273. .1854, 


2444.. 2513, 3083 


. .3122 




Seq. No. 


21597 




Seq. ID 


OJ990305_12.9819.C24 


Gene No. 


45121 




Strand 




Start 


1694 




End 


.4623 


Name 


OJ990305 12 


.9819.C24.ol.tm 


Method 


TBLASTX: Maize 


Start 


1652 




End 


3540 


GI 


none 




Score 


169 


Exons 


1652. .1855, 


1721. .1789, .1835 


..1855, 2439. .2510, 2440. .2511, 



2441. .2530, 2442. .2510, 3080. .3229, 3080. .3244, 3082. .3231, 
3309. .3425, 3310. .3420, 3311. .3436, 3489. .3539, 3494. .3538, 
3495.. 3539, 3496.. 3540 



Seq. No. 21597 

Gene No. 45121 

Start . - 1694 

Name OJ990305_12 . 98-1 9 . C24 . o2 . gs 

Start 1694 

GI none 

Exons 1694.. 1854, 2444.. 2513, 
3658.. 3728, 3837.. 3989 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990305_12. 9819.C24 

4623 
GENSCAN 
3989 
.86 



3083. .3230, 3309. .3424, 3497. .3575, 



21943 




Seq. No. 


21597 


Seq. ID 


OJ990305 


_12.9819.C24 


Gene No. 


45121 


Strand 






Start 


1694 


End 


4623 




Name 


OJ990305 12.9819.C24.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


3074 


End 


3698 




GI 


none 


Score 


94 




Exons 


3074.. 3229, 3083.. 3244, 3132. 


.3248, 3183.. 3233, 


3308. .3436, 




3309.. 3422, 3501.. 3593, 3503. 


.3592,' 3663. .3698 




Seq. No. 


21597 


Seq. ID 


OJ990305 


12 . 9819 .Cz4 


Gene No. 


45121 


Strand 






Start 


1694 


End 


4623 




Name 


OJ990305 12.9819.C24.o2.gp 


Method 


AAT/GAP 




Start 


3404 


End 


4587 




GI 


none 


Score 


683 




Exons 


3404.. 3424, 3497.. 3575, 3658. 


.3728, 3837.. 3995, 


4522. .4587 


Seq. No. 


21597 


Seq. ID 


OJ990305 


1Z . 9oiy . Cz4 


Gene No. 


45121 


Strand 






Start 


1694 


End 


4623 




Name 


OJ990305 12.9819.C24.o2.ts 


Method 


TBLASTX : 


Soybean 


Start 


3699 


End 


4623 




GI 


none 


Score 


119 




Exons 


3699:. 3731, 3837 3998 , 3838 . 


.3996, 4522. .4623, 


4529. .4621 


Seq. No. 


21598 


Seq. ID 


OJ990305 


i o noi o ooc 


Gene No. 


45122 


Strand 






Start 


200 


End 


2944 




Name 


OJ990305 12.9819.C25.ol.gs 


Method 


GENSCAN 




Start 


200 


End 


2944 




GI 


none 


Score 


.41 




Exons 


200.. 300, 1623.. 1802, 2676.-2944 






Seq. No. 


21599 


Seq. ID 


OJ990305 


_12.9819.C26 


Gene No. 


45123 


Strand 


+ 




Start 


1 


End 


2662 




Name 


OJ990305 12.9819.C26.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


2407 




GI 


6723926 


Score 


114 




Exons 


1..173, 212. .425, 1589. .1649, 


1825. .1899, 2347. 


.2407 


GI Descrip. 


(AL136536) putative ubiquitin 


carboxyl- 


-terminal 


hydrolase 




[Schizosaccharomyces pombe] 








Seq. No. 


21599 


Seq. ID 


OJ990305 


iz . yb iy . b 


Gene No. 


45123 


Strand 


+ 




Start 


1 


End 


2662 




Name 


OJ990305 12.9819.C26.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


1 


End 


380 




GI 


none 


Score 


288 




Exons 


1. .204, 3. .206, .201. .380, 202 


..366 






Seq. No. 


21599 


Seq. ID 


OJ990305 


_12.9819.C26 


Gene No. 


45123 


Strand 


+ 




Start 


1 


End 


2662 




Name 


OJ990305 12.9819.C26.ol.gs 


Method 


GENSCAN 




Start 


73 


End 


2475 





21944 




GI 


none 




Score 


.45 


Exons 


73.-425, 909.. 1188, 2389 


'. .2475 




Seq. No. 


21599 




Seq. ID 


OJ990305_12.9819.C26 


Gene No. 


45123 




Strand 


+ 


Start 


1 




End 


2662 


Name 


OJ990305 12 . 9819.C26.o2 . 


tm 


Method 


TBLASTX: Maize 


Start 


382 




End 


2662 


GI 


none 




Score 


74 % " 


Exons 


382. .426, 384.. 431, 1557 


..1664, 1582.. 


1665, 1586.. 1663, 




1587. .1664, 1770. .1865, 


1771. 


.1863, 2386. .2475, 2388. .2510, 




2540. .2662, 2551. .2661 








Seq. No. 


21600 




Seq. ID 


OJ990305_12.9819.C27 


Gene No. 


45124 




Strand 


+ 


Start 


474 




End 


1038 


Name 


OJ990305 12.9819.C27.ol. 


gp 


Method 


AAT/GAP 


Start 


474 




End 


1038 


GI 


none 




Score 


867 


Exons 


474. .588, 672. .1038 








Seq. No. 


21600 




Seq. ID 


OJ990305_12.9819.C27 


Gene No. 


45125 




Strand 


+ 


Start 


4116 




End 


5323 


Name 


OJ990305 12.9819.C27.ol. 


np- 


Method 


AAT/NAP 


Start 


4116 




End 


5323 


GI 


2832643 




Score 


957 


Exons 


4116. .4407, 4447. .5204, 


5232. 


.5323 




GI Descrip. 


(AL021710) hypothetical 


protein [Arabidopsis thaliana] 


Seq. No. 


21600 




Seq. ID 


OJ990305_12.9819.C27 


Gene No. 


45126 




Strand 


+ 


Start 


7031 




End 


7487 


Name 


OJ990305 12.9819.C27.o3. 


gp 


Method 


AAT/GAP 


Start 


7031 




End 


7487 


GI • 


none 




Score 


849 


Exons 


7031. .7487 








Seq. No. 


21600 




Seq. ID 


OJ990305_12.9819.C27 


Gene No. 


45127 




Strand 




Start 


5903 




End 


7616 


Name 


OJ990305 12.9819.C27.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


4184 




End 


4498 


GI 


none 




Score 


231 


Exons 


4184. .4348, 4430. .4498 








Seq. No. 


21600 




Seq. ID 


OJ990305_12.9819.C27 


Gene No. 


45127 




Strand 




Start 


5903 




End 


7616 


Name 


OJ990305 12.9819.C27.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


4184 




End 


5398 


GI 


none 




Score 


153 


Exons 


4184. .4348, 4415. .4474, 


4595. 


.4711, 4597. .4752, 4598. .4753, 




4819.. 5223, 4820.. 5188, 


5234. 


.5398 




Seq. No. 


21600 




Seq. ID 


OJ990305_12.9819.C27 


Gene No. 


45127 




Strand 





21945 




Start 


5903 








End 


7616 




Name 


OJ990305 12, 


.9819. 


C27.o2 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


4235 








End 


4753 




GI 


none 








Score 


157 




Exons 


4235. .4348, 


4237. 


.4287, 


4415. 


.4498, 4420. .4533, 


4598. .4753, 




46.04. .4723, 


4606. 


.4752 










Seq. No. 


21600 








Seq. ID 


OJ990305 


_12.9819.C27 


Gene No. 


45127 








Strand 






Start 


5903 








End 


7616 




Name 


OJ990305 12, 


.9819. 


C27.o2 


.tc 


Method 


TBLASTX: 


Cress 


Start 


4601 








End 


5326 




GI 


none 








Score 


137 




Exons 


4601. .4753, 


4705. 


.4749, 


4861. 


.4926, 4862. .5035, 


4865. .5011, 




5006. .5i94, 


5261. 


.5326 










Seq. No. 


21600 








Seq. ID 


OJ990305 


_12.9819.C27 


Gene No. 


45127 








Strand 






Start 


5903 








End 


7616 




Name 


OJ990305 12, 


.9819. 


C27.ol 


.ts 


Method 


TBLASTX: 


Soybean 


Start 


4829 








End 


5326 




GI 


none 








Score 


86~ 




Exons 


4829. .5149, 


4831. 


.5070, 


4832. 


.5179, 4834. .5181, 


5186. .5215, 




5227. .5325., 


5234. 


.5326, 


5234. 


.5323 






Seq. No. 


21600 








Seq. ID 


OJ990305 


_12.9819.C27 


Gene No. 


45127 








Strand 






Start 


5903 








End 


7616 




Name 


OJ990305 12, 


.9819. 


C27.o2 


. gs 


Method 


GENSCAN 




Start 


5903 








End 


7616 




GI 


none 








Score 


.44 




Exons 


5903. .5979, 


7565. 


.7616 










Seq. No. 


21601 








Seq. ID 


OJ990305 


_12.9819.C28 


Gene No. 


45128 








Strand 






Start 


944 








End 


1169 




Name 


OJ990305 12, 


.9819. 


C28.ol 


. gs 


Method 


GENSCAN 




Start 


944 








End 


1169 




GI 


none 








Score 


.75 ' 




Exons 


944. .1169 














Seq. No. 


21602 








Seq. ID 


OJ990305 


_12. 9819.C29 


Gene No. 


45129 








Strand 


+ 




Start 


64 








End 


231 




Name 


OJ990305 12, 


,9819. 


C29.ol 


. gs 


Method 


GENSCAN 




Start 


64 








End 


231 




GI 


none 








Score 


.77 




Exons 


64. .231 














Seq. No. 


21602 








Seq. ID 


OJ990305 


_12.9819.C29 


Gene No. 


45130 








Strand 


+ 




Start 


1627 








End 


4001 




Name 


OJ990305 12, 


.9819. 


C29.ol 


.np 


Method 


AAT/NAP 




Start 


1537 








End 


4001 




GI 


5042454 








Score 


2311 




Exons 


1537. .1687, 


2077. 


.2183, 


2240. 


.3651, 3918. .4001 





GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 

21946 



Seq. No. 


21602 








Seq. ID 


OJ990305__12.9819.C29 


Gene No. 


45130 








Strand 


+ 


Start 


1627 








End 


4001 


Name 


OJ990305 12. 


9819. 


.C29.o2 


.gs 


Method 


GENSCAN 


Start 


1627 








End 


3915 


GI 


none 








■ Score 


.53 


Exons 


1627. .1683, 


1974. 


. .2183, 


2374. 


.3112, 3209.. 3321, 3339.. 3915 


Seq. No. 


. 21602 








Seq. ID 


OJ990305_12.9819.C29 


Gene No. 


45130 








Strand 


+ 


Start 


1627 








End 


4001 


Name 


OJ990305 12. 


9819. 


.C29.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2751 








End 


3303 


GI 


none 








Score 


38 


Exons . 


2751. .2786, 


2911. 


. .2958, 


2965. 


.3063, 2970.. 3062, 3030.. 3269, 




3046. .3303 












Seq. No. 


21602 








Seq. ID 


OJ990305_12.9819.C29 


Gene No. 


45130 








Strand 


+ 


Start 


1627 








End 


4001 


Name 


OJ990305 12. 


9819. 


.C29.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2916 








End 


3201 


GI 


none 








Score 


191 . 


Exons 


2916. .3200, 


2953. 


. .3201 








Seq. No. 


21603 








Seq. ID 


OJ990305_12 . 9819.C30 


Gene No. 


45131 








Strand 


+ 


Start 


1 








End 


2377 


Name 


OJ990305 12. 


9819. 


.C30.ol 


.np 


Method 


AAT/NAP 


Start 


1 








End 


2377 


GI 


6498441 








Score 


2292 



Exons 1..217, 281. .654, 838. .972, 1147. .1573, 1766. .2062, 2234. .2377 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 21603 

Gene No. 45131 

Start 1 

Name OJ990305_12 . 9819 . C30 . ol . gs 

Start 29 

GI none 

Exons 29.. 217, 281.. 654, 838.. 2281 



Seq. ID OJ990305_12.9819.C30 

Strand + *'v- : 

End 2377 

Method GENSCAN 

End 2281 

Score .49 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21603 
45131 
1 

OJ990305_12 . 9819 . C30 . ol . tw 

288 

none 



Seq. ID OJ990305_12.9819.C30 

Strand + 

End 2377 

Method TBLASTX : Wheat 

End 751 

Score 212 



288. .731, 289. .744, 290. .751, 290. .745 



Seq. No. 21603 

Gene No. 45131 

Start 1 

Name OJ990305 12 . 9819 . C30 . o2 . ts 



Seq. ID OJ990305_12. 9819.C30 

Strand + 

End 2377 

Method TBLASTX : Soybean 



21947 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



329 
none 

329. .553, 560. .694 

21603 
45131 
1 

OJ990305_12.9819.C30.ol.tm 

419 

none 

419. .775, 454. .765, 659. .775 

21603 
45131 
1 

OJ990305_12 .9819. C30 . o2 . tm 

802 

none 

802. .1167, 803.. 1186 

21603 
45131 
1 

OJ990305_12 .9819 . C30 . o2 . tw 

859 

none 

859.. 1272, 860.. 1279 

21603 
45131 
1 

OJ990305_12.9819.C30.ol.ts 

938 

none 

938. .1309/ 955. .1098 

21603 
45131 

1 , 

OJ990305_12. 9819.C30.o3.tw 

1910 

none 

1910.. 2131, 1925.. 2185, 1999. 
2230. .2319 



End 
Score 



694 
110 



Seq. ID OJ990305_12.9819.C30 
Strand 
End 

Method 
End 
Score 



-+ 

2377 

TBLASTX: Maize 

775 

385 



Seq. ID OJ990305_12.9819.C30 

Strand + 

End 2377 

Method TBLASTX : Mai ze 

End 1186 

Score 353 



Seq. ID OJ990305_12.9819.C30 

Strand + 

End 2377 

Method TBLASTX : Wheat 

End 1279 

Score 487 



Seq. ID OJ990305_12.9819.C30 

Strand + 

End 2377 

Method TBLASTX : Soybean 

End 1309 

Score 274 



Seq. ID OJ990305_12.9819.C30 

Strand + 

End 2377 

Method TBLASTX : Wheat 

End 2319 

Score 242 
.2184, 2053.. 2199, 2219.. 2317, 



Seq. No. 21604 Seq. ID 

Gene No. 45132 Strand 

Start 1 End 

Name OJ990305_12 . 981 9 . C31 . ol . np Method 

Start 1 End 

GI 6498441 Score. 

Exons 1..206, 300.. 581 

GI Descrip. (AP000815) EST C72786 (E2258) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990305_12. 9819.C31 
+ 

584 

AAT/NAP 

581 

737 



Seq. No. 



21604 



Seq. ID OJ990305_12.9819.C31 



21948 




Gene No. 


45132 


Strand 


+ 


Start 


1 


End 


584 


Name 


OJ990305 12.9819..C31.ol.gs 


Method 


GENSCAN 


Start 


59 


End 


584 


GI 


none 


Score 


.45 


Exons 


59. .584 






Seq. No. 


21604 


Seq. ID 


OJ990305_12.9819.C31 


Gene No. 


45133 


Strand 




Start 


737 


End 


818 


Name 


OJ990305 12.9819.C31.ol.tw 


Method 


TBLASTX: Wheat 


Start 


11 


End 


572 


GI 


none 


Score 


211 


Exons 


11. .253, 12. .260, 108. .386, 


342. .416, 


446. .568, 447. .572 


Seq. No. 


21604 


Seq. ID 


OJ990305_12.9819.C31 


Gene No. 


45133 


Strand 




Start 


737 


End 


818 


Name 


OJ990305 12.9819.C31.ol.gp 


Method 


AAT/GAP 


Start 


737 


End 


818 


GI 


2428323 


Score 


133 


Exons 


737.. 818 






GI Descrip. 


5803242/dbj | AP000399. 1 | AP000399 0.0e+00 Oryza sativa genomic 




DNA, chromosome 6, clone : P0535G04 





Seq . No . 


21605 


. Seq,. ID 


OJ990305_12. 9819.C32 


Gene No. 


45134 


Strand * 


+ 


Start 


36 


End 


256 


Name 


OJ990305 12.9819.C32.ol.gs 


Method 


GENSCAN 


Start 


36 


End 


256 


GI 


none 


Score 


.55 


Exons 


36. .42, 48. .256 






Seq. No. 


21606 


Seq. ID 


OJ990305_12. 9819.C34 


Gene No. 


45135 


Strand 




Start 


1 


End 


1459 


Name 


OJ990305 12.9819.C34.ol.np 


Method 


AAT/NAP ' 


Start 


1 


End 


1402 


GI 


5739323 


Score 


500 


Exons 


1..105, 277. .1402 






GI Descrip. 


(AF166121) Cf2/Cf5 disease 


resistance 


protein homolog [Hordeum 




vulgare] 






Seq. No. 


21606 


Seq. ID 


OJ990305_12. 9819.C34 


Gene No. 


45135 ' 


Strand 




Start 


1 


End 


1459 


Name 


OJ990305 12. 9819.C34 .ol.gs 


Method 


GENSCAN 


Start 


441 


End 


. 1459 


GI 


none 


Score 


.7 


Exons 


441. .674, 1291. .1459 






Seq. No. 


21607 


Seq. ID 


OJ990305_12. 9819.C35 


Gene No. 


45136 


Strand 


+ 


Start 


281 


End 


566 


Name 


OJ990305 12. 9819. C35. ol.gs 


Method 


GENSCAN 


Start 


281 


End 


566 


GI 


none 


Score 


.47 



21949 




Exons 


281. .339, 458.-566 










Seq. No. 


21608 




Seq. ID 


OJ990305_12.9819 


.C36 


Gene No. 


45137 




Strand 


+ 




Start 


435 




End 


699 




Name 


OJ990305 12.9819.C36.ol 


.gs 


Method 


.GENSCAN 




Start 


435 




End 


699 




GI 


none 




Score 


.53 




Exons 


435. .699 










Seq. No. 


21609 




Seq. ID 


OJ990305_12.9819 


-C37 


Gene No. 


45138 




Strand 


+ 




Start 


1 




End 


735 




Name 


OJ990305 12.9819.C37.ol 


.np 


Method 


AAT/NAP 




Start 


1 




End 


735 




GI 


4826399 




Score 


447 




Exons 


1. .735 










GI Descrip. 


(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 


Seq. No. 


21609 




Seq. ID 


OJ990305_12 .9819 


. C31 


Gene No. 


45138 , 




Strand 


+ 




Start 


1 




End 


735 




Name 


OJ990305 12.9819.C37.ol 


.tw 


Method 


TBLASTX : Wheat 




Start 






End 


402 




GI 


none : '■ 




Score 


177 




Exons 


49.. 279, 171.. 266, 283, 


.402, 


315. .401 






Seq. No. 


21609 




Seq. ID 


OJ990305 12.9819 


. C37 


Gene No. 


45138 




Strand 


+ 




Start 


1 




End 


735 




Name 


OJ990305 12.9819.C37.ol 


. tc 


Method 


TBLASTX: Cress 




Start 


52 




End 


627 




GI 


none 




Score 


43 




Exons 


S2..78, 91. .411, 99..269, 315 


..416, 514 


I. .627, 525. .620 




Seq. No. 


21609 




Seq. ID 


OJ990305_12.9819 


.C37 


Gene No. 


45138 




Strand 


+ 




Start 


1 




End 


735 




Name 


OJ9903.O5 12.9819.C37.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


97 




End 


627 




GI 


none 




Score 


363 




Exons 


97. .423, 114. .269, 148. 


.396, 


315. .401, 


508. .627 




Seq. No. 


21609 




Seq. ID 


OJ990305_12.9819 


.C37 


Gene No. 


45138 




Strand 


+ 




Start 


1 




End 


735 




Name 


OJ990305 12.9819.C37.ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


100 




End 


454 




GI 


none 




Score 


375 




Exons 


100. .423, 114. .266, 178 


. .396, 


312. .401, 


356. .454 




Seq. No. 


21610 




Seq. ID 


OJ990305_12. 9819 


-C38 


Gene No. 


45139 




Strand 


+ 




Start 


265 




End 


1052 




Name 


OJ990305 12.9819.C38.ol 


.gs 


Method 


GENSCAN 




Start 


265 




End 


1052 




GI 


none 




Score 


.74 





21950 



Exons 



265. .465, 583. .737, 899. .1052 



Seq. No. 21610 Seq. ID 

Gene No. 45140 Strand 

Start 1232 End 

Name OJ990305 JL2 . 9819 . C38 . o2 . gs Method 

Start 1232 End 

GI none Score 

Exons 1232 . . 1370, 1496. . 1604 



OJ990305_12 . 9819. C38 
+ 

1604 
GENSCAN 
1604 
.57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21611 
45141 
1 

OJ990305_12.9819.C40.ol.np 
1 

4309698 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..73, 671. .985, 1096. .1379, 1472. .1585, 2056. .2676 

(AC006266) putative glucosyltransf erase [Arabidopsis thaliana] 



OJ990305_12.9819.C40 
+ 

2988 
AAT/NAP 
2676 
1842 



21611 Seq. ID 

45141 Strand 

1 End 

OJ990305_12.. 9819 . C40 . ol . tm Method 

24 End 

none ' Score 



OJ990305_12.9819.C40 

+ ' 
2988 

TBLASTX: Maize 

2563 

65 



24. .107, 38..76, 668. .982, 669. .767, 670. .981, 1084. .1287, 
1084.. 1275, 1089.. 1286, 1271.. 1381, 1275.. 1382, 1292.. 1384, 
1460. .1612, 1464. .1568, 1465. .1584, 2055. .2153, 2125. .2190, 
2154. .2471/ 2155. .2472, 2156. .2476, 2157. .2477, 2507. .2563 



Seq. No. 21611 Seq. ID 

Gene No. 45141 Strand 

Start 1 End 

Name OJ990305_12 . 9819 . C4 0 . ol . tc Method 

Start 38 End 

GI none Score 
Exons 



OJ990305_12.9819.C40 
+ 

2988 

TBLASTX: Cress 

2439 

60 



38. .76, 664. .981, 668. .982, 824. .982, 1079. .1246, 1084. .1287, 
1084. .1275, 1089. .1286, 1266. .1376, 1274. .1381, 1275. .1382, 
1466. .1612, 1480. .1581, 1481. .1588, 2064. .2399, 2118. .2438, 
2125. .2439 



Seq. No. 21611 Seq. ID OJ990305_12 . 9819 .C40 

Gene No. 45141 Strand + 

Start 1 End 2988 

Name " OJ990305_12 . 9819 .C40 . ol . ts Method TBLASTX : Soybean 

Start 668 End 1521 

GI none Score 4 67 

Exons 668. .979, .679. .978, 817. .981, 818. .979, 825. .983, 1084. .1275, 
1095. .1268, 1274. .1378, 1275. .1385, 1466. .1519, 1471. .1521 



Seq. No. 21611 -■ ,? Seq. ID OJ990305_12 . 9819 .C40 

Gene No. ' 45141 Strand + 

Start 1 End 2988 

Name OJ990305_12 . 98 19 . C40 . o3 . ts Method TBLASTX : Soybean 

Start 1522 End 2285 

GI none Score 105 

Exons . 1522.. 1584, 1523.. 1588, 2064.. 2282, 2117.. 2284, 2118.. 2285, 



21951 



2125. .2283 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



21611 
45141 
1 

OJ990305_12.9819.C40.ol.gp 
2055 

LIB3434-062-P1-K1-A5 
2055.. 2514 

, 4309698/gb!AAD15482| ■ 2.0e-39 (AC006266) putative 
glucosyltransferase [Arabidopsis thaliana] ' 



Seq. ID OJ990305_12.9819.C40 

Strand + 

End 2988 

Method AAT/GAP 

End 2514 

Score 864 



21611 
45141 
1 

OJ990305_12 . 98 19 . C40 . ol . tw 

2137 

none 

2137. .2388, 2148. .2381 

21611 
45141 
1 

0 J990305_l-2 . 98 1 9 . C4 0 . o2 . t s 

2286 

none 

2286. .2465, 2287. .2469, 2515. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990305_12.9819.C40 
+ 

2988 

TBLASTX: Wheat 

2388 

183 



OJ990305_12.9819.C40 
+ 

2988 

TBLASTX: Soybean • 

2694 

244 



.2694, 2550.. 2684 



21611 
45141 
1 

OJ990305_12.9819.C40.o2.gp 
2526 

16240_1.R1084 
2526. .2988 

l 5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 1 



Seq. ID OJ990305_12.9819.C40 

Strand + 

End 2988 

Method AAT/GAP 

End 2988 

Score 719 



21612 
45142 
1962 

OJ990305_12. 9819.C41.ol.np 
691 

2827699 

691.. 760, 1989.. 2308, 2354. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990305_12. 9819.C41 

4085 
AAT/NAP 
4085 
273 



,2465, 3111.. 3308, 3994.. 4085 



(AL021684) predicted protein [Arabidopsis thaliana] 

OJ990305 12.9819.C41 



21612 
45142 
1962 

OJ990305_12. 9819.C41.ol.gs 

1962 

none 

1962.. 2465, 3111.. 3298 

21612 
45142 



Seq. ID 
Strand 
End 

Method 

End 

Score 



4085 
GENSCAN 
3298 
.97 



Seq. ID OJ990305_12. 9819.C41 
Strand 



21952 




otart 








End 


4085 




Name 


OJ990305 12. 


9819.C41.ol 


.tm 


Method 


TBLASTX: 


Maize 


Start 


2178 






End 


3253 




GI 


none 






Score 


81 




Exons 


2178. .2330, 


2178. .2348, 


2179. 


.2349, 2243.. 2350, 


2355. .2486, 




2407. .2466, 


3105. .3248, 


3110. 


.3253, 3112.. 3246, 


3113. .3253 


Seq. No. 


21612 






Seq. ID 


OJ990305 


_12.9819.C41 


bene wo . 


A R 1 A 9 
H D ± H £ 






Strand 






Start 


1962 






End 


4085 




Name 


OJ990305 12. 


9819.C41.ol 


.tc 


Method 


TBLASTX: 


Cress 


Start 


2190 






End * 


3324 




GI 


none 






Score 


66 




Exons 


2190. .2393, 


3102. .3212, 


3105. 


.3299, 3109.. 3324 




Seq. No. 


21612 






Seq. ID 


OJ990305 


_12.9819.C41 


Gene No. 


45142 






Strand 






Start 


1962 






End 


4085 




Name 






.gp 


Method 


AAT/GAP 




Start 


2296 






End 


3298 




GI 


LIB3474-012- 


P1-K1-A12 




Score 


673 




Exons 


2296. .2465, 


3111. .3298 










GI Descrip. 


, 2827699/emb 


|CAA16672| 


7.0e-23 (AL021684) predicted protein 




[Arabidopsis 


thaliana] 1 










Seq. No. 


21613 






Seq. ID 


OJ990305 


_12.9819.C42 


uene ino ■ 


A ^ 1 A "3 






Strand 


+ 




Start 


1450 






End 


1536 




Name 


OJ990305 12. 


9819.C42.ol 


.gs 


Method 


GEN SCAN 




Start 


1450 






End 


1536 




GI 


none 






Score 


.77' 




Exons 


1450. .1536 












Seq. No. 


21613 






Seq. ID 


OJ990305 


_12.9819.C42 


bene lno . 


A ^1 A A 
f* 0 J. ft *4 






Strand 


+ 




Start 


2361 






End 


2667 




Name 


OJ990305 12. 


9819.C42.o2 


.gs 


Method 


GENSCAN 




Start 


2361 






End 


2516 




GI 


none 






Score 


.94 




Exons 


2361. .2516 












Seq. No. 


21613 






Seq. ID 


OJ990305 


_12.9819.C42 


Gene No. 


45144 






Strand 


+ 




O Lai L 


2361 






End 


2667 




Name 


OJ990305 12. 


9819.C42.ol 


.np 


Method 


AAT/NAP 




Start 


2376 






End 


2667 




GI 


3282523 






Score 


169 




Exons 


2376. .2667 












GI Descrip. 


(AF0254 33) tyrosine/dopa decarboxylase 


[Papaver 


somnif erum] 


Seq. No. 


21614 






Seq. ID 


OJ990305 


_12.9819.C43 


Gene No. 


45145 






Strand 


+. 




Start 


1 






End 


661 




Name 


OJ990305 12. 


9819.C43.ol 


.np 


Method 


AAT/NAP 




Start 


1 






End 


550 




GI 


1717825 






Score 


248 




Exons 


1. .550 













21953 




GI Descrip. TYROSINE /DO PA DECARBOXYLASE 1 [INCLUDES : DOPA DECARBOXYLASE 

(DDC) ; TYROSINE DECARBOXYLASE ] gi | 107 624 4 I pir | | A55066 tyrosine 
decarboxylase (EC 4.1.1.25) 1 - opium poppy gi 1607745 (U08597) 
tyrosine/dopa decarboxylase [Papaver somnif erum] 



Seq. No. 


21614 




Seq. ID 


OJ990305 12, 


. 9819. 


C43 


Gene No. 


45145 




Strand 


+ — 






Start 


1 




End 


661 






Name... 


OJ990305 12.9819.C43.ol 


. as 


Method 


GENSCAN 






Start 


168 




End 


661 






GI 


none 




Score 


.88 






Exons 


168.. 661 












Seq. No. 


21614 




Seq. ID 


OJ990305 12, 


.9819. 


C43 


Gene No . 


45146 




Strand 


+ 






Start 


1203 




End 


1658 






Name 


OJ990305 12. 9819.C43.o2 


.np 


Method 


AAT/NAP 






Start 


1203 




End 


1658 






GI 


5922623 




Score 


77 






Exons 


1203. .1309, 1640. .1658 












GI Descrip. 


(AP0004 92) hypothetical 


protein [Oryza 


sativa] 








gi | 6016856|dbj [BAA85199 


.11 (AP000570) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


21614 




■Spa TD 


OJ990305_12. 


.9819. 




Gene No. 


45147 




^"h rand 








Start 


1074 




End 


1390 






Name 


OJ990305 12.9819.C43.ol 


.tc 


Method 


TBLASTX: Cress 




Start 


176 




End 


499 






GI 


none 




Score 


81 






Exons 


176.. 295, 196.. 291, 350 


. .499, 


376. .492 








Seq. No. 


21614 




Seq. ID 


OJ990305_12. 


.9819. 


C43 


Gene No. 


45147 




Strand 








Start 


1074 




End 


1390 






Name 


OJ990305 12.9819.C43.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


208 




End 


499 






GI 


none 




Score 


105 






Exons 


208. .288, 209. .319, 347 


. .499 










Seq. No. 


21614 




Seq. ID 


OJ990305_12. 


,9819. 


C43 


Gene No . 


45147 




Strand 








Start 


1074 




End 


1390 






Name 


OJ990305 12. 9819.C43.o2 


.gs 


Method - 


GENSCAN 






Start 


1074 


End 


1390 






GI 


none 




Score 


.51 






Exons 


1074. .1115, 1236. .1390 












Seq. No. 


21615 




Seq. ID 


OJ990305_12. 


9819. 


C44 


Gene No. 


45148 




Strand 


+ 






Start 


330 




End 


608 






Name 


OJ990305 12.9819.C44.ol, 


.gs 


Method 


'GENSCAN 






Start 


330 




End 


608 






GI 


none 




Score 


.71 






Exons 


330. .376, 422. .608 












Seq. No. 


21616 




Seq. ID 


OJ990305_12. 


9819. 


C47 



21954 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



45149 Strand + 

1 End 421 

OJ990305_12 . 98 1 9 . C4 7 . ol . np Method AAT/NAP 
1 End 421 

6063554 Score 75 

1. .421 

(AP000615) ESTs AU075609 (C63344 ) , C7 1850 (E04 64 ) , C98 611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



21617 Seq. ID 

45150 Strand 

1312 End 
OJ990305_12.9819.C48.ol.gs Method 

1312 End 

none Score 
1312. .1451 



OJ990305_12.9819.C48 

1451 
GEN SCAN 
1451 
.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21618 Seq. ID OJ990305JL2 . 98 19 . C4 9 

45151 --Strand + 
1334 End 1500 
OJ990-305_12.9819.C4 9.ol.gp Method AAT/GAP 
1334 End 1500 
533_1.R1084 Score 182 
1334. .1387, 1410. .1500 • 

, 113172/sp|P15543|ACP3_HORVU 9.0e-52 ACYL CARRIER PROTEIN III 

PRECURSOR (ACP III) >gi_100561_pir S17928 acyl carrier protein 

3 - barley >gi_166971 (M58754) acyl carrier protein III [Hordeum 
vulgare] 1 

21619 Seq. ID OJ990305_12 . 9819 . C50 

45152 Strand 

1 End 855 

OJ990305_12 .9819. C50 . ol . np Method AAT/NAP 

1 End 855 

1076763 - Score 465 
1. .855 

AWJL218 protein - wheat gi | 551212 | emb | CAA57 134 | (X81369) AWJL218 
[Triticum aestivum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
■ Start 
Name 
Start 
GI 

Exons 



21619 
45152 
1 

OJ990305_12.9819.C50.ol.tm 
2 

none 



Seq. ID OJ990305_12 . 9819.C50 

Strand 

End 855 

Method TBLASTX : Mai ze 

End 727 

Score 210 



2. .124, 11. .124, 65. .121, 284. .727, 302. .565 

21619 Seq. ID OJ990305__12 . 98 19 . C50 

45152 Strand 

1. End 855 

OJ990305_12.9819.C50.ol.ts Method TBLASTX : Soybean 

2 End 721 

none Score 83 

2. .130, 11. . 190, 14. .130, 284. .565, 284. .565, 284. .565, 

287. .565, 587. .721 



21955 




Seq. No. 


21619 


Seq. ID 


OJ990305_12. 9819.C50 


Gene No. 


45152 


Strand 


- 


Start 


1 


End 


855 


Name 






1 OixrlO 1 A . bireos 


Start 


11 


End 


706 


GI 


none 


Score 


58 


Exons 


11. .139, 


11. .139, 11. .124, 11. .121, 11. 


.130, 11. .121, 11. .i: 




272. .469, 


284. .706, 284. .511, 290. .565, 


293.. 571, 293.. 565, 




299. .580, 


323. .484, 357. .458, 395. .583, 


578. .706, 587. .706 


Seq. No. 


21620 


Seq. ID 


OJ990305_12.9819.C52 


bene ino . 




OCX. allU 




Start 


452 


End 


568 


Name 


OJ990305 


12.9819. C52 . ol . gs Method 


GENSCAN 


Start 


452 


End 


568 


GI 


none 


Score 


.6 


Exons 


452. .568 






Seq. No. 


21621 


Seq. ID 


OJ990305_12.9819.C55 


bene no . 


ft 3-LOfi 




i 


Start 


454 


End 


566 


Name 


OJ990305 


12 . 98 1 9 . C55 .ol . gs Method 


GENSCAN 


Start 


454 


End 


566 


GI 


none 


Score 


.86 


Exons 


454. .566 






Seq. No. 


21622 


Seq. ID 


OJ990305_12.9819.C56 


bene no . 


401 J J 


oLianu 




Start 


348 


End 


1377 


Name 


OJ990305 


12. 9819.C56.ol.gs Method 


GENSCAN 


Start 


348 


End 


1100 


GI 


none 


Score 


.7 


Exons 


348. .464, 


841. .883, 1039. .1100 




Seq. No. 


21622 


Seq. ID 


OJ990305_12.9819.C56 


Gene No. 


45155 


Strand 




OLai u 


348 


End 


1 ^77 


Name 


OJ990305 


12 . 9819 . C56 . ol . np Method 


AAT/NAP 


Start 


411 


End 


1377 


GI 


5042454 


Score 


.189 


Exons 


411. .471, 


847.. 1033, 1336.. 1377 




GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 


Seq. No. 


21623 


Seq. ID 


OJ990305_12.9819.C57 


bene no . 


45156 


Strand . 




Start 


320 


End 


1300 


Name 


OJ990305 


.12. 9819.C57 .ol.gs Method 


GENSCAN 


Start 


320 


End 


1300 


GI 


none 


Score 


.89 


Exons 


320. .433, 


504. .563, 636. .1046, 1127. .1300 


Seq. - No. 


21624 


Seq. ID 


OJ990305_12. 9819.C59 


Gene No. 


45157 


Strand 


+ 


Start 


176 


End 


514 


Name 


OJ990305 


12. 98 19. C5 9. ol.gs Method 


GENSCAN 


Start 


176 


End 


514 


GI 


none 


Score 


.93 



21956 



Exons 



176. .514 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21625 Seq. ID OJ99.0305_12.9819.C60 

45158 Strand + 

1 End 1091 

OJ990305_12. 9819.C60.ol.gp Method AAT/GAP 

1 End 336 

101595_1.R1084 Score 341 

1..146, 262. .336 

•3047066 3.0e-15 (AF058825) contains similarity to' 
retrovirus-related POL polyproteins [Arabidopsis thaliana] 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21625 Seq. ID 

45158 Strand 
1 End 
OJ990305_12. 9819.C60.ol.np Method 
1 End 
6630696 Score 
1. .1091 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423) correspond to a 
region of the- predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



OJ990305_12.9819.C60 
+ 

1091 
AAT/NAP 
1091 
1690 



Seq. No. 


21625 




Seq. ID 


OJ990305JL2.9819. 


C60 


Gene No. 


4 5158 




Strand 


+ 




Start 


1 




End 


1091 




Name 


OJ990305 12.9819.C60.ol 


-gs 


Method- 


GENS CAN 




Start 


115 




End 


410 




GI 


none 




Score 


.82 




Exons 


115. .151, 262. .410 










Seq. No. 


21625 




Seq. ID 


OJ990305_12.9819. 


C60 


Gene No. 


45158 




Strand 


+ 




Start 


1 




End 


1091 




Name 


OJ990305 12.9819.C60.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


277 




End 


612 




GI 


none 




Score 


380 




Exons 


277. .549, 278. .550, 279 


. .551, 


580. .612 






Seq. No. 


21625 




Seq. ID 


OJ990305JL2.9819. 


C60 


Gene No. 


45158 




Strand 


+ 




Start 


1 




End 


1091 




Name 


OJ990305 12.9819.C60.ol 


.tw 


Method 


TBLASTX: Wheat 




Start 


838 




End 


1030 




GI 


none 




Score 


250 




Exons 


838. .1029, 839. .1030 










Seq. No. 


21626 




Seq. ID 


OJ990305_12.9819. 


C61 


Gene No. 


45159 




Strand 






Start 


601 




End 


695 




Name 


OJ990305 12.9819.C61.ol 


.gs 


Method 


GENS CAN 




Start 


601 - 




End 


695 




GI 


none 




Score 


.61 




Exons 


601. . 695 











Seq. No. 21627 Seq. ID OJ990305_12 . 9819 . C63 

Gene No. 45160 Strand 

21957 



Start 1 End 840 

Name OJ990305_12. 9819.C63.ol .np Method AAT/NAP 

Start 1 End 840 

GI 541816 Score 354 

Exons 1..39, 326. .452, 534. .672, 774. .840 

GI Descrip. protein kinase - common ice plant gi | 457689 1 emb | CAA82 990 | 

(Z30329) protein kinase [Mesembryanthemum crystallinum] 



Seq. No. 21627 

Gene No. 45160 

Start 1 

Name OJ990305_12 . 9819 . C63 . ol . tc 

Start 2 

GI none 
Exons 



Seq. ID OJ990305_12.9819.C63 

Strand 

End 840 

Method TBLASTX : Cress 

End 670 

Score 98 



2. .55, 333. .455, 333. .449, 343. .453, 534. .668, 538.-666, 
542. .670 



Seq. No. 21627 

Gene No. 45160 

Start 1 

Name- ■ OJ990305_12 . 9819 . C63 . ol . ts 

Start 2 

GI none 
Exons 



Seq. ID OJ990305_12. 9819.C63 

Strand 

End 84 0 

Method TBLASTX : Soybean 

End 668 

Score 104 



2. .43, 333.-455, 333.-449, 337.-453, 380. .454, 529. .666, 
534. .668, 535. .666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21627 
45160 
1 

OJ990305_12. 9819.C63.ol.tm 
2 

none 



Seq. ID OJ990305_12.9819.C63 
Strand 

End 840 

Method TBLASTX : Maize 

End 668 

Score 59 

2. .55, 6. .53, 336. .449, 339. .449, 368. .454, 382.-453, 529.-666, 
534. .668, 535. .666 



Seq. No. 21627 

Gene No. 45160 

Start 1 

Name OJ990305_12 . 9819 . C63 . ol . gs 

Start 339 

GI none 

Exons 339.-452, 534.-665 



Seq. ID OJ990305_12. 9819-C63 

Strand 

End 840 

Method GENSCAN 

End 665 

Score .99 



Seq. No. 21628- 
Gene No. . 45161 
Start 1 

Name OJ990305_12 . 9819 . C64 . ol . np 

Start 1 
GI 3024367 
Exons 1..22, 470.. 726 

GI Descrip. PROGASTRICSIN PRECURSOR (PEPSINOGEN C) gi | 34 8277 | pir | | B43356 
gastricsin (EC 3.4.23.3) precursor - guinea pig gi 1191297 
(M88652) progastricsin [Cavia porcellus] 



Seq. ID OJ990305_12.9819.C64 

Strand + 

End 726 

Method AAT/NAP 

End 726 

Score 55 



Seq. No. 
Gene No. 
Start 



21629 
45162 
1 



Seq. ID OJ990305_12.9819.C65 

Strand 

End 94 7 



21958 



Name 


OJ990305 12.9819.C65.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


772 


GI 


none 




Score 


754 


Exons 


1..135, 487. .772 








Seq. No. 


21629 




Seq. ID 


OJ990305_12.9819.C65 


ana Kl r\ 

bens wo . 










Start 


1 




End 


947 


Name 


OJ990305 12.9819.C65.ol. 


gs 


Method 


GENSCAN 


Start 


7 




End 


947 


GI 


none 




Score 


.94 


Exons 


7. .135, 487. .947 








Seq. No. 


21630 




Seq. ID 


OJ990305_12.9819.C66 


Gene No. 


45163 




Strand 




Start - 


1 




End 


742 


Name 




np 


Method 


AAT/NAP 


Start 


1 




End 


742 


GI 


1076761 




Score 


541 


Exons 


1. .742 








GI Descrip. 


AWJL172 protein - wheat 


gi I 551208 | emb|CAA57132 | (X81367) AWJL172 




[Triticum aestivum] 








Seq. No. 


21630 




Seq. ID 


OJ990305_12.9819.C66 


Gene No. 


45163 




Strand 


_ 


Start 


1 




End 


742 


Name 


OJ990305 12.9819.C66.ol. 


ts 


Method 


1 BLAb 1a : boyoean 


OLart 


63 




End 


740 


GI 


none 




Score 


58 


Exons 


63. .332, 63. .260, 66. .332, 66 


..146, 69. 


.332, 69. .335, 69. .314, 




69. .332, 69. .332, 69. .308, 70 


..174, 70. 


.153, 126. .308, 211. .321, 




432. .599, 438.-737, 456. 


.737, 


456. .680, 


459. .737, 462. . 659, 




471. .737, 489. .740, 489. 


.737, 


489. .737, 


553. . 666 


Seq. No. 


21630 




Seq. ID 


OJ990305_12.9819.C66 




45163 




Strand 




Start 


1 




End 


742 


Name 


OJ990305 12.9819.C66.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


■ 63 




End 


737 


GI 


none 




Score 


136 


Exons 


63. .332, 462. .680, 489.. 


737, 


558. .737 




Seq. No. 


21630 




Seq. ID 


OJ990305_12. 9819.C66 


Gene No. 


45163 




Strand 




Start 


1 




End 


742 


Name 


OJ990305 12.9819.C66.ol. 


tc 


Method 


TBLASTX: Cress 


Start 


66 




End 


737 




none 




Score 


69 


Exons 


66. .308, 66. .281, 66. .218, 69 


..305, 69. 


.149, 69. .335, 69. .344, 




69. .332, 69. .323, 69. .332, 70 


..162, 72. 


.344, 90. .272, 117. .188, 




123. .332, 135.. 347, 195. 


.335, 


264. .323, 


378. .620, 432. .662, 




447. .734, 456. .620, 468. 


.737, 


474. .536, 


489. .737, 489. .680, 




490. .603, 576. .737, 618. 


.737, 


669. .734 




Seq. No. 


21630 




Seq. ID 


OJ990305_12.9819.C66 


Gene No. 


45163 




Strand 




Start 


1 




End 


742 



21959 



Name 


OJ990305 12.9819.C66.ol 


. tm 


Method 


TBLASTX : Mai ze 


Start 


66 




End 


737 


GI 


none 




Score 


95 


Exons 


66. .344, 66.-323, 66. .182, 


69.. 338, 69 


..104, 69.. 308, 69.. 332, 




70. .246, 87. .332, 159.. 


344, 


456. .689, 


459. .737, 462. .737, 




474. .737 








Seq. No. 


21631 




Seq. ID 


OJ990305_12.9819.C67 


Gene No. 


45164 




Strand 


- 


Start 


1 




End 


1428 


Name 


OJ990305 12.9819.C67.ol 


.np 


Method 


TV 7\ m / vt T\ j~\ 

AAT/NAP 


Start 


1 




End 


1428 


GI 


5739323 




Score 


323 


Exons 


1..489, 529.-658, 1402. 


.1428 




GI Descrip. 


(AF166121) Cf2/Cf5 disease 


resistance 


protein homolog [Hordeum 




vulgare] 








Seq. No. 


21631 




Seq. ID 


OJ990305_12.9819.C67 


Gene No. 


45164 




Strand 




Start 


1 




End 


1428 


Name 


OJ990305 12.9819.C67.ol 


.gs 


Method 


GENSCAN 


Start 


811 




End 


1034 


GI 


none 




Score 


.82 


Exons 


811. .847, 895. .1034 








Seq. No. 


21632 




Seq. ID 


OJ990305 12.9819.C68 


Gene No. 


45165 




Strand 


- 


Start 


1 




End 


1027 


Name 


• OJ990305 12.9819.C68.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1027 


GI 


6539570 




Score 


178 


Exons 


1. .216, 582 . . 648, 824 . . 


1027 






GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


21632 




Seq. ID 


OJ990305_12 . 9819 . C68 


Gene No. 


45165 




Strand- 




Start 


1 




End 


1027 


Name 


OJ990305 12.9819.C68.ol 


.gs 


Method 


GENSCAN 


Start 


68 




End 


940 


GI 


none 




Score 


.62 


Exons 


68. .216, 582. .602, 784. 


.940 






Seq. No. 


21632 




Seq. ID 


OJ990305_12.9819.C68 


Gene No. 


45166 




Strand 


- 


Start 


1154 




End- 


1234 


Name 


OJ990305 12.9819.C68.o2 


.np 


Method 


AAT/NAP 


Start 


1154 




End 


1234 


GI 


6630699 




Score 


81 


Exons 


1154. .1234 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gi| 6721536 |dbj IBAA89566 


.11 


(AP001073) 


hypothetical protein 




[Oryza' sativa] 








Seq. No. 


21633 




Seq. ID 


OJ990305_12..9819.C70 


Gene No. 


45167 




Strand 




Start 


1 




End 


735 


Name 


OJ990305 12.9819.C70.ol 


.gp 


Method 


AAT/GAP 



21960 



Start 
GI 

Exons 

GI Descrip. 



End 
Score 



210 
282 



5667165 
1..19, 58. .210 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 


21633 


Seq. ID 


OJ990305 


Gene No. 


45167 


Strand 


- 


Start 


1 


End 


735 


Name 


OJ990305 12.9819.C70.ol 


.np Method 


AAT/NAP 


Start 


1 


End 


735 


C T 


6069659 


Score 




Exons 


1..45, 210. .335, 703. .735 




GI Descrip. 


(AP000616) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


21633 


Seq. ID 


OJ990305 


Gene No. 


45167 


Strand 


- 


Start 


1 


End 


735 


Name 


OJ990305 12.9819.C70.o2 


. np Method 


AAT/NAP 


Start 


471 


End 


735 


GI 


6907088 


Score 


308 


Exons 


471. .735 






GI Descrip. 


(AP001129) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


21634 


Seq. ID 


OJ990305 


Gene No. 


45168 


Strand 


+ 


Start 


1 


End 


393 


Name 


OJ990305 12.9819.C72.ol 


. np Method 


AAT/NAP 


Start 


1 


End 


336 


GI 


1076763 


Score 


216 


Exons 


1. .336 






GI Descrip. 


AWJL218 protein - wheat 


gi| 551212 lembl 


CAA57134 | 




[Triticum aestivum] 







12. 9819.C72 



(X81369) AWJL218 



Seq. No. 21634 Seq. ID 

Gene No. 4 5168 Strand 

Start 1 End 

Name OJ990305_12 . 9819 . C72 . ol . gs Method 

Start 229 End 

GI none . Score 

Exons 229.. 393 



OJ990305_12.9819.C72 
+ 

393 

GENSCAN 

393 

.45 



Seq. No. 


21635 








Seq. ID 


OJ990305_ 


12. 


9819 


.C73 


Gene No. 


45169 








Strand 


+ 








Start 


267 








End 


953 .. 








Name 


OJ990305 


12.9819.C73 


.ol 


.gs 


Method 


GENSCAN 








Start 


267 








End 


789 








GI 


none 








Score 


.81 








Exons 


267. .311, 


542. .789 
















Seq. No. 


21635 








Seq. ID 


OJ990305_ 


12. 


9819 


.C73 


Gene No. 


45169 








Strand 


+ 








Start 


267 








End 


953 








Name 


OJ990305 


12. 9819.C73 


ol 


.np 


Method 


AAT/NAP 








Start 


506 








End 


953 








GI 


6721512 








Score 


62 








Exons 


506. .657, 


932. .953 

















21961 




GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


21636 




Seq. ID 


OJ990305_12.9819. 


C7 6 








OK. J- aim 






Start 


216 






382 




Name 


OJ990305 12.9819.C76.ol 


• Lo 


l*JC LUUU 


TBLASTX: Soybean 




Start 


196 






368 




GI 


none 




Score 


77 




Exons 


196.. 366, 219.. 368 










Seq. No. 


21636 




Seq. ID 


OJ990305_12.9819. 


C76 


uene ino . 


a m in 

ft jl / u 




of r^nrl 






Start 


216 




LUU 


382 




Name 


OJ990305 12.9819.C76.ol 


. LIU 


Mof Hnrl 

LYie l nuci 


TBLASTX: Maize 




Start 


210 




Cjna. 


382 




GI 


none 




Score 


195 




Exons 


210.. 368, 212.. 382 










Seq. No. 


21636 




Seq. ID 


OJ990305_12.9819. 


C76 


bene wo . 


H D ± f U 










Start 


216 




III I Id 


382 




Name 


OJ990305 12.9819.C76.ol 


. gs 


4- V\ *™\ W 

netnou 


GENSCAN 




Start 


216 






365 




GI 


none 




Score 


.74 




Exons 


216. .365 - 










Seq. No. 


21637 




Seq. ID 


OJ990305JL2.9819. 


C78 


Gene No. 


45171 




Strand 






Start 


1 




End 


789 




Name 


OJ990305 12.9819.C78.ol 


. np 


Method 


AAT/NAP 




Start 


1 




End 


789 




GI 


629693 




Score 


354 




Exons 


1. .789 










GI Descrip. 


probable integrase - common 


tobacco (fragment) 






gi | 530742 | emb | CAA56791 | 


(X80830) integrase [Nicotiana tabacum] 


Seq. No. 


21637 




Seq. ID 


OJ990305_12.9819. 


C78 




45171 




Strand 






Start 


1 




End 


789 




Name 


' OJ990305 12.9819.C78.ol 


.gs 


Method 


GENSCAN 




Start 


327 




End 


723 




GI 


none 




Score 


.43 




Exons 


327. .723 










Seq. No. 


21637 




Seq. ID 


OJ990305_12.9819. 


C78 


oene no . 


45171 




Strand 






Start 


1 




End 


789 




Name 


OJ990305 12.9819.C78.ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


348 




End 


710 




GI 


none 




Score 


81 




Exons 


348. .710, 522. .641, 526 


. .642 








Seq. No. 


21637 




Seq. ID 


OJ990305_12.9819. 


C78 


Gene No. 


45171 . 




Strand 






Start 


1 




End 


789 




Name 


OJ990305 12.9819.C78.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


369 




End 


710 





21962 



Seq. ID OJ990305_12.9819.C79 
Strand + 

501 

GENSCAN 
501 
.55 



End 

Method 

End 

Score 



GI none Score 83 

Exons 369.. 593, 588.. 710 

Seq. No. 21638 

Gene No. 45172 

Start 115 

Name OJ990305_12 . 9819.C79.ol .gs 

Start 115 

GI none 

Exons 115.. 501 

Seq. No. 21639 

Gene No. 45173 

Start 362 

Name OJ990305_12 . 9819 . C80 . ol . gs 

Start 362 

GI none 

Exons 362.. 406, 621.. 893, 1215.. 1394, 1510.. 1530, 1920.. 2191, 
2248.-2327, 3928. .4042, 4305. .4613 



Seq. ID OJ990305_12.9819.C80 

Strand + 

End 4 613 

Method GENSCAN 

End 4 613 

Score . 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990305_12. 9819.C80 

Strand + 

End 4613 

Method AAT/GAP 

End ' 3657 

Score 660 



21639 
45173 
362 

OJ990305_12.9819.C80.ol.gp 
3262 
3107480 
3262. .3657 

21639 
45173 
362 

OJ990305_12 . 981 9 . C80 . ol . tm 
4317 
none 

4317. .4469, 4334. .4459, 4336.-4467, 4482. .4610, 4547. .4579, 
4560. .4601 



Seq. ID OJ990305_12.9819.C80 

Strand + 

End 4613 

Method TBLASTX : Mai ze 

End 4610 

Score 179 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



21639 
45173 
362 

OJ990305_12. 9819.C80.ol.tc 

4319 

none 



Seq. ID OJ990305_12.9819.C80 

Strand + 

End 4 613 

Method TBLASTX : Cress 

End 4 604 

Score 68 



4319. .4450, 4319. .4459, 4320. .4478, 4482.-4535, 4551. .4604 



21639 
45173 
362 

OJ990305_12. 9819.C80.ol.ts 

4334 

none 



Seq. ID OJ990305_12.9819.C80 

Strand + 

End 4 613 

Method TBLASTX: Soybean 

End 4 604 

Score 193 



4334. .4459, 4335 .. 4508, 4482 .. 4604 , 4547.-4579 



21640 
45174 
1 

OJ990305_12.9819.C81.ol.np 



Seq. ID OJ990305_12. 9819.C81 

Strand + 

End 1391 

Method AAT/NAP 



21963 



Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



1391 
206 



6453866 
1..303, 1321.. 1391 

(AC011717) hypothetical protein [Arabidopsis thaliana] 



21640 
45174 
1 

OJ990305_12 . 98 19 . C8 1 . ol . tc 
4 

none 

4. .153, 21. .152, 22. .162, 23. .181, 35. 
254. .307 



Seq. ID OJ990305_12.9819.C81 



Strand 
End 

Method 

End 

Score 



+ 

1391 

TBLASTX: Cress 

321 

67 

.178, 185. .238, 253. .321, 



Seq. No. 


21640 








Seq. ID 


OJ990305 12.9819. 


.C81 


Gene No. 


45174 








Strand 


+ 




Start 


1 








End 


1391 




Name 


OJ990305 


_12. 


9819. C81. 


ol.tm 


Method 


TBLASTX : Maize 




Start 


20 








End 


340 




GI. 


none 








Score 


180 




Exons 


20. .172, 


37. 


.162, 39. 


.170, 


185.. 340, 250.. 327 




Seq. No. 


21640 








Seq. ID 


OJ990305_12.9819. 


.C81 


Gene No. 


45174 








Strand 


+ 




Start 


1 








End 


1391 




Name 


OJ990305 


_12. 


9819. C81. 


ol . ts 


Method 


TBLASTX : Soybean 




Start 


37 








End 


307 




GI 


none 








Score 


188 




Exons 


37. .162, 


38. 


.211, 185 


. .307, 


250. .306 






Seq. No. 


21640 








Seq. ID 


OJ990305_12.9819. 


.C81 


Gene No. 


45174 








Strand 


+ 




Start 


1 








End 


1391 




Name 


OJ990305 


_12. 


9819. C81. 


ol.gs 


Method 


GENSCAN 




Start 


83 ■ 








End 


655 




GI 


none 








Score 


.73 




Exons 


83. .316, 


553 


. .655 











Seq. No. 


21641 










Seq. ID 


OJ990305_ 


12. 


.9819. 


.C82 


Gene No. 


45175 










Strand 


+ 








Start 


71 










End 


690 








Name 


OJ990305 


12. 


9819. C82 


.ol 


.gs 


Method 


GENSCAN 








Start 


71 










End 


690 








GI 


none 










Score 


.56 








Exons 


71. .157, 


547 


. .690 
















Seq. No. 


21642 










Seq. ID 


OJ990305_ 


12. 


,9819, 


,C83 


Gene No. 


45176 










Strand 


+ 








Start . 


561 










End 


777 








Name 


OJ990305 


12. 


9819. C83 


.ol 


.gs 


Method 


GENSCAN 








Start 


561 










End 


777 








GI ■* 


none 










Score 


.55 








Exons 


561. .777 





















Seq. No. 21643 . Seq. ID OJ990305_12 . 9819 . C84 

Gene No. 45177 Strand + 

Start 1 End 593 



21964 



Name OJ990305_12 . 9819 . C84 . ol .np Method AAT/NAP 

Start 1 End 396 

GI 6630696 Score 515 

Exons 1. .396 

GI Descrip. (AP000969) ESTs 022114(010364), AU07 6106 (E20423) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 21643 

Gene No. 45177 

Start 1 

Name OJ990305_12 . 9819 . C84 . ol . tw 

Start 67 

GI none 

Exons 67.. 258, 76.. 222, 129.. 260 

Seq. No. 21643 

Gene No. 45177 

Start 1 

Name OJ990305_12 . 9819 . C84 . ol . tm 

Start 270 

GI none 
Exons 



Seq. ID OJ990305_12. 9819.C84 

Strand + 

End 593 

Method TBLASTX : Wheat 

End 260 

Score 254 



Seq. ID OJ990305_12.9819.C84 
Strand 
End 

Method 
End 
Score 

270. .359, 270. .359, 271. .360, 272. .361, 399. .497, 409. .510, 
409. .495,. 549. .593, 556. .591 



+ 

593 

TBLASTX: Maize 

593 

91 



Seq. No. 21644 Seq. ID 

Gene No. 45178 Strand 

Start 1 End 

Name OJ990305_12. 9819.C85.ol.np Method 

Start 1 End 

GI 6498441 Score 

Exons 1..995 

GI Descrip. (AP000815) EST C72786 (E2258 ) corresponds to a region of the 
predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



OJ990305_12.9819.C85 
995 

AAT/NAP ' 

995 

1440 



Seq. No. 


21644 








Seq. ID 


OJ990305_12.9819. 


C85 


Gene No. 


45178 








Strand 






Start 


1 








End 


9*95 




Name 


OJ990305 


JL2. 


9819. 


C85.ol. tm' 


Method 


TBLASTX: Maize 




Start 


24 








End 


311 




GI 


none 








Score 


188 




Exons 


24. .311, 


25. 


.294 










Seq. No. 


21644>:- 








Seq. ID 


OJ990305_12.9819. 


C85 


Gene No. 


45178 








Strand 






Start 


1 








End 


995 




Name 


OJ990305 


_12. 


9819. 


C85.ol.tw 


Method 


TBLASTX: Wheat 




Start 


30 








End 


413 




GI 


none 








Score 


110 




Exons 


30. .413, 


97. 


.282, 


120. .299 








Seq. No. 


21644 








Seq. ID 


OJ990305_12.9819. 


C85 


Gene No. 


45178 








Strand 






Start 


1 








End , 


995 




Name 


OJ990305 


_12. 


9819. 


C85.ol.gs 


Method 


GENSCAN 




Start 


339 








End 


920 





21965 




GI 


none 


Score 


.92 




Exons 


339. .920 








Seq. No. 


21644 


Seq. ID 


OJ990305_12.9819 


.C85 


Gene No. 


45178 


Strand 






Start 


1 


End 


995 




Name 


OJ990305 12.9819.C85.o2.tw 


Method 


TBLASTX: Wheat 




Start 


513 


End 


825 




GI 


none 


Score 


69 




Exons 


513. .764, 718. .825 








Seq. No. 


21645 


Seq. ID 


OJ990305_12.9819 


.C86 


Gene No. 


45179 


Strand 


+ 




Start 


257 


End 


287 




Name 


OJ990305 12.9819.C86.ol.gs 


Method 


GEN SCAN 




Start 


257 


End 


287 




GI 


none 


Score 


.53 




Exons 


257. .287 








Seq. No. 


21646 


Seq. ID 


OJ990305_12. 9819 


.C87 


Gene No. 


45180 


Strand 


+ 




Start 


166 


End 


2810 




Name 


OJ990305 12.9819.C87.ol.np 


Method 


AAT/NAP 




Start 


166 


End 


2810 




GI 


5932552 


Score 


161 




Exons 


166. .343, 426. .493, 584. .644, 


1209. .1288, 1401. .1452, 






1883. .2041, 2751. .2810 








GI Descrip. 


(AC0094 65) unknown protein [Arabidopsis thaliana] 




Seq. No. 


21646 


Seq. ID 


OJ990305_12.9819 


.C87 


Gene No. 


45180 


Strand 


+ 




Start 


166 


End 


2810 




Name 


OJ990305 12.9819.C87.ol.gs 


Method 


GENSCAN 




Start 


180 


End 


545 




GI 


none 


Score 


.93 




Exons 


180. .343, 426.-545 








Seq. No. 


21646 


Seq. ID 


OJ990305_12.9819 


.C87 


Gene No. 


45180 


Strand. 


+ 




Start 


166 ■ 


End "" 


2810 




Name 


OJ990305 12.9819.C87.ol.gp 


Method 


AAT/GAP 




Start 


233 


End 


1520 




GI 


uC-osflM20204 6a07bl 


Score 


661 




Exons 


233. .343, 426. .493, 584. .644, 


976. .1013, 1220. .1288, 1401. .1520 


GI Descrip. 


, 5932552/gb|AAD57007.1|AC009465 21 4 . 0e-30 (AC009465) unknown 




protein [Arabidopsis thaliana] 1 






Seq. No. 


21646 


Seq. ID 


OJ990305_12. 9819 


.C87 


Gene No. 


45181 


Strand 






Start 


1738 


End 


2384 




Name 


OJ990305 12.9819.C87.o2.gs 


Method 


GENSCAN 




Start 


1738 


End 


2384 




GI 


none 


Score 


.8 




Exons 


1738.. 1803, 2125.. 2168, 2267. 


.2384 






Seq. No. 


21647 


Seq. ID 


OJ990305JL2. 9819 


.C88 


Gene No. 


45182 


Strand 


+ 





21966 




Start 


1 




End 


1063 


Name 


OJ990305 12.-9819.C88.ol. 


gp 


Method 


AAT/GAP 


Start 


1 




End 


558 


GI 


uC-osflM20204 6a07bl 




Score 


319 


Exons 


1..42, 260. .328, 441. .558 






GI Descrip. 


, 5932552/gb|AAD57007.1|AC009465 21 4.0e-30 (AC009465) unknov 




protein [Arabidopsis thaliana] ' 




Seq. No. 


21647 




Seq. ID 


OJ990305_12.9819.C88 


Gene No. 


45182 




Strand 


+ 


Of -» >~4- 
uLalL 


1 




End 


1063 


Name 


OJ990305 12.9819.C88.ol. 


np 


Method 


AAT/NAP 


Start 


254 




End 


830 


GI 


5932552 




Score 


229 


Exons 


254 . .328, 441. .830 








GI Descrip. 


(AC0094 65) unknown protein [Arabidopsis thaliana] 


Seq. No. 


2164 / 




Seq. ID 


OJ990305 12. 9819. Coo 


bene no. 


A C 1 O O 

4 5182 




Strand 


+ 


Start 


1 




End 


1063 


Name 


OJ99U3U5 12.9819.Coo.pl. 


gs 


Method 


GENSCAN 


Start 


2/9 




End 


1063 


GI 


none 




Score 


.81 


■Exons 


279. .328, 441.,. 762, 1034 


. .1063 




Seq. No. 


21647 




Seq. ID 


OJ990305_12.9819.C88 


Gene No. 


45183 




Strand 




Start 


o a n >i 

2094 




End 


3233 


Name 


OJyyUoUo 12 . 9ol 9 . Coo . o2 . 


tm 


Method 


TBLASTX: Maize 


Start- 


255 




End 


783 


GI 


none 




Score 


124 


Exons 


255. .344, 257. .367, 430. 


.522, 


431. .523, 


440. .523, 441. .527, 




442. .534, 637. .783, 637. 


.759, 


639. .764 




Seq. No. 


21647 




Seq. ID 


OJ990305_12.9819.C88 


Gene No. 


45183 




Strand 




Start 


2094 




End 


3233 


Name 


OJ990305 12.9819.C88.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


1939 




End 


3233 


hi 


none 




Score 


44' 


Exons 


1939. .2007, 1997. .2032, 


2093. 


.2287, 2094.. 2285, 2094.. 2357, 




2110. .2295, 2284. .2358, 


2285. 


.2383, 2292.. 2360, 2314.. 2388, 




2343.. 2378, 2379.. 2603, 


2380. 


.2607, 2697. .2783, 2719. .2784, 




2720. .2785, 2721. .2792, 


2841. 


.2954, 2841. .2909, 2854. .2949, 




2857.. 2904, 3034.. 3225, 


3038. 


.3199, 3045.. 3233, 3150. .3233 


Seq. No. 


21647 




Seq. ID 


OJ990305_12.9819.C88 


Gene No . 


45183 




Strand 




Start 


2094 




End 


3233 


Name 


OJ990305 12.9819.C88.o2. 


gs 


Method 


GENSCAN 


Start 


2094 




End 


3216 


GI 


none 




Score 


.81 


Exons 


"2094.^2587, 2987.. 3216 








Seq. No. 


21647 




Seq. ID 


OJ990305_12.9819.C88 


Gene No. 


45183 




Strand 




Start 


2094 




End 


3233 



21967 



Name OJ990305_12 . 9819 . C88 . o2 . gp Method AAT/GAP 

Start 2724 End 2941 

GI 3107734 Score 254 

Exons 2724.-2782, 2854.. 2941 

GI Descrip. 2244834/emb | CAB10256. 1 | 2.0e-16 (Z97337) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 21648 Seq. ID OJ990305_12 . 9819 . C89 

Gene No. 45184 Strand 

Start . 514 End 618 

Name OJ990305_12 . 9819 .C89 .ol .gp Method AAT/GAP 

Start 514 End 618 

GI LIB3477-003-P1-K1-E9 Score 131 

Exons 514.. 618 

GI Descrip. ' 2498586/sp IQ40638 | MP01_ORYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 


21648 








Seq. ID 


OJ990305_12.9819.C89 


Gene No. 


45185 








Strand 




Start 


2643 








End 


4102 


Name 


OJ990305 12 


.9819 


.C89.o2 


-gp 


Method 


AAT/GAP 


Start 


2401 








End 


2777 


GI 


2428968 








Score 


730 


Exons 


2401. .2777 












Seq. No. 


21648 








Seq." ID 


OJ990305_12.9819.C8 9 


Gene No. 


45185 








Strand 




Start 


2643 








End 


4102 


Name 


OJ990305 12 


.9819 


.C89.ol 


.np 


Method 


AAT/NAP 


Start 


2615 








End 


4102 


GI 


1711508 








Score 


925 


Exons 


2615. .2935, 


3015 


. .3129, 


3265 


..3422, 3500. .3600, 3764. .3912, 




4007. .4102 












GI Descrip. 


SIGNAL RECOGNITION PARTICLE 


54 KD PROTEIN 1 (SRP54) gi 11020000 




(L48284) signal 


recognition 


particle 


54 kDa subunit [Hordeum 




vulgare] 












Seq. No. 


21648 








Seq. ID 


OJ990305_12.9819.C8 9 


Gene No. 


45185 








Strand 




Start 


2643 








End 


4102 


Name 


OJ990305 12 


.9819 


.C89.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


2622 








End 


4042 


GI 


none 








Score 


60 


Exons 


2622. .2774, 


2650 


. .2736, 


2789 


..2938, 2797. .2937, 2811. .2939, 




3008. .3130, 


3014 


. .3130, 


3015 


..3137, 3016. .3141, 3016. .3132, 




3250. .3429, 


3262 


. .3399, 


3263 


..3427, 3498.. 3605, 3499.. 3600, 




3760. .3912, 


3763 


. .3912, 


4007 


..4042, 4008. .4040 


Seq. No. 


21648 








Seq. ID 


OJ990305_12.9819.C89 


Gene No. 


45185 








Strand 




Start 


2643 








End 


4102 


Name 


OJ990305 12 


.9819 


.C89.ol 


. gs 


Method 


GENSCAN 


Start 


2643 








End 


3912 


GI 


none 








Score 


.95 


Exons 


2643. .2935, 


3015 


. .3129, 


3265 


..3422, 3500. .3600, 3764. .3912 



21968 



Seq. No. 21648 
Gene No. *' 45185 
Start 2643 

Name OJ990305_12 . 9819 . C89 . ol , 

Start 2655 
GI none 
Exons 2655. 

3014. 

3276. 

3499. 



.2735, 
.3130, 
.3419, 
.3600, 
4004. .4042, 



2656. 
3019. 
3401. 
3507. 
4007. 



,2736, 
,3138, 
,3442, 
,3608, 
,4042 



ts 



2797. 
3019. 
3478. 
3760. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ990305 12.9819.C89 



4102 

TBLASTX : Soybean 
4042 
66 

2937, 2805.. 2936, 3008.. 3130, 
3132, 3253.. 3426, 3262.. 3399, 
3597, 3479.. 3598, 3498.. 3605, 
3912, 3768.. 3914, 3769.. 3912, 



Seq. No. 21648 

Gene No. 45185 

Start 2643 

Name OJ990305_12 . 9819 . C89 . ol . tc 

Start 2809 

GI none 
Exons 



Seq. ID OJ990305_12.9819.C89 
Strand 

End 4102 

Method TBLASTX : Cress 

End * 3117 

Score 129 



2809. .2937, 2814. .2933, 3008. .3115, 3019. .3117 



Seq. No. . . 21649 

Gene No. * 4518 6 
Start 4338 

Name OJ990305_12 . 9819 . C90 . o2 . gs 

Start 4338 
GI none 
Exons 



Seq. ID OJ990305_12. 9819.C90 

Strand + 

End 6194 

Method GENSCAN 

End 6194 

Score .53 



4338. .4722, 4745. .4845, 4888. .5298, 5922. .6194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21649 
45187 
1 

OJ990305_12. 9819.C90.ol.np 
1 

1711511 



Seq. ID OJ990305_12.9819.C90 
Strand 

End 4 964 

Method AAT/NAP 

End 1485 

Score 643 



1..291, 1031. .1130, 1255. .1485 

SIGNAL RECOGNITION PARTICLE 54 KD PROTEIN 2 (SRP54) gi 11020002 
(L48285) signal recognition particle 54 kDa subunit [Hordeum 
vulgare] 



Seq. No. 


21649 


Seq. ID 


OJ990305_12. 9819. 


C90 


Gene No. 


45187 


Strand 






Start 


1 


End 


4964 




Name 


OJ990305 12.9819.C90.o2. 


np Method 


AAT/NAP 




Start 


1 


End 


4964 




GI 


6624711 


Score 


110 




Exons 


1..114, 2933. .3074, 4905 


. .4964 






GI Descrip. 


(AJ24 3961) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


21649 


• Seq. ID 


OJ990305_12.9819. 


C90 


Gene No. 


45187 


*' Strand 






Start. 


1 


End 


4964 




Name 


OJ990305 12.9819.C90.o2. 


ts Method 


TBLASTX : Soybean 




Start 


128 


End 


293 




GI 


none 


Score 


163 




Exons 


128. .292, 138. .293 








Seq. No. 


21649 


Seq. ID 


OJ990305_12.9819. 


C90 



21969 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



45187 Strand 

1 4 End 

OJ990305_12 . 9819 . C90 . ol . tc Method 

136 End 

none Score 



4964 

TBLASTX: Cress 

1095 

100 



136. .273, 138. .293, 140. .292, 1029. .1094, 1030. .1095 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 



21649 
45187 
1 

OJ990305_12. 9819.C90.ol.gs 

138 

none 



Seq. ID OJ990305_12.9819.C90 
Strand 

End 4 964 

Method GENSCAN 

End 2965 

Score . 61 

138. .291, 1031. .1130, 1255 .. 1625, • 1810 .. 1891, 1951. .2062, 
2620.. 2767, 2887.. 2965 



21649 
45187 
1 

OJ990305_12.9819.C90.ol.tm 

138 

none 



Seq. ID OJ990305_12.9819.C90 
Strand 

End 4 964 

Method TBLASTX: Maize 

End 1534 

Score 194 



138. .293, 140. .292, 1029. .1130, 1030. .1131, 1255. .1488, 
1256. .1534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21649 
45187 
1 

OJ990305_12.9819.C90.ol.ts 

1078 

none 



Seq. ID OJ990305_12.9819.C90 
Strand 

End 4964 

Method TBLASTX : Soybean 

End 14 97 

Score 65 



1078. .1131, 1080. .1130, 1255. .1497, 1256. .1486, 1276. .1488 



21649 
45187 
1 

OJ990305_12.9819.C90.o2.tc 

1250 

none 



Seq. ID OJ990305_12.9819.C90 
Strand 

End . 4 964 

Method TBLASTX : Cress 

End 1488 

Score 163 



1250. .1486, 1255. .1485, 1300. .1488 



21650 
45188 
1 

OJ990305_12.9819.C91.o2.np 
1 

5042454 



Seq. ID OJ990305_12.9819.C91 

Strand + 

End 3571 

Method AAT/NAP 

End 3571 

Score 304 



1..221, 355. .481, 2215. .2368, 3044. .3227, 3518. .3571 
(AC007789) putative polyprotein [Oryza sativa] 



21650 
45189 
1 

OJ990305_12. 9819.C91.ol.np 
1 

6907089 

1..638, 733. .1995 



Seq. ID OJ990305_12.9819.C91 
Strand 

End 1995 

Method AAT/NAP 

End 1995 

Score 2922 



21970 



GI Descrip. 


(AP001129) 


Seq. No*. 


21651 


Gene No. 


4 olyu 


Start 


8966 


Name 


OJ990305 12 


Start 


8966 


GI 


none 


Exons 


8966. .9106, 


Seq. No. 


21651 


Gene No. 


45190 


Start 


Q Q C C 
0 y DO 


Name 


OJ990305 12 


Start 


8966 


GI 


5902444 


Exons 


8966. .10978 


GI Descrip. 


(AB030283) 


Seq. No. 


21651 


Gene No. 


45191 


Start 


1 


Name 


OJ990305_12 


Start 


1 


GI 


5932552 


Exons 


1..125, 208 




1857. .1919, 




3165. .3322, 


GI Descrip. 


(AC009465) 


Seq. No. 


21651 


Gene No. 


45191 


Start 


1 


Name 


OJ990305 12 


Start 


58 



(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ990305_12.9819.C92 

Strand + 

End 10978 

Method GENSCAN 

End 10848 

Score .53 



Seq. ID OJ990305_12.9819.C92 

Strand + 

End 10978 

Method AAT/NAP 

End 10978 

Score 2523 



GAG-POL precursor [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



.3990 



OJ990305_12.9819.C92 

3990 
AAT/NAP 
3990 
987 



(AC0094 65) unknown protein [Arabidopsis thaliana] 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ990305_12.9819.C92 

3990 
AAT/GAP 
318 
305 



uC-osflM20204 6a07bl 
58. .125, 208. .318 

, 5932552/gb|AAD57007.1|AC009465_21 4.0e-30 (AC009465) unknown 
protein [Arabidopsis thaliana] 1 



21651 Seq. ID 

45191 Strand 

1 End 

OJ990305_12. 9819.C92.ol.gs Method 

208 End - 

none Score 



OJ990305_12.9819.C92 

3990 
GENSCAN 
3879 
.82 



208. .371, 984. .1008, 1148. .1249, 1540. .1627, 1857. .1919, 
2007.. 2086, 2590.. 2675, 3352.. 3613, 3709.. 3879 



21651 Seq. ID 

45192 Strand 

4735 End 

OJ990305_12.9819.C92.ol.tm Method 

225 End 

none Score 



OJ990305_12.9819.C92 
8072 

TBLASTX: Maize 

1925 

126 



225. .371, 227. .370, 232. .372, 233. .373, 548. .613, 549. .617, 
549. .614, 931. .1035, 931. .1008, 1137. .1244, 1145. .1252, 



21971 



1146. .1247, 1157. .1252, 1348. .1446, 1349. .1447, 1350. .1448, 
1540. .1629, 1541. .1633, 1856. .1921, 1856. .1918, 1857. .1925 



Seq. No. 21651 

Gene No. 45192 

Start 4735 

Name OJ990305_12 . 9819 .C92 . o4 . tm 

Start 2009 

GI none 

Exons 2009.. 2086, 2545.. 2631, 2549. 

2766.. 2858, 3065.. 3154, 3066. 



Seq. ID OJ990305_12.9819.C92 
Strand 

End 8072 
Method TBLASTX : Maize 
End 3263 
Score '91 

.2641, 2557.. 2652, 2765.-2857, 
.3146, 3227. .3262, 3231. .3263 



Seq. No. 21651 

Gene No. 45192 

Start 4735 

Name OJ990305_12 . 9819 . C92 . o2 . ts 

Start 3227 

GI none 

Exons 3227.. 3319, 3244.. 3324, 3416. 
3791.. 3856, 3793.. 3855 



Seq. ID OJ990305_12.9819.C92 
Strand 

End 8072 

Method TBLASTX : Soybean 

End 3856 

Score 4 4 

.3562, 3426.. 3479, 3709.. 3765, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21651 Seq. ID 

45192 Strand 

4735 End 
OJ990305_12.9819.C92.ol.tc Method 

3446 End 

none Score 

3446. .3610, 3700. .3864, 3710. .3856 



OJ990305_12.9819.C92 
8072 

TBLASTX: Cress 

3864 

125 



Seq. No. 21651 

Gene No. 45192 

Start 4735 

Name OJ990305_12 . 9819 .C92 . o2 . tm 

Start 3492 

GI none 

Exons 3492.. 3650, 3494.. 3610, 3495. 

3718. .3876, 3749. .3877 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ990305_12.9819.C92 
8072 

TBLASTX: Maize 

3877 

123 



.3611, 3499.. 3654, 3718.. 3795, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21651 



Seq. ID OJ990305_12.9819.C92 



45192 Strand 

4735 End 8072 

OJ990305_12 . 9819 . C92 . o2 . gs Method GENSCAN 

4735 End 8031 

none Score .78* 

4735. .4806, 5140. .5280, 5342. .5407, 5842. .5919, 6109. 

6289. .6394, 6471. .6548, 7072. .7188, 7585. .7650, 7765. 



, 6155, 
,8031 



Seq. No. 21651 Seq. ID OJ990305_12 . 9819 . C92 

Gene No. 45192 Strand 

Start 4735 End 8072 

Name . OJ990305_12 . 9819 . C92 . o2 . gp Method AAT/GAP 

Start 4823 End 5434 

GI 80578_1.R1084 Score 819 

Exons 4823.. 5203, 5342.. 5434 

GI Descrip. ? 3892051/gb | AAC78260 . 1 | AAC78260 2.0e-15 (AC002330) predicted 
NADH dehydrogenase 24 kD subunit [Arabidopsis thaliana] 1 



21972 



Seq. No. 21651 
Gene No. 45192 
Start 4735 

Name OJ990305_12 . 9819 . C92 . o3 . tm 

Start 4978 
GI none 

Exons 4978.. 5040, 4980.. 5012, 5080. 

5103. .5204, 5342. .5413, 5351. 

6107. .6154, 6108. .6155, 6108. 

6291.. 6395, 6291.. 6395, 6438. 

6469.-6567, 7066. .7191, 7072. 

7750. .7797, 7765. .7794 



Seq. ID OJ990305_12.9819.C92 
Strand 

End 8072 
Method TBLASTX : Mai ze 
End 7797 
Score 4 0 

5196, 5087.. 5203, 5088.. 5204, 
5410, 5840.. 5971, 5842.. 5919, 
6155, 6109.. 6156, 6290.. 6394, 
6548, 6444. .6548, 6469.-6549, 
7191, 7582. .7650, 7583.. 7648, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21651 
45192 
4735 

OJ990305_12.9819.C92.ol.ts 
5096 



Seq. ID OJ990305_12.9819.C92 
Strand 

8072 

TBLASTX : Soybean 
7794 
99 



End 

Method 
End 

none Score 
5096. .5200, 5100. .5201, 5342. .5407, 5833. .5919, 5833. .5919, 
5846. .5935, 6107. .6142, 6109. .6156, 6110. .6157, 6290. .6394, 
6294. .6395, 6444. .654*8, 6469. . 6546,. 7066 7191, 7070. .7189, 
7073. .7198, 7582. .7650, 7583. .7648, 7750. .7794 



Seq. No. 21651 Seq. ID 

Gene No. 45192 Strand 

Start 4735 - End 

Name OJ990305_12 . 9819 . C92 . o2 . np Method 

Start 5099 End 

GI 6647650 Score 

Exons 5099. .5203, 5342. .5407, 5842.. 5919, 6109. 

6471. .6548, 7072. .7188, 7585. .7653, 7957. 

GI Descrip. 



OJ990305_12.9819.C92 

8072 
AAT/NAP 
8022 
783 



.6155, 
.8022 



6289. .6394, 



NADH- UBIQUINONE OXIDOREDUCTASE 24 KD SUBUNIT PRECURSOR 
gi|3892051|gb|AAC78260.1|AAC78260 (AC002330) predicted NADH 
dehydrogenase 24 kD subunit [Arabidopsis thaliana] 



Seq. No. 21651 

Gene No. 45192 

Start 4735 

Name OJ990305_12 .9819. C92 . o3 . gp 

Start 5890 

GI 24005_1.R1084 

Exons 5890.. 5919, 6109.. 6155, 6289 
7585.. 7650, 7765.. 7821, 7930 

GI Descrip. 



OJ990305 12.9819.C92 



Seq. ID 
Strand 
End 

Method 
End 
Score 

6394, 6471, 
8072 

'3892051/gb|AAC78260.1|AAC78260 1.0e-73 (AC002330) predicted 
NADH dehydrogenase 24 kD subunit [Arabidopsis thaliana] 1 



8072 
AAT/GAP 
8072 
1136 

.6548, 7072. .7188, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ990305_12.9819.C92 
Strand 
End 

Method 
End 
Score 

6321. .6398, 6326.-6394, 6444. .6548, 6469. .6546, 7066. .7191, 
7070.-7189, 7075.-7191, 7564. .7650, 7583. .7648, 7750. .7794 



21651 
45192 
4735 

OJ990305_12.9819.C92.o2.tc 

6321 

none 



8072 

TBLASTX: Cress 

7794 

105 



Seq. No. 



21651 



Seq. ID OJ990305_12.9819.C92 



21973 




Gene No . 






Strand 






Start 


10259 




End 


10661 




Name 


OJ990305 12.9819.C92. 


ol. tw 


Method 


TBLASTX: Wheat 




Start 


10259 




End 


10661 




GI 


none 




Score 


286 




Exons 


10259. .10567, 10260.. 


10661 








Seq. No. 


21652 




Seq. ID 


OJ990305_12.9819 


.C93 


Gene No. 


45194 




Strand 


+ 




Start 


98 




End 


3732. 




Name 


OJ990305 12.9819.C93. 


ol . gs 


Method 


GENSCAN 




Start 


98 




End 


2585 




GI 


none 




Score 


.78 




Exons 


98. .217, 305. .689, 786. .1866, 


2064. .2585 




Seq. No. 


21652 




Seq. ID 


OJ990305 12.9819 


.C93 


Gene No. 


45194 




Strand 


+ 




o car l 


98 




End 


3732 




Name 


OJ990305 12.9819.C93. 


ol . np 


Method 


AAT/NAP 




Start 


769 




End 


3729 




GI 


5902445 




Score 


4446 




Exons 


769. .3729 










GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


- • 

21652 




'Seq. ID 


OJ990305_12.9819 


.C93 


Gene No. 


45194 




Strand 


+ 




Start 


98 




End 


3732 




Name 


OJ990305 12.9819.C93. 


o2.gs 


Method 


GENSCAN 




Start 


3373 




End 


3732 




GI 


none 




Score 


.9 




Exons 


3373. .3732 










Seq. No. 


21652 




Seq. ID 


OJ990305_12.9819 


.C93 


Gene No. 


45195 




Strand 


+ 




Start 


9861 




End 


10246 




Name 


OJ990305 12.9819.C93. 


ol.gp 


Method 


AAT/GAP 




Start 


9861 




End 


10246 




GI 


LIB3475-006-P1-K1-D9 




Score 


561 




Exons 


9861. .10246 










GI Descrip. 


'5923669/gb|AAD56320. 


1IAC009326 7 2.0e 


-09 (AC009326) 






hypothetical protein 


[Arabidopsis thaliana] 1 




Seq. No. 


21652 




Seq. ID 


OJ990305_12.9819 


.C93 


Gene No. 


45195 




Strand 


+ 




Start 


9861 




End 


10246 




Name 


OJ990305 12.9819.C93. 


o2.gp 


Method 


AAT/GAP 




Start 


9861 




End 


10246 




GI 


LIB3475-006-P1-K1-D9 




Score 


562 




Exons 


9861. .10246 










GI Descrip. 


! 5923669/gb|AAD56320. 


1IAC009326 7 2 . Oe 


-09 (AC009326) 






hypothetical protein 


[Arabidopsis thaliana] 1 




Seq. No. 


21652 




Seq. ID 


OJ990305_12. 9819 


.C93 


Gene No. 


45196 




Strand 






Start 


4078 




End 


6981 




Name 


OJ990305 12.9819.C93. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


88 




End 


471 





21974 



GI 

Exons 



none 

88. .471, 213. .455 



Score 



Seq. No. 21652 Seq. ID 

Gene No. 45196 Strand 

Start 4078 End 

Name OJ990305_12 .9819. C93 . o5 . tm Method 

Start 345 End 

GI none Score 

Exons 345.. 470, 346.. 522 

Seq. No. 21652 Seq. ID 

Gene No. 45196 Strand 

Start 4078 End 

Name OJ990305_12 .9819. C93 . ol . tw Method 

Start 714 End 

GI none Score 

Exons 714.. 1169, 715.. 1170 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



21652 
45196 
4078 

OJ990305_12.9819.C93.o3.ts 

754 

none 

754.-978, 985. .1119 

21652 
45196 
4078 

OJ990305_12 . 981 9 . C93 . o2 . tm 

843 

none 

843.. 1190, 844.. 1200 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



21652 Seq. ID 

45196 Strand 

4078 End 
OJ990305JL2. 9819 . C93 . o2 . tw Method 

1285 . End 

none Score 

1285. .1704, 1329. .1709 



335 



OJ990305_12.9819.C93 
6981 

TBLASTX: Maize 

522 

187 



OJ990305_12.9819.C93 
6981 

TBLASTX: Wheat 

1170 

490 



OJ990305_12. 9819.C93 
6981 

TBLASTX: Soybean 

1119 

13i 



OJ990305_12.9819.C93 
6981 

TBLASTX: Maize 

1200 

373 



OJ990305_12.9819.C93 
6981 

TBLASTX: Wheat 

1709 

405 



21652 
45196 
4078 

OJ990305_12.9819.C93.ol.ts 

1333 

none 

1333. .1764, 1380. .1538, 1396. 



Seq. ID OJ990305_12.9819.C93 
Strand 

End 6981 

Method TBLASTX : Soybean 

End 1764 ' 

Score 286 
.1677, 1560.. 1730 



21652 Seq. ID 

45196 Strand 

4 078 End 

OJ990305_12. 9819.C93.o3.tm Method 

1431 End 

none Score 
fa;. ■ 

21975 



OJ990305_12.9819.C93 
6981 

TBLASTX: Maize 

1875 

267 




Exons 


1431. .1685, 


1432 


. .1686, 


1474. 


.1692, 1707.. 1838, 1708.. 1851, 




1849. .1875 














Seq. No. 


21652 








beq. id 


ujyyujuo i^.yoiy 


. L? j 


Gene No. 


/I CI QC 








Strand 






Start 


4078 








End 


6981 




Name 


OJ990305 12 


.9819 


.C93.o6 


.tw 


Method 


TBLASTX: Wheat 




Start 


1711 








End 


1932 




GI 


none 








Score 


244 




Exons 


1711. .1932, 


1713 


. .19.10 










Seq. No. 


21652 








Seq. ID 


OJ990305_12.9819 




Gene No. 


4 oly b 








Strand 






Start 


4078 








End 


6981 




Name 


OJ990305 12 


.9819 


.C93.o2 


.ts 


Method 


TBLASTX : Soybean 




Start 


1989 








End 


2377 




GI 


none 








Score 


87 




Exons 


1989. .2093, 


1997 


. .2092, 


2129. 


.2377, 2133.. 2375 




Seq. No. 


21652 








Seq. ID 


nTQQn'SilC: TO QQ1 Q 


. cyj 


Gene No. 


4 oly b 








Strand 






Start 


4078 








End 


oyoi 




Name 


OJ990305 12 


.9819 


.C93.o4 


.tw 


Method 


i BLiAb ix : wneat. 




Start 


1998 








t-> _J 

hna 






GI ' 


none 








Score 


o H o 




Exons 


1998. .2420, 


2000 


. .2344 










Seq. No. 


21652 








Seq. ID 


n mflno AC 1 O QOI fl 




Gene No. 


A C T O C 

4 oly b 








Strand 






Start 


4078 








hnd 


byyi 




Name 


OJ990305 12 


.9819 


.C93.o6 


.tm 


Method 


TBLASTX : Maize 




Start 


2250 








hnd 


zoU4 




GI 


none 








Score 


1 O O 

182 




Exons 


2250. .2504, 


2258 


. .2365 










Seq.. No. 


21652 








Seq. ID 


OJ990305_12.9819 




oene no . 


/CI OC 

4 oiy d 








Strand 






Start 


4078 








End 


6981 




Name 


OJ990305 12 


.9819 


.C93.o3 


.tw 


Method 


TBLASTX: Wheat 




Start 


2737 








End 


3124 




GI 


none 








Score 


386 




Exons 


2737. .3048, 


2738 


. .3124, 


3079. 


.3123 






Seq. No. 


21652 








Seq. ID 


OJ990305JL2.9819 


. cyo 


Gene No . . 


A C 1 Q d 

4 oly b 








Strand 






Start 


4078 








End 


6981 




Name 


OJ990305 12 


.9819 


-C93.ol 


.tm 


Method 


TBLASTX: Maize 




Start 


2738 








End 


3094 




GI 


none 








Score 


392 




Exons 


2738. .3055, 


2752 


. .3057, 


3047. 


.3094 






Seq. No. 


21652 








Seq. ID 


OJ990305_12.9819 


.C93 


Gene No. 


45196 








Strand 






Start 


4078 








End 


6981 




Name 


OJ990305 12 


.9819 


.C93.o8 


.tw 


Method 


TBLASTX: Wheat 




Start 


3252 








End 


3720 




GI 


none 








Score 


118 





21976 



Exons 


3252.. 3359, 3260.. 3328, 


3382. 


.3597, 3583.. 3720 


Seq. No. 


21652 




Seq. ID 


OJ990305_12..9819.C93 


Gene No. 


A R 1 Q C 




Strand 




Start 


4078 




End 


6981 


Name 


OJ990305 12.9819.C93.o4 


tm 


Method 


TBLASTX: Maize 


Start 


3427 




End 


3681 


GI 


none 




Score 


158 


Exons 


3427.. 3600, 3540.. 3599, 


3579. 


.3680, 3580. .3681 


Seq. No. 


21652 




Seq. ID 


OJ990305_12.9819.C93 


Gene No. 


45196 




Strand 




Start 


4078 




End 


6981 


Name 


OJ990305 12.9819.C93.o2 


np 


Method 


AAT/NAP 


Start 


4063 




End 


6981 


r*T 


/ J. O 




Score 


2641 


Exons 


4063. .4511, 4585.-4697, 


4848. 


.4951, 5025. .5212, 5290. .5469, 




5546.. 5648, 5731. .5900, 


6097. 


.6981 




GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 




gi | 6691717 | dbj | BAA89397 


1| (AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


21652 




Seq. ID 


OJ990305_12.9819.C93 


Gene No. 


45196 




Strand 




b tart 


H U / o 




End 


6981 


Name 


OJ990305 12.9819.C93.o3 


gs 


Method 


GENSCAN 


Start 


4078 




End 


6981 


GI 


none 




Score 


.82 


Exons 


4078. .4511, 4585. .4704, 


4762. 


.5004, 5290. .5648, 5731. .5951, 




6097. .6981 








Seq. No. 


21652 




Seq. ID 


OJ990305_12.9819.C93 


Gene No . 


4 d i y o 




Strand 




Start 


4078 




End 


6981 


Name 


OJ990305 12.9819.C93.o7 


. tw 


Method 


TBLASTX: Wheat 


Start 


6571 




End 


6861 


GI 


none 




Score 


204 


Exons 


6571. .6861 . 








Seq. No. 


21653 




Seq. ID 


OJ990305_12.9819.C94 


Gene No . 






Strand 


+ 


Start 


1855 




End 


2892 


Name 


OJ990305 12.9819.C94.ol 


.gs 


Method 


GENSCAN 


Start 


1855 




End 


2892 


GI 


none 




Score 


.91 


Exons 


1855. .1992, 2169. .2234, 


2580. 


.2892 




Seq. No. 


21654 




Seq. ID 


OJ990305_12.9819.C95 


Gene No. 


45198 




Strand 




Start 


1 




End 


1784 


Name 


OJ990305 i2.9819.C95.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1073 


GI 


6714620 




Score 


517 


Exons 


1..508, 875. .1073 








GI Descrip. 


(AB030004) chalcone synthase 


[Equisetum arvense] 



Seq. No. 



21654 



Seq. ID OJ990305_12. 9819.C95 



21977 











' • . *f- ■ 


















w 










Gene No. 


45198 






Strand 


- 


Start 


1 






End 


1784 


Name 


OJ990305 12. 


9819. C95. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


68 






End 


1061 


GI 


none 






Score 


132 


Exons 


68. .196, 69. 


.257, 69. 


.506, 


76. .495, 322. .507, 873. .1061 


Seq. No. 


21654 






oeq. lu 




Gene No. 


45198 






o L.rana 




Start 


1 






End 


1784 


Name 


OJ990305 12. 


9819. C95. 


ol.ts 


Method 


TBLASTX : Soybean 


Start 


68 






EjilCi 


i ni n 


GI 


none 






Score 


luo 


Exons 


68. .163, 69. 


.506, 79. 


.507, 


0 / U . . 1U1U 




Seq. No. 


21654 






oeq • lu 


ruQomnR i o qriq cqr 


Gene No. 


45198 






o urana 




Start 


1 






End 


1784 


Name 


OJ990305 12. 


9819. C95. 


ol.tc 


Method 


TBLASTX: Cress 


Start 


69 






bna 


IUjo 


GI 


none 


- 




Score 




Exons 


69. .506, 72. 


.257, 731 


.495, 


O/O..IUIO, 


QHl i mo 


Seq. No. 


21654 






oeq. iu 




Gene No-. 


45198 






o urana 




Start 


1 








1 / O *i 


Name 


OJ990305 12. 


9819. C95. 


ol .gs 


Method 


GENSCAN 


Start 


Ill 






End 


1784 


GI 


none 






Score 


.71 


Exons 


111. .508, 875. .1109, 


1619. . 


1784 




Seq. No. 


21654 






Seq. ID 


OJ990305_12.9819.C95 


Gene No. 


45198 






Strand 




Start • 


1 






End 


1784 


Name 


OJ990305 12. 


9819.C95. 


ol.gp 


Method 


AAT/GAP 


Sta ; rt 


201 






End 


540 


GI 


LIB3434-016- 


P1-K1-D4 




Score 


603 


Exons 


201. .540 










GI Descrip. 


, 5852182/emb|CAB55420 


.11 9. 


Oe-13 (AL117265) zhb0012.1 [Oryza 




sativa] ' 










Seq. No. 


21655 






Seq. ID 


OJ990305_12.9819.C96 


Gene No. 


45199 






Strand 


+ 


Start 


1087 






End 


1780. 


Name 


OJ990305 12. 


9819. C96. 


ol . gs 


Method 


GENSCAN 


Start 


1087 






End ■ 


1780 


GI 


none 






Score 


.69 


Exons 


1087. .1418, 


1444 . . 178 


0 






Seq. No. 


21656 






Seq. ID 


OJ990305_12.9819.C98 


Gene No. 


.45200 






Strand 


+ 


Start 


97 






End 


739 


Name 


OJ990305 12. 


9819. C98. 


ol . tm 


Method 


TBLASTX: Maize 


Start 


37 






End 


561 


GI 


none 






Score 


67 


Exons 


37. .138, 196 


..354, 267. .353 


, 349. .378, 


424. .561, 426. .557 



21978 




Seq. No. 


21656 


Seq. ID 


OJ990305_12.9819 


.C98 


bene wo . 


fi Oc. uu 


O L. it ana 






Start 


97 


End 


739 




Name 


OJ990305 12.9819.C98.ol.gs 


Method 


GENSCAN 




Start 


97 


End 


393 




GI 


none 


Score 


.84 




Exons 


97. .393 








Seq. No. 


21656 


Seq. ID 


OJ990305_12.9819 


.C98 


tjene wo. 


ft D^UU 


c +- r3n H 

ox-irana 


1 




Start 


97 


End 


739 




Name 


OJ990305 12.9819.C98.ol.tc 


Method 


TBLASTX: Cress 




Start 


97 


End 


576 




GI 


none 


Score 


51 




Exons 


97. .219, 256. .354, 267. .353, 


432. .500, 


436. .576 




Seq. No. 


21656 


Seq. ID 


OJ990305_12.9819 


.C98 


Gene No. 


45200 


Strand 


+ 




O l_dl U 


Q7 


End 


739 




Name 


OJ990305 12.9819.C98.ol.np 


Method 


AAT/NAP 




Start 


97 


End 


739 




GI 


6723425 


Score 


284 




Exons 


97. .739 








GI Descrip. 


(AL132965) putative protein 


[Arabidopsis thaliana] 




Seq. No. 


21656 


Seq. ID 


OJ990305_12.9819 


.C98 


taene no. 


ft D<£U u 


Strand 


+ 




Start 


97 


End 


739 




Name 


OJ990305 12.9819.C98.ol.ts 


Method 


TBLASTX : Soybean 




Start 


226 


End 


669 




GI 


none 


Score 


140 




Exons 


226. .375, 255.-374, 435. .551 


, 436.. 669, 


454. .663, 642.. 


665 


Seq. No. 


21657 


Seq. ID 


OJ990305_12.9819 


.C99 


Gene No. 


45201 


Strand 


+ 




Start 


1 


End 


968 




Name 


OJ990305 12.9819.C99.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


968 




GI 


6498441 


Score 


675 




Exons 


1. .968 








GI Descrip. 


(AP000815) EST C72786 (E2258 ) 


corresponds to a region of 


the 



predicted gene.; Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl. (AF098806) [Oryza sativa] 



Seq. No. 


21657 








Seq. ID 


OJ990305_12. 9819. 


C99 


Gene No. 


45201 








Strand 


+ 




Start 


1 








End 


968 




Name 


OJ990305 


12.9819.C99. 


,ol, 


.tm 


Method 


TBLASTX: Maize 




Start 


324- 








End 


647 




GI 


none 








Score 


361 




Exons 


324. .647, 


341. .634 












Seq. No. 


21657 








Seq. ID 


OJ990305_12.9819. 


C99 


Gene No. 


45201 








Strand 


+ 




Start 


1 








End 


968 




Name 


OJ990305 


12.9819.C99. 


,ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


327 








End 


674 





21979 



GI 


none 




Score 


316 


Exons 


327. .674, 344. .640 








Seq. No. 


21658 




Seq. ID 


OJ990305 


Gene no. 






Strand 




Start 


9 




End 


2181 


Name 


OJ990305 12.9819.C100. 


ol .gs 


Method 


GENSCAN 


Start 


9 




End 


2181 


GI 


none 




Score 


.43 


Exons 


9. .215, 833.-964, 1028 


. .1343, 


2094. .2181 


Seq. No. 


21659 




Seq. ID 


OJ990305 


Gene No. 


45203 




Strand 


+ 


Start 


537 




End 


1287 


Name 


OJ990305 12.9819.C101. 


ol.gp 


Method 


AAT/GAP 


Start 


537 




End 


1190 


GI 


LIB3474-003-P1-K1-E1 




Score 


244 



Exons 537.. 586, 1090.. 1190 

GI Descrip. ■ 99733/pir | | S19701 1.0e-34 hypothetical protein Hlflk - 

Arabidopsis thaliana (fragment) >gi_164 82_emb_CAA4 4318_ (X62461) 
Hlflk [Arabidopsis thaliana] ' 



Seq. No. 21659 

Gene No. 45203 

Start 537 

Name OJ990305_12 . 9819 . C101 . ol . tm 

Start 538 

GI none 

Exons 538. .588, 539. .589, 1076. .1261, 1077. .1283, 1077.. 1283, 
1090. .1284 



Seq. ID OJ990305_12.9819.C101 

Strand + 

End 1287 

Method TBLASTX: Maize 

End 1284 

Score 64 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21659 
45203 
537 

OJ990305_12.9819.C101.ol.ts 

539 

none 



Seq. ID OJ990305_12.9819.C101 

Strand + 

End 1287 

Method TBLASTX : Soybean 

End 1283 

Score 69 



539. .589, 1077. .1283, 1089. .1247, 1090. .1281 



Seq. No. 21659 

Gene No. 45203 

Start 537 

Name OJ990305_12 . 9819 . C101 . ol . gs 

Start 1090 

GI none 
Exons ' 1090. .1287 



Seq. ID OJ990305_12.9819.C101 

Strand + 

End 1287 

Method GENSCAN 

End 1287 

Score .88 



Seq. No. 21660 

Gene No. 45204 

Start 1 

Name OJ990305_12 . 9819 . C102 . ol .np 

Start 1 

GI 2880041 

Exons 1..251, 369.. 611 

GI Descrip. (AC002340) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ990305_12. 9819.C102 
Strand + 

611 

AAT/NAP 
611 
262 



End 

Method 

End 

Score 



Seq. No. 



21660 



Seq. ID OJ990305_12.9819.C102 



21980 





Gene No . 












Start 


554 




End 


956 




Name 


OJ990305 12.9819.C102.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


105 




End 


490 




GI 


none 




Score 


176 




Exons 


105.. 254, 105.. 251, 110. 


.256, 


360. .407, 


393. .488, 395.. 




Seq. No. 


21660 




Seq. ID 


OJ990305_12.9819 




Gene No. 


/i cone 




otrana 






Start 


554 




End 


956 




Name 


OJ990305 12.9819.C102.ol 


.ts 


Method 


TBLASTX : Soybean- 




Start 


105 




End 


488 




GI 


none 




Score 


184 




Exons 


105. .242, 105. .227, 107. 


.241, 


351. .488 






Seq. No. 


21660 




Seq. ID 


OJ990305_12.9819 




Gene No . 


4 OZUD 




Strand 






Start 


554 




End 


956 




Name 


OJ990305 12.9819.C102.ol 


.gp 


Method 


AAT/GAP 




Start 


554 




End 


956 




GI 


none 




Score 


782 




Exons 


554. .956 










Seq. No. 


21661 




Seq. ID 


OJ990305_12.9819 


if 


Gene No. 


45206 




Strand 


+ 




Start 


340 




End 


636 




Name 




. np 


Method 


AAT/NAP 


\ \ 


Start 


340 




End 


633 


"5 


GI 


1946362 




Score 


222 


— 


Exons 


340. .633 










GI Descrip. 


(U93215) photosystem II 


reaction center 6.1KD protein 


J 

y 




[Arabidopsis thaliana] 










Seq. No. 


21661 




Seq. ID 


OJ990305_12.9819 




Gene No . 






Strand 


+ 


"a 


Start 


340 




End 


636 


rjjj 


Name 


OJ990305 12.9819.C103.ol 


.gs 


Method 


GENSCAN 


-= 


Start 


366 




End 


.636 


3? 


GI 


none 




Score 


.47 


-.3 


Exons 


366. .636 








=s 


Seq. Np; 


21661 




Seq. ID 


OJ990305_12. 9819 




Gene No . 






Strand 






Start 


589 




End 


1002 




Name 


/&J990305 12. 9819.C103.ol 


.gp . 


Method 


AAT/GAP 




Start 


589 




End 


1002 




GI 


none 




Score 


721 




Exons 


589. .1002 










Seq. No. 


21662 




Seq. ID 


OJ990305_12.9819 




Gene No. 


45208 




Strand 






Start 


191 




End . 


464 




Name 


OJ990305 12.9819.C106.ol 


. gs 


Method 


GENSCAN 




Start 


191 




End 


464 




GI 


none 




Score 


. 69 




Exons 


191. .464 









490 



21981 



Seq. No. 


21663 


Seq. ID 


OJ990305_12. 


9819. 


C107 


Gene No. 


45209 


Strand 








Start 


165 


End 


739 






Name 


OJ990305 12.9819.C107.ol.np 


Method 


AAT/NAP 






Start 


165 


End 


739 






GI 


5042454 


Score 


166 






Exons 


165.. 394, 620.. 739 










GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa] 






Seq. No. 


21664 


Seq. ID 


OJ990305 12. 


9819. 


C108 


Gene No. 


45210 


Strand 


+ 






O Lai U 


1 


End 


1305 






Name 


OJ990305 12.9819.C108.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1305 






GI 


4680204 


Score 


447 






Exons 


1..585, 660. .1305 










GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 






Seq. No. 


21664 


Seq. ID 


OJ990305_12. 


9819. 


C108 




45210 


Strand 


+ 






Start 


1 


End 


1305 






Name 


OJ990305 12.9819.C108.ol.gs 


Method 


GEN SCAN 






Start 


70 


End 


1135 






GI 


none 


Score 


.81 






Exons 


70.1420, 466. .585, 660. .801, 


927. .1135 








Seq. No. 


21665 


Seq. ID 


OJ990305_12. 


9819. 


C109 


Gene No. 


45211 


Strand 








Start 


273 


End 


367 






Name 


OJ990305 12.9819.C109.ol.gp 


Method 


AAT/GAP 






Start 


273 


End 


367 






GI 


21474 1.R1084 


Score 


149 






Exons 


273. .367 











GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21666 Seq. ID OJ990305_12 . 9819. C110 

45212 Strand + 

1 End 1302 

OJ990305_12. 9819. C110. ol.np Method AAT/NAP 

1 End 1302 

6630696 Score 1629 

1. .1302 

(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 

21666 Seq. ID OJ990305_12 . 9819 . C110 

45212 Strand + 

1 End 1302 

OJ990305_12 . 981 9 . C110 . ol . tc Method TBLASTX : Cress 

39 End 311 

none Score 277 

39. .311, 59. .223 



Seq. No. 
Gene No. 



21666 
45212 



Seq. ID OJ990305_12. 9819. C110 
Strand + 



21982 



Start 


1 






End 


1302 




Name 


OJ990305 


12. 9819. C110. ol 


.gs 


Method 


GENSCAN 




Start 


47 






End 


1065 




GI 


none 






Score 


.78 




Exons 


47. .330, 


433. .1065 










Seq. No. 


21666 






Seq. ID 


OJ990305_12.9819. 


C110 


Gene No. 


45212 






Strand 


+ 




Of a >-•»- 


i 






Eji LKj. 






Name 


OJ990305 


12. 9819. C110. ol 


. ts 


Method 


TBLASTX : Soybean 




Start 


60 






End 


422 




GI 


5509260 






Score 


301 




Exons 


60. .422, 


62. .184 










GI Descrip. 


- 












Seq. No. 


21666 






Seq. ID 


OJ990305JL2.9819. 


C110 


Gene No . 


4 DZ 1Z 






btrana 


+ 




Start 


1 






End 


1302 




Name 


OJ990305 


12. 9819. C110. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


92 






End 


539 




GI 


none 






Score 


322 




Exons 


92. .223, 


93.. 539, 228.. 377, 


344. .442 






Seq. No. 


21666 • 






Seq. ID 


OJ990305_12.9819. 


C110 


Gene No . 


4 dZ LZ 






Strand 


+ 




Start 


1 






End 


1302 




Name 


OJ990305 


12. 9819. C110. ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


93 






End 


863 




GI 


none 






Score 


285 




Exons 


93. .437, 


432. .638, 654.. 


767, 


792. .863 






Seq. No. 


21666 






Seq. ID 


OJ990305_12.9819. 


C110 


Gene No . 


HDZ1Z 






btrana 


+ 




Start 


1 






End 


1302 




Name 


OJ990305 


12. 9819. C110. o2 


. ts 


. Method 


TBLASTX: Soybean 




Start 


491 






End 


839 ■<"" 




GI 


none 






Score 


145 




Exons 


491. .655, 


492.. 650, 654. 


.839 


, 722. .838 






Seq. No. 


21666 






Seq. ID 


OJ990305_12.9819. 


C110 


Gene No . 


A R O 1 O 
4 OZ±Z 






Cf > , r-i /-J 

btrana 


+ 




Start 


1 






End 


1302 




Name 


OJ990305 


12. 9819. C110. o2 


. tm 


Method 


TBLASTX: Maize 




Start 


618 






End 


989 




GI 


none 






Score 


313 




Exons 


618. .989, 


641. .988 










Seq. No. 


21666 






Seq. ID 


OJ990305_12.9819. 


C110 


Gene No. 


45212 






Strand 


+ 




btart 


l 






End 


1302 




Name 


OJ990305 


12.9819.C110.o2 


. tw 


Method 


TBLASTX: Wheat 




Start 


864 






End 


1098 - " 




GI 


none 






Score 


76 




Exons 


864. .920, 


866. .919, 929. 


.1096, 935. .1096, 936. .1097, 937 


. .10 




942. .1097 












Seq. No. 


21667 






Seq. ID 


OJ990305_12. 9819. 


cm 



21983 











■ £ 4' 


Gene No. 


45213 




Strand 


- 


Start 


206 




End 


477 


Name 


OJ990305_12.9819.C111 


. ol . gs 


Method 


GENSCAN 


Start 


one 




End 


Ann 
4 / / 


GI 


none 




Score 


.84 


Exons 


206. .342, 390. .477 








Seq. No. 


21668 




Seq. ID 


OJ990305_12.9819.C112 


Gene No. 


45214 




Strand 


+ 


Start 


1 




End 


740 


Name 


OJ990305 12.9819.C112 


.ol .np 


Method 


AAT/NAP 


Start 


1 




End 


740 


GI 


5441880 




Score 


690 


Exons 


1..29, 165. .320, 426. 


.740 






GI Descrip. 


(AP000367) EST C28952 


(C62945) 


corresponds to a region of the 



Seq. No. 

Gene No.* 

Start 

Name 

Start 

GI 

Exons'" 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



21668 
45214 
1 

OJ990305_12.9819.C112.ol.gs 

170 

none 

170. .320, 426. .672 



Seq. ID OJ99030.5_12.9819.C112 

Strand + 

End 740 

Method ' GENSCAN 

End 672 

Score .89 



21669 
45215 
1 

OJ990305_12.9819.C114.ol.np 
1 

1711508 
1..281, 376. .526, 616. .904 

SIGNAL RECOGNITION PARTICLE 54 KD PROTEIN 1 (SRP54) gi 11020000 
(L48284) signal recognition particle 54kDa subunit [Hordeum 
vulgare] 



Seq. ID OJ990305_12. 9819.C114 

Strand 

End 904 

Method AAT/NAP 

End 904 

Score 373 



21669 
45215 
1 

OJ990305_12. 9819.C114 .ol.tc 

252 

none 



Seq. ID OJ990305_12.9819.C114 

Strand 

End 904 

Method TBLASTX : Cress 

End 701 

Score 43 



252. .281, 253. .279, 372. .527, 374. .562, 374. .457, 376. .52$ 
613. .699, 616. .699, 617. .700, 618. .701, 618. .701 



21669 
45215 
1 

OJ990305_12.9819.C114.ol.ts 

252 

none 



Seq. ID OJ990305_12.9819.C114 

Strand 

End 904 

Method TBLASTX : Soybean 

End 529 

Score - 37 



252. .281, 252. .281, 253. .282, 372. .458, 373. .528, 376. .528, 
377. .529 



Seq. No. 
Gene No. 



21669 
45215 



Seq. ID OJ990305_12.9819.C114 
Strand 



21984 



Start 


1 




17 _3 




Name 


OJ990305 12.9819.C114.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


252 




End 


702 


GI 


none 




Score 


43 


Exons 


252.. 281, 253.. 282, 364. 


.534, 


376. .528, 


377. .562, 613. .699, 




614. .700, 616. .702, 618. 


.701 






Seq. No. 


21670 




Seq. ID 


OJ990305_12.9819.C115 


Gene No. 


45216 




Strand 


+' 


Start 


774 




End 


1175 


Name 


uj y y ujud i^.yoiy.uiio.oi 


.gp 


Method 


t\b\ 1 / \jt\Z 


Start 


774 




End 


1175 


GI 


7406 1.R1084 




Score 


640 


Exons 


774. .1175 








GI Descrip. 


•1122315/emb|CAA63901| 7 


.Oe-10 (X94191) 


heat shock protein 17 




[Pennisetum glaucum] 1 








Seq. No. 


21670 




Seq. ID 


OJ990305_12. 9819.C115 


Gene No . 


i con 
4 7>l 1 / 




Strand 




Start 


41 




End 


283 


Name 


OJ990305 12.9819.C115.ol 


.gs 


Method 


GENSCAN 


Start 


41 "' 




End 


283 h \ 


GI 


none 




Score 


.5 


Exons 


41. .283 








Seq. No. 


21670 




Seq. ID 


OJ990305_12.9819.C115 


Gene No. 


45218 




Strand 




Start 


783 




End 


3744 


Name 


OJ990305 12.9819.C115.o2 


.gs 


Method 


GENSCAN 


Start 


783 




End 


2530 


GI 


none 




Score 


.74 


Exons 


783. .905, 1503. .1592, 2187. .2345, 2528. 


.2530 


Seq. No. 


21670 




Seq. ID 


OJ990305_12. 9819.C115 


Gene No. 


45218 




Strand 




Start 


783 




End 


3744 


Name 


OJ990305 12.9819.C115.o2 


.gp 


Method 


AAT/GAP 


Start 


1118 




End 


2932 


GI 


LIB3431-045-P1-N1-A10 




Score 


825 


Exons 


1118. .1227, 2589. .2932 








GI Descrip. 


*5441876/dbj | AP000367 . 1 | AP000367 0.0e+00 Oryza sativa genomic 




DNA, chromosome 2, clone 


:P0437H03 (contig b) f 


Seq. No. 


21670 




Seq. ID 


OJ990305_12. 9819.C115 


Gene No. 


45218 




Strand 




Start 


783 




End 


3744 


Name 


OJ990305 12.9819.C115.o3 


. gs 


Method 


GENSCAN 


Start 


2757 




End 


3517 


GI 


none 




Score 


.75 


Exons 


2757.. 2917, 3068.. 3270, 


3275. . 


3322, 3386.. 3517 


Seq. No. 


21670 




Seq. ID 


OJ990305_12. 9819.C115 


Gene No. 


45218 




Strand 




Start 


783 




End 


3744 


Name 


OJ990305 12.9819.C115.ol 


.np 


Method 


AAT/NAP 


Start 


3036 




End 


3744 


GI 


5441880 




Score 


565 



21985 



Exons 


3036.. 3270, 3386.. 3517, 3608.. 


3744 




GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protei 




(AC003981) [Oryza sativa] 






Seq. No. 


21671 


Seq. ID 


OJ990305_12.9819.C116 


Gene No. 


45219 


Strand 




Start 


1 


End 


1744 


.Name 


OJ990305 12.9819.C116.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1744 


GI 


5441880 


Score 


1160 


Exons 


1..140, 385. .643, 720. .1018, 1605. .1744 


GI Descrip. 


(AP000367) EST C28952 (C62945) 


corresponds to a region of the 




predicted gene.; Similar to maize transposon MuDR mudrA protei 




(AC003981) [Oryza sativa] 






Seq. No. 


21671 


Seq. ID 


OJ990305_12.9819.C116 


fjpnp No 


45219 


Strand 




Start 


1 


End 


1744 


Name 


OJ990305 12.9819.C116.ol.gs 


Method 


GEN SCAN 


Start 


110 


End 


163-9 


GI 


none 


Score 


.85 


Exons 


110. .292, 385. .643, 720. .1018, 


1110. .1520, 1605. .1639 


3 Seq. No. 


21671 


Seq. ID 


OJ990305_12.9819.C116 


3 • Gene No. 


- 45219 


Strand 




r\ Start 


1 


End 


1744 


:3 Name 


OJ990305 12.9819.C116.ol.gp 


Method 


AAT/GAP 


If Start 


393 


End 


892 • 


3 GI 


LIB3475-007-P1-K1-G8 


Score 


793 


y Exons 


393.. 643, 720.. 892 






3 GI Descrip. 


'5441880/dbj | BAA82378.il 5.0e- 


■75 (AP000367) EST C28 952 (C62945 ) 


: : 

y 


corresponds . to a region of the predicted gene.; Similar to mai 




transposon MuDR mudrA protein. 


(AC003981) [Oryza sativa]' 


*; Seq. No. 


21672 


Sec}. ID 


OJ990305_12. 9819.C117 


^ Gene No 


45220 


Strand 




Start 


189 


End 


818 


-s Name 


OJ990305 12.9819.C117.ol.gp 


Method 


AAT/GAP 


S Start 


158 


End 


602 


i gi 


none 


Score 


872 


- Exons 


158. .602 






Seq. No. 


21672 . 


Seq. ID 


OJ990305_12.9819.C117 


Gene No . 


45220 


Strand 




Start 


189 


End 


818 


Name 


OJ990305 12.9819.C117.ol.gs 


Method 


GEN SCAN 


Start 


189 


End 


818 


GI 


none 


Score 


1 


Exons 


189. .818 






Seq. No. 


21673 


Seq. ID 


OJ990305_12. 9819.C118 


Gene No. 


45221 


Strand 




Start 


289 


End 


4118 


Name 


OJ990305 12.9819.C118.ol.gp 


Method 


AAT/GAP 


Start 


289 


End 


794 


GI 


none 


Score 


959 



21986 




Exons 


289. .794 








Seq. No. 


21673 Seq. ID 


OJ990305_12 


.981.9 


C118 


Gene No. 


45221 Strand 


- 






Start 


289 End 


4118 






Name 


OJ990305 12.9819.C118.ol.np Method 


AAT/NAP 






Start 


651 End 


2788 






GI 


6692122 Score 


500 






Exons 


651. .773, 863.-984, 1385. .1506, 1568.. 


1709, 1856.. 


1934, 






2017.. 2152, 2250.. 2338, 2643.. 2788 








GI Descrip. 


(AC007654) T19E23.9 [Arabidopsis thaliana] 






Seq. No. 


21673 Seq. ID 


OJ990305_12 


.9819 


C118 


Gene No. 


45221 Strand 








Start 


289 End 


4118 






Name 


OJ990305 12.9819.C118.ol.gs Method 


GEN SCAN 






Start 


7 50 End 


4118 






GI 


none * Score 


.73 






Exons 


750. .884, 1410. .1485, 1588. .1709, 1860 


..1934, 2017 


. .2152, 




2250.. 2343, 3582.. 3703, 4111.. 4118 








Seq. No. 


21673 Seq. ID 


OJ990305_12 


.9819 


C118 


Gene No. 


45221 Strand 








Start 


289 - End 


4118 






Name 


OJ990305 12.9819.C118.o2.gp - Method 


AAT/GAP 






Start 


2075 End 


3747 






GI 


LIB3434-04 4-P1-K1-B4 Score 


839 







Exons 2075.. 2152, 2250.. 2338, 2643.-2797, 3582.. 3747 

GI Descrip. 1 4538965/emb | CAB39789 . 1 | 8.0e-13 (AL049488) hypothetical protein 
[Arabidopsis thaliana] 1 



Seq. No. 21673 

Gene No. . 45222 
Start 6687 

Name ' OJ990305_12. 9819.C118.ol 
Start 642 
GI none 

Exons 642. .785, 643. .783, 861. 

1588. .1650, -6331. .6432 

Seq. No. 21673 
Gene No. 45222 
Start 6687 

Name OJ990305_12 . 9819 . C118 . o2 

Start 654 
GI none 

Exons 654.. 776, 663..78S, 667. 

1407. . 1484 

Seq. No. 21673 
Gene No. 45222 
Start 6687 

Name OJ990305_12 . 9819 . C118 . ol 

Start - 660 
GI none 

Exons. 660. .785, 661. .780, 861. 

1585. .1623, 1587. .1622 



Seq. ID OJ990305_12.9819.C118 
Strand 

End 7142 

.tw Method TBLASTX: Wheat 

End 64 32 

Score 87 
.920, 1410. .1484, 1587. .1649, 



Seq. ID OJ990305_12.9819.C118 
Strand 

End 7142 

-tm Method TBLASTX : Maize 

End 1485 

Score 81 
.783, 861. .923, 861. .923, 1396. .1485, 



Seq. ID OJ990305_12.9819.C118 
Strand 

End 7142 

.tc Method TBLASTX: Cress 

End 1623 

Score 95 
.923, 1402. .1482, 1407. .1484, 



21987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21673 
45222 
6687 

OJ990305_12 . 98 19 . C118 . ol . ts 

1396 

none 

1396. .1482, 1407. .1484, 1408. 
1585.. 1695, 1587.. 1709 

21673 
45222 
6687 

OJ990305_12 . 98 19 . CI 18 . ol . tm 

1596 

none 

1596. .1709, 1597. .1704, 1848. 
1966.. 2154, 2015.. 2155, 2028. 
2250. .2339, 2251.. 2340, 2643. 



Seq. ID OJ990305_12.9819.C118 
Strand 

End 7142 

Method TBLASTX : Soybean 

End 1709 

Score 75 

.1485, 1410. .1487, 1582. .1659, 



Seq. ID OJ990305_12.9819.C118 
Strand 

End 7142 
Method TBLASTX : Maize 
End 2762 
Score 109 

.1961, 1858. .1935, 1859. .1936, 
.2159, 2029.. 2160, 2225.. 2356, 
.2762, 2645.. 2755 



Seq. No. 21673 Seq. ID 

Gene No. 45222 Strand 

Start 6687 End 

Name OJ990305_12 . 9819 . C118 . o2 . gs Method 

Start 6687 End 

GI none Score 

Exons 6687.. 6800, 7003.. 7142 



OJ990305_12.9819.C118 

7142 
GENSCAN 
7142 
.47 



Seq. No. 21674 

Gene No. 45223 

Start 860 

Name OJ990305_12 . 9819 .C119 . ol . gs 
Start ' 860 

GI none 

Exons 860.. 949, 1045.. 1133 

Seq. No. 21675 

Gene No. 45224 

Start 435 

Name OJ990305_12 . 9819 . C120 . ol . gs 

Start 435 

GI none 

Exons 435.. 677 



Seq. ID OJ990305_12.9819.C119 

Strand + 

End 1133 

Method GENSCAN 

End 1133 

Score .86 



Seq. ID OJ990305_12.9819.C120 

Strand 

End 677 

Method GENSCAN 

End 677 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



21676 Seq. ID 

45225 Strand 

1 End 
OJ990305_12 .9819. C122 . ol . np Method 

1 End 

5902444 Score 
1. .542 

(AB030283) GAG-POL precursor [Oryza sativa] 



OJ990305_12.9819.C122 
542 

AAT/NAE 
542 
479 



21676 Seq. ID 

45225 Strand 

1 End 

OJ990305_12 . 98 19 . C122 . ol . gs Method 



OJ990305_12.9819.C122 
542 

GENSCAN 



21988 



Start 37 End 494 

GI none Score .67 

Exons 37.. 134, 205.. 494 



Seq. No. 


21677 




Seq. ID 


OJ990305_12 . 9819 .C123 


Gene No. 


45226 




Strand 


+ 


Start 


382 




End 


487 


Name 


OJ990305 12.9819 


.C123.ol.gs 


Method 


GENSCAN 


Start 


382 




End 


487 


GI. 


none 




Score 


.93 


Exons 


382. .487 








Seq. No. 


21678 




Seq. ID 


OJ990305_12.9819.C125 


Gene No. 


45227 




Strand 




Start 


1 




End 


554 


Name 


OJ990305 12.9819 


.C125.ol.np 


Method 


AAT/NAP 


Start 


1 




End 


554 


GI 


541816 




Score 


217 


Exons 


1..60, 285. .374, 


475. .554 






GI Descrip. 


protein kinase - 


common ice 


plant gi| 457689 | emb | CAA82990 | 




(Z30329) protein 


kinase [Mesembryanthemum crystal linum] 


Seq. No. 


21678 




Seq. ID 


OJ990305_12.9819.C125 


Gene No. 


45228 




Strand 




Start 


. 475 




End 


578 


Name 


OJ990305 12.9819 


.C125.ol.tc 


Method 


TBLASTX: Cress 


Start 


290 




End 


560 


GI 


none 




Score 


111 



Exons 290. .373, 291. .374, 305. .376, 472. .549, 474. .560 



Seq. No. 21678 

Gene No. 45228 

Start 475 

Name OJ990305_12 . 9819 . C125 . ol . tm 

Start 290 

GI none 

Exons 290.. 373, 291.. 374, 291.. 374, 
474. .560, 481. .561 



Seq. ID OJ990305_12. 9819.C125 
Strand 

End 578 

Methbd TBLASTX : Maize 

End .-563 

Score 134 

292. .375, 472. .555, 474. .563, 



Seq. No. 21678 

Gene No. 45228 

Start 475 

Name OJ990305_12 . 9819 . C125 . ol . ts 

Start 290 

GI none 

Exons 290.. 373, 291.. 374, 453.. 542, 



Seq. ID OJ990305_12.9819.C125" 

Strand 

End 578 

Method TBLASTX : Soybean 

End 578 

Score 118 

472. .576, 474. .578 



Seq. No. 21678 

Gene No. 45228 

Start 475 

Name OJ990305_12 . 9819 . C125 . ol . gs 

Start 475 

GI none 

Exons 475.. 560 



Seq. ID OJ990305_12.9819.C125 
Strand 

End 578 

Method GENSCAN 

End 560 

Score .82 



Seq. No. 
Gene No. 



21679 
45229 



Seq. ID OJ990305_12.9819.C126 
Strand + 



21989 



Start 257 . End 

Name OJ990305_12 . 9819 . C126 . ol . gs Method 

Start 257 End 

GI none Score 

Exons 257.. 326, 371.. 678 

Seq. No. 21680 Seq. ID 

Gene No. 45230 Strand 

Start 56 End 

Name OJ990305_12 . 9819.C127 .ol .gs Method 

Start 56 End 

GI none Score 

Exons -56 . . 363 



678 

GENSCAN 

678 

.92 



OJ990305_12.9819.C127 
+ 

363 . 
GENSCAN 
363 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21680 Seq. ID OJ990305_ 

45231 Strand + 

872 End 1110 

OJ990305_12. 9819.C127.ol.np Method AAT/NAP 

872 End 1110 

4567294 Score 73 
872..1110''' 

(AC006918)" putative Athila retroelement ORF1 protein 
[Arabidopsis thaliana] 



12.9819.C127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21681 Seq. ID 

45232 Strand 

1914 End 
OJ990305_12 .9819. C128 . ol . ts Method 

1257 End 

none Score 
1257. .1595 



OJ990305_12. 9819.C128 
+ 

2275 

TBLASTX: Soybean 

1595 

185 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



21681 Seq. ID OJ990305_12 . 98 19 . C128 

45232 Strand + 
1914 End 2275 
OJ990305_12 .9819. C128 . o2 . np Method AAT/NAP 
1914 End 2275 
4378066 Score 34 
1914. .2159, 2255.-2275 

(AF098806) polyprotein [Sorghum bicolor] 

gi|4680208|gb|AAD27571.1|AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 

21682 Seq. ID OJ990305_12 . 98 19 . C131 

45233 Strand 

268 End 743 

OJ990305_12.9819.C131.ol.np Method AAT/NAP 

268 End 743 

5441880 Score 172 
268. .568, 645. .743 

(AP000367) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR^.mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



21683 
45234 
1 



Seq. ID OJ990305_12.9819.C132 
Strand + 
End 629 



21990 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ990305_12 . 9819 . C132 . ol . np Method AAT/NAP 
1 End 629 

6539586 Score 585 

1. .629 

(AP000837) hypothetical protein [Oryza sativa] 



21684 Seq. ID 

45235 Strand 

292 End 
OJ990305_12.9819.C133.ol.gs Method 

292 End 

none Score 
292.. 388 



OJ990305_12.9819.C133 
+ 

388 

GENSCAN 

388 

.71 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ990305 12.9819.C134 



21685 Seq. ID 

45236 Strand 

239 End 723 
OJ990305_12.9819.C134.ol.np Method AAT/NAP 

239 End 723 

4850285 Score 103 
239. .411, 601. .723 

(AL049876) putative protein [Arabidopsis thaliana] 



21686 Seq. ID 

45237 Strand 

1 ' r End 

OJ990305_12.9819.C135.ol.np Method 

1 End 

4826399 Score 
1..230, 362. .529, 639. .745 

(AJ012423) wall-associated kinase 2 [Arabidopsis thaliana] 



OJ990305_12.9819.C135 
745 

AAT/NAP 
745 
151 



Seq. Np. 


21687 




Seq. ID 


OJ99.0305_12. 


9819. C136 


Gene No. 


45238 




Strand 


+ 




Start 


623 




End 


684 " 




Name 


OJ990305 12.9819 


.C136.ol.gs 


Method 


GENSCAN 




Start 


623 




End 


684 . 




GI 


none 




Score 


.94 




Exons 


623. .684 










Seq. No. 


21687 




Seq. ID 


OJ990305_12. 


9819. C136 


Gene No. 


45239 




Strand 






Start 


893 




End 


1066 




Name 


OJ990305 12.9819 


.C136.ol.gp 


Method 


AAT/GAP 




Start 


893 




End 


1066 




GI 


22342 1.R1084 




Score 


310 




Exons 


893. .1066 










GI Descrip. 


*5714737/gb|AAD4 


3057.1IAF171060 1 l.Oe 


-14 (AF171060 


) RING finger 




protein A07 [Mus 


musculus] 1 








Seq. No. 


21688 




Seq. ID 


OJ990305_12. 


9819. C138 


Gene No. 


45240 




Strand 






Start 


130 




End . 


485 




Name 


OJ990305 12.9819 


.C138.ol.gp 


Method 


AAT/GAP 




Start 


130 




End 


483 




GI 


none 




Score 


373 





Exons 130.. 327, 441.. 483 



21991 








0C4 • ±u 




. C138 


Gene No. 


45240 


Strand 






Start 


130 


End 


485 




Name 


OJ990305 12.9819.C138.ol.tm 


Method 


TBLASTX: Maize 




Start 


134 


End 


485 




GI 


none 


Score 


151 




Exons 


134. .367, 136,. 336, 441. .485, 


441. .482 






Seq. No. 


21689 


Seq. ID 


OJ990305_12.9819 


.C139 


Gene No. 


45241 


Strand 






Start 


1 


End 


822 




Name 


OJ990305 12.9819.C139.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


822 




GI 


5739323 


Score 


222 




Exons 


1..44, 343.-822 








GI Descrip. 


(AF166121) Cf2/Cf5 disease resistance 


protein homolog [Hordei 




vulgare] 








o e q . in o . 


21689 


Seq. ID 


OJ990305_12.9819 


.C139 


Gene No. 


45241 


Strand 






Start 


1 


End 


822 




Name 


OJ990305 12.9819.C139.ol.gs 


Method 


GENSCAN 




Start 


337 


End 


822 




GI 


none 


Score 


.57 




Exons 


337. .477, . 517. .822 








o e q . in o . 


21690 


Seq. ID 


OJ990405_10.9819 


.CI 


Gene No. 


45242 


Strand 






Start 


276 


End 


575 




Name 


OJ990405 10-9819-Cl.ol.gs 


Method 


GENSCAN 




Start 


276 


End 


575 




GI 


none 


Score 


.71 




Exons 


276. .309, 375. .575 








Seq. No. 


21691 


Seq. ID 


OJ990405_10.9819 


.C2 


Gene No. 


45243 


Strand 






Start 


1 


End 


774 




Name 


OJ990405 10.9819.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


774 




GI 


3152731 


Score 


314 




Exons 


1..41, 284. .634, 725. .774 








GI Descrip. 


(AF056325) myo-inositol 1-phosphate synthase; IN01 [Hordeum 




vulgare] 








O tr q • LN O . 


21691 


Seq.- ID 


OJ990405_10. 9819 


.C2 


Gene No. 


45243 


Strand 






Start 


1 ' 


End 


774 




Name 


OJ990405 10. 9819.C2.ol.gs 


Method 


GENSCAN 




Start 


324 


End 


634 






none 


Score 


.41 




Exons 


324.. .330, 388.. 634 








Seq. No. 


21691 


Seq. ID 


OJ990405_10.9819 


.C2 


Gene No. 


45243 


Strand 






Start 


1 


End 


774 




Name- 


OJ990405 10.9819.C2.ol.tc 


Method 


TBLASTX: Cress 





21992 



Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
;s Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



387 End 632 

none Score 132 

387. .632, 388. .504, 459. .632 



21691 
45243 
1 

OJ990405_10 . 9819 . C2 . ol . tm 

387 

none 

387. .632, 388. .507, 441. .632 

21691 
45243 
1 

OJ990405_10.9819.C2.ol.ts 

387 
none 

387. .632, 388. .507, 441. .632 



Seq. ID OJ990405_10.9819.C2 

Strand 

End 774 

Method TBLASTX: Maize 

End 632 

Score 175 



Seq. ID OJ990405_10.9819.C2 

Strand 

End 774 

Method TBLASTX : Soybean 

End 632 

Score 152 



Seq. ID OJ990405_10.9819.C3 
Strand 

End 5385 



Method . AAT/NAP 



21692* 
45244 
1 

OJ990405_10. 9819.C3-.ol.np 
'1 End 1643 

3152731 Score 454 

1..32, 329.-482, 1195. .1263, 1460. .1643 

(AF056325) myo-inositol 1-phosphate synthase; IN01 [Hordeum 
..vulgare] 



21692 
45244 
1 

OJ990405_10. 9819.C3.ol.tc 

326 

none 



Seq. ID OJ990405_10.9819.C3 
Strand 

End 5385 

Method TBLASTX: Cress ' 

End 1643 

Score 149 



326. .481, 339. .482, 1194. .1271, 1204. .1263, 1207. .1284, 
1459. .1524, 1549. .1596, 1602. .1643 



21692 
45244 
1 

OJ990405_10. 9819.C3.ol. ts 

326 

none 



Seq. ID OJ990405_10.9819.C3 
Strand 

End 5385 

Method TBLASTX : Soybean 

End 1644 

Score 121 



326. .481, 339. .482, 339.-485, 1194. .1271, 1204. .1263, 
1459. .1524, 1460. .1525, 1549. .1590, 1602. .1643, 1606. .1644 



21692 
45244 
1 

OJ990405_10. 9819.C3.ol.tm 

332 
none 



Seq. ID OJ990405_10.9819.C3 
Strand 

End 5385 

Method TBLASTX : Maize 

End 164 4 

Score 175 



332. .481, 333. .482, 1194. .1271, 1199. .1264, 1200. .1265, 
1204. .1272, 1459. .1527, 1460. .1528, 1543. .1614, 1544. .1588, 
1602. .1643, 1606. .1644 



21993 



Seq. No. 


21692 


Seq. ID 


OJ990405_10.9819.C3 


Gene No. 


45244 


Strand 




Start 


1 


End 


5385 


Name 


OJ990405 10.9819.C3.ol.gp 


Method 


AAT/GAP 


Start 


342 


End 


1709 


GI 


95302 1.R1084 


Score 


812 


Exons 


342.. 482, 1195.. 1263, 1460. 


.1709 




GI Descrip. 


, 3152731 3.0e-39 (AF056325) 


myo-inositol 1-phosphate syntha 




IN01 [Hordeum vulgare] ' 






Seq. No. 


21692 


Seq. ID 


OJ990405_10.9819.C3 




1 .J c. *i *a 


btrana 




Start 


1 


End 


5385 


Name 


OJ990405 10.9819.C3.ol.gs 


Method 


GENSCAN 


Start 


347 


End 


5385 


GI 


none 


Score 


.49 


Exons 


347. .482, 1460. .1662, 1770. 


.1842, 2240 


..2356, 3048.. 3116, 




5330.. 5385 






O C ^ • IN W ■ 




Seq. ID 


OJ990405_10. 9819.C4 


Gene No. 


45245 


Strand 


+ 


Start 


86 


• End 


160 


Name 


OJ990405 10.9819.C4.ol.gs 


Method 


GENSCAN 


Start 


86 


- < ■• End 


160 


GI 


none 


Score 


.54 


Exons 


86. .160 






Seq. No. 


21694 


Seq. ID 


OJ990405_10.9819.C5 


Gene No. 


45246 


Strand 


+ 


Start 


1615 


End 


2135 


Name 


OJ990405 10 9819 C5 ol an 


Method 


AAT/GAP 


Start 


1615 


End 


2135 


GI 


15384 1.R1084 


Score 


694 


Exons 


1615. .1839, 1942. .2135 






GI Descrip. 


, 1150406/emb| CAA86948.il 4. 


0e-17 (Z46868) 




exo-1, 3-beta-glucanase/l, 3- 


beta-D-glucan glucanohydrolase 




[Pichia angusta] 1 






JCVJ • LNU • 


£. J. \J J *i 


Seq. ID 


OJ990405_10.9819.C5 


Gene No. 


45247 


Strand 




Start 


962 


End 


2106 


Name 


OJ990405 10.9819.C5.ol.gs 


Method 


GENSCAN 


Start 


962 


End 


2015 


GI 


none 


Score 


.49 


Exons 


962. .968, 1183.. 1395, 1987. 


.2015 




Seq. No. 


21694 


Seq. ID 


OJ990405__10.9819.C5 




45247 


Strand 




Start 


962 


End 


2106 


Name 


OJ990405 10. 9819.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


1737 


End 


2106 


GI 


none 


Score 


159 


Exons 


1737. .1847, 1738. .1848, 1941. .2084, 1941. .2105, 1942. .2106, 




1942. .2106 






Seq. No. 


21694 


Seq. ID 


OJ990405_10. 9819.C5 



21994 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



45247 Strand 

962 End 

OJ990405_10.9819.C5.ol.ts Method 

1750 End 

none Score 



2106 

TBLASTX : Soybean 

2088 

143 



1750. .1848, 1755. .1886, 1899. .1973, 1936. .2079, 1941. .2087, 
1942. .2088 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start ^ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



21695 
45248 
1955 

OJ990405_10.9819.C6.ol.gp 
1955 

15384_1.R1084 
1955.. 2122 

, 1150406/emb|CAA86948. 1| 4.0e-17 (Z4 6868) 

exo-1, 3-beta-glucanase/l, 3-beta-D-glucan glucanohydrolase 
[Pichia angusta] 1 



Seq. ID OJ990405_10.9819.C6 

Strand + 

End 2122 

Method AAT/GAP 

End 2122 

Score 277 



21695 
45248 
1955 

OJ990405_10.9819.C6.ol.gs 

1957 

none 

1957. .2115 



Seq. ID OJ990405_10.9819.C6 

Strand + 

End 2122 

Method GEN SCAN 

End 2115 

Score .89 



Seq. ID OJ990405_10.9819.C7 
Strand + 

196 

AAT/GAP 
196 
138 



21696 
45249 
104 

OJ990405_10.9819.C7.ol.gp 
104 

69953_1.R1084 
104. .196 

'5295936/dbj | AB026295 . 2 | AB026295 7.0e-34 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



End 

Method 

End 

Score 



21696 
45250 
386 

OJ990405_10.9819.C7.ol.gs 

386 

none 



Seq. ID OJ990405_10.9819.C7 

Strand + 

End 298 6 

Method GENSCAN 

End 2716 

Score 1 



386. .555, 786. .941, 1785. .2134, 2529. .2716 



21696 
45250 
386 

OJ990405_10. 9819.C7.o2 .gp 

1895 

none 

1895.. 2134, 2529.-2986 

21696 
45251 
3150 

OJ990405 10.9819.C7.o3.gp 



Seq. ID OJ990405_10.9819.C7 

Strand + 

End 2986 

Method AAT/GAP 

End 2986 

Score 1260 

Seq. ID OJ990405_10.9819.*C7 

Strand + 

End 3584 

Method AAT/GAP 



21995 



Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3150 End 3584 

80174_2.R1084 Score 814 

3150. .3584 

■5441872/dbj | AP000366.il AP000366 2.0e-41 Oryza sativa genomic 
DNA, chromosome 2, clone: P0437H03 (contig a)' 



21696 
45252 
8262 

OJ990405_10.9819.C7.o3.gs 
8262 
none 

8262. .8381, 8498. .8596 

21696 
45253 
10562 

OJ990405_10.9819.C7.o4.gs 
10562 
none 

10562. .10612, 10737. .11143, 11210 .. 11536, 12966 .. 13450, 
14402. .14664 



Seq. ID OJ990405_10.9819.C7 

Strand + 

End 8596 

^Method GENSCAN 

End 8596 

Score . 61 



Seq. ID OJ990405_10. 9819.C7 
Strand + 
End 14766 
Method GENSCAN 
End " 14664 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



'Seq. ID . OJ990405_10. 9819.C7 
" Strand + 
End 14766 

Method AAT/NAP 
End 14766 
Score 692 
10737. .11536, 12663. .14439, 14720. .14766 

(AF114171) disease resistance protein RPM1 homolog [Sorghum 
bicolor] 



21696 
45253 
10562 

OJ990405_10.9819.C7.ol.np 

10737 

4680207 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



21696 
45254 
3536 

OJ990405_10 . 9819 . C7 . ol . tm 

377 

none 



Seq. ID OJ990405_10.9819.C7 
Strand 

End 13341 

Method ■ TBLASTX: Maize 

End 2707 

Score 255 



377..S56, 381. .554, 391. .558, 772. .882, 786. .869, 1783. .1833, 
1843. .2142, 2522. .2707, 2527. .2691 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



21696 
45254 
3536 

OJ990405_10.9819.C7.ol.ts 

460 

none 



Seq. ID OJ990405_10. 9819.C7 
Strand 

End 13341 

Method TBLASTX : Soybean 

End 2707 

Score 149 



460. .558, 461. .556, 772. .942, 786. .944, 786. .941, 1782. .1931, 
1783. .1953, 1957. .2154, 2508. .2693, 2515. .2694, 2518. .2694, 
2522. .2707, 2574. .2696 - 



21696 
45254 
3536 

OJ990405_10.9819.C7.o2.tw 
530 



Seq. ID OJ990405_10.9819.C7 
Strand 

End 13341 

Method TBLASTX : Wheat 

End 1865 



21996 



GI 


- m 

none 


t 






Score 


w 

250 




Exons 


530. .565, 786. .941, 787 


. . 942, 


1782.. 1865, 1783.. 1854 




Seq. No. 


21696 








Seq. ID 


OJ990405_10.9819 


.C7 


Gene No. 


45254 








Strand 






Start 


3536 








End 


13341 




Name 


OJ990405 10 


. 9819. 


C7 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


1882 ~ 








End 


2670 




GI 


none 








Score 


84 




Exons 


1882. .1947, 


1883 . 


. 1933, 


1942 . 


.2154, 2046. .2135, 2518. .2670, 




2522. .2668, 


2605. 


.2670 










Seq. No. 


21696 








Seq. ID 


OJ990405_10. 9819 


.C7 


Gene No. 


45254 








Strand 






Start 


3536 








End 


13341 




Name 


OJ990405 10 


. 9819. 


C7 . o2 . 


gs 


Method 


GENSCAN 




Start 


3536 ~ 








End 


7041 




GI 


none 








Score 


. 96 




Exons 


3536 5759, 


6269. 


. 7041 










Seq. No. 


21696 








Seq. ID 


OJ990405_10. 9819 


. C7 


Gene No. 


45254 








Strand- 






Start 


3536 








End 


13341 




Name 


OJ990405 10 


.9819. 


C7.o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


4652 








End 


13302 




GI 


none 








Score 


54 




Exons 


4652. .4771, 


5177. 


.5320, 


5450. 


.5524, 12807. .12896, 12808 


. .12861, 




12946. .13140, 13005. .13115, 13150 .. 13302 , 13153.. 13206 




Seq. No. 


21696 








Seq. ID 


OJ990405JL0.9819 


.C7 


Gene No. 


45254 








Strand 






Start 


3536 








End 


13341 




Name 


OJ990405 10 


.9819. 


C7.o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5039 








End 


13341 




GI 


. none 








Score 


114 




Exons 


5039.. 5218, 


5225. 


.5311, 


13033 


. .13176, 


13156. .13341 




Seq. No. 


21696 








Seq. ID 


OJ990405_10.9819 


.C7 


Gene No. 


45254 








Strand 






Start 


3536 








End 


13341 




Name 


OJ990405 10 


.9819. 


C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5192 








End 


13161 




GI 


none 








Score 


184 




Exons 


5192. .5326, 


12937 


. .13161 








Seq. No. 


21696 








Seq. ID 


OJ990405_10. 9819 


.C7 


Gene No. 


45254 








Strand 






Start 


3536 








End 


13341 




Name 


OJ990405 10 


.9819. 


C7.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


5315 








End 


5665 




GI 


none 








Score 


185 




Exons 


5315. .5518, 


5316. 


.5519, 


5531. 


.5626, 5621. .5665' 




oeq . no . 


21697 








Seq. ID 


OJ990405_10. 9819 


.C9 


Gene No. 


45255 








Strand 


+ 




Start 


469 








End 


564 




Name 


OJ990405 10 


.9819. 


C9.ol. 


np 


Method 


AAT/NAP 





21997 




Start 


469 


End 


564 


GI 


4680183 


Score 


114 


Exons 


469.-564 






GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. indica] 


Seq. No. 


21697 










OCX dllU 




Start 


2128 


Fnri 


91 fift 
C x DO 


Name 


OJ990405 10.9819.C9.o2.gs 


LYie tnoa 


VjtLilNOUrUN 


Start 


2128 . 


End 


2168 


GI 


none 


Score 


.59 


Exons 


2128. .2168 






Seq. No. 


21698 


Seq. ID 


OJ990405_10. 9819. C10 


ss r*i /"\ KT r\ 

ucuc LNO. 


4 J / 


Strand 




Start 


773 


End 


4477 


Name 


OJ990405 10.9819.C10.ol.gs 


Method 


GENS CAN 


Start 


773 


End 


4477 


GI 


none 


Score 


.41 


Exons 


773. .1064, 3149. .3269, 3472 


..3546, 3742. .3819, 4474. .4477 


Seq. No. 


21698 


OCIJ • 1U 




Gene No. 


45257 


o c x. d.i id 




.... O t- CI J. L. 
:- 


773 


FnH 


4477 


Name 


OJ990405 10.9819.C10.ol.np 


Lie Ul 


AAT /NAP 


h3 Start 


3649 


FnH 

£jLL\JL 




ijl GI 


5852172 


Q. (~* r> y~ 


4 1 


Exons 


3649. .3803 






GI Descrip. 


(AL117265) zhb0002.1 [Oryza 


sativa] 




Seq. No. 


21699 


Seq. ID 


OJ990405_10. 9819.C11 


is? Ucllc IMO ■ 


4 J6 JO 


Strand 


+ 


fy Start 


1130 


End 


1464 


Name 


OJ990405 10.9819.Cll.ol.gs 


Method 


GENS CAN 


!U Start 


1130 


End 


1464 




none 


Score 


.6 


Exons 


1130. .1196, 1262. .1464 






•/I Seq. No. 


21699 


Seq. ID'- ' 


OJ990405_10.-9819.C11 


• = UCilC INC. 




Strand 


+ 


!l? Start 


5130 


End 


6755 . 


Name 


OJ990405 10.9819.Cll.o3.gs 


Method 


GENSCAN 


Start 


5130 


End 


6755 


GI 


none 


Score 


.45 


Exons 


5130. .6755 






Seq. No. 


21699 


Seq. ID 


OJ990405_10. 9819.C11 


Gene No. 


45259 


Strand 


+ 


Start 


5130 


End 


6755 


Name 


OJ990405 10.9819.Cll.ol.np 


Method 


AAT /NAP 


Start 


5505 : 


End 


6752 - 


GI 


4585920 


Score 


1267 


Exons 


5505.. 6752 






GI Descrip. 


(AC007211) putative SCARECROW gene regulator [Arabidopsis 




thaliana] gi | 6644 392 | gb| AAF21044 . 1 1 AF210732_1 (AF210732) 



scarecrow-like 21 [Arabidopsis thaliana] 



21998 



Seq. No, 21699 Seq. ID 

Gene No. 45259 Strand 

Start 5130 End . 

Name OJ990405_10 . 98 19 . Cll . ol . gp Method 

Start 5852 End 

GI 18680_1.R1084 Score 

Exons 5852. .6344 

GI Descrip. '3108053 3.0e-70 (AF056326) myo-inositol 1-phosphate synthase; 
INOl [Zea mays] • 



OJ990405_10. 9819. Cll 
+ 

6755 
AAT/GAP 
6344 
917 



Seq. No. 21699 

Gene No. 45260 

Start 6680 

Name OJ990405_10. 98 19. Cll .o2 .gp 

Start 6680 

GI 2797300 

Exons 6680.. 6780, 6901.. 7044 



Seq. ID OJ990405_10. 9819. Cll 

Strand ' + 

End 7044 

Method AAT/GAP 

End 7044 

Score 436 



Seq. No. 21699 

Gene No. 45261 

Start 2695 . . 

Name OJ990405_10 . 9819. Cll. o2 .gs 

Start 2695 

GI none 

Exons 2695.. 2721, 3555.. 367l" 



Seq. ID 
Strand 

End ^ 3671 
Method** 4 ' * GENSCAN 



OJ990405 10. 9819. Cll 



End 
Score 



3671 
.46 



Seq. No. 21699 

Gene No. 45262 

Start 5481 

Name OJ990405_10. 9819. Cll .ol 

Start 5481 

GI none 

Exons 5481.. 5549, 5630.. 6661, 

Seq. No. 21699 

Gene No. 45262 

Start 5481 

Name OJ990405_10 .9819 .Cll . o2 

Start 5636 

GI none 

Exons 5636.. 5824, 5637.. 5831, 
5835. .6038 

Seq. No. 21699 

Gene No. 45262 ■ 

Start 5481 

Name OJ990405_10 . 9819 .Cll . ol 

Start 5640 

GI none 

Exons 5640.. 6182, 5721.. 6113, 
6246. .6758, 6355. .6765 

Seq. No. 21699 

Gene No. 45262 

Start 5481 

Name OJ990405_10 . 9819 . Cll . ol 

Start 6015 



Seq. ID OJ990405_10. 9819. Cll 
Strand 

End 67 65 

.ts Method TBLASTX: Soybean 

End 6763 

Score 56 
5634. .6749, 6692. .6763 

Seq. ID OJ990405_10. 9819. Cll 
Strand 

End 6765 

.tc Method TBLASTX : Cress 

End 6038 

Score 205 
5661. .5825, 5832. .6038, 5834. .6037, 

Seq. ID OJ990405JL0. 9819. Cll 
Strand 

End 6765 

.tm Method TBLASTX : Maize 

End 67 65 

Score 581 
5729. .6181, 6225. .6749, 6242. .6757, 



Seq. ID OJ990405_10. 9819. Cll 
Strand 

End 6765 

.tw Method TBLASTX : Wheat 

End 6418 



21999 






GI 


none 


Score 


587 




Exons 


6015.. 6416, 6020.. 6418 








Seq. No. 


21699 


Seq. ID 


OJ990405_10.9819.C11 




bene wo. 










Start 


5481 


End 


6765 




Name 


OJ990405 10.9819.Cll.ol.tc 


Method 


TBLASTX: Cress 




Start 


6195 


End 


6749 




GI 


none 


Score 


665 




Exons 


6195.. 6749, 6223.. 6498, 6227.. 


.6745 






Seq. No. 


21699 


Seq. ID 


OJ990405_10.9819.C11 




Gene No . 


yl COCO 

ft 0<£ 


Strand 






Start 


5481 


End 


6765 




Name 


OJ990405 10.9819.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


6488 


End 


6666 




GI 


none 


Score 


239 




Exons 


6488. .6661, 6492. .6665, 6492.. 


.6665, 6595.. 6666 




Seq. No. 


21700 


Seq. ID 


OJ990405 10.9819.C12 




Gene No . 


A til £*} 


Strand 


+ 




Start 


120 


End 


2267 




Name 


OJ990405 10.9819.C12.ol.gs 


Method 


GEN SCAN 




Start 


120 


End 


2041 




GI 


none . 


Score 


.89 


:3 


Exons 


120.. 369, 479.. 594, 689.. 865, 


1273. .1461, 1568. .1630, 1961. .2041 


fjj 

\i 


Seq. No. 


21700 


Seq. ID 


OJ990405_10.9819.C12 




Gene No. 


45263 


Strand 


+ 


:a 


O Lai L. 


120 


End 


2267 


J 


Name 


OJ990405 10. 9819.C12.ol.np 


Method 


AAT/NAP 


: J 


Start 


144 


End 


2168 


! = 


GI 


3108053 


Score 


1192 




Exons 


144. .369, 479. .594, 689. .865, 


1273. .1461, 1568. .1630, 2053. .2168 


: ~! 


GI Descrip. 


(AF056326) myo-inositol 1-phosphate synthase; INOl [Zea mays] 




Seq. No. 


21700 


Seq. ID 


OJ990405_10.9819.C12 


•lz 


Gene No. 


45263 


Strand 


+ 


3 


Start 


120 - 


End 


2267 




Name 


OJ990405 10. 9819.C12.ol.gp 


Method 


AAT/GAP 


3 


Start 


792 


End 


2267 


3 


GI 


5056020 


Score 


922 




Exons 


792. .865, 1273. .1461, 1568. .1630, 2053. 


.2267 




GI Descrip. 


3108053 3.0e-70 (AF056326) myo-inositol 1-phosphate synthase; 






INOl [Zea mays] 








Seq. No. 


21700 


Seq. ID 


OJ990405_10. 9819.C12 




Gene No . 


45264 


Strand 


+ 




Start 


11604 . 


End 


12710 




Name 


OJ990405 10. 9819.C12.o3.gs 


Method 


GENS CAN 




Start 


11604 


End 


12710 - 




GI 


none 


Score 


.'67 




Exons 


11604. .11680, 12017. .12145, 12644. .12710 




Seq. No. 


21700 


Seq. ID 


OJ990405_10. 9819.C12 




Gene No. 


45265 


Strand 






Start 


3223 


End 


7484 



22000 



